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WIPO Sequence 1—H#—<=a7/L =5

1 INTRODUCTION

-

WIPO Sequenceld, 1-¥-MRODIEEITITEERIBEICT BT AT by TY-ILTT,

(i) WIPO Standard ST.26(Z#EMLEXMLIE R TEREFIREVERK,/ TRET S
(ii) WIPO ST.26 DEHIC T EXMLIER DEFIROBEES LRI S

WIPO Standard ST.26(3. LLFABAFRIEETY

https://www.wipo.int/export/sites/www/standards/en/pdf/03-26-01.pdf

COXETE HEBEAZFIHEADIBLEELTWIPO Sequencez AT 34 EICDVTERBLES, YV-ILOD
BEBEDYUANE, COXEDTTVIV2CBEHINTVET,

YATLEH

WIPO SequenceV—=JUI&. ROARL-T4V TV AT LEYR-b 3L CHAFKSNELE,
e Windows 10 /\-Y3> 1803 (32EyhHE&U 64y MN-T3Y)
e Linux: Ubuntu /\-¥3Y 18.046&UCentOS 7 N\-I3> 1804
e MacOS \-Y3Y 10.13 (64LYRN-I3Y)
ERON-I3avoml. UTFOARLV-T4V IV AT LEYR-FLTVET,
e Windows 7LAF& (32€yhELUG4EYH)
e Ubuntu /\-Y3Y 12.04LLF%
e MacOS N\-Y3Y 10.9 (64LyhN\-Y3V)

WIPO SequenceV-JUIC[E, RICEEITHRIERDN-FIT7EHRABETT,

2023%F4A8


https://www.wipo.int/export/sites/www/standards/en/pdf/03-26-01.pdf

WIPO Sequence 1—H#—<=a7/L ~~26

e CPU: 1.6GHz
e RAM : 4Gb
o ZEN-FFT4RY : 1GB (BLHRBEHRDREFEMOHDH HE(CHRZIHFENHYET)

o [EHEARRE : 1366x768
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WIPO Sequence 1—H#—<=a7/L =7

7

Windows

Linux

OSsX

WIPO Sequenceld. WindowsD32Ew k& 64Ey =TI 3VOMAICF LT BE—DI VAT 71V %E
RELTVET, I-Y-1F A VA= T-FIRENZTOTAICHE S TS,

2Ly MN-VavEFEALTVZGEE. 1-Y— 3N TA-Y VA LORBIBISEB T 3. V-V IEEICEEL
BWIENHE DRI INENHYET,

TOYIIMERORFLEREINDT-IR-ZT7)EY-IDOOT [ ROBAICREFINET,

C:\<username>\AppData\Roaming\ST26 authoring

TTIVT=23aVEEMIT BT IAV AL TEINSOT 7 IVFHIBRENGE WS, TTUT-Yave/AY
AM=UIEHE, TOYIT T -5 [$HERrangd,

WIPO Sequence [E. CentOSPUbuntu 28 E(FEAEDLINUXTAAMIE1I-Y3VTEIET S
[Applmagel 771)l (_https://appimage.org/ ) &LTREINTVWET, T7 MV ZENMESEBICHTO T,
I-Y-& I7AWVETTINIUY IS Rh, ANV I VEFERLOI7IIVEERITTBIENTEXT,

B TAIYTLY3- by bEfERL T 2N EINEREINT AV - IN 1-P-[CRRENFT,

WIPO Sequenceld, MacOS 64 Y MARL=TAV I I AT LT TVT =3V EA VAT 200D
[dmg ) 771V ERELTVWES 1V AT B(CE I-Y-EI71WET TNV I L TI4H-FICHE-T
&L,

TOYIIMERORFICFERINSGT-IN-AT71)IEY-IOOTE, ROBEFICREFEINET,
/Users/<username>/Library/Application Support/ST26 authoring

TIVT=23aVEBHELBT AV AL TEIN DI VISHIBRESN G W), PTVT-23VEBA Y
Ab=UISBE. TOYIT T -5 3 HEREnEd,

2023%F4A8
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WIPO Sequence 1—H#—<=a7/L ~—>8

YILR AN

T4

WIPO SequenceTld, 1VARI (exe M YAM-5=-J71)%EER) RROISTEERTBIEICEY, 1L
IMIAR=NEYR-FLET -
o /SIYALYMYAMIERELET
e Jallusers : Y=)LEAVAM=-)VT BE, TATOWindows 1-H-AT AT by IV Y ETY-
WERMBTERLSICHYET (COFERBEEEI-Y-LTOJ1YLEEECRBIAT
BAHYET) o

A=Y

Windows

Linux

OSX

WIPO Sequenceld, Windows® [FOJ 5 LDENEHIER] ATV aVN B TERT VA VAN U1T-FEiR
HLTLET,

077710 ET0III MERDRFLERINZ T ETLICHIBRT B2 ROTANY ZHIBRS D E
HHYET,

C:\Users\<user>\AppData\Roaming\ST26 authoring

Linux[ Applmage ] 771V &8I 2L, 7TUT-vayhavE1-9h6T7 V1Y AM-IENEd, 51,
COAZI1-TIVRIE, TAINY T D71 ERDIBRRHGHIR T 2 TEETEET,

SHOME/ .local/share/applications/.

077740 ET0V1I MERDRFCERINZI7MIETLCHIRT BICE. ROTANIEHIBRT Z0E
HHYET,

/Users/<username>/.config/ST26 authoring

KFTUT-YaVIE, OSXOD [I74 V5 -] B[P FUT-Vav] €73V TP IA VAR TEET,

2023%F4A8



WIPO Sequence 1—H#—<=a7/L ~—29

077740 ET0V1I MERDRFLEREINZITETL(CHIBRT BICE ROTAINI EHIFRS 2L ENHY
9,

/Users/<username>/Library/Application Support/ST26 authoring
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WIPO Sequence 1—H#—<=a7/L

<10

BEEHTOLR

WIPO Sequence%#2&1d 3¢, V-ILIEF B RIgER TV I T - eFIvILET, 7V T TR D15
Bl FLWREN-YIVIITYTI-FBE5(C - -ITkHFT,

ERTZN-JIVNST.26DTRFN-VIVICERLTWNBRIELEREE(CT D=0 7Y TT-FMIAFYTLAEWNS
CEBEDLET,

o Update found, do you want to update now?

es Mo

Processing
Please wait...

1: BHEFORY T Ty

i

EBE AN = B TF A2~ A —F ey NFFi3, AIAHATTP AT CNIPO DO 1 NZFo+XF854a]
FHEU BN BYFET, 7L, I—FHBNIPO FvF5— f— v B SIS B L IHY F A,

I—FAL, T r——=3  HEREE53T. FLL Y Y—3 DET I — RELU 2R MBS BFE T WD Y+
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WIPO Sequence 1—H#—<=a7/L

~T11

V-V DERE

Z0tIvavTlE. Y-IVOBEDON-JIVIZEWT, Y-ILAEITTCERINTDOMEREIC DV T, BIE %A

LEX9,
h7FdU- BERE

FOvtsk 1DDEHNRIZET H2T—INREEINDITOD Y FEER
ERA)

JOvzs bk ARSI REERRT B

JOvIok TOVII OB ERET S

SIDATLY XLIFFRZ X TOEERD =HIZ 7 1) —FTF X bqualifierd T9 XK
—+9%

Jovzobk TOVIIMNIREINTVBRIRTDT-HFEIIAR-FLT B TYRT
LADRICA VATV AFEEBIDA Y ATV AICA YRR TEB L5293

(=12, 7OVIT ORI T LIHN)

Jovisk ER SN -Be5RE AN RHBZFEX (html .ixt) TERR/ITA
h—k93

JOovyvbe FOIIIRIFAI (zip) [TRTESNTVWBIANTOT-FEFHRIERL
=70JIIMAYR-bT 3
ST.25F 5 R I7AIDSFRIERLETOIIIMIT -9 %A VR

Fovzsk %

ANARAN ST.26EC 5 RI7AIDSFHRIERLETOIIIMIT -9 %A VK-
%

Jovyobh FASTAEFINSEEEZO SOVIIMIT-9%1Vik-+T 3

Jovzok [NIWFI-I RO IFAINHBEINT-FE1VR-~T 5

2023%F4A8



~12

WIPO Sequence 1—H#—<=a7/L

JO0vIsh loFO0vrst GeFOvisbh) heT-YEREQTOVIIN (-
Fybh7F0I1I8) (CAVR-+F3

Jovisk FOI1I ST -FEENR

Jovirk & RSN TST.26BC5 =N ST -5 % ENRI

JovIvk TTDT - HABLUOFECEEINT-F%ERT Lik—MI, 1 VR—ME(C
EEINET-Y% 8%

JOovisk ST.26FRFIERITAINEIREEL, BEELIT- DAY - IEETIRALLIRN
-~ LTRHIEZRRT S

Jovisk TOVIIMIRFESNTVNBT-IERIIL, EELIT-OAV -V S
OHREELR-bELTHIREERRT D

JovIvk FO0Y17 MR

— B FKEAOLIREZNICGISTZEBI-FTOVIIMIEMT 3

— A% 1B TOVIIMIHEEESR (REBELEEOEE) %EMNT3

s E HEEAZ(ERBAEDBEREZTOIIIMIEM

Ec!) fig7!(Zsource feature& @ ZBMqualifierz BN 3

[ fig%!(Cfeature|ER&ENNT B

Ec!) feature(Zqualifierz &0

[ JO0Y1J TR EER

[ BRI DEFE (CH W TR featurez—IEMREH 2 WEEMN

[ — B E—FEAFYS

[ B2 DE & —1EHIBR
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WIPO Sequence 1—H#—<=a7/L

gl FKOBNDALEICRINEERS LU/ XITHEATS

251 BECITOD LY MIESEA VR— T B

gl B3 BIBRS 2

fig3!) FEIRINT=CDS featurelxF LT, ElERqualifierz BENRIICTERLL. A
T3y e LT, protein_idIC &> THABISN2B9E TS/ MBS S BB
(CERKT 5

[yl qualifierT—9 DR EE

2% Be5 T -9 DR e

2% feature key7—45 DR

2% IR featurelC LA B 1B R ENE

[ BRECEDBRENEENTVEN L EFER

gl TI)BEINODFREEE. EREFHDEDIENDIDICKRETS

gl FEE SNIDEERE B ROBECRE > TRBRERFZEIRTZ (T4
ClEEBES1)

G2l JU-T* A bqualifier®V—2A- 5=y FOXTFEXLIFFER T/ VR—-k
L. 7OVIVNCEIERZIRHT S

gl qualifier mol_typexZ &0V VA7) T-Y3VD—HEiRE

gl —EREEZBWTEY 0 EE—FEHIR

gl Be5| R CEFIZENEZ D

2023%F4A8
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WIPO Sequence 1—H#—<=a7/L

1-Y-04%% IATLCRTFESNTVREYZDUANFREYMZZEINT S

1-Y-04%% 1-Y-0EHZDYANE, % TWIPO SequenceDRIDA Y ATV RIC
AVIR=NATBERTF AN I 7AIC IV AR-F 3

1-Y-0%% 1-Y-0EMZOUAMEXLIFFI71 A GBEFEDTOI I MIA ViR
-+9%

BA/EA HEEAEXERAECRETZER BIRAE. Lol I35 E]1-
B, STVNFEAOFRFZIBFT ZHITHE) ((EFAH) 2R
TLAICRTEL, B THRABTOVIV M CERTERLS(1C95

@A/ EA FROBAZIE(LEALEZERTS

VAT LIRIEETE FZUTBIYAI VAL TERSNEIRNTOTOIII MIFET B,
Y- VDFFE DIRIZ R E ZaH 2
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WIPO Sequence 1—H#—<=a7/L ~~215

V-V OHEE

FRY-VOER

ZOEIY3aV TR Y- IVOEBERERICDOVTFHLERBLEY, COFMAFBOBNE. TATNTY
— VA TRESN TV HBEREREL-Y-[CH>TESIIETT,

R=Jld, Y- TOLI-DX1YIVFI T, C1-EAEM YR-IE20HYET,
o AMIYR-Y

o FOYIUhR-LE1-
o BABLLEALI-
o I1-Y-0%EMta-
o 1-Y-F{ELI-

o JOVIVIR-Y (FOYIHIME1I-HBTIEAARE

o JOJIJ+OFMEL-
o MREFLR-FE1-

o EEk#EFEqualifiert 1-
o AYIR-kLik-tEa-

o EBFIFRODFREI-

2023%F4A8



WIPO Sequence 1—H#—<=a7/L

PROJECTS PERSONS & ORGANIZATIONS ORGANISMS HELP

PREFERENCES ENGLISH

PROJECTS

Project name Applicant file reference
Test preferences applicant

DEMO br

ST26T-2540 30810/44556C1-R2

1IERIKSIC, ALR-IANTRBIENTEZIEWMDRLSERORRE, L1-LFUET,

o3y

NEW PROJECT  IMPORT PROJECT  IMPORT SEQUENCE LISTING

Applicant name Invention title -
PETIT, Robert invention

Berthold R. Rutz fungal sequences
BioMarin Variants of C-Type
Pharmaceutical Inc Natriuretic Peptide

M2:7AYzy bk—LE21—

Status

modified

modified

modified

VALIDATE SEQUENCE LISTING

Creation Date

2021-12-09

2021-08-12

2021-08-28

—EOLI-FEIVIVEECHENHYET, TIV3VE KEBREI-OREIH P EXEMLT ZEF L

FREBYZET,

2023%F4A8



WIPO Sequence 1—H#—<=a7/L

DISPLAY

LANGUAGE
VERIFICATION IMPORT THE HEw PREFERENCES = project

QUALIFIERS TG sl

/: WIPO | Sequence PROJECT_TITLE REPORT DEPENDENT REPORT SEQUENCE

GENERAL INFORMATION] [SEQUENCES]
————— s —

Original free text language code Non English free text language code

Automatically add a translation qualifier when a CDS feature is
created Off

@
» GENERAL INFORMATION

- SEQUENCES
®
zT\

M3:70Yz7 bOFEfE 21—
E3ITRTLSIC, FTOVITPOFME1-(CF, —MIBREBIIE WS 2DOREMARTRER I VavhHYET,
TOYIVMOFEME1-0&ZECT, -V -2 T30 YaVICFES -8 2200008 HYES (1), T
EH-v3avER5(CT210. K7 VaVIEREAMTREICA>TVWET (EAO/NSB=AFTER) (2),1
—H—3. REN7AIV%EIUYIIB2ET, FTOJIVMOFEMEI-DKEICAVO-)LTEXT(3),

A=-N-L1

REIVDANPDEENBELEES. K4 : F—N—L A [CRTEIC. BEOL1- E[CA-N-LAHER
ENBIEN'HY, BRI L-RRENET,

2023%F4A8



WIPO Sequence 1—H#—<=a7/L ~—18

NERAL INFORMATION  SEQUE!

PRIORITY IDENTIFICATION

A\ 4

APPLICANT E INVENTOR

INVENTION TITLE

NVENTION

M4: ==L A

A-N=-LADPRREINTNBEE, A-N-L1DERICHEIINTOERBHEELECRY T, £z, TA-H2A
SNTVWBIEEB OANMMEIERTRE T,

7=

Name = Language Code : Name Latin = Residence Address = Correspondence Address =

DMER j3 A he - Hebrew Hila Ben Avraham iy

Juan Rodriguez Garcia es - Spanish; Castilian Spain, Valencia, Calle Cardenal ... Spain, Valencia, Calle Cardgi 1 a
John Smith en - English England, Leeds, Eden Mount, 26 England, Leeds, Eden Mouni 1

T 9
1: 7=71L04
K5(RS &S0 T-IITREDNERCHE>TWSHE. I-Y-BRFET-IE2AN L. RRN-OKICHDB
MBRTVAAVEIIVYISBIENTELT (1), T-TINADEZDEUAMIRBICE. READRYIZETY
7L RRTAAVEIVYILET (1),

I-Y-[F, IRTOIVRIA IR-JICPRESHBWEE. T-TINVOTFORIVEIUYILT, T-TIARDITO
R-IREBETELT(2), T-TIWAROIV M ZHIBRT ZICE. WHIGTRITORBICHZIIFHE71IV%ED
UyILES(3)e T-TIWAROIY M OREL 1-%FLK(CIE. ITROTROFWEE (FHRIE. Uy IR EE
THBILERT) 2TVYILTLIESWNA),

2023%F4A8



WIPO Sequence 1—H#—<=a7/L ~—19

Juan Rodriguez Garcia Spain, Valencia, Calle Cardenal Benlloch, 10

es - Spanish; Castilian i Spain, Valencia, Calle Cardenal Benlloch, 10

2 F—T7ILOIRE

COIVRIERIRT BE, BELEICA-N-LAPRTREN, T-TIVO T [CRERTBERNRIDRHEXT,
NFRIVE1-

NRIVEI-IZIE T-IDTN-ThERREINET, NFIEI-OEE F, EHOFNCHETEXT, FIERIC
[F.SNVEE (ER) HHYUET,

+ GENERAL INFORMATION

APPLICATION IDENTIFICATION 0
Application |dentified Before the assignment of the application |P Office Al - Anguilla
number Application number 32424 74
Applicant file reference 4342 Filing date 2022-01-03

3 REILE—DfF

7R &3 NRIVEI-TERET IV (L) DFWIRI VBT TENd L KRIVE1-FHRENRIVIC
BESZoNET,

fmee/ SRV

2023%F4A8



WIPO Sequence 1—H#—<=a7/L ~—220

RENRINERCE, EEARER IV 1Y -(CRREINET, K8ITRI LI I-Y-FEDREEL
Z5k. [Save (RTF) ] (1) £f=lF [Cancel (Fvtll) ] (2) NIV EIVYILTEBERIFESHE
FRIENTEET,

2
FeTO CHYEBY CERNT /LN I L—FerdhFd,

GENERAL INFORMATION

APPLICATION IDENTIFICATION

Application Identification* Applicar
® Before the assignment of the application number ABC1234
After the assignment of the application number Application File Reference is a mandatory field when 'Before the assignment of the application
number’ is provided.
Application number Filing date
98968268463829 2019-02-21

Cancel Save
o o

8 NRILDIRE

B{tEyh-

1-Y-"EMZAALBRINEESEVGER. BAEYA—MV5-TJ11 22 ERALET ., KITRT L3I,
ALIA-TA4I00)&EIVvISBE. BFEYA-DVR-RV M FEZEXT(2),

Year 0
2019 2 Feb

o 02
0z 04 05 06 07 03 09

0 1 12 13 1415 18

17 18 19 20 21| 22 |23

24 25 27 23

M9:BfEYH—

2023%F4A8



WIPO Sequence 1—H#—<=a7/L ~—21

BEERSNTWSHAEERNMRETREN (228) (EABRBREOTHR (267 ) TRENET, &
DEAOBZBERER B TVET,

. 1-Y-(@EUEERX (TYYYY-MM-DD) (3)CRREDHNEZAN (F17) $32LETEEY,
PDFY-5-
1-HY-14FEDERFIRORELR—b, 1VR—kLik—b, FEET0VIY MEREENRHI T 3355, PDFJ7

1IHMER SN, PDFU-Y-TRINMNET, J71IEF IV 0-FLTRTET B(CIF. K10ITRT £5(C, Ea-
TOHE LCHZIIVO-FT714I0EIUYILTLIESW (L),

File Edit View Window Help

INTELLECTUAL PROPERTY
ORGANIZATION

10: PDF £2—7

£-H-KFEY-vay

WIPO Sequenceld, EXMNEF-R-FFET-VavEdR-FLTWEY, [TAB]F-2ERALTEB KM%
B8 L. [SPACEI¥—2ERALTFIVIRYIAETIARNI VERIRLET,

BENHROIA-HRIFE. H11OLI LR RSNET,

2023%F4A8



WIPO Sequence 1—H#—<=a7/L =22

FEATURES

Add feature

Feature Key Location Qualifiers
source 1.64 mol_type = genomic DNA P
- organism = Sialia currucoides

11 : #REE feature REZ IC7 +#—H R

e =YW ETA-NAEE EDANT1-IVFICERELET,

TEZIE FHLWTOIIT MEERL T BB% BTV FEBRIOH T, D-VYILETA-DARI TICTOITI bET1-

VR (F12) [RESNTWET :

Return
: WIPO | Sequence NEW PROJECT HELP PREFERENCES ENGLISH pr;i(:act

home

Name* Description

12: WB74—ILE~ADH—=YIL s TH+—HZR

2023%F4A8



WIPO Sequence 1—H#—<=a7/L —23

70917 hOR-LE1I-

TOIVITMDIR—LR=-IE1-(E. 3DDAMVEI-THERRINTVET,

017 1- (M13) . FALLFEACI- (K14) BLUOLEHC1- (H15) , £fo. B LERBICHBIAT
OFOVIIMIEAINZRERTE (K19) £HYET,

PROJECTS = PERSONS & ORGANIZATIONS ORGANISMS HELP PREFERENCES ENGLISH v

NEW PROJECT  IMPORT PROJECT  IMPORT SEQUENCE LISTING  VALIDATE SEQUENCE LISTING

PROJECTS

Project name Applicant file reference Ap) Invention title Status Creation Date

Polypeptides Having Beta-
Glucanase Activity and
Polynucleotides Encoding
Same

cds feature 15123-WO0-PCT[2] Novozymes A/S modified 2021-09-07

COPOLYMER INCLUDING
UNCHARGED HYDROPHILIC
BLOCK AND CATIONIC
160K 500 SEQ A400: 66076 University of Tokyo POLYAMINO ACID BLOCK HAVING modified 2021-08-07
HYDROPHOBIC GROUP IN PART
OF SIDE CHAINS, AND USE
THEREOF

160K 100 SEQS A400: 66076 University of Tokyo aaaaaaaaaa modified 2021-09-06

Polypeptides Having Beta-
Glucanase Activity and
Polynucleotides Encoding
Same

cds feature 15123-W0-PCT(2] Novozymes A/S invalid 2021-08-02

Polypeptides Having Beta-
Glucanase Activity and
Polynucleotides Encoding
Same

cdsFeatures 15123-W0-PCT[2] Novozymes A/S modified 2021-08-01

M13:7AaY 7 bh—LEa—

wiPO PROJECTS | PERSONS & ORGANIZATIONS | ORGANISMS HELP v PREFERENCES ENGBLISH v

CREATE NEW PERSON OR ORGANIZATION

PERSONS & ORGANIZATIONS

Nar ne Codh Name Latin Residence Add rrespondence Address

Axo, Cmut

AxenH, 3np

Bnan ru - Russian test name

14 AL TEAL 2 —

2023%F4A8



WIPO Sequence 1—H#—<=a7/L =24

f,: WIPO | Sequence PROJECTS PERSONS & ORGANIZATIONS | ORGANISMS | HELP PREFERENCES ENGLISH w

EXPORT CUSTOM ORGANISMS  IMPORT CUSTOM ORGANISMS ~ CREATE NEW ORGANISM

ORGANISMS

Name Description

test organism

Demao Organism

B bbb

A aaa

15$¢%t1—

TOJIIRR-Y

TOVIIMR-IG M6 : 7AY 7 b OFEEY — L A—(TRT LI, 7-770-0RBRZEAE%
BT B HIERATEZ6DDL1I-THMRENTVET,

1. JOYIVhEET- (1) (JOYIZhETREN, IZITRITOVITR ELTRRENET) &7
O0Y17hT-9% 80X VK-

2. MREELIN-FEI- (2): I TIREELIN-MIT 7 LA TELT

3. EHBMTFqualifiert1— (3):22TE BT IU-TF X bqualifier(C7 72 AL, T AR-bAVik-
N&EET]

4. 1ViR—bLiR—kE1- (4):2ZTIYR-bUIR-MNIT I A TEEXT
5. TAATUAERFIERE 1 (5): CCTEMSINTST.26E 5 ROHIFAIREBFZ AT I EATEEY

6. NIIAZa—: 1-Y¥-~YZ17Jl. WIPO Standard ST.26. WIPO Sequenced&LU'ST.26 Knowledge
Base(6)\DUIFL Y AEEHET

7. 1-Y-E&EL1I-(7),

2023%F4A8



WIPO Sequence 1—H#—<=a7/L =25

DISPLAY Return

IMPORT  THE i
QUALIFERs REPORT sequence HELP ~  PREFERENCES Elv project
LISTING home

7
2 3 & 5 6 8

LANGUAGE

VERIFICATION

= WIPO | Sequence PROJECT REPORT

1

GENERAL INFORMATION SEQUENCES

I R 0 J E c I Rl Export Import Another Project Validate Generate Sequence Listing

16: 7Y 7 FOFEEMY —L/N—

TOI1I bOIR-LR-JIIRBICIF AvT-/Y-ILI\-DHIHIZHS [Return to project home (FOVT
JhiR=-LICES) 1 RIV(8)&IUvILET,
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WIPO Sequence 1—H#—<=a7/L =26

70Y1Y 0
BEXIER
M17 : EXER L7 > 3 V(ORTESIC, TOVITMOFEME1-DESEICE, TOVIIMIBETERKE
A REHINET-TIUHHYET,
ZDETYIVICE ROABHNEENET,
o JOVIUMA
o JOYIVMOIERK BB
o JOYIJMIHLTRELITONEEFHO B,

o JOYVIVLDAT-YA (FIREHME : [HR I EEFHIEBEHIITEDBDITES]D -
ZDT1- VN ISHRERT]

o JOJIVIOFEA - EE

o AVIN-RLEIZVOZET (FOVITMYR-bENTI5E
e JU-FFZAbqualifierdc®IV-TF¥ALSEI-F

o FRFIE (G : [EEFN])

o CDS featureD{ERLEFCHITZ2ENERqualifierd BBBMNMEFVH S HOFIYIRYI A
(FOITV LRIV D)

. EWELSOIY-TFANEEI-R
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LANGUAGE
S§T26T- VERIFICATION IMPORT DISPLAY THE
gﬁ:ﬁrﬁ:s; REPORT SEQUENCE LISTING HELP v PREFERENCES ENGLI{w

é WIPO | Sequence 2138 REPORT

GENERAL INFORMATION SEQUENCES

ST2 6T_21 3 6 Print Export mport Another Project Validate Generate Sequence Listing

Project Name ST26T-2136 Creation date 2023-04-06 10:45

Last modified 2023-04-06 16:39 Status generated

Description File Name ST26T-2136_3 Vs
Original free text language code Sequences 11

Automatically add a translation qualifier when a CDS feature is created Off Non English free text language code

17 : ERER LI av 4
AIVS

ZOY=-IUZELT I-Y-BZDY-IVEERLTHIR- 2 3EHDOANNTAT Y3V ERRTEXY
(H18: ~LT7DrRy FE4T v A=a—),
NVTATYAVTHEET BB RIIROEDZIRALET ¢
o I1-Y-XZaT7IADUIH
e  ST.26 Knowledge Base 2ADY YT %IRAT S
e WIPO Sequencei—rF-LDBRNEDEIA-LADYYY
e  WIPO ST.26 ADOYUY73

o WIPO Y- YA TAIMTIY-)VICEAT ZEARIGR

L BHERT. NI D51 U ERESNGEERRDA— < =a 7/l HAWNIA 51 U TRESNERYT0 DOPCT S BNa—H—<—a 7)VEELET
2 BT, THIGWIPO Sequence :3KU ST. 26 knowledge base ZHELFES
3 FERC. TNISERR DOV RN LABDRA A— RS54 Ly S aELES
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~—28

i
WIPO

Sequence DERR V—>"F AN N r— SR TS L, 1—1 =2 FILHSUNIPO
ST.26 THY. ZADRATY, 2—FHGU| [ MDEZEEERL/55. Standard BLNT—H—=2 F/LOJFPZEELE Y v—

FUTOERTHIL 15— NFEd BB Y FT o o, Ferdd Il BRI S8 >3 A
BYFd,

Z WIPO | Sequence  PROJECTS

PERSONS & ORGANIZATIONS ORGANISMS HELP

PREFERENCES ENGLISH
IPO SEQUENCE KNOWLEDGE BASE
CONTACT US
ISTANDARD ST.26
WSRO 50T WiPD SEQUENCE TOOL

SEQUENCE LISTING  VALIDATE SEQUENCE LISTING
PROJECTS

Search project by name

Project name - Applicant file reference = Applicant name = Invention title <

Status = Creation Date - Last modified -

18: ~ALTDORAY FELYI Y X =2—5

BEOC1I-TI1-Y-E. IRTOTOVIIMIERINZTONT 2R ECEET (K19818) , K/ITA
—A-MFMIIOVNTE ATOIMY-IVDtEEE | I aVICREHINTWET,

PREFERENCES HELP

Return

PREFERENCES ENGLISH v to
project
home

PREFERENCES

f fent qualifiers Off
terface * English

6: 1Y —FEL1—

2023%F4A8



WIPO Sequence 1—H#—<=a7/L ~—29

4 J-)LbDKEgE

01T bR-14
ZOEIY3v TR, TOIITMR-LEI-TEATE 354 BHREICDOVW TR LSERAALET,

TOIVII I, BT ROERRICHBERT-IEREFETBEHICY-IVMERT AT IV MEE T, FOIT
IMNRESNET-IHWIPO Standard ST.26(##L TWBIENHERINDE Y-ILIZZDT -5 %, 1
R UEEHERADEELTERLET,

ZOEI-(CI FERENT0III bOYAMIERREN, I-Y- (I L, TOVIT &, HEEAT7MIVSE,
HEEAG. ROV, AT-F A, ZLEIER B TIIVII YIS 2R kRe R, SEANEZ B3\ fE
FRY2ATY3aVeERHLET,

2

DT E =KX1000

BDTOS T MSerahFES, T T M TH T Ni—AE 21— ZeRm3l Y5 T, E1—Zenshil va7coas o
NIF—TU IS0, I~ HREFE AT CEETC IO T FEa305T 8 Wb 7,

0917 DR

FRTOIIIbEER T B(CE. I-Y-FAYTOI T MR-LEI-DBRAL TS (K20 : #7187
0¥y MERRT v 7128 8R) ,

uence PROJECTS PERSONS & ORGANIZATIONS ORGANISMS HELP PREFERENCES ENGLISH w

NEW PROJECT | IMPORT PROJECT  IMPORT SEQUENCE LISTING  VALIDATE SEQUENCE LISTING

ol

Project name Applicant file reference Applicant name nvention title Status Creation Date

200 M7 ALYy MERRRT v 71
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WIPO Sequence 1—H#—<=a7/L ~—30

1) F20(CRIELI-DFEFEICHBY YT [NEW PROJECT GRrBIOVIVL) 1&27UvILET, RO
E1-T. Y-IiET&er) (B A (ER) 2EKRLET,

Retum
w0

NEW PROJECT HELP PREFERENCES ENGLISH w s

home

21870 27 MERRRT v 72

2) &RIJ1-IVFERANEND L, I-Y-DFRTOIVIT M RETESZLIC, [Save (RTF) ]
NIV EMCRYES, TOVIT MR-LE1I-CHEFRIOF R IOV bt T0IIIbO—%&
EX22(0RLET,

e PROJECTS PERSONS & ORGANIZATIONS ORGANISMS HELP PREFERENCES ENGLISH

NEW PROJECT  IMPORT PROJECT  IMPORT SEQUENCE LISTING  VALIDATE SEQUENCE LISTING

PROJECTS

Project name Applicant file reference Applicant name nvention title Status Creation Date
Polypeptides Having Beta-

cdsfediure 15123-W0-PCT(2] Novozymes A/S Slicanase Activity and modified 2021-09-07
Polynucleotides Encoding
Same

COPOLYMER INCLUDING
UNCHARGED HYDROPHILIC
BLOCK AND CATIONIC
160K 500 SEQ A400: 66076 University of Tokyo POLYAMINO ACID BLOCK HAVING modified 2021-09-07
HYDROPHOBIC GROUP IN PART
OF SIDE CHAINS, AND USE
THEREOF

22 FM7AY 7 b ORERS

70I1IbEAVIR-F

COEEEIZ LY, K530 0TI FOIVAR-RCaBAIN TR LS, BEICTIVAR-rEnz0V1I K
DY=IADAVIR—bDATREICARYES, TOJTIT R I7MINEAVR-bFBICIF. FTEEX23(RaN3LI(C,
TOYITMR=-LE1-D5RAEBLTLIEEL,

2023%F4A8



WIPO Sequence 1—H—<=a7/L

~—31

WIPO

PROJECTS

Project name = Applicant file reference =

cds feature 15123-W0-PCT([2]

PROJECTS PERSONS & ORGANIZATIONS ORGANISMS HELP

PREFERENCES ENGLISH v

NEW PROJECT | IMPORT PROJECT | IMPORT SEQUENCE LISTING  VALIDATE SEQUENCE LISTING

Applicant name Invention title

Polypeptides Having Beta-
Glucanase Activity and

Novozymes A/S Polynucleotides Encoding

Same

M23: Az 7 bDAViR—F ZFv 71

Status =

modified

Search project by name Q

Creation Date <

2021-09-07

1) K23([0RI &I, E1-DFEEICHBY YT [IMPORT PROJECT (FOVIIMEAVR-F) 1&7UvIL

9,

g WIPO | Sequence

=

PROJECTS PERSONS & ORGANIZATIONS ORGANISMS HELP v

PREFERENCES ENGLISH w

NEW PROJECT IMPORT PROJECT IMPORT SEQUENCE LISTING VALIDATE SEQUENCE LISTING

PROJEC]

@ Open >4
A || > ThisPC > Documents > WIPO_ST26 v o Search WIPO_ST26
Organise v New folder - ™ @
Name - Date modified Type siz
# Quick access
o 8 tets_1617812352954.2ip 07/04/2021 17:19 WinRAR ZIP archive
o everis
@ OneDrive - everis
I This PC
¥ Network
<
File name: | tets_1617812352954.zip v‘ ZIP (*zip) »
O = 1 o
PANCREATIC CANCER

M24:7AY 7 bDAVYR— b EATRATRY 7R

o Upload file [.zip]

Cancel

2) KR24IRIA-N-LABEET . [Upload file [.zip] (T74I [.zip] &7vF0-F) 1TV (1)EIUYIL

9,

3) R24[CRIHMTOTINYIANKRENTS, AVIR-bFB3TOVIIRI7VERERLEY 2H&

U3) .

2023448



WIPO Sequence 1—H#—<=a7/L ~—32

gwuﬂowsequnnce PROJECTS PERSONS & ORGANIZATIONS ORBANISMS HELP - PREFERENCES ENGLISH v
=

NEW PROJECT  IMPORT PROJECT  IMPORT SEQUENCE LISTING  VALIDATE SEQUENCE LISTING
5t26t-2576 [1].xml_1640106895750.zip Upload file [.zip

°" Enter the sequences to be imported

Sequence Number [ID] Position

1

2

Select Range of Sequence IDs

1-2

Use commas to separate individual sequences [for example: “2,5,8"); use a dash to indicate a range of sequences [for example: “2-8”).

Cancel Import Project

M7:78Yx7 oA viR— 1 BEFO#HEDRR

4) [Select Range Sequences (#IFECYIZZEIR) | AFIVIINTWEWE, IRTOEHIAS VK
-rEnFEd, I-Y-IT0VIIMAYR-FI BB ERIRLEVEE(E. [Select Range
Sequences (BEEAEBCSIZZEIR) | OFIVIRNYIR (V)ICFIVIZEAN, FREDETIDIDES %
BYNET1=IVEQ2)ICAALET (K25) , B—DEFIEIFITHR IYNTRYILNEEFIOYA S
Px-yERADEFNOEEEANTEIENTEXT,

f1: T1, 3, 7, 13-20, 30-50]

TIAIWETR AVIR-bENLTOYII b OBFIOEFHEN ., EE. I4D05: 1 - SFHEFIELT
RRSNET,

5) mEOATYS(E. K25~ L3I, FEO [Import Project (FOVIVbEAVR-F) 1RV (3)&TY
vIeBIETY,

TOVIIMEBLAVR-FENZE, KBITRT LIICROBFEDNF-EAV - I N EI-DFHHEICRRE
nxd,

PROJECTS PERSONS & ORGANIZATIONS ORBANISMS HELP PREFERENCES ENGLISH w

SUCCESS: The project has been imported successfully X

2023%F4A8



WIPO Sequence 1—H#—<=a7/L ~—33

M8:7AYzy hAEBICA vE—F FLwNF—

BRUREE: T N 2 off— M INIPO

Sequence THHALGL B DIFHRELFES, T DFRAITHICI, CHiL ZLD5EE. IHRGH R YFES, BT
HUTHEE THERDEA i~ T FEL

[(RRIE 22 % el

A-Y—(F. FOVII FR-LE1-H5, ST.26 FA/AST.25(EMMUT-ERH RN DE ISR TEA VR -
RCEFT, ZNZNOITT7IMIIEZR L, ST.262 Tld* xml. ST.25771 DG EF* txt T,

1) 9\ 270" E1-D5EFEICHS [IMPORT SEQUENCE LISTING (BEFI&REAVIN-F) |
NTVETVYILET,

PROJECTS PERSONS & ORGANIZATIONS ORGANISMS HELP

PREFERENCES ENGLISH

NEW PROJECT  IMPORT PROJECT I IMPORT SEQUENCE LISTING | VALIDATE SEQUENCE LISTING

PROJECTS

M 27 : BIIERDA v R—b X7y 71

2) K28IRT KIICERRSNTA-N-L1 T, [Upload file ST.25 [.txt] or ST.26 [.xml] (T71)L
ST.25 [ixt] £z[F ST.26 [xml)Z7vFO-F) [ RTVEIUYIL(L). FoRSNFESM1TOTRYY
AT, FREDESIRI7IINEEIRLET (2), KIC. [Project Name (FOVIVE) 1 71-ILE(3)
[CATINEABT RSN TWAFHRTOIII b D& FIZAALET,

2023%F4A8



WIPO Sequence 1—H—<=a7/L ~—34

PREFERENCES ENGLISH w

WIPO | Sequence PROJECTS PERSONS & ORGANIZATIONS ORGANISMS HELP

@ Open
€« v 4 || > ThisPC > Documents > WIPO_ST26 v o O Search WIPO_ST26
ISTING  VALIDATE SEQUENCE LISTING
Organise v New folder Bz @ @ |
. |Z Documents # A Name - Date modified Typel o
validsts.xml Upload ST.25 [.txt] or ST.26 [.xml] file
¥ Downloads * 7 basicxml e 02/03/202115:37 xm]
=] Pictures * ] ST26T-1796-validxml 2/03/2021 15:39 x|
Project Name * D Music * 5] txt_1796 txt human 14xt 02/03/202115:37 Text
e valid test I Desktop 5] tt_1796 txt human 2.6xt 02/03/202115:39 Text
Sample Files F
[ Select Range of Sequence IDs wipo
WIPO_ST26
fa everis
[l Select the general information conf
@ OneDrive - everis
= ThisPC L
¥ Network v < > Cancel
File name: | basicxml v ’ et xml (bt xml) ~
PROJECTS S

X9:BIEKDA Vi R—b KATRITRY IR

M29(RI2DDEERFIYIMYI X [Select Range Sequences (FEFAEZSI%ZEEIN) | LU
[Select the general information contents to be imported (1 Vih—hd 32— IBEHRARERE
) 1T I-T-BEOTIYavEaHRIOITIMAVR- NN EIEE TEXT,

NEW PROJECT  IMPORT PROJECT IMPORT SEQUENCE LISTING  VALIDATE SEQUENCE LISTING

5t26t-2624.xml Upload ST.25 [.txt] or ST.26 [.xml] file

Project Name *

¥ Enter the sequences to be imported

Sequence Number [ID] Position

1

=

Select Range of Sequence IDs

1

Use commas to separate individual sequences [for example: “2,5,8”); use a dash to indicate a range of sequences [for example: “2-8"].

[ Select the general information contents to be imported

Cancel Import Sequence Listing

10 : EEFIERD A iR — b #HFEDFEIR

2023448
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ROOFIVINYI AT, BeFIERNSTVIR-bLEEWEFEDERTIZ AN TELXT, E—DEFILT
TR VN TRYIGNZEETIDYA M Px-y A OB OEEEANTBIENTEXT,

1: 11, 3, 7, 13-20, 30-50
TIA TR, AVR-bsn S RO O AN, BELLTERRINET,

M28(RIRICE2DDFIAHY ., 1D T BECH %85I 3-HDESIDES. £5—HILE
FK(CFRTRENB[position (GIE) |&RLET,

Insectidal Proteins |
Select Range Sequences

¥ Select the general information contents to be imported

v Element Origin Element Value Target Element Value
IP Office = GB
v Application Identification Application number = 34892756

Filing date = 2018-05-02

v Applicant File Reference Applicant file reference = ABCD1234567
IP Office = GB
v Earliest Priority Application Identification Application number = 128432643875345

Filing date = 2013-05-01

T4 Applicant Name Name = James Wilson
@ Invention Title Bag \enr:/ent\on title = Insecticide protein, Language code =

The data for the selected attributes will be overwritten

Import Project
= |

11 BEFIRD A ViR — b —MRIFRDER

2EBOFIVIRYIAZEAVICT DL RIBOTRY £5I2, 1VIR-FIRERIE|BINETONT 1% 1~
Y-mMERNEIRTE S, BINOFIYIRYTADY A BBV T,

3) ®#IC. FEO [Import Project (FOJIVREAVR-F) 1 RIVEIUYILT, SR TOVII MEVERR
LEY,

B RDNELAVR- RS54 B12 : BBHIIERDA Vih— b, EETF—R(CRIEET-YT-J)
HRIREN, ST.26DEH(ICHEET BL5T1VIR—bFRIIST.25. NIVF V-V ABLURAWE SR T - (C

2023%F4A8



WIPO Sequence 1—H#—<=a7/L

~—T36

BEMNCMASNEEEZI-Y-[CBALET,

2 BBIgea 12— 73554, feature dqualifier [IAELKEHRFZ#, WIPO ST.26 JANnex

|| FRESHTL VS ST S8 1Y F

Fe A~ FEIST .25 12BN SEBIE L FRICHOE HYFET. €5 TH 54 WIPO

Sequence D¥ES S EEA.

Import Report

Changed Data
Origin Tag Origin Element \Cjn‘g:." Element
Name Value
Sequence u

‘ Print Report
Target El; nt T Ell = rigi Sequence ID
arget Eleme! \arget ement Fenstomsetion Origin equence ID
Value Sequence ID Number

All ‘'u' symbols
in sequence
are not
permitted and
should be
changedto't'
symbols and

Sequence that either a

modified_base 19

(uracil in DNA)
or
misc_feature
(combined
RNA/DNA
molecule] is
needed

12  BEBFIERDA viR— b BEET—X

IR ST.2508 4. 1 VR—kLik—tEa-(ClE. BRICAYR-RUR-bT-TIEEET-5T7-T
WHEENET, ZET-ILR-bOHERILIC, 1VR—tUih—bOFIZRL3ICRLET,

PROJECT VERIFICATION LANGUAGE DEPENDENT

DEMO REPORT QUALIFIERS

IMPORT DISPLAY THE
REPORT SEQUENCE LISTING HELP v PREFERENCES ENGLISw

Import Report

Import Report Messages
Type of Note Data Element
Global <400>
Global

d Print Report

Message Text Detected Sequence

The symbol 'u’ is not permitted and must
be changed to a 't". A 'modified_base’
should be used to identify a uracil in a
DNA sequence. A 'misc_feature' along
with a 'note’ qualifier should be used to
identify each fragment of a DNA/RNA
hybrid sequence

Please provide appropriate valuels] for the
qualifier ‘'mol_type' of the following SEQ ID
NO[s): 1, 2, as prescribed by Annex VII,
ST.26.

2023%F4A8
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13: EIIRDA v R—b, A vFE=-FrLE-}

OB ST, I-Y-EF0VII MR-LEI-ICRZN(2). £EINSOZEEDLRN-FPDFER TEIRIS
BIENTEXT (1), M13ESBLTLEZ,
PDFI71IL DAY 0-RAEICDOVWTE. K102 BLTLEE,

—A. BINRITINICIS-HDH2HERF AVIR-FTOTANKRETEIENHYET, CDHE . 1 ViR-b
LEIETBE AVIR-PRICIS-ARELLIEERT RWNFT-AI-Y-(SBHMINKT, M14Z2SRLT
<FzEW,

nce PROJECTS PERSONS & ORGANIZATIONS ORBANISMS HELP PREFERENCES ENGLISH w

ERROR: An error occurred while importing the ST.25 sequence listing. X

NEW PROJECT  IMPORT PROJECT  IMPORT SEQUENCE LISTING ~ VALIDATE SEQUENCE LISTING

Q
Project name Applicant file reference Applicant name Invention title Status Creation Date
Copolymer including
qav 42 xqv 42 AB123 Tom Jons uncharged hydropfilic new 2021-07-07

block

14 : ST.25 BRFIZRDA v iR— b, FRLAF—

BH. Z0Y-IVIE, 10HEETIOLSWMERIRERIBIEICKVEREDNTA VY AEHEEBELIT , KIREL

RyIERERIBE. I-V-[EROMEEEITTEXT: 1VR-rIIEFNOFFEDEEZHEIRL, Tho0

52T 0IIIMIBWTEE T LICAVIR-bF B3I LCEo T AVIR- MOt AZ—ED TR LA EILET,
BIZIE, 10 EEFI LT OBCFIZRIS, 10Ex1AETINSEE—EDTR[CHEITEIENTE, Ihb(E1D

IOMUIN-PT BTN TEEXT, RIDOLA L. TOIIT bOIERICERINET,

Aoyl SR EARELE

I-Y-(E X34 : Y ERDBILISRIS KO, FTOYIIME1-0OFH EIZHB [VALIDATE SEQUENCE
LISTING (E25IR%EIRFE) | NIYEIUYILT, ST.26 BRFIRIFAIERILS B ENTEXT,

2023%F4A8
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WIPO PROJECTS PERSONS & ORGANIZATIONS ORGANISMS HELP v PREFERENCES ENGLISH

NEW PROJECT  IMPORT PROJECT  IMPORT SEQUENCE LISTING
PROJECTS

Search project by name Q

34 @ BEAIRDIREE
RIZ, 351/ T &3, 1-Y-I3 [Upload file ST.26 [.xml] (I74JLST.26 [xml|&7vFO-FK) | RTY
VEIUYIL, F14T70TRYIA(2) TIFA N EEIRL TSN, TR, [BLFIEROREEIRT(3) &Iy
JLET,

PERSONS &
WIPO | Sequence PROJECTS ORGANIZATIONS ORGANISMS  HELP w  PREFERENCES ENGLISH =

NEW PROJECT IMPORT PROJECT IMPORT SEQUENCE LISTING  VALIDATE SEQUENCE LISTING

Upload file ST.26 [.xml]

M open X e
- Cancel Validate Sequence Listing
<« v 1 « Docu.. » sequences JDD v D A Search sequences JDD
P R Organise ~ New folder E- m 0

reports #* Name Date modified A
2652 ] 2021097599 (2) 9/9/2021 3:00 PM
sequences JDD ) 16515000_1_1 (4) 9/9/2021 3:00 PM
wip &) 1982 (1) 9/9/2021 3:00 PM
XFQ 11 | txt_st25_artificial_unknowntxt 9/9/2021 3:00 PM

&) adt 9/9/2021 3:00 PM e
i NTT DATA EMEAL ) AEPALFD_3_XFD_4 (1) 9/9/2021 2:14 PM
@ OneDrive - NTT D, ) basic 9/9/2021 1:51 PM
2 Niicrosof Teams &) ST_26_long_amended DTD version 9/9/2021 1:39 PM o it
v < >
2404 Fl name: basc o v modified 2021-11-08
15 : FeFIRDIREE, KA T ATHRY 7 X
N = \ \ = _-— —_ Ry p—
BoF RN R @B 5L, K16I0RT KON TF-HRRENET,
- e B project has been verified successfully
SUCCESS: The ST.26 i has b ified full X

2023448
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16 : MEEAIEEBICTE T LAcZ &R /N F —
RRFIEMRAEICEKT B RIELK— M 1-Y-0TFIY TRINN, B37I0RT &3 ICRTFLT- 17T
VCRENET,

Verification report

Verification Report Information

Production Date 2022-02-12

Verification report (XML) | C:\Users\aterrass\AppData Roaming'ST26_authoring\QTOS xml
C:\Users aterrass' AppData Roaming ST26_authoring QT05 html

Verification Messages

Severity|| Data Elasient Mieszage Text Detected Value Detacted
Sequence

ERROR | Qualifier Value Tha snsmdateryqualifier vale for qualifier note s missing: 1

WARN | Qualifier Value Thie Enpliah lamgmans Malas Fot qoalifics ks is saieerugs Coptan TP O ikcs resmmre Enghieh | o qoal ees valoes. 1

ERROR | Qualifier Value The mandatory qualifier value for qualifier ‘note’ is missing 1

WARN | Qualifier Value The English Ianguage value for qualifier 'note' is missing. Certain IP Offices require English language qualifier values 1

T —— The element includes non-permitted characters: 1,7,¢.x.ya. Only printable characters(including the space character) rom the Unicode Basic Latincode | o g

table (except the reserved characters) are permitted.

The feature key SOURCE is not valid for amino acid sequences. Feature keys for amino acid sequences must be selected from WIPO ST.26 Annex I,

ERROR | Feature Key Saas SOURCE 2
ERROR | Feature Qualifiers Mandatory qualifier mol_type 1s missing. MOL_TYPE.ORGANISM | 2
ERROR | Feature Qualifiers Mandatory qualifier organism is missing. MOL_TYPE.ORGANISM | 2
ERROR | Qualifier Name The qualifier name MOL_TYPE is not valid for this SOURCE feature MOL_TYPE 2
ERROR | Qualifier ID Ths qualifier contains an 1d attribute. The qualifier id attribute is itted only for a qualifier with a language-dependent free text value. q3 2
ERROR | Qualifier Name The qualifier name ORGANISM is not valid for this SOURCE feature. ORGANISM 2
ERROR | yienEnglish Qualiier | oy Eoglich qualifier free text is permitted only for a qualifier that allows language-dependent free text Yezonex 2

17 : BEAIRDOMREE, REALL R— b

HTMLI7M VD% S, 1-Y-DBIOBFRCT 71V EIE-LIEWSEICm A T XMLIREELR—M1)&(2)
[SA>TERRENET, (K17 : BRFIRDOIRIE, &AL H— MBS

2 \E TS5 activeX I FIILEEL S Fernd B T4 I—FALEE0DV > TRV 0 THEEX D ) T E55 TCEBL 5155
BB YFET, CHETTIL: FLD [T o3hl=a 7 FEL GRAFEEIATT, FI3U0 \E. BBIHEZET
Fordhd. A LY ET,
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<340

BBIGHHEFT B/ L. ST.26 TP/ RDE R~ Tl VR HULES N H BEL TS/-80 )
UTF-8 T a—RFSATL i A#UT557. XML 1.0 5 o/ XFEEA Q Ul UL Y FEA
2L S5IDOCTYPE 778582 88 WY £

<!DOCTYPE ST26SequencelListing PUBLIC
"ST26SequenceListing V1 3.dtd">

JEHtdVersion/Z DTD/ Y—CF A ZEHL T VI FULEY FiA

"-//WIPO//DTD Sequence

Listing 1.3//EN"

TPl DTD Z71/I8T26SequenceListing_V1_3.dtd /ZEHIL TL oAUy #6840 4

70917 el

TO0YI7 M EEIBRT B2, R38R LT, I-Y-ETFO0V1IE (h-4) Ea-hBEBLTLESL,

PROJECTS

Project name Applicant file reference

st26t-2624

es123

cds feature 15123-W0-PCT[2]

Applicant name

ALVIZ0, 0SCAR Nufiez

Novozymes A/S

NEW PROJECT  IMPORT PROJECT  IMPORT SEQUENCE LISTING  VALIDATE SEQUENCE LISTING

0

Invention title

Status Creation Date
ST26T- 2624 ES new 2022-01-12
Polypeptides Having Beta-
Glucanase Activity and e s
Polynucleotides Encoding moditied 2U209:07

Same

18: 78y 7 bDHlkR, 7Bz bh—LEa—

I-Y-MREIBRLEEWTOY I MR-LE1-T-TIVADITICHZIIFETA IRV ET YT

4 Thid AEEFHRTODTD ORF0Y 23Ty,

Delete Project

NEW PROJECT IMPORT PROJECT IMPO

L&Y,

PORT SEQUENCE LISTING  VALIDATE SEQUENCE LISTING

Are you sure that you want to permanently delete this

project?

Delete

2023%F4A8



WIPO Sequence 1—H#—<=a7/L ~—41

19: 7AYx 7 Ok, BRLA 7O
B39ICRT L3Ry TP YT THIBRIZ I Uy I LT, BIRLEETOITI M BIBRT B L &M LET,
BA/EA
Dty aradd BN KBRS A8 <DL YGEL CGBRALETS

BAXE>EANEER

FREASLIZEANEERT BICE BABITEALI-DBHBL TSN,

PROJECTS PERSONS & ORGANIZATIONS ORGANISMS HELP PREFERENCES ENGLISH w

CREATE NEW PERSON OR ORGANIZATION

PERSONS & ORGANIZATIONS

()

Name Language Code Name Latin Residence Address Correspondence Address

20 IHLWEA EADERRTY 71
9. X200 FLWEAEADERRT v 7RI &SI I-Y-(F. Ea-0E&EICHS

[CREATE NEW PERSON OR ORGANIZATION GR#EEAFZEEEAZER) 1 UVIEIUYILT
<&V,

CREATE NEW PERSON OR ORGANIZATION HELP PREFERENCES ENGLISH Close

21 HLWEAEADERR T v 7 2

2023%F4A8



WIPO Sequence 1—H#—<=a7/L =42

FLWEI-TE I-Y-E2ELEEFRBA S EAOFMRCHETEIHEDT -V E ([*]TRY) %
ABUTLEEWN, HERAFEREICEST, INRBER (GTYXFTRHEINTNSHS) LEEOHTY,
BAFLZEADBINTTYXFTRVNBER. BIROTTVERTEISTVERAIT1-IVRIANTS
DBENBHYVET, ZOBEHRIANEINTWEWNGE. ST.26FEFIRMRIEHEIVNIERSNZRICTOITIT b
PREEENEE Ao

A—H—0D&EYM

A-Y-0EEER. fRE. 1VR—k ITAR-b, FEEEIBRTBICE. 1I-Y-3EYC1-1SBEBRLTLES
W I-Y-0EHDIER. TV AR-b, 1VR-bDFECDOVWTL, FTREX22 : FEEYIER AT v 7 1CEHA
NN TNET,

1-Y-0EDOERK

nce PROJECTS PERSONS & ORGANIZATIONS ORGANISMS HELP PREFERENCES ENGLISH w

EXPORT CUSTOM ORGANISMS  IMPORT CUSTOM ORGANISMS  |CREATE NEW ORGANISM

ORGANISMS
Q
Name Description
test organism Description example
Demo Organism Description Demo example
B bbb

22 FREMEIR T v 71

FLWI-Y-0OEYEERTBICIE, B22 : FRMEMERR T v FITRILIICEI-DHKHEILHD
[CREATE NEW ORGANISM GHisE#MEER) | YV IEIUYILET, ROEE (X38) T. #HR
EYOLEIEATL, [Save (RTFE) | &VUvILET, COI-Y-0EHOFRBEIBERBE L.
23 . FREMERR T v T2THIRT BLICATYIVTBINTEXT,

2023%F4A8



WIPO Sequence 1—H#—<=a7/L ~R—243

f_: WIPO | Sequence CREATE NEW ORGANISM  HELP FREFERENCES ENGLISH Close

Name*

23 FAREMER R T v 72

1-Y-0%EPEIIAR-+

Y=V CRTFEINTWBZIRTOI-YF-DEME LU TTAR-FLTTFANI7MIVICREL, Y-Ib
NTIEIELEY, BTIYR-NFBIENTEXT, COVANEI I AR-FTB(C(E, K44 TaFARRINTL
%452 [EXPORT CUSTOM ORGANISMS (I-Y-0E¥MDIVAR-F) | &FIRTBIENBIHAHE
7,

PROJECTS PERSONS & ORGANIZATIONS ORGANISMS HELP PREFERENCES ENGLISH NG

EXPORT CUSTOM ORGANISMS | IMPORT CUSTOM ORGANISMS ~ CREATE NEW ORGANISM

ORGANISMS

Name Description

test organism Description example
Demo Organism Description Demo example
B bbb

24 A —HY—DEYIT I RAR—FDODRTF v 1

RICAAT7OT NI AN RE, -V -3 I7MNEZEFRED IV DIGARZ&IRTEET (25 2 —¥ —n4&E
MOLTyAR—b, BATO7ESRE)

2023%F4A8



WIPO Sequence 1—H#—<=a7/L

=244

PROJECTS PERSONS & ORGANIZATIONS ORGANISMS HELP

PREFERENCES ENGLISH w

ORGANISMS

EXPORT CUSTOM ORGANISMS ~ IMPORT CUSTOM ORGANISMS ~ CREATE NEW ORGANISM

wipo docs

@ Savers
T > ThisPC > Documents >
Name
Organise v New folder
. Name
test organism #0i
No
B oev
Demo Organism &
=1
B
= &N
A
[Tl C ustom_Organisms.
Save as type: | txt (*.txt)
~ Hide Folders

Save Cancel

K25: 12— —DEYDITIAR—F, EA4 707

IIAR-RENFT7IE TBELTY-IVICAYR- T BIENRIRERE DL RIE SBAOA A E S ixt)
7ANWTT (26 : 21— —EYPTFX b7 74 LDOHESE) ,

mj Custom_Crganisms_1625665412516.txt - Notepad

File Edit Format

h: aaa

B: bbb

View Help

Demo Organism: Description Demo example
test organism: Description example

26 Y —EYPTFFR T 7 AL DB

1-5-0&WE1VR-+

20235 4R



WIPO Sequence 1—H#—<=a7/L =45

6 Tool PROJECTS PERSONS & ORGANIZATIONS ORGANISMS PREFERENCES ENGLISH w

EXPORT CUSTOM ORGANISMS [IMPORT CUSTOM ORGANISMS| CREATE NEW ORGANISM

ORGANISMS

o . N
Search organism by name Q

Name :

21 : A—Y—E\A ViR— b DR T v 71

9. I-Y-0EMOUA LS VR-F B[ KATIRT &L, I-Y-[FE1-0%EEICHS [IMPORT
CUSTOM ORGANISMS (I-¥-0E#aAVik—F) 1UY7&7UTL TS, ZNIZ&Y, K43(TR
TR EBT-TNOTICA-N-LANHEEXT,

| « 0 » ThisPC > Local Disk (C:) » temp > 5t26 » inbox

Organize v New folder -~ 0
Outlook < A
Scan

Custom_Organisms_15555 84,0t
Shared

Temp

Trabajo
B This PC
30 Objects
B Desktop
i| Documents
& Downloads

D Music

& Pictures

B videos

2 Local Disk (C:) v < 5

File name: | Custom_Organisms_1555512500784.txt v| o)

Import Custom Organisms

organisms2019.txt

M28: 1—H—EM(vi— k. 4705

1) [Upload file [.txt] (I7M)V [ixt] 7y FO-F) 1KYy (K48) &#7UvILET (1)
2) 4700 IAARNS, I-P-OEH2EETT7IINEERLET(2)

3) ‘&I, FEO [Import Custom Organisms (1-¥-0OE¥EIVR-b) 1 RIVEIUYILET(3)

2023%F4A8



WIPO Sequence 1—H#—<=a7/L =46

2
A= FEIB T 7L I—F—DEPEDX MTL—7FX  UTF-
8) ThY., BEEHHI TSN TER FT71/L Eixt) T,

VAT LBFEE

VAT LREFZREL1-TE WIPO Sequence®W\ DD DIBRL/INIA-F-EZE B TCEEXT, TNHD/NTA-
=3 V=S TERFIRESNLINTOTOVII MIBERINES (K44%2508)

PREFERENCES ENGLISH w

PREFERENCES HELP

PREFERENCES

Maximum number of residue symbols to be displayed * 60

nce listing XML file will be generated
pty for all] 1000
mpty for all] 1200

iers Off
Default language for tool interface * English

K29 1 YATLIRIBIEREDBLE

YATLRIBREEEEIBCEF. I-Y-F ECRULERET1IVEIYYI LT RAICRSREN\RIVE

A

FIWTLEEW,

2023%F4A8



WIPO Sequence 1—H—<=a7/L 547

WIPO | Sequence PREFERENCES HELP PREFERENCES ENGLISH w

Maxirr
60

Maximum number of sequences to print [Leave empty for al
2500

WARNING: If the project to print contains a large number of sequences, the PDF file may not be generated as the resulting file would be too large to view.

Maximum number of residues to print [Leave empty for a
2500

WARNING: If the project to print contains a large number of residues within a sequence, the PDF file may not be generated as the resulting file would be too large to view.

¥ Original free text language code [optional]

Enable rule XQV_48 for language-dependent qualifiers

efault language for tool interface *

English

30: VAT LREREDESE

COP1I-NoZTETCERHEREEOYVALN (BESA-TERE) FROBYTYT,

o RTNSINIEERSDRAE. CONTA-F—(F, BBFIERTT I, TTLILRTENBIZED
BaRELET . T4 MI60TRETT,

o ST26EFIRIFIIV (xml) BMEKSNBTIANWMIEB, COLIEEZANTIHEEHYFE A,
o HIRIIBREFIDFRAE (IRTODBEFIERWETS)  TIA4IMI1000EF,
o HIRIIRZREDNDFRAE (TRTOBERFERWETS)  TIAIMI12005%E,

o FTOIY-TXALSFEI-F: COFIVIRVIAPAVIZINTVSIHE. TOIY-TFANEEI-
FHEESNTVERINIE REERICESEDHYET, TIAIITR, FIvIEnTWEE A,

o XQV_A9ZEFMICT S :ZOFIVIRYIADAVICSNTVSIHE. S 3B MkEIU-TFA Mqualifier
[CHEBOENIEESNTVEWNGSE, BEENHYET, TIANITE, FIvIsnTWER A

o TIAIWPDIYI-TIMAEEE: WIPO SequenceDI2EIRF (LA V- JI1 ANK RSNBSEET
9, T IAIBTE, HEETT,

2023448



WIPO Sequence 1—H#—<=a7/L ~R—48

2
3 BEHLUN BEDIERIL. TH T FEPDF TR 3 H BREL T ET, FEEIASLOBEDGS, LS/ P DF ¥ ~N—
ALY, FeRTERNEABEHA S I—H—1IBEL TR )

2023%F4A8



WIPO Sequence 1—H—<=a7/L ~R—49

T0Y17 b0

SOty arad IOy NRHIE 1 —CRIES SvEE <DL YGEL CGEALET.

70J17 bOENRY

TOIIIMEEIRIS B(CIE. I-Y-BATEOTOIII MIOWTTOYII bOFEMEI-[CAY, E1-D%kEE
(£33 [Print (ENRI) 1KV EIUYILTLIZEWN (B51258) .

DISPLAY Return

IMPORT  THE to
REPORT SEQUENce HELP ¥  PREFERENCES Elw project

LISTING home

LANGUAGE
PROJECT VYERIFICATION  hepenNpENT

QUALIFIERS

REPORT

GENERAL INFORMATION SEQUENCES

p ROJ E c I Export Import Another Project Validate Generate Sequence Listing ‘

31: 7Yz FORRIRTY 71
RIZ, A-Y-ATOVII MSEIRILEWMERDAENDERITHD2DDF IV IRV I A, —RRIFRB LV
JFEIFEIIER, PERRENET (K5222 1)

LANGUAGE
Z wiPoisequence  DEMO  NERUICATION  pepeNDENT Lgpbise i HELP v  PREFERENCES ENGLISy
=

SEQUENCE LISTING

QUALIFIERS BEEORT

GENERAL INFORMATION SEQUENCES

DEMO

@ Print General Information Part
¥ Print Sequences

i

Jue
1-12

Use *," to separate your ID selection: to select a range use '-' between the ids or leave
empty to select ‘ALL".

Print

32: 70V FOEIRIZAT Y 7 2

2023448



WIPO Sequence 1—H#—<=a7/L ~R—250

[Print Sequences (E2FIZENRI) | MHEIRSNTWBHE. 1-Y-(L [Sequence IDs (BZ5IID) | 71—
IWEARICIDESOEHHEEIEEL IR T 3EIIEIEES 2D, COT1-IVFEZEADEXCLTINTEEIRI
35N, BIRTEXT,

TIAWRTIER, FOVITRDY-T Y ADEEH N, EFEELTRREINET,
PDFI7MIHAELAERSNTWEIBE. TSRO [Print (FIR)) | RYV&EIUVITEE Y-ILE1-H-L
E1-0rHICPDFY-5-TI71 IV &RZEY,

PDFJ71 MDA IV 0-RAEICDOVNTE. K9ZSBLTLEE,

7OV DIV AR-k

M530 7Y 3aVIRIATYIIAST FOVII M Zipd 7AIC T AR— LT, FOVIINT-9% N\
79 FLIEY, WIPO SequenceM Y AR=ILENTWBRIDT AT by T IV E1-ITIUiR—-bLEYTEEXT,

DISPLAY Return

LANGUAGE | yport  THE

R R O T EBENDEN] HELP v PREFERENCES Elv to

= WIPO/|Sequence  ppyg REPORT REPORT SEQUENCE project

QUALIFIERS Wetiig L

GENERAL INFORMATION SEQUENCES

P R 0 J E CT Print Import Another Project Validate Generate Sequence Listing
EmE

Ml save As X
1 « Docu.. » sequencesJDD v b L Search sequences JDD
Project Name project demo Organise ~ New folder S (7]
. . ~
Status invalid Saved Pictures A Name Date modified
Description Screen presso - . 10/6/2021 9:28 A
Ori L faxt d wipo-sequence-validator 0/6/2021 9:28 AM
riginal free text language code ;
ginats guag wip §| Basic_1634809871994 10/21/2021 11:58 AM

Automatically add a translation qualifier when a CDS feature is

created Off [& NTT DATA EMEAL

Vi € >
File name: ‘ project demo_1641987266595) M ‘
Save as type: ZIP K3

A Hide Folders Cancel
|

+~ GENERAL INFORMATION

M33: 7Y/ bDITIRKR—+, K470

1) FOYIJME#EME1I-D5CEEICHS [Export (TTAR-L) [ RIVEIVYILET,

2) RREINBZIATOTIRYIAT, I7MI B EFEDBATEERLTTOIII MEREFLET,

2023%F4A8
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WIPO Sequence 1—H#—<=a7/L

TOVIIMEBLIVAR-FENZ L. RB4ICRT LI REFENTAFIEIBFERT FEWNF-HEE
DFEFECERRINET,

LANGUAGE DiSELAY Return
= o PROJECT VERIFICATION IMPORT  THE to
Z WIPOISequence  prmo Re DEPENDENT MPORT  THE —WCE HELP ~  PREFERENCES Elv et

QUALIFIERS e LolEC

- .Documents\sequences JDD\project %

SUCCESS: The project has been exported successfully at ‘C:\Users)
demo_1641987266595.zip"

GENERAL INFORMATION SEQUENCES

Import Another Project Validate Generate Sequence Listing

PROJECT ... = ==

Project Name project demo Creation date 2022-01-12

M34:70Yx7 bOTI XK=+, B3

AMo7adxy bHcDEEDA VR—

I1-Y-F. V-IVRESNTWRRIOTOITI Mo, REMVTWSTOITI MIEREIE-TEXT,
DAYR-FENTIBRIE [—RIERICIV3VBLUTERI I Y3IVD—AHWNEE A LRI EED T,

2 A FIHAYERSL, TS0 NATDBIRDAYEREESH Y. 1 A FSHIEBNE TS D NATBBRDEBUDY
R MZEWENFT

9. 1-Y-3F0VI7 O 1-D5EEIZH 3 [Import Another Project (B0 FOY1Y b1 Vik—
B) 1RIVEIVYILTLESW (K55%588) .

DISPLAY Return
LANGUAGE
VERIFICATION IMPORT THE to
DEPENDENT REPORT SEQUENCE HELP w PREFERENCES Elw T
home

fﬁ WIPO | Sequence PROJECT  pEpoRT
QUALIFIERS LISTING

GENERAL INFORMATION SEQUENCES

Import Another Project Validate Generate Sequence Listing

PROJECT = ==

M35:pn7avzy b yiR—F 27y 71

2023%F4A8




WIPO Sequence 1—H—<=a7/L ~—52

K56IRT &S V- A-N-L1%BEZET, -V -ERMIC. EOTODITI M SIEREMVR- T EHEERIRL
TLEEW,

BASIC

Project*

Select the general information contents to be imported

Select the sequences to be imported. If the box is left unchecked then no sequences will be imported.

H36:plnryaysy boArR—F ATy 72

R ES7I0RT &I, I-Y-ETOVIIFO—MRIBR (1) VYAV ICREIN TV RO —EBESH
INEINERIRTEET, FEHIDESOEH(3)ZAANLT. BEFEIVR-F 320 &KL, FOY
ITMIAYIN-bS BERFIEIRES B ENTEET,

TIAIKRTR. TOIIT MDY -TYADEFHHN, BEELTRRINET,

Rewm
PROJECT  VERIFICATION  LANGUAGE DEPENDENT  IMPORT DISPLAY THE

3 WIPOIlSsquence ey REPORT QUALIFIERS REPORT  SEQUENCE LisTING  MEWP Y FREEERENCES UENGLIS ¥

o
project
home

PROJECT DEMO

Project*

1941-AMBIGUOUS
0‘ Select the general information contents to be imported
e @l Select the sequences to be imported. If the box is left unchecked then no sequences will be imported.
Select Range of Sequence IDs. Total Sequences
1-6 6

Use commas to separate individual sequences [for example: “2,5,8"); use a dash to indicate a range of sequences [for example: “2-8"].

M37: 37Oy bOAVR—F A7y 73

—RIEMF IV IRV IADNFIVIESNTWD L, MIEBIRENTWS (5td) TOYII7heS-TyhT0V1
gk (385%) OMADTOIITO—RIEREIVIVNIRTRREINZT-TIHRRINET,

2023448



WIPO Sequence 1—H#—<=a7/L

2

IR [ A T S AYEFROPEZT B OVR Y ORISFI O EAIVGL V55, BB oD—AYE 27010 N>

1= FEhEEA

<53

RIZ, B58ICRT LI, I-Y-B—RIBEWMOEDERTHIGT BTy TOIIT bO— R IEREES

R BN EERLTLIZEL,

1941-AMBIGUOUS

@ Select the general information contents to be imported

Element
v Application Identification
T4 Applicant File Reference
v Earliest Priority Application Identification
v Applicant Name
4 Inventor Name
v Applicant List
4 Invention Title Bag

The data for the selected attributes will be overwritten

Origin Element Value

IP Office = FR
Application number = 123123123
Filing date = 2022-04-18

Applicant file reference = 123124

IP Office = FR
Application number = 123123
Filing date = 2022-04-18

Name = AP-HM
Language code = fr
Name Latin = AP-HM

Applicant name = AP-HM

Invention title = TEST, Language code = fr

Target Element Value

IP Office = ES
Application number =1
Filing date = 2021-03-01

Applicant file reference = ABC1234

IP Office = ES
Application number =1
Filing date = 2021-03-01

Name = Steven
Language code = es

Name = Steven
Language code = es

Applicant name = Steven

Invention title = AMBIGUOUS, Language code = es

M38: 7OV y bhDAVR—F ZFv T4

&L, TOVITMAYR-M 32— RIBRDEREERFNERELELS, I-F-[EXK58D T HICRT B E
@ [Import Project (FOYVIVMEAViR=F) 1 RTVEIUYILTLESL,

SUCCESS: The project has been imported successfully.

M39: 7oy y bdAviR— b BRI

M59(RT &5, BERENELAVR-randE, FONF-IPERRESNET,

70Y1 M EIREE

ST.26BERDXMLI 71 )V ELTEEFIREMER T 2RT(C. TOVIT M HONUHIRIEFIVIZBYET, 20

2023%F4A8



WIPO Sequence 1—H#—<=a7/L ~R—54

ATV B RIROERATCETINEIN, BMTEITIEIELETELT,

TOY1Y hERIESBIC1E, K60RT &30, I-Y-FF0YIT bOSEME1-D%EEICH B [Validate (1§
B 1 RIYEIUVILTLESL,

DISPLAY Return

IMPORT THE to
REPORT SEQUENCE HELP w PREFERENCES Elw project

LISTING home

LANGUAGE
DEPENDENT
QUALIFIERS

PROJECT VERIFICATION

; WIPO | Sequence DEMO REPORT

GENERAL INFORMATION SEQUENCES

-Emm

Project Name project demo Creation date 2022-01-12

Status new File Name

Description Sequences 2 £
Original free text language code Non English free text language code

Automatically add a translation qualifier when a CDS feature is
created Off

M40: 7AYoy MRIIRT v 71

REEN5E T 5&. 1-Y-(ClVerification Report (F&EELR—-F) |E1-HFRRSN, FERRSNIAREETS
-/ EERRREINET, K61E. RPN LG AR RSNZBEERLTWET,

DISPLAY [ETT

IMPORT  THE o
REPORT SEQUENCE HELPY  PREFERENCES  iw project

LISTING home

LANGUAGE
VERIFICATION DEPENDENT

EEECR] QUALIFIERS

= WIPO/|Sequence  TESTSTRAIN

SUCCESS: The project has been successfully verified X

Report successfully generated on2022-01-12

This project does not contain any errors or warnings.
41 L7 Ry o MREE

REETOTACIS-PESMRESNLSE R RESNTRFEN-IVESOAI RSV DB REFHRLE
T-IWEBTRIELIN-MMERENET, K62ICLIR-FDFIZRLTVNET,, BT INH LI ANET
S-THBINEID FBI-Y-NERTEREETHINEINEHAILET,

2023%F4A8



WIPO Sequence 1—H#—<=a7/L ~R—255

DISPLAY Return

LANGUAGE to

PROJECT  VERIFICATION 5epeynpeny  IMPORT = THE HELP v PREFERENCES Elv

WIPO | Sequence  pgyg REPORT REPORT SEQUENCE project
QUALIFIERS et iolec

ERROR: After project verification, some errors or warnings have been detected.

Report generated on 2022-01-12 Print Report

Severity ¢ Data Element ¢ Message Text Detected Value Detected Sequence

The mandatory IP

ERROR Application Office Code is -
|dentification .
mlSSlng.

M42: 7Y x7 FORIEE, T5— /%%

2023%F4A8



WIPO Sequence 1—H#—<=a7/L

<56

BoolRE(ERL

TOVIJMMIRITTERREDTIVIVTHY, BZoKREEERDIL., BEFIREEKTBIETT, BFE
EERTBICE. -V -3R63TEARRINETOVIVIOFHEML1-DLBEICHZEED [Generate
Sequence Listing (B25IFRDIERR) | RIVEIUYILTLESW, INICKY, £TRIETOCANTOVIY

MMEERITSNET,

PROJECT VERIFICATION
REPORT

DEMO

DISPLAY
THE
SEQUENCE

LANGUAGE
DEPENDENT
QUALIFIERS

Return

to
Elw project

IMPORT

REPORT HECEAS

PREFERENCES

GENERAL INFORMATION

PROJECT ...

Project Name project demo
Status invalid
Description

Original free text language code

SEQUENCES

LISTING home

Print Export Import Another Project Validate Generate Sequence Listing H

Creation date 2022-01-12
File Name
Sequences 2

Non English free text language code

Automatically add a translation qualifier when a CDS feature is

created Off

43 1 EIIFRDERL

TOIII MMREETOTAZEIBY 5L, K64ISRARTEINDLSCIITOTRYI AN FHE, I-Y-[31F
FLLTST.26EHUDECTIZR (xml) EREFT 35 EERTEXT,

» GENERAL INFORMATION

» SEQUENCES

Generate Sequence Listing

€ v. § « Extension21 > DEMO v ) Search DEMO

Organise ¥ New folder == [

2ol Name

[ This PC 74
J 30 Objects o items match your search

I Desktop
5 Documents
& Downloads
D Music

=] Pictures
g Videos

25 0SDisk ()

¥ Network

v o<

File name: | Demo.xml

Save as type: | XML ("xmi)

A Hide Folders Save Cancel

2023%F4A8



WIPO Sequence 1—H#—<=a7/L =57

44 : BEVRODER. BA TR

AELinux THR N E2—23 O T BRI TS T FET TIFIN N DI PG = '\
DETSNET, CONHEAARRT S/ 7T DFI R\ T CHIRL TS /280 )

—7. TOVIV bORRIEICR T B&. 65" T K510, RFELIR-FEI-DHREDNT - EEIZRTREN
9,

ERROR: The ST.26 sequence listing file cannot be generated because the project contains errors. X
Report generated on 2022-01-21 Print Report
Severity ¢ Data Element ¢ Message Text Detected Value Detected Sequence

The value of the
qualifier 'mol_type'
Qualifier Molecule e not‘one 61 te
ERROR Tvoe permitted values for rRNA Sequence 1
LYRe a DNA sequence or
the value is
missing.

The feature location
includes a residue
number greater
than the length of
the sequence,
which is invalid.

ERROR Feature Location 1..50 Sequence 1

B 45 : EHIFROER, T7—/EE

— Az 1B

ZOEIYavTR A-Y-1EFHBEBHICEEY 2B REANTEXT ., COBERISIERLLESIXRE
RHEBECBIEMN IR HCEASNET,

HEDHE

— % 1E® U3V Application Identification (HEEDF#R)) 1PT€IV3aVE FFHBEDAT-Y A

2023%F4A8



WIPO Sequence 1—H#—<=a7/L ~—58

SERLETOIVIIPOBERICEELTVET (M66258R) .

GENERAL INFORMATION

APPLICATION IDENTIFICATION

Application Identified Before the assignment of the application number P Office AU - Australia s
App file reference 123 Filing date 2022-01-07 d

46 1 HFEDHS % iRt

ORI YT I3V ADERERET BICE. BTEIV3aVDOERICHE LREARRINIAET
12VET)YILET,, RICI-Y-1E, H67ICRTROFIEICEINTEREA LTS,

1) HEECHEBEESNITCLEVYTONTWSSE, I-Y-FBBLEMNEESF (FFr) 03
—-FEZEIRL TSN, INIEWIPO ST.31-FTY,

2) 1-Y-13 BYBSIIANIVEERL T HEESHI TICRAMESNTNINEIN, HBWTE(
HEEI7IVARICRENE LT THIN EINEREIRL TS,

3) HEEESNLWMEE. I-Y-BI0OT-IVFCHBEATTISRESEAALLBINELBYEE A,

4) BEFESHNITILIVYONTVSGEEE I-Y-JFF A EINHEESEANTI4
ENHVET,

5) BAHNENHTONTWSSHEE. BFEYh-THERZEIRLET,

6) 5E&0 [Save (]RTF) | RTVEITUVILET,

2023%F4A8



WIPO Sequence 1—H#—<=a7/L ~R—59

GENERAL INFORMATION

APPLICATION IDENTIFICATION

B o
® Before the assignment of the application number 123456 e
e e B8 )
Altertheassignmentiof the appllcationinumber Application File Reference is a mandatory field when ‘Before the assignment of the application
number' is provided.
Ar cation numbe e J date -
12345 (4] 2019-02-20 (5 ) =

Save

47 1 BEROBERIRE /S

2 T B B — N ISE - (RS0 Y F A, MBS B S TSN TS558, SR T, | &
DEEHFESNFET

B ELBEDFE

BRERBEZIOVIVMIBMT B(CE. K68IRT FOVIV MEME1I-O—RIBEREIVIVILHB
[Add Earliest Priority Identification (F5tDELIEERESEZBMTS) | INTVETUYILTLEZEL,

v~ GENERAL INFORMATION

APPLICATION IDENTIFICATION

Application |dentified Before the assignment of the application number P Office AU - Australia
Applicant file reference 123 Filing date 2022-01-07

PRIORITY IDENTIFICATION

48 : BIEEBBRORE/EMAT v 7 1

REBERINTV2EEEREERLLLGRET (LG, I-Y-& [REDOESHEBRELLTER] FOY
TIIVT [[FW] ZRIRUTLIZEWN, TNICEY, BEFROEREFC, REDELIELEELTROONTE
FrEHEE L GREFLBEESNET,

BT IBICIF K69TTRI LS(C. A-N-L1DBED [Add Earliest Priority Application (i cDESciE
HEEZBM) | RIVEIUYILET,
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PRIORITY IDENTIFICATION

49 : ESHEHBIRE S F L
HIBA ;0T E

AR HBEAXCEFAECETSZT-Y2T0IIIMIEMTB(CE, TOIVIT hOFMEI-O—MRIFHR Y
JY3VICHB [RPEEEM] £ [HEAZEM] NI VETVYILTLIZEW, INODEEEEITI B1:
HOFIEIRLTHELD, —RIBERBOHLLEIIH, HBEALFKBAEOMAZTOIITNIEDES
&3 BEANKBAE TEHEHETHOTE. IOTOTAZ2ERYIRT HERHYET,

A-N=-LAHFEE R70[0RT2DDIIANT N FRREINET, [Existing applicant/inventor (BEF0H
FEN/#B#&) | MBIRINTWSIHER. TAINTY-IOO-HIAYATY ARIRERTFINTNS
BABLFEAD—EEZFRRITZROVTIIVIRYIANGRIRTEXT, K70TIE—HFIE LT[ Iohn Smith]
EEE3IDDBFOHBADYAMRLTVET,

Select the option™
® Bxisting applicant
New applicant

DNOAK 207N
Juan Rodriguez Garcia
John Smith

50 : RF D WA/ FE DB

[New applicant/inventor (FTARHEEAN /FEBEE) | MEIRSNTWRIEE, 1-T-BFBREA &
ANEERTBEEEABFICRE/RIVICAALTESY (R7125881 )
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2 : BBIe0 BRI S SN ST I RIEN T 1
AEITHEHTEBL TS Y LT L ADHBNBIU F/AIFFE T 2 9 B Y £, L LSS
BB Fer S SHIEN F7E T

B&IC, FEAA R LS. 1-Y-[EK71I7RI[Add Applicant/Inventor] k7 V&I UYILES , LUF

DOHNBET1=VFREELEEENTWEREW S, I-T-(ZHEAZEIMTET, FU\[AID Applicant]/h 7> (&
JL-FRENZET,

Select the option*

Existing applicant
® New applicant

51 : HARHEA/ FBAE DB
RRDEF

(BB E —MRIBREIV3IVORZBOYTEIY3V T,

7) FLLWRBOLMEBINT Z(C1E. K72(2RI[Add Invention title (FEBADZFRZIBAN) | WY
VETUYILES,

INVENTION TITLE

52 : AN BB DIRE/ 5L
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8) ZOA-N-LAT, I-Y-EREBOLIREAN L. RBEOZIIFBHINTNEZEBERLWES
Lo

9) &M [Add Invention title (RRADZFRZEBIN) | RIVEIUYILET,

2 :WIPO
ST.26 TL AR L CIRDENIHBL I -SZ GRS HUTLY F A, 1L, BB IHCT, TS NIFWDEE
#s

BIDEFIGST "L TEEIN SE L DDBADEFIOSAFETT s #TLL ERADEFNL. LDFECENTT - 5._‘&;‘:%?%"
7

[l

70V bOFEME1I-OEF ] €73y TlE -V -[3E5 B A EET 3 RAMTIEHREA LIS,

FRHNEVER, A VR=b BN/ ENBEZBCE, I-Y-FTO0VII b OFEME1-O T ERICHB BT

JaVETAIO-WAIILTESVN, UTFOY I3V Tl INSDEEE2EITIZEHICHELFIE
[CDWTCEELSERAALET,

ACFYDIERE

1) K73I5RT &SI, [Create new sequence (FriRERTIEERR) | RTVEIUVILET,

GENERAL INFORMATION SEQUENCES

+~ SEQUENCES

Create new sequence Import sequence

Insert Sequence Reorder Sequence Bulk Edit
Sequence [D Number Sequence Name Length Molecule Type Organism Skipped Sequence
DNA_RNA_withut_ .
1 ST25_seq.1 10 DNA Homo sapiens No

53 : FIRECIMER R T v 7' 1
RYDFIEZR74RULET, K54 FREETIER DIRE /S L

2) 1-Y-(4 [Sequence name (ERFIDEIR) | T1-ILFICEZANTEIL THIMEIEET BIL
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£ETE, ORI EXBILPIKTEXT, ZADEELTRE. TAT MU=, [Seql TAFY,
RIERITHEINT A< ARESIOT A b E ([Seq_11. [Seq_21. [Seq_31) (1)&EEE
ECENYHTET,

I-Y-F. FOYTY VIRV I AL TRIRENBST.26 CERAIBEH3 DD TE ([DNA].
[RNAIBLUTAALD (2OVWITNAEEIRLTLESW, 25 BA(L. [Residues (BRE) ]57FA
FI14=ILRE@)ICAALTLESW, I-Y-A'DNABLURNADTE A DI A FeE TR E/ERKL
EWEEE DNAZED FRIELGEIRL TS,

I-Y-13 AP OERFIOEM B EERTIVENHY, INIEHEATT, IhF. TRy TY-
WT=IR-ADERICERINFZEYOUAI SREIRT ZIEETE, -V -A'O0-AIVICFERK. &
FLELI-Y-0EHDIE0) 108 F3IEETEXT, I-F-HEHDORBTEA S LIAHBLITT,
INEOEADY-A(A)DBDATYIVEELROYTIVVUAMEBRINET,

Xz, SROvTIIViIRY I Z(5)h5T Qualifierny FEZEIRL T, Z0EMEDIET 2 EETEXT,
FOYTIIVIRYIAIZE UBNSERUD FERICEUTRBSENRREINEKT,

[Mark as an intentionally skipped sequence (ERBJICAFYTSNEEFIELTY-Y) ] (6)D
FIyIEnTW3i54. B ARITELBEROMBOAN T ZIRTOHKINEY BRANE
9, ZL T ZOBRELTRESNEESE, TOVIT MERIELERTIREER T B, EHEINE
9 GREOERI000]ESNET) o

[The sequence contains both DNA & RNA segments (EZ%!(CDNAEXRNADFEADTIAY ~
AEENTWEYD) 1B FIvISNTWEEHEE6). \RIFEREIN, 1-¥ -7 feature
[misc_feature ]ZfERALTEDNA LU RNATIT AV MR EH TEEZT1- IV FERRSNET, E
RINEZECIAVIOAME L., BEH DR K 3[ misc_feature | feature(7) [CREFIN., &
[misc_feature](Z[3#& [ misc_feature /D[ note |qualifierlc ZEFID D FREZN(CHEWTHE
MOTFAMTFARN 1=V EDEEEHFT, I-HY—-(3. [Add new ‘misc_feature’ feature (G
#misc_featurelfeatureziBfN) | RIY&7VvIL T, EBBELIFINSDfeatureZ{ERL T
£9, COBREEL BINSEOINTOTIAVE (DNALITAVFBLURNA €AV MOMFA) (2
XFLTHETT,

5 B LAF Keieb kU7 S /B IR 2L YTk WIPO Standard ST.26 — Annex |, Section 18&USection 3%5H#8
6 R LAF REKUT S /BT—IILTORTFET L hJOQualifier =L Y& WIPO Standard ST.26-Annex |, Section 63&&USection 8 558,
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Sequence | Molecule Type*

Name/Description for sequence o DNA o !

Residues*
LUlastitatlyadistasiiiatlyaatilasiiatlyaatilasiiidilyadiilaiiiiallyadisiasiivatiyaatiiatiivdllydatiiasiiiatlyadliiasiivallyadisiasiivallyadisiasiivatlydatiias
ttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatetacttcattgaatctacttcattgaatctacttcattgaatctactteat
tgaatctacttcattgaatctacttcattgaatctacticattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaat
ctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatetacttcattgaatctacttcattgaatctacttcattgaatctact
tcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacticattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctactteatt
gaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctactteattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaat
ctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctact
tcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatetacttcattgaatctacttcattgaatctacttcattgaatetactteatt
gaatctacttcattgaatctacttcattgaatctacttcattga -

Organism name * Qualifier Molecule Type

Saaristoa firma o genomic DNA o

Mark as an intentionally skipped sequence
¥ The sequence contains both DNA & RNA fragments e

A feature with the key 'misc_feature' is recommended for each of the DNA and RNA fragments

e‘-?u%:w%‘w[e Location ~ _

RNA B 713

Create sequence Create & Display Sequence

54 1 HARBCIERR DR/ SV

3) #&TI3BICIE. [Create sequence (B2F%EfERR) | MYV FIZF ED [Create & Display
Sequence (BRFIZE{ERLTERR) | MIVEIUYILET,

1-¥-HEEO [Create & Display Sequence (ELFE/ERLTERR) | MIVETUVITELE,
ECHDPERR . TOVIVMOEME1-OESI /Y3y O T2, BRI RERERTIOFRRIFEE, 1
-Y-([EZHERTEET (K69Z2SH) ,

FHUERSNECS(E, BLFIOYARDRERICHY . RICEAAIREEREIIDESIMI SEINTVNET, 1F
PRENIECT DT LW E R 7510 RLET,

(FRINERDIEFEZEEITZHEOFEMICOVNTIL. M85KUNB6ESBL TS

O
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Sequence Number (ID] 2 Molecule Type DNA
Sequence Name Name/Description for sequence Organism Saaristoa firma Va
Length 1782 Contains DNA and RNA fragments

FEATURES

Add feature

Feature Key Location Qualifiers
misc_feature 713 note = RNA Ve
cource P mol_type = genomic DNA »

organism = Saaristoa firma

SEQUENCE
ttgaatetac 80
ttcattgaat 160
ctacttcatt 240
ctacttcatt gaatctactt  cattgaatct 320
gaatctactt cattgaatct  acttcattga ctacttcatt  gaatctactt 400

55 70 = ¥ MCRTF S NIHTRECY!

SO 1A~k

B EIT7AINASTOVIIMNIEZEAYR-FFBIEETEET, EFRAAERIZTIIERET. ST.25,
ST.26, VIWF Y- YA, RAW, FASTATY, #iRT 3L, WIPO Sequenceh 771 IV TERINTWSH
AEBHEICRELET,

1) K76 TsFARRINTG [Import sequence (B25&EAVik—b) 1 RTVEIUYILET,

GENERAL INFORMATION SEQUENCES

+- SEQUENCES

Create new sequence Import sequence Insert Sequence Reorder Sequence Bulk Edit

Sequence ID Number Sequence Name Length Molecule Type Organism Skipped Sequence

DNA_RNA _withut_

1 ST25_seq 1 10 DNA Homo sapiens No
DNA_RNA_withut_ Abrophyllum
2 ST25_seq_2 20 RNA ornans o

56 : BEHA i R—FRF v 71

2) E77(27R9 [Upload file [.txt, xml] (I71)V [txt, xml|ZF7vFO-F) 1 &7UvIL%T,

T ZOEDI7A IR L3 ESHR
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~—266

FATATIRYIAB NS, AVIR-bT BRI T -9 EET7 IV EEIRLES, TAT MY TY-)L
(& FERINTVWBERZRE L, 1 VR MWD DIRIEFIVIEERTLET,

SEOUENCE 1 [ Este equipo

FEATURES P

B Objetos 30

8 0SDisk (C)

L Nombre Fecha de modifica.. Tipo

authoring t ST26T-1087
= 9.5T25_9238084_DTD_Based.xml

<) Results QU 29.xml
B Videos | ST_25_import_complextxt

ST_25 long.bat

Nombre: [ST 25 import_complextxt | [t xmi -0 mi)

K57 : BIDA vKR—b, K470

Y-l BEEFDAYR-MMI5D20OF R, (ST.25, ST.26. NIVLFY-T YA, RAW, FASTA) HM{EH
TEFY, NBOT7PANDORBOFRICOVNTL. COXEDFEEOTI VIV TEHAEALTVEY,

ST.25Ff[3ST.26FERDI7M I ERINT 2L (M78%58) . &I [Select Range Sequences (&
FERHEZREIR) ) | FIvIRYIA)DI-Y-ICRRSINES, FIvIT 5L, T71IVADOEETI DR
IDESETOVIVNCRHINBZERFIOUA MBS MBINSNZIEFRZE LTIV ()N FHEXT,

I1-Y-NIRTOEFZTOI I MIAVIR-bLIKBWS A, BBIIDES O LDEHEEZIEE CEEXT

(3)0

E—QEHNRZITEL IYNVTRYIGNIEIOYA NP -y ORI OEEEA NI BIENTELXT,

511, 3, 7, 13-20, 30-50]
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C:\l \Downloads\valid1.xml

o  Enter the sequences to be imported

e Sequence Number [ID] Position
[1] 1
[2] 2
[3] 3
1

o Select Range of Sequence IDs
1-3

Use commas to separate individual sequences [for example: “2,5,8"]; use a dash to
indicate a range of sequences [for example: “2-8"].

Cancel Import sequence

58 : BEFD A >R — b ST.25/ST.26 2=,

NWFI-TIARRDI7INEAVR-F25E (COEROVNTUL, KI792588) | 1-Y'-(C [Select
Range Sequences (EBFECYIAEIR) | FIVIRVIA(D)HRRSINET, INEFIVITHE, T71)
NOXIIEd BERFIDELSIDES L[ Detail (GFEMl) |OFICEERIIOFFEM (BEF4a. 0 FE, £Y4a%
&0) ERISLEI-T-TIARRINET(2),

I-Y-1&, TOYIIADERFIOYAMIAYR- kLW EESIDE S OEE Z IR TSN (3), T4
R BIRULEEFIRI 7V ORI OE BN EEE L TRREINET,
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C:\Users) \Downloads\multisequence_u_t.txt

¥ _Enter the sequences to be imported

é Sequence Number [ID] Position

[1] < First Sequence:DNA:Abies alba>
[2] < Second Sequence;RNA; >

[31] < Second Sequence;AA; >

14] < Third Sequence;DNA;Abies alba>

Select Range of Sequence [Ds.
1-4

Use commas to separate individual sequences [for example: “2,5,8"); use a dash to
indicate a range of sequences [for example: “2-8"].

59 1 RFIDA viR— b, RILF—4 v IR

BT DAYR-FTOTATER AR REZEO2DOF R [E. RAWSSUFASTATI7MIVER TS (T71)L
ERAOtIYavEsR) , INOFERIE. T71IVIECIDOERNEFEERLES , RAWITZAILDOA VR
—FeEIRT L, V-ILICIEKBOIRT RE/\RIVH R RENET , FASTAI7M LM Vik—baha e,
8lICRIiRE/ RN TRRENE T, I-Y-1F. MBI FEADLTHRITIZDENHYET,

C:\Users\ \3AAraw.txt

The file selected is in raw format. Please select the sequence molecule type in order to import the sequence.
Sequence Name Molecule Type* v

Organism name *

X 60 : EEHDA »v— b, raw ER
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C:\Users\¢ FASTA\IDNAsequence.fasta
Sequence Number [ID] Description

>HM118516.1 Uncultured bacterium hypothetical protein gene, partial cds;
1 hypothetical protein and Est1 [est1] genes, complete cds; and putative
DNA polymerase | [polA] gene, partial cds

Please select the sequence molecule type for the sequence that you would like to import.

Organism name*

Check to save description as a note.

61: BEH DA vik— b, FASTAER

3) #¥&T93ICIE. I-Y-IF [Import sequence (BLFlaMVik—F) 1OFEORIVEIVYILTLEEN,
AVR=ME Y=IUEK108ITRS 1 ViR—kLiR—bIE2-ICFEF - R LET,
BN EFEA

FBESOUALDEFEDMBICEIEB@ATRICE. I-Y-(F. BHtTIYIVDEHEICHS [Insert
Sequence (FRFIDIEA) | RIVEIUYILTLESL (K82 THEART) »
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+~ SEQUENCES

N sequence mport sequence o Bl Edit
erees e SeauonceName Leagth Molecule Type Organism Skipped Sequence
1 QV_31K Test_File_seq_2 20 AA SaCCha»rDmyces Yes
cerevisiae

2 QV_31K Test_File_seq_3 0 DNA Saccharomyces i
cerevisiae

3 QV_31K Test_File_seq_4 20 AA Saccharomyces Vos
cerevisiae

4 QV_31K Test_File_seq_5 90 DNA Saccharomyces Ve
cerevisiae

5 QV_31K Test_File_seq_6 20 AA Saccha‘romyces Vos
cerevisiae

X62 : B2 DEART v 71

REWEECA-N-LANERREINES (63 : BEFIHEADRENRILER) , I-Y-(13, EETIOIERK
CHEBINTOBEBREADLTWESWN (K53 : FREIIERR T v T15R) , 8610, I-Y-(&, B
FHEEFTIDUARTCRRINBNZMNEZ/(RIVOE LICAALTLESN (K63 : BLAlfEADRE/ AR
ILCHRART)

Sequence Name
inserted sequence DNA

gtaggaatgtaggaatgtaggaatctacatgtaggaatgtaggaatgtaggaatctacatgtaggaatgtaggaatgtaggaatctacatgtaggaatgtaggaatgtaggaatctacatgtaggaatgtaggaatgtaggaatctaca
tgtaggaatgtaggaatgtaggaatctacatgtaggaatgtaggaatgtaggaatctacat

Organism name * Qualifier Molecule Type

Wohlfahrtiopsis bishoppi genomic DNA

Mark as an intentionally skipped sequence
The sequence contains both DNA & RNA fragments

[ Insert sequence ] Insert & Display Sequence }

63 : EL7IRA DIRE /S I

LT I3(CE, K8ITHEARTINT=RYY [Insert sequence (EF%3EA) ] £/ [Insert & Display
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~T71

Sequence (FE@#BmALTER) 1&7UVILEY,

SEUWUVENUVED

Create new sequence mport sequence Seque Reorder Sequ Bulk Edit

eI RlmET Sequence Name Length Molecule Type Organism Skipped Sequence

1 QV_31K Test_File_seq_2 20 AA SaCch_aromyces Yes
cerevisiae

Z QV_31K Test_File_seq_3 90 DNA Saccharomyces Yes
cerevisiae

3 inserted sequence 210 DNA Wohlfahrtiopsis bishoppi No

£ QV_31K Test_File_seq_4 20 AA Saccharomyces Vos
cerevisiae

2 QV_31K Test_File_seq_5 30 DNA Saccharomyces Vos
cerevisiae

64 1 EE LB ICHEA S N7EC!

1-H4-AE&0 [Insert & Display Sequence (E25&IREALTERR) | MIVEIUYITRE, TOIIY
PO 1- TRIGAICRIERFIZRD T (CRBA R 8RR ECH T - ILA BT DIE R & IR E X T,

BPVEHNE LS

I1-Y-3. RORATYTZRWT, TOIIT b CRESNTWBELTIRAN TR IR~ T 2IEF 2B R T
&9, M85 (FtR) 1oK87 (FER) L EIDIRFEiEERLET,

1) [X85(7RY &I, [Reorder Sequence (EEFIDIENEZR) 1 NTVEIUYILET o
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R 72

+~ SEQUENCES

C € ne u t seq C e e
Sequence ID Number Sequence Name

A, QV_31K Test_File_seq_2

2 QV_31K Test_File_seq_3

3 inserted sequence

4 QV_31K Test_File_seq_4
5 QV_31K Test_File_seq_5
8 QV_31K Test_File_seq_b

Length

20

90

256

20

90

20

Molecule Type Organism

AA Saccharomyces
cerevisiae

DNA Saccharomyces
cerevisiae

DNA Wohlfahrtiopsis bishoppi

AA Saccharomyces
cerevisiae

DNA Saccharomyces
cerevisiae

AA Saccharomyces
cerevisiae

65 : FRFI D ~E R

Skipped Sequence

Yes

Yes

Yes

2) B86IIRTLIIC, BEISHBELTIEEIRL, RAEDEIIOYANDIEFEERECL RS ZEEY

SIBEZRERLET ,

Sequence Number

3

To select arange use "-" between the ids

66 : BIIAL~NEZ DIRE/ SRV

3) MI87T(H ECHIFIRTE. 2EBDLIEILHYET,

el Reorder Sequence
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+~ SEQUENCES

Create new sequence mport sequence nsert Sequence Reorder Sequence

Sequence ID Number Sequence Name Length Molecule Type Organism Skipped Sequence

1 QV 31K Test_File_seq_2 20 AA Saccharomyces Yos
cerevisiae

2 inserted sequence 256 DNA Wohlfahrtiopsis bishoppi No

3 QU 37K Test Fils_seq_3 90 DNA Saccharomyces Yes
cerevisiae

4 QV_31K Test File_seq 4 20 AA Saccharamyoes Yes
cerevisiae

5 QV_31K Test File_seq_5 90 DNA Saccharomyces Yes
cerevisiae

67 1 LNEZ oNFEF
—¥EimEE

1-Y-3 BBORINCEEEMAZLENHEHE. —HEREEEATEIXT, B4 O LES!
[CHREZITICLIIFIRETHBEDD. EFIOHNEWTOIYIV M TIEIERERTY,

1) K88Icry I—fEwEl 20 Vv I LET,

GENERAL INFORMATION SEQUENCES

+~ SEQUENCES

Create new sequence

Sequence ID Number

—

Import sequence

Sequence Name

DNA_RNA_withut_
ST25_seq_2

DNA_RNA_withut_
ST25_seq_1

Insert Sequence

Length
30 RNA
10 DNA

68 —HERERAT v /1

Reorder Sequence Bulk Edit

Molecule Type

Organism

Abrophyllum
ornans

Homo sapiens

Skipped Sequence

No

No

2) [—iEREDRELE| L LT, Qualifier molecule type, Organism, F7z(dFeaturez#RLET,
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Type of bulk edit* Select Range of Sequence IDs*

Qualifier molecule type

Use commas to separate individual sequences [for example:
“2,5,8"); use a dash to indicate a range of sequences [for example:
“olg).

Select the type of bulk edit to continue

Molecule Type*

DNA

Qualifier Molecule Type*

Only DNA/RNA sequences allow editing of the qualifier 'mol_type'
because for amino acid sequences this qualifier value is
automatically set to ‘protein’.

The qualifier 'mol_type' of hybrid DNA/RNA sequences, where the ‘combinedindicator’ = ‘Yes', cannot be bulk edited.

Enter one or more of the following DNA sequences to edit the qualifier ‘mol_type'.

69 : —HERERT v/ 2

M89(TRT &3I2. YAT AlE. HEEREEFI DM mol_type] DqualifierDEHDTRERIBEETH B L &I~
Y- (OBRULET (F3/BEHINTERECEN. YATLAILL TEENICI YN B R EINDD
5TY)

3) AFERMBREINLE, YATLR. —FERECER I IXEETIDF1TERIRT 3L51C1-Y-
(feLZET,

Type of bulk edit* Select Range of Sequence IDs*
v
Qualifier molecule type 3,7|

Use commas to separate individual sequences [for example:

select the type af bulk editio conamla “2,5,8"); use a dash to indicate a range of sequences [for example:

“2-8").
Molecule Type* Qualifier Molecule Type*
v v
DNA unassigned DNA

Only DNA/RNA sequences allow editing of the qualifier ‘mol_type’
because for amino acid sequences this qualifier value is
automatically set to 'protein’.

The qualifier 'mol_type' of hybrid DNA/RNA sequences, where the ‘combinedindicator' = 'Yes', cannot be bulk edited.

Enter one or more of the following DNA sequences to edit the qualifier 'mol_type'.

Sequence ID Molecule . Qualifier molecule
Sequence Name Length Organism

Number Type type

3 - 15 DNA WEEEEl genomic DNA
sequences_seq_3 hispanica

70 : —¥E#RE. qualifier mol_type D7
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£, K90ITRT K52, VAT AL, =[5 EKES DB DI mol_typelDqualifierh s
DDNA X [ETBORNA I THRINEEST, INGOBEEEET 2L TOI1T MEFERFCIS-
WEETZRE, I-V-(CEELELET,

4) YATLIE, —FERETBETIDYANE, EIRZRILHRTRLET,

Sequence ID Molecule : Qualifier molecule
Sequence Name Length Organism

Number Type type

3 500 15 DNA Veccaria unassigned DNA
sequences_seq_3 hispanica

7 500 16 DNA Wabasso unassigned DNA
sequences_seq_7 hilairoides

71 —¥EiRE. FIF S N7z qualifier mol_type
—EREDELE D LY, DEE -

1) K92ITRS &I, [—HEREDEFE | LLTUEWI(V)ERIRLET, 1-Y-13. iBEITSSEQ ID DEFH
EANTERLENHYET (2), RIC, BIZRE, I-P-DEWDEZIERIVANSINCEE T L 5E
RUEHBE. YAT AR, qualifierlmol_typelh'DF UG UTEERIICTBODNA]F 7= (LTt DRNA]
CEEINZIEE, I-Y-(OBAMLET, Q)72 1 —1ERE. £EMRT v /1

Type of bulk edit* Select Range of Sequence IDs*
-
Organism 1-3 e

Use commas to separate individual sequences [for example: “2,5,8"); use a dash to

Select the t f bulk edit t ti
SECUHIELYRE OEDIECEUII0 CORUIDLE indicate a range of sequences [for example: “2-8”).

Organism name* o

synthetic construct

The qualifier ‘mol_type’ value will be automatically changed to 'other DNA' or ‘other RNA'.

Sequence ID Number Sequence Name Length Molecule Type Organism Qualifier molecule type
1 Seq_l 192 DNA Mus musculus genomic DNA

2 Seq_2 20 DNA Homo sapiens other DNA

3 Seq_3 20 DNA Gabaza connectens other DNA

72 —HERE. EYRT v
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<76

—IZ AR D FELE i feature DEBE ;

1) [feature LTI —FEMREDTEREEEIRLET (K93%2SHE) (1), RIZ. I-Y-(IBIFEDfeatureZiRET 3
., FlleatureZ: BT 3N &IBE T BIHENHYET (2), 1-HY-(E. [Molecule Type] (3) BLURET S
Sequence IDsDEFE (4)EANTEZHEAHYET, 1-Y-H(featureDRE] " (2) #:&IRL. featureDIED
f& (6) Z [complement(join(1..30,61..90 )) | ICEE I 3¢ & RIRLIHA. V-IVIISEQ ID 5 LU 8 DETO

BE17 D CDS feature(5) &g E SN fEICEFHLET,

Type of bulk edit*

Features o

Select the type of bulk edit to continue

Type of bulk feature edit*

Edit feature o

Feature Key*

CDs °

For a detailed explanation of the format of the feature location please click here

Sequence |D Number Sequence Name Length

5 40000 6
sequences_seqg_b

40000
seguences_seq_8

10 15

Select Range of Sﬁnce Ds*
5.8

Use commas to separate individual sequences [for example: “2,5,8"); use a dash to
indicate a range of sequences [for example: “2-8"].

Molecule Type*

RNA (3 ) !

Feature Location*

1.12 (s )

Molecule Type Organism Qualifier molecule type
RNA Vaccaria hispanica genomic RNA
RNA Gabara gigantea genomic RNA
RNA Wabasso hilairoides genomic RNA

73 —¥EiRE. feature X7 v 71

2) 1-Y-HfeatureD—IEMREDTEIEL LT featureMBIN | ZEIRLI-HE (K455 HR)

: #rL\\feature

[CHAIN (3%) 1(4)B&UfeatureDfIEN1..131(5)H, BEIRENFZRSEQ ID 1. 2. 7 ()ITEMENET,
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Type of bulk edit* Select Range of Sequence IDs*

Features 121 o

Select the type of bulk edit to continue _Usg commas to separate individual sequences [f?r example: “2,5,8"); use a dash to
indicate a range of sequences [for example: “2-8").

Type of bulk feature edit* Molecule Type*

Add feature @ "o "

Feature Key*

Feature Location™
CHAIN @ Toom (5 )

For a detailed explanation of the format of the feature location please click here

Sequence ID Number Sequence Name Length Molecule Type Organism Qualifier molecule type

1 40000 15 AA Gabara gigantea protein
sequences_seq_]

2 40000 18 AA Daboia russelii protein
sequences_seq_2

7 40000 15 AA Wabasso hilairoides protein
sequences_seq_7

744 : feature —3E#RE ; feature MIBHN

3) 1-Y-N—EREOEHLLU—FEATV T |EERLEGE (9522 R) | A%y T 9385 DEE (L.
SEQ IDO#FE (1) L GaRIINE T,

Type of bulk edit* Select Range of Sequence IDs* °
v
Bulk skip
Select the type of bulk edit to continue Use commas to separate individual sequences [for example: “2,5,8"]; use a dash to

indicate a range of sequences [for example: “2-8").

Cancel

75 : feature —1EMRE ; — XX v 7
B DHTE

o5 EfRET BICE. 1-Y-[IK96 AR RINTWS, ZE I X UEFIOESIDES (B5IDI1]) &7
Dy LTS,

iz
WIPO Standard ST.26 /ZEUL/=3NTOEBIEG L EBNO#1 THEEY. ABRE CEwl TEEA134E0 %Y £,
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+~ SEQUENCES

Create new sequence Import sequence Insert Sequence Reorder Sequence Bulk Edit
Sequence ID Number Sequence Name Length Molecule Type Organism Skipped Sequence
DNA_RNA_withut_ Abrophyllum
ST25_seq_2 <0 RNA ornans ND

DNA_RNA_withut_

ST25_seq_] L DNA Homo sapiens No

N

76 : EchoiRE

INICKY, B77 : ERFIMRE. WENARIVISRI LIS, TOVITOFMEI- DI Y3aVDTICH
LWE7vavhEEEs,

ZORFITI AV, BACRARTINSI AR FE/ (R, RICRENS  Feature] YR RF—-T
. ZLTwRBEICRENSISequence (BR2FY) JAERE/NRITHERINET,

GENERAL INFORMATION  SEQUENCES

~ SEQUENCE 1

« FEATURES

+ SEQUENCE

77 - EcimE. fRE/ SR

feature
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WIPO ST.26Tld, IANTOEFICIE, 2 F RIS T, sourceD P EE1DDfeature AN BEE D 5N T
WERINERYEHRA, &Y-Afeaturell (. [ 1E mol_typel D 2 DD ZBqualifier b E T,

featureT—7J)VIC(S. feature key. Bz FE2FIADfeatureDIIE. HLUME 4 DEZFfeature(ZBIE(T (S
LN fzqualifierd3 205 HHYET,

feature DI E (L. EEFIDEDTI XY Mfeature M E1E T BN ERLET, feature DHIE DI E ICEFRTE
B E. WIPO ST.26 /RSN THY, LLTOEBYTY,

. H-BEES:x
. EIESERVIZBEES x.. y

o EBAIHEENLEEESORFLEIRRICEENLEREESSVROZEE : <x, > x, <

X.. V, X..2y, < X..>y

o BETZ200XILAFREOME : xy

HAJOAVV I TRELVERESES 1 x.. v

UEEREFE EMLAEELCRTSLHICERATELT,

[join (L fuE, W) LUBEHEESN (MiKCERESN) 100:&EH LIS ERL
9,

o [order (LIE (B, - fIBE) | EBRFEBENEIEF THRHEINETH, INGOERDES
DEHMHECDOVTIAEREINTVEE A,

e [complement (L&) 1 : 5 N'63 'OAMEILEISNEIDAREICFEMTZAE THRALER.
BRI F T E SNERY R SICAHIL#E (Cfeature MIEBE L TWAI L ERLET,

BeF(C#T L featureZiBANT (23, FOX98 T AR RSN TNSEIR LA DFeature?73V(C
H3BIAdd feature (featureZBHN) JMIVEIVYILET,
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Seqguence Number (D] 2 Molecule Type DNA
Sequence Name Inserted sequence Organism Wohlfahrtiopsis bishoppi 74
Length 41

FEATURES

Feature Key Location Qualifiers

.41 mol_type = genomic DNA

source organism = Wohlfahrtiopsis bishopp!

SEQUENCE

gatagtatgt atatatagta gtatgatgat gatatgatga t 21

78 : E2FIC feature BN

R, KQITTRT K52, BEWEA=N-LA T, feature key,ONIIF TUANSCAN IR Wieature 2B %
iy Pfeature ChiEA SELST,

FEATURES

Feature 1

Feature Key* Feature | ocation®

D_segment 4.15

For a detailed explanaticn of the format of the feature location please click here

v QUALIFIERS

Add qualifier

79 : feature ®EBINA —/N—L A

CDEFE Cqualifierzfeature(SHENMT B EETEXRT, INICDVWTERO T V3V TERBALET,

8 ULAFRBELUT I BeDfeature keyDZE(CDWTI, WIPO Standard ST.26 — Annex |, Section 5 $&UfSection 7458,
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Feature 1

cDS \ 1.13

Automatic addition of a translation qualifier is currently on. This means a separate sequence will be
generated and a protein_id qualifier created if the translation qualifier value meets the minimum length
requirement

For a detailed explanation of the format of the feature location pleaseflick here

XBO : featureBOEHIERA B oRy Ty )y

featureDIBEDERDFMARBESTYYINEMNESNELE, UVIEX KD  click here (ZZ&ETVUw
7) 1IZHYET, KM100TlE, I-Y-IBE B ICRFHBTEBLIIC, YVIICTFRAEIMNTVET,

T I3BICE. M79(RI B RO [Create Feature (FeatureZ{ERL) | MIVEIUYILETS,

CDS feature

CDS feature®f&EFE(L. YV N\JEDI-FEEFIZEEEIRT 37=HICERLET, CDS featureld, ZNHET
IO IAV DT BEREEETEOIENTE, INPBRIROESEBELTVNE, TOVIVR
NTRIEDOEFIE LTERNET, TTOEFIDCDS featureM(C(L. [protein_id]qualifier ¢Hg E SN 5E0R
73)BEYOESIDAOSBIHYET,

Fe5IDI CDSfeatureZ{ERk 3 %355 . featureDALE L& > TUREN B KD ICEL T OFIFREN TR EF vV 7
(X419 Bqualifierf&%fE A L T translation | qualifier (F7A)rOLEEI-RIDMERL —[1Z#J-K])
#CDS feature[CBEIMISEIMNTEXT, =, B&ET B[ SOTAVIDIERMEDT I/ B %, FOY1I+
SHEMANR-YOEEICHRIERIER (K1022888) OFIVIRYIAEAVICTBIEICENERTEZIEBTE
£9, 2L, ZOqualifier[FHBTIEEL ERRECHIBRTEEXT, 1-Y-&. I-Y- (L& TERR SN,

EE I 3ENREHECYIDES BT B[ EER 1 S LU protein_id | Dqualifiers FB TER T L ETEET,

Z:
/V—=2322.1.0 550%  BERalifier ZEBHI BT E. | DF IRy IRIET T4 /L FCFL w2 3T F,

CDS feature DEEWEFR

9 https://www.ddbj.nig.ac.jp/ddbi/cds-e.html
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WIPO Sequence 1—H#—<=a7/L ~—82

CDS feature qualifierz BEIRIIC{ERR T 2FIEIX, RDBEYTT,

1) BFEDESERRLT, [Add feature (featureZ&h0) ] MAYEI UYL, feature key& LT
[CDS]%#&IRLET ., EARIEIHRODNautomatically add a translation qualifier (translation
qualifierz BENRIICE ) |FIVIRYIADNAVICETNEI5E . CDS featurezXJ LA F NS
FI(CBHNT L. [translation]d qualifier, ZDfE. [protein_id] Dqualifiers KU BEEF TN T
AO7/BES (ZET3HE) NMEENICEMINET,

2) 1-Y-(3. [translation] Dqualifierx FEI TIERR T B BRIRTEXT,

QUALIFIERS

translation ; 1- Standard Code

Automatic Translation is ON. Leave this field blank to automatically generate the translation

qualifier value, protein_id qualifier, and associated amino acid sequence.
Create Qualifier

81 : MR qualifier DIERK

3) featuret ZNIZBIET BqualifierOim&E%#& T LIz6. 1-P-(3[Create Feature (featureZ{f
F%) 1 MIYEIVYILTREL TS, B102I2, 1§513CDS featurez~LET,

FEATURES
F K Location Qualifi
p tein_id = 3
cDs .13 translation = MYIN 2
PP mol_type
source 237 organism = test bla 7

82 : feature 7 — 7 L DFHR CDS feature

RIZZOY-E ROBEEFRFDTOITIY SO FAREFN EERLET o
o EEFIDES =YIDES CTRICERRIRER(E
o RS=FERSNEEIIORS
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WIPO Sequence 1—H#—<=a7/L ~—83

o 25D %&F5 = [translation]qualifier® Sequence Name (B25D&FR) |T71-ILRTIRESN
B, ZFREIEELED S A, TIAMOESZ ([Seq #]) HIEEINET,

o SFE=[AA]
o AYOBI=TORIICIEESNELRUE
e QualifieraF& =15V/)\VE ]
o FERHIEE = TOBSDEIRINTAE
COMIBNSE T LR OBRO—BI%XS83 : CDS feature, TERE N7=7 2 / BRELS,

SEQUENCE 3

Sequence Number D) 3

Sequence Name Seq_3 Organism Caballerocotyla klawei &
Length 4

Molecule Type AA

FEATURES

Feature Key Location Qualifiers

COILED 1.4 note = qual val V4

mol_type = protein
UUUUUU 1.4 organism = Caballerocotyla klawei

83 : CDS feature, fEpkE #1727 I / FLECT!

FBRSTABWD 5 oL TL, LI SEBL TS/ )

18 5 DEEREA—2RIE 475K &b DDEMHI TSR H S BRI EShES  ( 7=EAL BXTG/ /4 3
XFELTHIFSNET)

franslation s qualifier ZZ&d G5 qualifier DB BT LA TEZH/FREDEA Kiti CpdL. Protein_id/ qualifier
LIERE BEE 15/ BB Bl F 7,
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LANGUAGE
PROJECT VERIFICATION DEPENDENT

> WIPO | Sequence DEMO REPORT

IMPORT THE

QUALIFIERS REPORT SEQUENCE

DISPLAY
HELP = PREFERENCES

LISTING

Project Name*

project demo

Status

modified

Description

Original free text language ...

Automatically add a translation qualifier when a CDS feature is
created

Automatically add a translation qualifier, its value, and a protein_id qualifier
and associated separate amino acid sequence [if appropriate] when a CDS
feature is added to a nucleotide sequence.

Creation date
2022-01-We

File Name

Sequences
2

Non English free text langu... -

X 84 : BJER qualifier Fx v /Ry  AOBEERK : Fx v 7 2NATEF7ICHRY EFT

BRUFEEIBERFqualifiersZ$HBIHZBEDCDS featurelcBIT37FNTA:
CDS feature[CEE LK (3B E R FqualifierzBINT 2L Eld. BEBIRAAT(CHOTWBIEZHEREL

TLEEW,

CDS feature(ZEE LT (3 BE = Fqualifier B INSN 285 (C B BIEIRAA DL TLWVAEWSS (K105
THREINBFIVIRYIANFIVISINTNSHE)  CDS featureNEFaN L. BliRqualifierh' B &)
ISBISNET, COIF-%MEIETB(CE, TOVIV OB BEIRZEATCLTH'S, CDS featurex [ E,
FIRB LUprotein_idDqualifierz BIRLTH'G. featurezEFH LET,
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WIPO Sequence 1—H#—<=a7/L ~—85

DISPLAY
IMPORT THE
REPORT SEQUENCE

LISTING

PROJECT VERIFICATION LANGUAGE

DEPENDENT
= CEMURIE R QUALIFIERS

= ~
= WIPO | Sequence

HELP = PREFERENCES Elw

GENERAL INFORMATION SEQUENCES

PROJ E CT Print Export Import Another Project Validate Generate Sequence Listing
EEE

Project Name project demo Creation date 2022-01-12

Status modified File Name

Description Sequences 2 Vs
Original free text language code Non English free text language code

Automatically add a translation qualifier when a CDS feature is

created On

85 : FWER qualifier D BBIAERL @ 4>

I-Y-AMtranslation qualifierz BB CIERLZWEE . qualifierDiREE/\RIVDGEIERT-T IV D fEL BEF
DEFRERETCEXT, 1-Y-HfeatureZERL T L. Y-ILIZEIERZRITL. featurell [ protein_id |
qualifierz: 0L, BREEFF ORI EEMLET,

featureMiL B 7= (Fqualifier[trans|_table]. [transl_except], LI codon_start] DIENEE SN T35
BILOH, BIRNBETINET, 0BG, BEMIToNEIIEEFINET,

2

EERIBV BN BEL, BB TS5 EBIIEEH I —FNEEE L FT, L. BRE T 15H0/-X0 LAF KB BB/ =55, tra
nslation

qualifier NFIZIELEEA. 1 protein_id s qualifier ZZETBL. BRE T 15117/ EBIFTEBILOBIE 7115546 £,

IRV OERICETETRINMA :

—R%IC, #RIETFVIECDS featureDJRARICOAFIEL. I-FSNET7I/BEEFIOIV - K1V RLET,
BIEIFYMSEDT I BRICE SN B &R T [trans|_except] D qualifierh' & W\BRY, CDS featureMik
RICEETBINETEHYEE A,

CDS feature®&HF (TR CREFEETERART) ([CHRIEIFYHEEL, K106(0RT KT, FLIETRIH
BEDTI/BICE#RINEIEERS [transl_except]®D qualifier’EELEWNEE . V-ILIEZDAEIE TE
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~—86

REEIEL BRMERINGVNZEEI-Y-CHIS B ARV F-HERRENET,

ERROR: No translated sequence will be generated as the CDS feature contains an improper internal stop codon. Please ensure that the correct genetic code table has been selected or whether

qualifiers ‘transl_except' or ‘codon_start’ are required.

Add feature

Feature Key Location Qualifiers
CDs 1.13 translation Vd
source 237 nol.type Vd
organism = test bla ‘
1
SEQUENCE
atgtadatca  accecagtagt  actacaatca  tgatcaacec  agtagtacta  caatcatgat  caacccagta  gtactacaat  catgatcaac  ccagtagtac  tacaatcatg  atcaacccag  tagt

86 : FMiR qualifier D BBIERMN A > 5 BRINICRBYIAKIEI FUAEENRTWS

el KBTICRT KT, I-FELFIICRAEN$HZ L & 1-Y-[CEE T B0IC. RIAELIN-MMIIS-HFRRSN
ESCIN

DISPLAY THE
SEQUENCE LISTING

IMPORT
REPORT

LANGUAGE DEPENDENT
QUALIFIERS

TEST VERIFICATION

REPORT

v PREFERENCES ENGLISw»

PROJECT

ERROR: After project verification, some errors or warnings have been detected.

Print Report J

Report generated on 2022-02-12

Severity Data Element Message Text Detected Value Detected Sequence

The CDS feature contains an
improper internal stop codon.
Please ensure that the correct
genetic code table has been
selected or whether qualifiers
‘transl_except’ or ‘codon_start’
are required.

Sequence 1

ERROR Feature Key

87 : BV A WERFRIE D K 29 % CDS feature T —

qualifier

feature@qualifiers &z~ 3(21& I-Y-13FT | ZZH T BEFDFeatureT-J IV H'63% X J bfeature
BIRL TR, B108I5R U T, [source featureDEAZE T A VN AR REINTVET,
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R8T

GENERAL INFORMATION  SEQUENCES

3 Seq_3

SEQUENCE 2

Sequence Number [ID] 2
Sequence Name ST25_221_BINDING_edited_seq_2
Length 237

FEATURES
Add feature
Feature Key

CDs

source

Molecule Type DNA

Caballerocotyla klawei

Organism Caballerocotyla biparasitica

Location

1.13

1.237

Qualifiers

protein_id = 3
translation = MYIN

mol_type
organism = Caballerocotyla biparasitica

88 : qualifier B/ fREXTv 71

[108IC58FAFR RENTBAEDNI VET VYT T B, [109ITRT K312, RDfeatureA-N-L1HFHEXT,

Feature 2

Feature Key

source

For a detailed explanation of the format of the feature location please click here

v QUALIFIERS

Add qua ‘e'e

Qualifier N\ame mol_type

Qualifier Name organism

£9(2)o

Qualifier Value

Qualifier Value Caballerocotyla biparasitica

89 : qualifier BH/fRERT v 7 2

BEE Dqualifierld. FITOEBIICHZMETAIVEIUYILTURETEES (1), F-1F. 1-H-F [Add
qualifier (qualifierZiEfN) 1 NYVEIUYILT, BIEE RSN T\ BfeaturelZFT LU \qualifierZ BN TE

@

Cance! Update feature
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qualifierzfREEF (LB M T B¢, K110(7R9 [Qualifier name (Qualifier) 1% (FOYFFIVUAE
M53ER) ¢ [Qualifier value (Qualifierdfl) |1 D220D71—)V A 1-F-[CRREINFT,

QUALIFIERS

Qualifier Name

cell_line

cell_type

chromosome

clone Ly
clone_lib

90 : qualifier fR&E /2L

QualifierDED 71—V FOEIEIL. qualifierdF (1 F(CE>TERBYET,

ERICERINEEZF Dqualifier, EOJr-ILRE, ROF) (K111) (ORI EKS(C I-H-A
qualifierO E&BEHDENS1DERIRTEZ ROV SI IV IT1-)VFTT,

Qualifier Name

- Qualifier Value *
organelle

chramatophore

hydrogenosome

mitochondrion

nucleomorph

91 : ERINEZFFD qualifier

JV-TXArE&Tqualifier, ITEOIT1=ILFEITU-TFART1=)LF T, Qualifiers & FEEEDEDH
%H 9 3QualifierdfEIZINA T, ROBI (K112) (IRT K. I-Y-AEEI-F (TruliB) 0
AN ER ST BEEDIEDNoN English Qualifier Value (FEEUADQualifierDfE) ADA L%
TEBRL3(C. 22DEMOI1-IVFHIRRENET,

10 25 LAF RB&UT = /BN~ ThiEFRBE-Qualifier| 2oL Ydd WIPO Standard ST.26 — Annex |, Section 6 ALUSection8 55,
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NOTE: this value may require translation for National/Regional procedures.

Non English Qualifier Valug

92: 7 —F*X FDEZEIED qualifier

EEI-FOT1-VRICE. TOVII MEERIBROIEEUAADT)-TFANEEI-FILRILENEIVET
bNEd,

A-Y-13 FANLCKY LEXLIFFI7MIASEYGEEESEE1YR-FTBILCEY, BRUERE
BN LT—EDIFRFEDEEANTELT,

- ERIICEEINEEROqualifier, (E71-ILREIV-TFANT1=ILFTITH . AALEERWIPO
ST.26 Annex |, Section 6™ CEEEHIN TV EDRAE —ET 2L ZHERT HICIRIESNE
9, M113[TRSNTVBHI TR, BAEAPELWER TR ESNTLEE A,

Qualifier Name Qualifier Value

collection_date ’ 2002-08-

Invalid qualifier value format. The value for the qualifier 'collection_date' must have the
format "YYYY-MM-DD', 'YYYY-MM' or 'YYYY'.

93 ERINFAZHFD qualifierds

- {ERATTRERMED R\ qualifier, AT OX1140H(RT K31, qualifierdEI1-)L FIRETEX
Hho

Qualifier Name
} ) Qualifier Value,
germline

95 : EARFRI & LT LR Ly qualifier

2
—Reature Aeature 8L 1HHH Fged D_LIETEF. mol_type HLEAalifier [THEEVARE CHIFR L TEFE A,

ST LS. I-Y-[EEFE0 [Create Qualifier (Qualifier&fEpk) | MV EIUYILTE LLAER Lizqualifier

1 Shusqualifier| FEZEEI 22U ydR WIPO Standard ST.26 — Annex |, Section 6 %388,
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TEMT BN, Xl [RTF] 27y L CBEFOqualifier[CINZ e R BEREFL TS,

BEBOATYI TR, qualifierd&hl/ ZEAE T LS, 1-Y-13XK 115~ S featureA—/\-L 1D T ERICHB
[Update feature (featurez®#7) JRTVEITUYILTEDH TS,

Feature 2

QUALIFIERS

96 : qualifier fREEH D FEHT feature

HRRELIR-F

TO0Y17 MOBEFIRORIELR-MERLICE, I-Y-ET0V 17 bOFFERE1-D5, E1-D5EECHEAZ
1-/\-0 [VERIFICATION REPORT (#&3ZELik—F) 1UYI%EIUYILET,

MREELIN—FOYER A EDEEHICDOWVWTIL, M34%S B LTS,
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PROJECT VERIFICATION
REPORT

; WIPO | Sequence DEMO

GENERAL INFORMATION SEQUENCES

PROJECT ... ~ ==

Project Name project demo
Status modified
Description

Original free text language code

LANGUAGE
DEPENDENT
QUALIFIERS

A0l

DISPLAY Return

IMPORT THE to
REPORT SEQUENCE HELP = PREFERENCES Elw B

LISTING home

Import Another Project Validate Generate Sequence Listing

Creation date 2022-01-12
File Name
Sequences 2 £

Non English free text language code

Automatically add a translation qualifier when a CDS feature is
created On

97  REEL R— F DERRT v 71

FOVIIROBIIRNPELVWHNEINCIGEL T, IT7- " EENMERSNERK117E, IEE(CRIFESNEOD
K99 : REELAR— b+, TS—"ZELLO2DDFEROEI-IERRINET,

DISPLAY
LMLOR I HELP v  PREFERENCES Elv

REPORT SEQUENCE project
LISTING home

LANGUAGE
DEPENDENT
QUALIFIERS

WIPO | Sequence EESI%ECT VERIFICATION

REPORT

Print Report

Report generated on 2022-01-12

Severity ¢ Data Element Message Text Detected Value Detected Sequence
Asiiization The mandatory IP
ERROR Qpmcauon Office Code is .
Identification L
missing.
Priority application
information has
been entered, but
no prior application
” 5 has been
Earliest Priority :
WARNING Application uBsignaied asitihe -

earliest. The Earliest
priority application
must be designated
when a priority
claim is made to an
earlier application.

Identifications

D

X 98 : RiEL R— b fl, T5—/&&

REELR-ME. K1170A EFB(C5H2 [Print Report (LiR—REENRI) | RYVEIUWITEE, PDFELT

2023%F4A8



WIPO Sequence 1—H#—<=a7/L ~—92

IVAR-bTCEXT, B SN TLiR—ME F9ITRENBES(IC PDFE1-T(CRRENET,

DISPLAY Return

LANGUAGE \\ypopt  THE to

VERIFICATION

’E WIPO | Sequence TESTSTRAIN REPORT DEPENDENT REPORT SEQUENCE HELPw PREFERENCES [Ew i

QUALIFIERS LISTING home

Report successfully generated on2021-10-11

This project does not contain any errors or warnings.

g

sl

K99 : #EELFE—F, T5—/

EEEKTEQUALIFIER

ZOtIY3V TR, SEMKRFEQUALIFIERE 1-TIRAEEN 2% 4 HHEBE([C DWW TEELSERBALE Y, OV
JRTIOU-TF A DEZER A sERqualifierk, JOJ1I M-I D[ EEBKFQUALIFIERIE1-NT
Sb[CSBLET,

EEFPOTOIITMIE B TFqualifierz BN ¢, K100 : S&KFqual ifier E 2 —ITTRTLSIC,
ZOY1-ICqualifierb Rz RSNET,

LANGUAGE Rel‘(‘;'"

VERIFICATION IMPORT

:: WIPO | Sequence TRANSL REPORT DEPENDENT REPORT SEQUENCE HELP w PREFERENCES Ew Drojact

QUALIFIERS LISTING home

IMPORT FREE TEXT QUALIFIERS EXPORT FREE TEXT QUALIFIERS

LANGUAGE DEPENDENT QUALIFIERS

Source language code for free text qualifiers en Target language code for free text qualifiers V74
Non
Sequence SaauonceNams Feature Feature Qualifier Qualifier Qualifier English
ID Number g Key Location ID Name Value Qualifier
Value-(e
ransl_ex ; jali
1 transl_except_se source 1..64 ql organism Slella

q.l currucoides

100 : EFBMKTF qualifier €2 —

X110/25R9 &512. I-Y—(E[Qualifier Name (Qualifier&) |1 DIEZY W93 (LT, qualifier®
BEMIONEEREADIV-TFAMEZEETEIENTELT, TNICKY, T-TIVO T EBICEVWTIRE
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NNV EECA-N-LIDFHEEXT,

1-Y-13. 7U-TF X bqualifier XLIFFI71ILOIIAR-bDY-ASEI-FBLUY-TySE1-F%
ANTBRENHYET , TTAR-FD#E., XLIFF 771)LZWIPO Sequencelc B4 ViRk—~g3E1(C. EJER
EHILEY, -7y b OMEICH LB RSN BN B IREF LKV AT SNZ D ENHYET,

JY-FXAFQUALIFIERZIYR-FT3

J1-Y-H [IMPORT FREE TEXT QUALIFIERS (JU-T¥AMQUALIFIERZAViR—b) [ RIVETUY
7958 Y-WEIFANIIATO-5-RE, I-F-BEED EA1UR-rLEWN (XLIFF) J71ILEZRL
TRIRTEZXT, BHROREATYTERTBIECRY, Y-AEI-T YN EBOEDOE TIELVWYYEYTH
EITINTWBILEZHEFR TEXRT,

BEIRUEI7VICE ROT-YEBENEENTOVRINERY A
o JOJIVHOAFR
o H-UYbEEI-F
o Y-AEFEI-F
o XLIFFEFIZERILIC UTEET :
o qualifierd—&RID (R Fql[hE<EF)
o Y-AE &Y DqualifierDfE

o H-ybEiEYY DqualifierDiE

xmlns:xsi="htty

W . W3 .0rg/2001 ce"” xsi:schemalocation="urn:oasis:names:tc:x1iff:document:1.2 http://docs.oasis-open.org/x1iff/vi.2/os/x1iff-core
file original="basicl"” datatype="plaintex e-language="en" target-language="fr

eeeeee IDNumber="1" sequenceName="basic_seq 1" featureKey="source" featurelLocation="1..26" qualifierName="organism

101 : Bah# XLIFF 7 7 4 L 4F)

2023%F4A8



WIPO Sequence 1—H—<=a7/L ~N—94

IA-Y-DMUIR- I RELVTRIRVLT 7N EHER T 3L V-IWET-Y-(C. —EDRIEAT Y TZHEREL
THATI BN EINEIRFET 2L KDET (K12116R12558)

o YATLIE ARINETTANOTOIII R EBRENTTOIII ORI E LR LET,

DISPLAY
LANGUAGE
VERIFICATION IMPORT  THE HELP v  PREFERENCES

WIPO | Sequence TRANSL DEPENDENT
REPORT QUALIFIERS REPORT ﬁlEsf#lilﬁgCE

IMPORT FREE TEXT QUALIFIERS EXPORT FREE TEXT QUALIFIERS

LANGUAGE DEPENDENT QUALIFIERS

Source language code for free text No matching project names Fiers Va
The current project name transl doe the
name specified in the XLIFF file Non

Sequence Nam| Vealtie
| valu

Sialia

transl_except_g
T — currucoides

gl

102: 7AYo P L OB

o YWEVITERNOFqualifierh'®oizima. YATARI-Y-IOBALET,

Some qualifier IDs could not be mapped

The following qualifier IDs in the XLIFF file could not be mapped to those in the current project.

Qualifier ID Source Target

q2 Una virus organism fr

103 : qualifier v v £V ZDRIERT v 7
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o YATA, VY-AEFEEQualifierDfEIC RS ET 2ZEEx1-F-(BALET,

Detected target language code
The detected target language code is "en". The free text
translations provided will be imported and update the

existing qualifier values with the qualifier values indicated in
the input file.

ance ’ Proceed ’

104 V—REBORIAERT v

o YATLR.F-TYEEFELQualifierOBIFRIBEICEEET 2 E E£1-Y-(CRALET,

Detected target language code

The detected target language code is "fr". The free text
translations provided will be imported and update the
existing Non English gqualifier values with the qualifier values
indicated in the input file.

Cancel ‘ Proceed ‘

105: %—4y FEBEORIERT v T
ZM#. [SUCCESS: THE FREE TEXT QUALIFIER HAS BEEN IMPORTED SUCCESSFULLY
(BRYh : JU-TFAPQUALIFIERIZIEEF [CAVR—baNELE) JONS-HERTEBICERTIN, N
LEBIC. EEIKREFEIV-TFAbqualifier[CXF LLABTA Y- SN EE R EA Y R- SN EO LR
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FAYN-bLIN- I RRENZET,

DISPLAY Return

IMPORT  THE .
REPORTUSEGUENCE B ELERERCE SR e project

LISTING home

LANGUAGE
DEPENDENT
QUALIFIERS

= WIPO Isequence  TRANSL pERTISATION

SUCCESS: The free text qualifiers have been imported correctly X

< RETURN TO FREE TEXT QUALIFIERS

IMPORT FREE TEXT QUALIFIERS REPORT

Original
Sequence Feature Feature Qualifier Qualifier OSgCirf]iaelr gsnl{sh lr{]gﬁfrit:rd
ID Number Key Location ID Name q gis q

value qualifier value

value

2 source 1..19 3 organism Sl CHRRTFIGHER
- q g currucoides synthétique

1 source 1..64 ql organism Slalla

currucoides

[1]

106 : 7 U —7F X b qualifier L/R—bDA »R—F

1-Y-[E125TEFARRIN TS [RETURN TO FREE TEXT QUALIFIERS (JU-T*Ahk
QUALIFIERICER3) 1&7VUvId 3L, JU-THAMQualifiert 1-ICRBZENTEXT,

J)-TF¥AFQUALIFIERZIVAR—-FT3

1-Y-"1-0%E(CHP [EXPORT FREE TEXT QUALIFIERS (JU-TF¥AMQUALIFIERZIVA
R=b) 1 NIV EIUYI L, FM4T70T Ry I A TqualifierT ¥ AR I 71V ERTFET ZI71IIV A EBFEEIRT
3¢, TOIITROTARTOIY-TF A bqualifierP T AR— k&, XLIFFI71 IR TRESNET,

COIPANVEFROEDNEFENET ¢

° 7']/17'\0)\} 7\|:|u|:|
o JOYIIMDI-TYNEEE
o JU=-TFZAhqualifierdfé
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o FIERENf-qualifierd7V-TFAMER?
o 119K T KRITRUEESET Bqualifierds & UteatureD1ER,

ZOT7MIVE K121~125(0R 9 FIRICRES TRYIGERERHLULE, V- TBERR. fRE. BLUMVIR-
P TEXT,

i NOE 2l N
ZOtI3av TR LIR-bOAYR-FE1-TRMHEN D5 4 BHEEEICDWTEELCERAELE T,

TOYII M EEFIE (ST.25 £(& ST.26) H'b YR-rSniiga, £EE1-Y-HI7 ) (ST.25,
ST.26. VILFY=TY A, RAW, FASTA) hoEHDELYZMYR-FUIEE. [IGT 21 Vik—kLR—b
(CIE. AVIR=bENET-FIHLELWERICEESE TOVIIMIETEHICMAGNEIRTOEEZR
IT-JINEENET,

TV MMM YR- b TOT RS TERREIN T, TOYIY MMIEEFTIHM YIR— SN TOWRNE S, 1Vik—k
L—FEI1-CIER 1261 RS NF-DBRREINET,

DISPLAY Return

IMPORT THE
REPORT SEQUENCE HELP = PREFERENCES Ehw

LISTING

LANGUAGE
DEPENDENT
QUALIFIERS

VERIFICATION
REPORT

Z WIPO | Sequence DEMO

The import report has not been generated yet.

A sequence listing can be imported using the "Import Sequence Listing" button in the project list home page.

B107: AR —bLR—bEa— A¥FK-F7%L

AVR-MEBICTE T L. TOVII MMEREN 5. E1-ICRD2D0T-TIVAIARREN B AT BE N HY X
EP

o AVR—-kLik—-bT-J (HM127%588)

o TET-97-T) (K128%Z88)

1VIR=-bLR=FT=-T)b

2 THZR—NETOD ) MEREEN A, BRUSEBMID T —THR NEET— FORER
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~—298

DISPLAY
IMPORT THE
REPORT SEQUENCE

LISTING

LANGUAGE
DEPENDENT
QUALIFIERS

2469 VERIFICATION HELP v  PREFERENCES

% WIPO | Sequence RNA_ST25 REPORT

Import Report

Import Report Messages

Type of Note Data Element Message Text Detected Sequence

During import, the ‘Applicant
File Reference' has been
automatically assigned the
following value: USPTO; this
value can be edited within the
project.

Global <130>

One organization or person
must be selected as the first
applicant or one person must
be selected as the inventor,
together with the appropriate
language code.

Global <110>

Return

Ew

to

project
home

Print Report

108 : 4 »iR— b LR— bk Dfl

AVR=bUR=T=TIIE, T7ANDAIR- b TIT-HRELEIBEICOIR RSN, RDFNEEHET,

- FEROMT  EBTEORIICEETIAVE-JDBADOIINDIVIDUAL (ERN) JFEEF1D2MU D

ERH2MRICDOWTIEIGLOBAL (£%) |

- T-YERI-F : ST.25ENEROHE. Y-AT7MUIEDL

- AYE-ITFEAN D BFESNLHBELZOBEDEDICITONEEE (ELHNIL) (ZEET 2

GEFMEAYE-Y

- BHINEES  Xvt-JICBEET 31 ViR- N ERYOETIES (91 THTINDIVIDUAL

(&5 10HmEUAMIZOT-IVFEFZER)

EET-97-TI

EREE
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Three-letter amino acid symbols have

Global <400> been replaced with their corresponding
one-letter codes.
1 2 » oM
Changed Data
o Origin Element Origin Element Target Element Target Element : Origin Sequence ID
BLELTEE Name Value Name Value LiEEEbEnaton Sequence ID Number
The custom
feature key
has been
<221> Name/Key Feature Key misc_feature replaced with a 1 1
recommended
key [see Annex
VII, ST.26).
Other £'note!
<223> . . Qualifier Name note Qualifier has 1 1
information

been created.

109: EBT— 47— 7)LDfl

ZOTF-TWICE, AVR-FTOEARICERE R EESNET-INERENET , ROT-IH, T-TNDFIIE
RENET (M108BH)

GRS

0t

FYY : ST.25E5RDIGE . ERIITOT-YERI-F

TERY  ERIM1TORIGT 2%

TERME  V-2AT7MIROTOEZON T 2E

F-5yhER®G  TOVIIMIBRERTFIZFED. WiHIBST.26ER%
-y EHRE : TOJIIMDI-TYNERBICREINSE

i BERCMAGNEER,/ ZHROH

BEFIIDES : TOJVITFAOEESN-EROBIET BE5DIDES,

ERT

723VTE, [y RER T E1-TRASNBEEEC OV TELGRALET,
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WIPO SequenceZfE T3¢ T, I-Y—-IXMLTRAELABN GO ZE A TRRIIREERTEET,
[EEHROFRRICI-(CTIEAT B, BRIIRIFAIDEBIERINEIEERTFRONT-L, Bk
DEFIERE (html) F££E (ixt) BERXTERRIZEHD 2 DOATVaVHRIIICERRINET (K129

k)
72%/5"\:{) o

FRFIROIER A EDESRZFHMICONTIE, [63ES L TLIZE,

DISPLAY Return
to

REPORT SEQUENCE project
QUALIFIERS LISTING home

LANGUAGE
VERICICATION ™ prpENpERT  iRoRETHE HELPv  PREFERENCES Iv

=~ WIPO | Sequence TESTSTRAIN REPORT

ST.26 sequence listing file successfully generated on 12 Jan 2022, 13:15

The sequence listing has been successfully generated in a human readable format.

Export Sequence Listing as .txt file Display Sequence Listing

110 : BRfRDFRR. FERBLLD

H2T0IJ1T M CERIIRNER (CIERSNEN -5 E . BlF)FROFRE1-TE [Display Sequence Listing
(F25&k%EFRT) | h9 V& [Export Sequence Listing as .txt file (BcFI&RZE.txtI7MI LTIV AR—K KT
YAMESHICHY . K130(0R T II-A1-Y-[CRRENET,

DISPLAY Return
to

REPORT SEQUENCE project
QUALIFIERS LISTING o

LANGUAGE
B R LN P e E N DEN T HE HELP v PREFERENCES Elv

= WIPO| Sequence DEMO REPORT

File not found.

Sequences cannot be displayed in human readable format until a sequence listing has been generated in XML format. Please return to the
project page and select 'Generate Sequence Listing'.

111 : BARORT 1 77 A LHEROHY £ €A
J1-%-7' [Display Sequence Listing (B23&k%zFzRR) | RYVETVYITEE HTMLI7AIDT T4
OISOV THEXT, INICKY, ST.26ZEHXMLI 7N DITA-NY MEHEI-NRREINBTH. FFED
T4=IFOER I-Y- LK DM P IBYET, K131HIERLET,

2
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~—2101

BB DR CFerd ol 14 AEEBIRE UL T/-38L ) F9. MGt 23T FiLL BEEIDT)—TFX S

— [ EERT BB Y FET . F5TBE. LFADER T TEHEART CEATTEET,

CAUsers!

& Sequence Listing

Sequence Listing

1 Sequence Listing Information
1-1 File Name aR_Sprint 7_test 3.xml
1-2 DTD Version Vi3
1-3 Software Name WIPO Sequence
14 Software Version 1.1.0-beta.7
1-5 Production Date 2021-12-08
1-6 Original free text language code
1-7 Non English free text language code
2 General Information
21 Current application: IP Office AL
22 Current application: Application number 123
23 Current application: Filing date 2021-10-27
24 Current application: Applicant file reference br
2-5 Earliest priority application: IP Office EC
2.6 Earliest priority application: Application number 001
2.7 Earliest priority application: Filing date 2021-10-29
2-8de Applicant name Berthold R. Rutz
2.8 Applicant name: Name Latin
2-9ae Inventor name dd
2-9 Inventor name: Name Latin
2-10en Invention title fungal sequences
2-10fr Invention title c
2-10es Invention title f

112 : BBk DFR R, HTML 0fl

A A= 7 ANETE—LTL 8 HTNML T 7 ISR~ 3 20 ¥ B hid T

I-Y-1' [Export Sequence Listing as .txt file (F23)&Z txtI7 IV ELTIIAR-N RFVETUYTS
BEtxtITMIAREERT, INICKY. ST.26EMXMLI 7V DT A-NY MEALI-HERREINBH.

EDT1=VEDEN I-P-CEUDMPIBY T, K130[CFIZERLET,
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~—102

Sequence Listing Information:

General

DTD Versiom: V1_3

File Mame: validSTS.xml

Software Name: WIPO Sequence

Software Version: 1.1.8-beta.?

Production Date: 20821-@7-86

Information:

Current application / IP Office: US

Current application / Application number: 1231123343

Current application / Filing date: 2819-85-82

Current application / Applicant file reference: app_file_ref
Earliest priority application / IP Office: US

Earliest priority application / Application number: 1231123343
Earliest priority application / Filing date: 2019-84-38
Applicant name: Vault Tec

Applicant name / Language: en

Inventor name: Vault Tec

Inventor name / Language: en

Invention title: FEV ( en )

Invention title: fdf" ( ru )

Sequence Total Quantity: 3

Sequences:

Sequence Number (ID): 1
Length: 368
Molecule Type: DNA
Features Location/Qualifiers:
- source, 1..368
» mol_type, other DNA
» organism, synthetic construct
- 575, 1
- 575, 2..4
Residues:

atcatgctaa
agctagtagc
gatcatgcta
gtagctgatg
tcatgctagc
agctgatgat
agctgatg

Sequence Number (ID): 2

Length: 368

tcatgctagce
tgatgatcat
gctagtagect
atcatgctag
tagtagctga
catgctagct

Molecule Type: RNA
Features Location/Qualifiers:

- source,

tagtagctga
gctagctagt
gatgatcatg
ctagtagctg
tgatcatgct
agtagctgat

1..368

tgatcatgct
agctgatgat
ctagctagta
atggctagta
agctagtagc
gatcatgcta

» mol_type, genomic RNA
» organism, Asaccus elisae
- gene, 1
- gene, 2..4

agcatcatgce
catgctagct
gctgatgatc
gctgatgtag
tgatgatcat
gctagtagect

113 : Bk DFRR. TXT Ofl

taatcatgct
agtagctgat
atgctagcta
tagctgatga
gctagctagt
gatggctagt

60

128
188
248
3ee
368
368

XML e CERSINEEETROY 1IN 100MbLY KZ VG AL, BdFIEREZ HTML TR TRRIZAD
YIZ. K133I5RENBHTML R-IBFKRINET,
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B ozl x B I
C O O File| Cyuse

ST26 SEQUENCE LISTING

The xml generated is bigger than 100 MB therefore it is not possible to display the sequence listing in a human readable form.

s/AppData/Roaming/ST26_aut! Project_1065/generated.html T »

114 : BIROFR : HTIML AREFTETCERRTEE LA
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5 J71IER

WIPO SequencelZf Vik—FCEZT7MIERIEUA T DEEYTT,

ST.25

WIPO Standard ST.25771IVOFEKXDEMICDOVNTIL, TeasBLKE

L\, https://www.wipo.int/export/sites/www/standards/en/pdf/03-25-

01.pdf

NIWFI-TTIA

UFV-TYARAR, 10X EERORIEZNEOET, HTR, EYORIE LIRS LN
T&. PatentinZfER LI VK- MIER ARG TA-Y Y FD1DTT, 12

ZATHEVWTFANDRADITIEAYY -THY . ROBRERNOERINTNET,

<SequenceName; SequenceType; OrganismName>

T -5(F. AYI-DBOITHIOIRIVET, HLWEFIE. BIOETIOEEESOHRATI7ZIIVADH
LWTICEERENE T AT VIV FI-T VAR TERINIZ2ODESI DY hOFI T,

Bl

<Z#E1fe%; RNA; Albies alba>
uuuucuuauuguuucuccuacugcuuaucauaaugauugucguaguggcuuccucaucgucucccccace
gccuaccacaacgacugccgcagcggauuacuaauaguaucaccaacagcauaacaaaaagaaugacgaa
gaggguugcugauggugucgccgacggcguagcagaaggaguggcggagggg

<#%2082%); DNA; Albies alba>

attgaugtuagtgauguggtautgaugtuagutguagtautgaugtauuaauuaugtggtgagututuga
uatguaautgautugtugutattgaugtuagtgauguggtautgaugtuagutguagtautgaugtauua

13 https://www.uspto.gov/sites/default/files/patents/resources/tools/checker/patentin351 20110214 6 _.pdf
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https://www.wipo.int/export/sites/www/standards/en/pdf/03-25-01.pdf
https://www.wipo.int/export/sites/www/standards/en/pdf/03-25-01.pdf
https://www.uspto.gov/sites/default/files/patents/resources/tools/checker/patentin351_20110214__6_.pdf

WIPO Sequence 1—H—<=a7IL 5105

auuaugtggtgagututugauatguaautgautugtugutuagt

RAW

COFRTIE. 1DDOBEIDAHELIRTEEXT,, BEESEZOEARAETENMMNTHEY., EMBEREHYFEEA,
1ViR—MEFICIE, 2 7B, feature, ZFr&Y-ILDBEZFISENLTLESL,

B
aggatatagatagtatatgatagtatgatatgatgatgtatgtatagtgtagttatga

FASTA

COFRICIFFHRELRANEENTEY, 1-Y -3 VK- MEFIZERBAZnote qualifier LTIRTET 28 %
EIRTEFT,

120EFEESTFASTATZMI

>AJ011880.1 AIAUIXYLAFFEEFISSRIFIN— (CACL3R)

CTCAACAATCTGAAGCATCG

https://www.ncbi.nlm.nih.gov/nuccore/37240297report=fasta #28 (201 7&E5822H 77t
A)

Mt
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