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Al 2z oM HSE AL 2210 A L X 9 7) PCT A2 HSEl= AHE D7 &

e

(4

o o S LIEtHLY,

= LIEfHCE
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2T

XA B S/ WIPO Sequence 0= ZZWIPO ST.26 & AIEAS Of 7 L PF 215/ 0f QICt. AFEAFZFGUI Off L8]
CIE QI0/E2 MESHE &R, Hax U APEA O 29/ CHE 210 B0 & =325 LIE/HI0) A& 5)0f StCF.
J2L} HEE g3 E ME gE I XSl 210 B o2 A ZEIL

PREFERENCES ENGLISH

_' WIPO | Sequence PROJECTS PERSONS & ORGANIZATIONS ORGANISMS HELP

[STANDARD ST.26
NEW PRO. (s SEQUENCE LISTING  VALIDATE SEQUENCE LISTING

PROJECTS

Search project by name Q

Project name : Applicant file reference = Applicant name : Invention title < Status Creation Date = Last modified -

D18 2 2Y EELR OR

PREFERENCES ENGLISH
project
home

PREFERENCES HELP

PREFERENCES

e displayed * 60

g XML file will be generated

t (Leave empty for all] 1000
ve empty for all] 1200

true

endent qualifiers Off

English

Maximum number of residue

Jefault location where the ¢

Maximum number of sequences
Maximum number of residt
Original free text language

Enable rule XQV_4

Jefault language for tool interface
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L1984 M7F 27

4 EF 7|5
ZZNE S
O| MMMz Z2HME = HI|0|M ANAD 4~ Qs CHYot 7| S0 CHSH RHAIS| A F DL,
Z2ME= E97 ME 552 d4st=0 2ast HO|HE X&st| 28] At&St= RLEME
TZ=O|Ct, O] HIO|H7FWIPO EE ST.262 T ot A2 AT LW, 4= Z2ME| X =
CIOIHE M= ME 55 LHQ| 4t 2 AHEBICE
Ol E7|0|= M= Z2NE SE0| EA|L|O] AHEXO|/| Z2HE O|F, E)Q ot &x HE,
=0 0|, 2Fol A, MEf E= UM I 22 DHASHY| Ik BM 7|52 AHESHAL
gEg = A= 582 MSBHk
2F T
0 E7H= /) 1,000 HS) ZZHEZ TP, TRZYEF T2HE 2 27/0) FAHA FF, Z2HEL
O/f1s] 2Z0) NEEXEH Of 2I/0jAE & = 7 W2, MEAE G J/E2 AIESI0 0/EC=

EEHEZ A HBYOf B

ZEHE XY
M Z2HES WNst2R, ALSAE 7|2 ZRHE

PROJECTS

PERSONS & ORGANIZATIONS ORGANISMS  HELP

PROJECTS

Project name Applicant file reference Applicant name

20 | Z2NE

2710 A A ESHOF SHCE (= 20F ).

PREFERENCES ENGLISH v

NEW PROJECT | IMPORT PROJECT  IMPORT SEQUENCE LISTING  VALIDATE SEQUENCE LISTING

nvention title Creation Date

REM 1 CHA|

1o [
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1) = 200 BEA|=l 27]9] ATH| Q= "NEW PROJECT" 2135 22|60t CHS B 7|0 A,
EFE OIS (ES) X ET(HE)S 2oL

;;_ WIPO | Sequence NEW PROJECT HELP PREFERENCES ENGLISH v project

home

2) 0I5 LEO| 22 YSID, ARSI} Af ZRMES XHY & U2 XY HEO)
SMBLEICh T2 RE B 2|0 0|23 A ZRHES mitots Z2ME 220| £ 220
BA STt

PREFERENCES ENGLISH

PROJECTS PERSONS & ORGANIZATIONS ORGANISMS HELP

NEW PROJECT  IMPORT PROJECT  IMPORT SEQUENCE LISTING  VALIDATE SEQUENCE LISTING

PROJECTS

Project name Applicant file reference Applicant name nvention title Status Creation Date

Polypeptides Having Beta-
Glucanase Activity and
Polynucleotides Encoding
Same

cds feature 15123-W0-PCT[2] Novozymes A/S modified 2021-09-07

COPOLYMER INCLUDING
UNCHARGED HYDROPHILIC
BLOCK AND CATIONIC
160K 500 SEQ A400: 66076 University of Tokyo POLYAMINO ACID BLOCK HAVING modified 2021-09-07
HYDROPHOBIC GROUP IN PART
OF SIDE CHAINS, AND USE
THEREOF

£ 22: QOO HA|E A ZZ2NE

TE2HE 714 7|

0] 7152 & 530 EAIZ T2 O|H0f s Z2RMES x 22 IS 4 Ui iy, m2He
0jAS 7P 27| QI8H, AR AHE & 230] EAISI 2 Z2ME S 27|04 AIXHs|of s},
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WIPO PROJECTS PERSONS & ORGANIZATIONS ORGANISMS HELP v

PROJECTS

Project name = Applicant file reference = Applicant name =

cds feature 15123-W0-PCT[2] Novozymes A/S

PREFERENCES

ENGLISH w

NEW PROJECT | IMPORT PROJECT | IMPORT SEQUENCE LISTING  VALIDATE SEQUENCE LISTING

Search project by name

Invention title Status =

Polypeptides Having Beta-
Glucanase Activity and
Polynucleotides Encoding
Same

modified

23 Z2ME T 7| 1 A

1) £ 23.

WIPO | Sequence  PROJECTS PERSONS & ORGANIZATIONS ORBANISMS  HELP

Creation Date ¢

2021-08-07

PREFERENCES  ENGLISH

NEW PROJECT  IMPORT PROJECT
@ Open X
4 [l ThisPC > Documents > WIPO_ST26 vio Search WIPO_ST26
Organise v New folder =y O @
o <
P R OJ E C Name Date modified Type sif
# Quick access
a B tets_1617812352954.2ip 07/0472021 17:19 WinRAR ZIP archive
fo everis
@ OneDrive - everis
3 This PC
¥ Network
< >
File name: [ets_1617812352954.2ip <] [zpcap v
! o = o
PANCREATIC UANGER

T 24 T2ME 17| CH3} ALK}

2) T 240 HEA|E 2H O] 2tHOM, "HE2E Tt [.zip]" HE (1) 2ot

3) = 240 A= SHRUE CHet SAH0A, 7= Z2ME T2 &

Cancel

IMPORT SEQUENCE LISTING  VALIDATE SEQUENCE LISTING

Upload file [.zip]
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g WIPO | Sequence PROJECTS PERSONS & ORGANIZATIONS ORBANISMS HELP - PREFERENCES ENGLISH v
=

NEW PROJECT IMPORT PROJECT IMPORT SEQUENCE LISTING  VALIDATE SEQUENCE LISTING

St26t-2576 [1].xm|_1640106895750.2ip Upload file [.zip]

ow Enter the sequences to be imported

Sequence Number [ID] Position

1

2

Select Range of Sequence IDs

1-2

Use commas to separate individual sequences [for example: 2,5,8"); use a dash to indicate @ range of sequences (for example: “2-8”).

Cancel Import Project

T 25 Z2HE JHQT|, N el Me

PROJECTS PERSONS & ORGANIZATIONS ORBANISMS HELP PREFERENCES ENGLISH w

SUCCESS: The project has been imported successfully X

T 26 TRHES HBHOZ JINS, TEHY tiL
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Yafx 2
= 210] PLIAIE

A WIPO A/FL EZ2HEZ JIH o
= ZofA/

S0 A7/ 2 e 2FE Y& + A0k 0/7/5F 2F9
&L} Ol i7E =79 &0 A 2yl ZH7f 2y, 27/

T EUAZ A A& B}7) HIEHT}

1) BN, & 270 EA|E 279 MTHo

=ST.25 = ME =0 ME LTS 7tH= =
A1, ST.25 Ij 2| E2 *.txtO[Lf.

Xb= ST.26 &£

e “ME F= 77" HES SE/ettt.

PREFERENCES ENGBLISH w

PROJECTS PERSONS & ORGANIZATIONS ORGANISMS HELP

PROJECTS

2) = 280 ZAl=
(1)2 =2 Ol,

"DZMNE 0|

NEW PROJECT  IMPORT PROJECT I IMPORT SEQUENCE LISTING | VALIDATE SEQUENCE LISTING

E21: ME SE 7M7) 1 B

= =5

@07t Ee|H, "Y 2= Tt ST.25 [ixt] £ ST.26 [xml]" HE
, Sel oot &R0 RSt M% =5 Otg S MEStCh?2). 0| =

i rir
0x
H

"EHEO MsE olEL=
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PREFERENCES ENGLISH w

WIPO | Sequence PROJECTS PERSONS & ORGANIZATIONS ORGANISMS HELP

@ Open
« v A > ThisPC > Documents > WIPO_ST26 v o £ Search WIPO_ST26
ISTING  VALIDATE SEQUENCE LISTING
Organise v New folder = @ @
. [Z Documents # A Name - Date modified Typef . o
validsts.xml Upload ST.25 [.txt] or ST.26 [.xml] file
¥ Downloads * 7 basicxml ° 02/03/202115:37 XML
[&] Pictures * ) ST26T-1796-validxml : XML
Project Name * D Music » [5] txt_1796 txt human 1.6t Text
e valid test B Desktop 5] &t_1796 txt human 2.4xt Text
Sample Files -
[ Select Range of Sequence IDs WIPO
WIPO_ST26
. B everis
[l Select the general information conf
@ OneDrive - everis
= ThisPC
¥ Network v < 2> Cancel
File name: | basicxml vf xt xeml ("t xml) ~ ¥
PROJECTS S

£ 28: MY 22 M2, thst 4%t

& 290f #A[E 2702] 7|2 HAZA0M AFEARE M Z2HEZ 7Pz M5, 5,
“ME Do| Hel MEY Sl UPMee]s Yet Y& L& UES A 5 AL

NEW PROJECT  IMPORT PROJECT IMPORT SEQUENCE LISTING  VALIDATE SEQUENCE LISTING

5t26t-2624.xml Upload ST.25 [.txt] or ST.26 [.xml] file

Project Name *

¥ Enter the sequences to be imported

Sequence Number [ID] Position

1

=

Select Range of Sequence IDs

1

Use commas to separate individual sequences [for example: “2,5,8”); use a dash to indicate a range of sequences [for example: “2-8"].

[ Select the general information contents to be imported

Cancel Import Sequence Listing

=20 ME SE IIHR7|, Yol 1H

XM MM AFEAE ME SEAM Vel EF MEs 28T 5 UL

A
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o HH = [=| [ S O|E2 Olg{st A
T MEET ofL|Zr FOtR F2lEl M8 55 £ xy g4l ME HPIE Y=Y =
ALt
O Al: "1, 3, 7, 13-20, 30-50"

= = A (@] T
J2HOR VM2 ME SE2 ME52 & o= P2 AL
- T = =) 5 L sl RNy ol= o=
T 28 Of BAE B= 2712 E& 7HAH, otLt= old MEE =eloh= M2 ID H=2E
-~ = 5 |- [ o = s
MEotal CHE Stbt= 0| A0] M8 S5 0|A LIEFE "?X["S MS STt
Insectidal Proteins |
Select Range Sequences
¥ Select the general information contents to be imported
T4 Element Origin Element Value Target Element Value
IP Office = GB
4 Application Identification Application number = 34892756
Filing date = 2019-05-02
T4 Applicant File Reference Applicant file reference = ABCD1234567
IP Office = GB
4 Earliest Priority Application Identification Application number = 128432643875345
Filing date = 2013-05-01
v Applicant Name Name = James Wilson
- Invention Title Bag Invention title = Insecticide protein, Language code =

en

The data for the selected attributes will be overwritten

Import Project

=30 ME =5 7tMe7|, et g

H
AW HALAS MIASHE AFEAZE 7ENH AL FA

=

b

M2
o=

I =52 SHEAN 7IH2 8%, MY 552 ST.262| QU0 HEA|7]7] fI8l], = 310 EA|E
HE OOIE &7t #ALO, 7tMR7| S ALEATO|Al sT.25, BS-ME B BAl ME =5
GO0 &7l A& #HE Atgs LHED
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B Y BE 700 I EH U HYAE (£ 2HE LK WIPO ST.26 o 25| 0 B E 712
F50fof Bt
WIPO Sequence S/ 7/50/ &8 + &7/ Uj20), 17| ST.25 &7 AS S22 R80f Bt H2

THoIE A &R0

Print Report

Import Report

Changed Data

- Origin Element Origin Element Target Element Target Element Origin Sequence 1D
Origin Tag ik Transformation
Name Value Name Value Sequence ID Number
All 'u' symbols
in sequence
are not
permitted and
should be
changedto 't'
symbols and
Sequence i Sequence that either a 10
Residue modified_base
[uracil in DNA]
or
misc_feature
(combined
RNA/DNA
molecule] is
needed.

1

=3 ME SE7MMLY|, HEE HoIH

= ==

E_l

o
0%t
1~
o
%)
_|
N
a
O
oY
40
HL
k-
>
N
)
to
N
HL
N
2
rir
rE
oY
inl
o
m
ol
HE
=
e}
-
i)
\d
)
to
N
HT
k
>x
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Retum
to

QUALIFIERS REPORT SEQUENCE LISTING project
home

PROJECT VEsIFRICATION LANGUAGE DEPENDENT IMPORT DISPLAY THE = PREFERENCES ENGLISw

DEMO REPORT

Import Report 0"~ |

Import Report Messages

lement Message Text Detected Sequence

I
o
m

Type of Note

The symbol 'u’ is not permitted and must
be changed to a 't'. A 'modified_base’
should be used to identify a uracil in a

Global <400> DNA sequence. A ‘'misc_feature' along
with a 'note’ qualifier should be used to
identify each fragment of a DNA/RNA
hybrid sequence

Please provide appropriate valuels] for the

Global qualifier 'mol_type' of the following SEQ ID
NO(s): 1, 2, as prescribed by Annex VII,
ST.26.

=32 M FE MRV, BN 77

= ==

02t
1=
|0
u

Of AIHOll, ArEAt= Z2HE T 27] (2) 2 SOt7tAL 0f2{8h BEe| B1ME PDF

I & ALK & 32H=E.

PDF M2 S CH2 2 Eot= RO Tiet XIAA 2 = 108 =3t

=

Sz, M2 S5 oo 2F77F JAe 89, /L7 Z2 M7 dojg - QItt 0] 3%
IIMR7IE A=t =, ARSAOA 7IM 7] S0 277 FEMES L2l

PREFERENCES ENGLISH w

PROJECTS PERSONS & ORGANIZATIONS ORBANISMS HELP

ERROR: An error occurred while importing the ST.25 sequence listing.

NEW PROJECT  IMPORT PROJECT  IMPORT SEQUENCE LISTING ~ VALIDATE SEQUENCE LISTING

PROJECTS

ant file reference Applicant name Invention title Status Creation Date

Project name Applic
Copolymer including

qv 42 xqv 42 AB123 Tom Jons uncharged hydropfilic new 2021-07-07

block
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[ O|X| 40
£ 33:ST25 MY =5 7tM 7|, EIHA Hi
EES O] == 100,0007H2] M UA 2t Mool 7t & = ECH 2 ME 552 Ne(g
M AF8At= CH3 o2 YRS Ay + ACE 7IME ME2 E4 HIE dEio Ohs 8ol g2
T2 HE L{OM Of2{ot MBS 7HMRT| Bt 2N 7MY ZEMAS LTl A= 2L otrt
0 £ =01, ~100,0007H2] A E2| MY FZ52 10x 10,000712] M| Al2|=2 2Eet 4= U2

S 712 4= QUCE M 10,0007 Z2HE Md0of| AL =IO,

PROJECTS PERSONS & ORGANIZATIONS ORGANISMS HELP

PREFERENCES ENGLISH

NEW PROJECT  IMPORT PROJECT  IMPORT SEQUENCE LISTING
PROJECTS

Project name = Applicant file reference = Applicant name = Invention title ¢ Status < Creation Date

L34 ME 55 ZES

Ch2 O 2 AFEAE (1) & 350 BA|E "I ST.26 [xml] 2= HES S 2|5 LS Cfst

SAHR)0IM Tt RS =4S OF SHEF. OBt e 2 "M E S5 2" HE(3)5 S =S,
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WIPO | Sequsnce  PROJECTS FERSONS & ORGANISMS  HELP v  PREFERENCES ENGLISH w

ORGANIZATIONS

NEW PROJECT IMPORT PROJECT IMPORT SEQUENCE LISTING VALIDATE SEQUENCE LISTING

Upload file ST.26 [.xml]

M open X B ?
Cancel Validate Seq e Listing
« v « Docu.. » sequences DD v 0 £ Search sequences JDD [ - -
P R Organise ~ New folder E- m 0
v
reports A N Name Date modified &N
2652 ] 2021097599 (2) 9/9/2021 3:00 PM
sequences JDD ) 16515000_1_1 (4) 9/9/2021 3:00 PM
wip &) 1982 (1) 9/9/2021 3:00 PM
XFQ 11 ) txt_st25 _artificial_unknownixt 9/9/2021 3:00 PM
&) adt 9/9/2021 3:00 PM ect by name Q
fi NTT DATA EMEAL ] AEPAI_FD_3_XFD_4 (1) 9/9/2021 2:14 PM
@ OneDiive-NTT D | @Dibasic 9/9/2021 1:51 PM R
) ) . . reation
Proje| Nicrosoft Teams ] ST_26_long_amended DTD version 9/9/2021 1:39 PM vlitle ¢ Status ¢ Date
v < >
2404 File name: basic ar "] modified  2021-11-08
Open | ‘ Cancel ‘

L35 ME =5 AT, ot 84Xt

ME =50| 45 StotH, & 360 EA|E CH=Z B 7 LEEFHHTE:

£ 36 430| 38R AR EASS LEHHE HiY
ME 250 430 dufotH, & 370 EAlE #0| 48 LF7F LS 43 E0AMIF ALEALe

S22 Mo SElL.
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Verification report

Verification Report Information

Production Date 2022-02-12
Verification report (XML)
Verification report

C:\Users\aterrass'AppData Roaming'ST26_authoring'QT05 xml

C:\Users aterrass\AppData Roaming|ST26_authoring'QT05 html

Verification Messages

Severity|| Data Elaient Meszage Text Detected Value D°§ acted.
ERROR | Qualifier Value The mandatory qualifier value for qualifier 'note' is missing 1
WARN | Qualifier Value The English language value for qualifier 'note’ is missing. Certain IP Offices require English language qualifier values. 1
ERROR | Qualifier Value The mandatory qualifier value for qualifier ‘note’ is missing 1
WARN | Qualifier Value The English language value for qualifier note’ is missing. Certain IP Offices require English language qualifier values. 1
| T— The element includes non-pemmitied character: 30,73, Only printable characters (including the space character) from the Unicode Basic Latincode | | o i
table (except the reserved characters) are permitted.
TRROR. | Fesmextey The featurekey SOURCE is nt valid for amino acidsequencs. Feaur ke or amino acid sequences st be slected fom WIPO ST.26 Anex OURGE )
ERROR | Feature Qualifiers Mandatory qualifier mol_type is missing. MOL_TYPE.ORGANISM | 2
ERROR | Feature Qualifiers Mandatory qualifier organism is missing. MOL_TYPE,ORGANISM | 2
ERROR | Qualifier Name The qualifier name MOL_TYPE is not valid for this SOURCE feature MOL_TYPE 2
ERROR | Qualifier ID This qualifier contains an id attribute. The qualifier id attribute is permitted only for a qualifier with a language-dependent free text value. g3 2
ERROR | Qualifier Name The qualifier name ORGANISM is not valid for this SOURCE feature ORGANISM 2
ERROR | yionEnglish Qualifier | oy Eogiich qualifier free text is permilted only for a qualifier that allows language-dependent free text Hexosex 2

22 CHE {IX[0f] EASHH = 29 HTML THY 2| /X7 XML BF EX0M (1) H (2)
=0t (= 37EX).

>

ot 0D
L o>
N

E

o

0

0

AP EAE 814]0] SHIZ 7 HAIE/H &l H 7| 7/0)A] |[E E 212419 ActiveX 7/EZ ZH2 L2 AFE/ET}
YUY/ =2 5/850f BILf. YA E 2H=Z7 S L3fFFH IELE ZHZX 318 2 Hofof prof. 12x) FoH
IGO0 HT GOz HA/L/X K10 7f=40] HOjFIC,
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NG 220 HES I8, ST.26 B0/ [}2 221 E+3]0f Bt X2 B AP,

UTF-8 & 2/F & %/0/0f 301 XML 1.0 A0 [ifef 728 ZAfE HEfo}fOf BICf

L1874 22 DOCTYPE 22/ H g/8)OF Bt
<IDOCTYPE ST26Sequencelisting PUBLIC "-//[WIPO/IDTD Sequence Listing 1.3//EN"
"ST26Sequencelisting_V1 3.dtd">

=4 dtdVersion 2 DTD /&2 Z8)/0f Bt}

I} 22 DTD I} 2 ST26Sequencelisting_V1_3.dtd = Z=58}/0f B4,

T2HES AHSH| 2l8l, = 380 A= Z2HME(F) 27[0| M A[Z{8HOF oL},

NEW PROJECT  IMPORT PROJECT  IMPORT SEQUENCE LISTING  VALIDATE SEQUENCE LISTING

PROJECTS

0

Project name Applicant file reference Applicant name Invention title Status Creation Date =

st26t-2624 es123 ALVIZ0, OSCAR Nufiez ST26T- 2624 ES new 2022-01-12 T

Polypeptides Having Beta-

cds feature 15123-W0-PCT(2] Novozymes A/S Slucanese Activityand modified 2021-09-07
Polynucleotides Encoding

Same

40/ 0] 2M Z ZAI2] DTD 2| ®Xf BT O[T
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Delete Project

Are you sure that you want to permanently delete this
project?

Delete

= 390 HAOAM "AfH"E S 2510 dEiot TR HES AT AQIX| =Helott

ZHel Sl ChA

Of M0 M= 7iiel 8L EMl 27101 MSEl= 7S 0l CHol AbMS| 2ot

ZHel = A 2l

M=22 7ilel B BHS Adoted, AAEA= 712l & EHM 27|10 A A[Z8HOF SHEt.,

—

PREFERENCES ENGLISH w

CREATE NEW PERSON OR ORGANIZATION

PERSONS & ORGANIZATIONS

Name Language Code Name Latin Residence Address Correspondence Address
o, Cmut

[xenH, Sip

I 40: M AR = BHA 2t 1 B A

A, AEAE 400 #AIE, 27]2] HHO (A= “M2=2 71Q L= A g d3S
=
=
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PREFERENCES ENGLISH hd

=41 A AFS AR A 2 THA|

M 2710M, AFEALE MO = M 22 7 l/THM|S] M EAtE0f sigdte 24 2 (V2 EAE)S
M eOF otCh, = A/ZFA| 7, O|E(EIE ZAt2 M &= 49)d 202 MS et

Nel = THM|2f O] 0] 2tEl 2XH7L OfH H%, 0| F2| 2tEl B = "2tElof 0| 5" BE0
MSolfoF ottt O] @EI7I NS EA| oM, Z2ME=ST.26 ME 550/ 45 Sl dd2 I
ASEAl =t

AR Eo 771

AE 7/IME &G, 8y, 77|, HEWZ| E= AHSH{H AEAts R7IH 27|01 A[25{0f
ottt &Y RIIME HE, HELY| E= 7P 2= -0 thieh AbMet LHE2 Of2h = 420f
MIAl=ICE.

PREFERENCES ENGLISH w

EXPORT CUSTOM ORGANISMS  IMPORT CUSTOM ORGANISMS | CREATE NEW ORGANISM

O
Q

ORGANISMS

Name Description
test organism Description example
Demo Organism Description Demo example

B bbb
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42 M2 F71H 24 1 EHA
MER ZFE5H R7IME 2HdoteiH, & 420 BEAI= 27(2] &EHO| s “MER F7IM &g~
232 S2otCt O 2t (= 38)0A, ME2 R7IX 2| O|§&2 YHdtn “NEE SElotrt, O
S F7|M 0 CHet AHO| 2ot AR, & 430 HEA|E CHZE MEfM O 2 IHE 4= QLY

CREATE NEW ORGANISM  HELP

Sequence

Name*

43 22

ol R7IH 2]

BT MEE 2= AREAR Z2l 77IH &
Q[F oA =oAL LS| 7t
gl 77IH LHEW 7S L E=SHO] A[R ST

= T M

PROJECTS PERSONS & ORGANIZATIONS ORGANISMS HELP

ORGANISMS

Name
test organism

Demo Organism

B

T 24: NP X HO|

ofld &3

2 2 9IC}. 0|

PREFERENCES ENGLISH

w7/IH 2g 2 T

Y2 HEUD HAE TIU2 MY &7
S22 LB T 440) ZE EAISHAE AL

PREFERENCES ENGLISH w

EXPORT CUSTOM ORGANISMS | IMPORT CUSTOM ORGANISMS ~ CREATE NEW ORGANISM

Description
Description example
Description Demo example

bbb

1M W=7 1 EA

O[O{ A, AFEALZF I O] F Bl @ot= M RIX|S UEie 4= A= U=t YAF LT (= 45T X).

20234 4
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WIPO | Sequence PROJECTS PERSONS & ORGANIZATIONS ORBANISMS HELP PREFERENCES ENGLISH w

EXPORT CUSTOM ORGANISMS  IMPORT CUSTOM ORGANISMS ~ CREATE NEW ORGANISM

ORGANISMS

earch organism ame Q
@ sovers X
4 || > ThisPC > Documents > wipo docs v o Search wipo docs
Name
Organise v New folder = @
Name > Date modified Type Size
test organism #a
No items match your search.
[ e
Demo Organism a0
(=R 4
B
- o N
A
[Tl Custom Organisms_1625665412516.x] v
Save as type:  txt (*itxt) v
 Hide olders e =

&= 45 AFEAH ol 7| LHEL 7], CHet 84Xt

rr

L otgd2 YUY = A0 =742 7P e 5 Ae 7712 0|F A 28s 25 20}

txt T O[CE (= 46E X).

”j Custom_Crganismms_1625665412516.txt - MNotepad
File Edit Format WView Help

l&: aaa
B: bbb
Demo Organism: Description Demo example

test organism: Description example

= 46 AFEAH O RIIM BIAE mA Q| of

AEALEol F7IH 7t 27|
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6 Tool PROJECTS PERSONS & ORGANIZATIONS ORGANISMS PREFERENCES ENGLISH =

EXPORT CUSTOM ORGANISMS |IMPDRT CUSTOM CIRGANISMS| CREATE NEW ORGANISM

ORGANISMS

Search organism by name Q

Name :

47 AR EO RIIH 7 27] 1 B
UM, AHEA o 7N 255 7IMQH, = 470| BAIE, AFEXAZE 27]9] EHO U=
“ArEAL g2l R7IM 7t 27" dAE SEGH0F ottt A2 & 430 #A[=l T2 R7|H &

Of2fof &2 0|7 SEICf,

| « 1 ThisPC » Local Disk (C:) » temp » 526 » inbox

Outlook "

Scan

Custom_Organisms_1555 84,0t
Shared

Temp

Trabajo
B This PC
¥ 30 Objects
B Desktop
i Documents
& Downloads
) Music

= Pictures

B Videos

== Local Disk (C:) v < >

File name: | Custom_Organisms_1555512500784.b¢ v e (ted)

organisms2019.txt

Import Custom Organisms

&= 48 AFEAL ol RN 7HM 271, Thet 84Xt

1) = 4801 EAIE “Y2E T [Lixt]” (1) HES S/t
2) CH3t & AF LHOIA AFE XL Ho| MET S 2= ItY (2)= MEiBICt

3) DRRIZfe 2, migtM “ALEX}L Fol R7IM 7HM7]" H & (3)5 S&IetLh
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&1

IHLe Y2 Yt HAE (UTF-8) 9 A8} 5 428 22
M E0 #AEICH

= gAE 2 (*x axt) 0/, 2t gl=2

ANAa" =23 478 B7|0| = wiPpo ME2| O] 7+ D7+ =78 == QUC} O] D7 H ==
SR MME AL EHEE B E T2HEN M2 (T 445 7).

PREFERENCES HELP

PREFERENCES ENGLISH w

project
home

PREFERENCES

Maximum number of residue symbols to be displayed * 60

Default location where tt uence listing XML file will be generated

Maximum number of sequences to print [Leave empty for all] 1000

y r of residues to print [Leave empty for all] 1200 74

alifiers Off

Default language for tool int

 49: Al2E 217 Mol 2o

AMAdE 2tE 28 80T, AR oA BA|El A& Ot0[Z 5 S 00| = 490i| A
g HE S SO0 oftCh:
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WIPO | Sequence PREFERENCES HELP PREFERENCES ENGLISH w

Maximum number of sequences to print [Leave empty for al

2500
WARNING: If the project to print contains a large number of sequences, the PDF file may not be generated as the resulting file would be too large to view.

Maximum number of residues to print [Leave empty for all]
2500

WARNING: If the project to print contains a large number of residues within a sequence, the PDF file may not be generated as the resulting file would be too large to view.

¥ Original free text language code [optional]

Enable rule XQV_49 for language-dependent qualifiers

efault language for tool interface *

English

L 50 A|AE SHE Ol

O E7|0|M =82 = A= 74 &= SE(EAUR)2 520t 2Lt

o BAE FT| 7|80 A|Tf 4 Of BYHAE MUS HAIY T S o BAE F7]0| 2
MEBICt 7|22k 607} £ O|Ct,

. ST26 MY 22 Tt (xml)0| MAEIE 7|2 9% 0] 9/%|2 Mg s gt

o QI MOl AT 2RES MEY AL HIS ECh: 732 1,0007H2] AHo|Ct,

o oI RT|o| AT 2(RES MEY AL HIS ECh: 7|22 120074 F7|0]Ct

o BE A7 HAE Q0f IE: O] HAYAS UHSHH, &
MEZX e 8% rad 48 30 31271 #A[=DL 7|25

S K[ =/ Of AL,

o XQV_49 AE: O] A A S MEISHH

a1
o
200 Ql= AR A7t HA|EIC) 7|[2Xog

—

o 7|2 HE O] §0: O]= WIPO A EO| A|ZHE [ QIE{T O] A7 HA[E 2AO{O|LH,
Z[2H e, AIHEH 0]~ 210 = SOJO0[t.
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2T
3 HHSfa B =L E2HMEZSPDF = QI4)S I #E70] QIC) IfR 2 A 5=9/ F2, ZI5 2/ PDF

£ B0JX]0) 1 FASH= 240] I8 = 2SS B XHDS0F Bt

Mr

20234 4
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Z2HE N2 ALY

O oM E Z2HE M E7|0M MEEl= 7Is0fl CHoll AkMi5| 2ottt

EAts dotes ZR2HMES Z2ME ME Al 27|2 507t 2719
=
=

DISPLAY T
IMPORT  THE to
REPORTIRSEGUENGE L - IREREEERENCE SEE ¥ project

LISTING home

LANGUAGE
DEPENDENT
QUALIFIERS

VERIFICATION

PROJECT REPORT

GENERAL INFORMATION SEQUENCES

F ROJ E C I Export Import Another Project Validate Generate Sequence Listing

CHEo 2, AMEAE Z2HENM Qifsteis SEE =9 o7] sl AFEALA 2712

MAATE BAlECE: L8 8 S/Es ME JE (& 52EX).

LANGUAGE IMPORT  DISPLAY THE

VERIFICATION
g WIPO | Sequence  DEMO DEPENDENT PREFERENCES ENGLISY
= REPORT QUALIFIERS REPORT  SEQUENCE LISTING

GENERAL INFORMATION SEQUENCES

DEMO

@ Print General Information Part
¥ Print Sequences

Jue is
1-12

Use *," to separate your ID selection: to select a range use '-' between the ids or leave
empty to select ‘ALL".

Print
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WIPO A& AHEAt D7 Ij| o[ X| 53
‘NG OIS MEfS HQ, ALBAHS *AME IDs HE Lo ID #130| HOIS KWl ol
MYZ X|YStAHLE O] HETH SO Z Q= H L TS| R &2 QIaffst= ME S otCt
|2xoz meMES NSO & 4L Y2 BAIEC
mietM »Olaf" HEZ S 2/otH, PDF ItE0| SHEH HdE 8%, 4= AEXL EES =+
UL = PDF 2|HOf| A o2 AHLCE
PDF Lt 2 CtR 2 E5t= WRO| ot XA AFt2 &= 95 F ALt

|
11—
C}
L

Z WIPO | Sequence

E HO|HE Y5}
A0 T2 WIPO A

DISPLAY
THE
SEQUENCE

LANGUAGE
DEPENDENT
QUALIFIERS

PROJECT
DEMO

VERIFICATION

REPORT e

PREFERENCES

o2 LHEWAHL & 532 CHS
ﬁlﬁﬂ PARHZ 7t 8 o= QUCH

Return
to

Elv project

LISTING

GENERAL INFORMATION SEQUENCES

PROJ E CT Print Import Another Project
EEE

Validate

home

Generate Sequence Listing

. Save As

™ « Docu.. » sequencesJDD

Project Name project demo New folder

Status invalid Saved Pictures "~ Name

Organise ~

Description
Original free text language code

Automatically add a translation qualifier when a CDS feature is
created Off

- GENERAL INFORMATION

L 53:

Screenpresso

wip

wipo-sequence-validator
i Basic_1634809871994

[ NTT DATA EMEAL

Vi S >
N ET llproject demo_1641987266595) v ‘

Save as type: | ZIP N

A Hide Folders

|

DZ2ME L ELY7|, CHst MK}

1) Z2HME MEAE 27]9] §EHf = HEW7|" HES 2= Tttt
2) LIERCH et gAOIM, Z2HMES MY Wt 0|F A /dt= /XS Heiettt,
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WIPO M A X} Of = | O| X| 54
1T = = O] O = 77 —
ZEMEE Hd3¥ez WEUH HYE 0|5 & /X A= TietM B 7F & 540 &A|E
O = 2t HO| & EHOf| LIEFEFCE.

DISPLAY Return
LANGUAGE
WIPO | Sequence SE%ECT XE%FR'?T'ON DEPENDENT g’é’.’,%%TT ;:gUENCE HELP v  PREFERENCES Elw pnfi‘:mt
QUALIFIERS ReTivg s
SUCCESS: The project has been exported successfully at 'C:\Users\
demo_1641987266595.zip"

- .Documents\sequences JDD\project

GENERAL INFORMATION SEQUENCES

PROJECT ... = ==

Import Another Project

Validate Generate Sequence Listing
Project Name project demo Creation date 2022-01-12
L4 Z2HE R, 45
CHE X HAM EE 7™ 27|
AFBXRHE ER0| XME Cf2 Z2NE0| S X 9o Qs TRMER 2AE & ot
Mz dE= g e MM M MM e E B0 Ofet A Y = AT

AT A2 Yt ik TEHEC B IIE QY HRE (YD, TS MY ZEHE LYo HIY AL
220/ 528}

AIZ{SI21 2, ALRAI7F ZRHME K AE 8|2 AEHO| QL 'CHE ZRHE HeIl ES
= 2/5}{OF otCH( = 558 X)
DISPLAY
WIPO | Sequence  PROJECT XE%FR'?T'ON E%g%;ﬁ)gzg 'R’:E’:,%';TT SHEUENCE HELP v  PREFERENCES Elw e
LISTING

home

GENERAL INFORMATION SEQUENCES

PROJECT  ~ =

Import Another Project Validate Generate Sequence Listing

E55: CHE T 2HE JIMQ7| 1 CHA
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B 560 #AIE T2 @52 0[ S St AEAtE B, YES 7t s Z2HES {&5|{0f ottt

BASIC R

Project* -

Select the general information contents ta be imported

Select the sequences to be imported. If the box is Left unchecked then na sequences will be imported.

Cancel Import Project

L 56 CHE Z2ME 77| 2 THA

CteOo®, = 570) EAIE T2, AFS RS ZEHMEC| Yt Hi (1) MM HIBE MR A 5
USZ EHUA| ool £ HRMER IS NAS AIH| UBh MY D U L (3) S
HBohol NS (2) & 7HHQe LR o8 M + Ut

PROJECT  VERIFICATION  LANGUAGE DEPENDENT  IMPORT DISPLAY THE HELP v  PREFERENCES ENGLISw

> WIPOISequence  ppyg REPORT QUALIFIERS REPORT SEQUENCE LISTING

PROJECT DEMO S————

Project*

1941-AMBIGUOUS
oJ Select the general information contents to be imported
e @l Select the sequences to be imported. If the box is left unchecked then no sequences will be imported.
Select Range of Sequence IDs. Total Sequences
1-6 6

Use commas to separate individual sequences [for example: “2,5,8"]; use a dash to indicate a range of sequences [for example: “2-8"].

Cancel

E57T:HE ZEHE JIMR7| 3 A

Ust B HALAT} MEE|R 5 BF0| TRYEC BE At Hm MMS BASHE B}

LFEHCHCE iR MEIEl (2 Z2HE, U ofy ZRHE (35

N—r
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.. OO
2T

NS IS Yt Fi LG M YA1Z NS YOP, NY B2 YP Y TRHES

ger
AFSXHE £ 5801 EAIE CI2 ofY X Z2MEc] A8 HE2 jNY Ust Y2 248
MEfofof BTt

1941-AMBIGUOUS

@ Select the general information contents to be imported

Element Origin Element Value Target Element Value

IP Office = FR IP Office = ES

v Application Identification Application number = 123123123 Application number =1
Filing date = 2022-04-18 Filing date = 2021-03-01

T4 Applicant File Reference Applicant file reference = 123124 Applicant file reference = ABC1234
IP Office = FR IP Office = ES

v Earliest Priority Application |dentification Application number = 123123 Application number =1
Filing date = 2022-04-18 Filing date = 2021-03-01
Narie =/AR=HM Name = Steven

% Applicant Name Language code = fr _

Name Latin = AP-HM Language code = es

Name = Steven

T Inventor Name Lenguageicods =es
v Applicant List Applicant name = AP-HM Applicant name = Steven
4 Invention Title Bag Invention title = TEST, Language code = fr Invention title = AMBIGUOUS, Language code = es

The data for the selected attributes will be overwritten

L 58 L2 Z2NME JIMR7| 4 THA

OIXHC 2, AFSAI Z2HMER VIS LT HE a4 Sl MBS 2EJH, AA8AtE & 582
SR BA[E mpet D2 ME It 7[" HES S 8l0f ottt

SUCCESS: The project has been imported successfully.

E59:HE ZRHE VINRY|, 85

&= 590 EA|E L2 20|, 7+ 242 SHIEA 7P 2 B9 DfErA B 7t LIEFHLY,

[El

2xE 2

ol
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g
4 gotr| Hoff = SHA| 2 K}

DISPLAY
PROJECT VERIFICATION LANGUAGE

WIPO | Sequence DEMO REPORT REPORT SEQUENCE

QUALIFIERS LISTING

GENERAL INFORMATION SEQUENCES

DEPENDERTL L RORTSTHE HELP +w  PREFERENCES Elw

project
home

P R 0 J E c I Print Export Import Another Project [ Validate ] ‘ Generate Sequence Listing
LR N

Project Name project demo Creation date 2022-01-12
Status new File Name
Description Sequences 2 &
Original free text language code Non English free text language code
Automatically add a translation qualifier when a CDS feature is
created Off
E60: ZEME AT 1 HHA
=0 | IR A= MAME 2 9l OE 2= Q2 /A NE FA|St= "HE q" |
A50| 2=2kH AMEAE dEE = Ues B 435 LFE/ELE #ASt= "HS EAM"EY|2
= 710 o) =
S 20 A otH

LANGUAGE
VERIFICATION DEPENDENT

EEECR] QUALIFIERS

IMPORT THE
REPORT SEQUENCE
LISTING

HELPw PREFERENCES [w

WIPO | Sequence TESTSTRAIN

SUCCESS: The project has been successfully verified

Return
to
project
home

Report successfully generated on2022-01-12

This project does not contain any errors or warnings.

= = TEShe WS B AT MSEDL Al BTN} E 620 EA|FIOf QI
O] 2F 7t SfZE|00} St REQIX|, i ALBKITL PAIZ 4 9l ZOIXIS S0l

20234 4



WIPO A& AHEAt D7

DISPLAY
IMPORT THE
REPORT SEQUENCE

LISTING

LANGUAGE
DEPENDENT
QUALIFIERS

VERIFICATION
REPORT

PROJECT
DEMO

WIPO | Sequence

ERROR: After project verification, some errors or warnings have been detected.

Report generated on 2022-01-12

Severity ¢ Data Element ¢ Message Text
Aoplication The mandatory IP
ERROR apputaton Office Code is -

Identification L
missing.

62 ZEME AF, 2F/E1D

1

Detected Value

v

Ij| o[ X| 58

PREFERENCES Elw

project

home

Print Report

Detected Sequence

20234 4



Ij| O| X| 59

DISPLAY Return
LANGUAGE
PROJECT VERIFICATION IMPORT  THE to
DEMO REPORT gEiEINF?Egg REPORT SEGUENCE HELP ~  PREFERENCES Elv

project
LISTING home

Sequence

GENERAL INFORMATION SEQUENCES

Emm

Generate Sequence Listing

Project Name project demo

Creation date 2022-01-12
Status invalid

File Name
Description Sequences 2 Ve
Original free text language code Non English free text language code
Automatically add a translation qualifier when a CDS feature is
created Off

ZEHMEVI E3 M2lE S6tHE, = 640
z,\_

=5 (xm)E MY X E MEIY

< v. <« Extension21 > DEMO v O Search DEMO

Organise v New folder

=+ @

Date modified

~

B This PC Name Status

other Project Validate Generate Sequence Listing
/(‘

J 3D Objects

No items match your search
whenacfl I Desktop

%] Documents
& Downloads
D Music

&] Pictures
B Videos

» GENERAL INFORMATION| =@

¥ Network

v o<

File name: | Demo.xml

Save as type: | XML (*xml) v
» SEQUENCES

A Hide Folders Save Cancel
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T4 ME 55 EHY

BLinux YEELS ALSE 1 Q2T SAF YL /2 HOE Y OIS HEHE [ 7} LIEFHLL O]
BIYE SfZSH 0 NI F FHNE +E02 B,

ZEZMET A4S0 2IiotH, & 650 =AIE 2 48 20 E7|7F Lo EZHM B <t
21 #AIEC,

ERROR: The ST.26 sequence listing file cannot be generated because the project contains errors. X

Report generated on 2022-01-21 Print Report

Severity ¢ Data Element ¢ Message Text Detected Value Detected Sequence

The value of the
qualifier 'mol_type'
Qualifier Molecule o not'one oi the
ERROR Tvoe permitted values for rRNA Sequence 1
YRe a DNA sequence or
the value is
missing.

The feature location
includes a residue
number greater
than the length of
the sequence,
which is invalid.

ERROR Feature Location 1..50 Sequence 1

Ze5 MESF MY, 278D

et &
O MMM AFEXIVE ES] & AtHQt #EHE EE e = Qlon, Ol Md= Mg
SE2 0] 1 HHAZ| =4 AR EICL

£8 4
Ut M MMo| "=l AH 5L MM MEE T2 MEO| E5| =& A I HE ot 2t =0}
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WIPO A& AHEAt D7

Kd
il

I

(= 66

- GENERAL INFORMATION

APPLICATION IDENTIFICATION

AU - Australia

P Office

fied Before the assignment of the application number

2022-01-07

@

©

=]

o
I

Bl
falll
<r
ofl

K

Kir

2 S MSohof eto:

=670l EA|E BFS BAOf et

2 AHEALE

tC}, O]

2|5
-

mn

Ol Hz& E5d (P 2I|2)°

2

e =

Ct. 0]Zd0| WIPO ST.3 ZEO|C},

of

ol

N
ot

EHSHOF

ME

oo 2 H

t

b Lol MsER=Al of

jod
pAll
K

.1

_|

2) AEAt=

T

)
<

I

1of
Tl
ol

Khu

—~

™
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Ij| o[ X| 62

GENERAL INFORMATION
APPLICATION IDENTIFICATION

& @
® Before the assignment of the application number
After the assignment of the application number

on number

12345

123456

Application File Reference is a mandatory field when ‘Before the assignment of the application
number' is provided.

date

2019-02-20

@ (5]
ancel Save
Zer:z@ AE HY IE
Az g/Fpr fgof 220 "E8 Y H27p 0. £8 P20 HFLHIAOHE O FE B

F0/0h 2t 2T} Bl 1 TA0) S FAIEI)

LM A
TZHMEQ U S F7M5HE, AFSAVE = 6801 HAIE Z2HE A& At 27|
M MM "M SAUS X7} HES 22 0f BTt
v+ GENERAL INFORMATION
APPLICATION IDENTIFICATION
Application |dentified Before the assignment of the application number P Office AU - Australia
Applicant file reference 123 Filing date 2022-01-07
PRIORITY IDENTIFICATION
T 68 M B HE/F7H1L B
AN MEiE U SRS 7MY HE Sz 280t H, ALgA7E “HE & 71y e
=Y EELR0M 0" MEfelor otCt 23 ME =50] 4dE [ff 0|2 718 WE
ZRUCE HEE UM SYUEM HFSIALE =F I
RSP, = 690 EAIE @i 0|o] it "2 SR FI HES ST,
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WIPO A& AHEAt D7

PRIORITY IDENTIFICATION

P Office*

T
=

Pl
ol
of!
Khu
|

ok

HOHE Z=

SALofl Ch et

=13
=

oju

1|

T2 M|

el ER0 =, 0

o

= 700 EAIE 2719] 2tC| 2 HE

=
—

L H{ 2|0

A QAAEA LYY S X K
John Smith"& &

AMEAZEHATE =42 2

0
KH
ol

-

od
oKl
il
K

3go| 7

—_

o
=] Xo)
|

o
—

Ct £ 70

0%

<

joll

==

E

KHoil A

I

<0

ct the option*

Sele

& Bxisting applicant

New applicant

DNOAK [ n7?n

Juan Rodriguez Garcia

John Smith

=l

NP
1o

AEXZE A= 2 71 e/ EHM 7t
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B NG FE0/ 222t A2 ZITE/FH, ot o ZR0IE HRrelLlE &2 725t AA/L. et 3t & o

= -1

R0 YL GEAE 7[ELZ HAIGOf BIL}. 0|22 HEE A Y Z=20f LIEFS Z82 2 21 & AF0/C},

M E AFO| IR EH, Ab8 A= & 710 EAlE "= Ql/

OpX[Efe =, = : YA FHES
SE{OICt ot o] o FET OrE| R0 AX| RRU7| W20, AEA7E SRS F7he
T plon migtM =Rl =7 HEO0| g|Mo 2 HA|ELY,

Select the option*

Existing applicant
® New applicant

Name* Residence Address

Correspondence Address

Mark as primary

Cancel

7) M2z 28 3 T, & 720 EA|=, "2 HE FI"HES 24,

INVENTION TITLE

nven 1 e LEI“Q.G;E‘ -
Cancel
L
72 HEHO FBE HY WE FIt
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8) O LU0, AEA= = EEO| BYS Y=H0F ot HEO| Mskles 2o
HA|SH| OF oL},

9) LtetM Fo| Y 7" HES ST

T WIPO ST.26 0f 28, /Y 2201= 28 0102 FZE 239 HA0/ 200k Bich. 12/L} T2 EL
LB MEYHOZ S XS 2B G2 FI) 02 BEIE 7 YA QOIS LIS Y FH O EH P

+ QUL 2210 22 2B T2 FI9| EASE 0/85H0) F4E 7 LUk

Z2ME MEAtE 27]9 "M@ ME=2 ALEAE ME AHH|et 2HEE 7|

E[=3
MBS RAIIH QI A METSL7| I8, ALRRH ZRMEe HRAIE B7|9| sitiof) Qs
MO MMOZ ASZZ Lf2{0f BICh Of2f BFY MM Of2(e AAS Susly| Y3 Tas
CHASOf TSt 271 M BANS S A2t

Y

1) =730 #AE U2, "M22 ME HE"HES 24

o
inl

GENERAL INFORMATION SEQUENCES

+ SEQUENCES

Create new sequence Import sequence Insert Sequence Reorder Sequence Bulk Edit

Sequence [D Number Sequence Name Length Molecule Type Organism Skipped Sequence

DNA_RNA_withut_ ‘
1 ST25_seq_1 L DNA Homo sapiens No

T 73 M2 MY 24 1 B

[

LITHA| EhAIZ = 7401 A [O] RIE:
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WIPO A& AHEAt D7

o

chst 7|
‘Seq_2’, ‘Seq_3’) (2).

mujn

10

Kfo

=T

160

=

=Ab 7
ol
= =

o

37M
||II_|-7|||5 E_-l!iE

2 MsEE

3

<0

Ch2

Ct (DNA', 'RNA' & 'AAY) (2). ML XHA

C =
—=

ST.260(A &%

=
=

ALEAL

HOF

5
2{H DNAZS =2

3)0 &=

=

t

—

.
[e)

E#SHOF
Ct. AF2XI7} DNA & RNA Al 1

A
[l

ﬂ

1
104

10
o

]
P

<

ol

160
o

54
IH

M ZO[CE Of A2 QA3 =+ HIO|HH 0|22 AFE Fol& R7IM 55 L& AFEALE

MEA 2ol 771 &

—_

Jod
K0

_||_
10
0

K

-
M

7IE ¢
LIEFE4).

o
T

[l

M 2ot

=2
=

"O|EFO 2 AZSHMIER HA|" ()

t

o| MOl
MNIAHE:

o
=

-

YO ALEALZL

3

—

H, A

o &

=]

I

[ |

.
()

o
=

HEOl

1
HH M

FH
A obg oot
MZ& ‘misc_feature’
Ol=
tCF,

—

.
[e)

£ 010

H

N,
A

=2

"misc_feature"®| "F7}
(@)

I}, A

~
—

7t
"misc feature" L £9| "

N

MIOAHEQS| K&
EX (MY MH

Zt
21

A M FAIEC (ZH7] 240] 10002 2 KIS = .

E 7% "misc_feature"S 2= DNA S RNA A1
DNA 3 RNA MOHE = 250 CisH ==

"M 20| DNA & RNA A1

“misc_feature"
720 72U EIE 7|2 & Ot0[ 4t 7|20 2O T3] WIPO HEE ST.26 -

5

Kd
K0

ST.26-25M 1, MM 688

o=
Ho

0 2£of tisi wipo
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Molecule Tyr

Sequence Name 3
Name/Description for sequence o DNA e Y

LLlattitdtlyddiviasiiiatiyddisiasiiiatlyddiviasiivdllyadiilasiivdllyadiiasiivdllyadiiiasiivdilyddiviaiiiidilyadiilaiiivdilyadiviaiLivdilyadaiiiaiivdilyddiiiay
ttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatetacttcattgaatctacttcattgaatctacttcattgaatctactteat
tgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaat
ctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctactteattgaatctacttcattgaatetacttcattgaatetacttcattgaatctacttcattgaatctacttcattgaatctact
tcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatcetactteatt
gaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacticattgaatctactteattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaat
ctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctact
tcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacticattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatctacttcattgaatetactteatt
gaatctacttcattgaatctacttcattgaatctacttcattga -

Organism name * Qualifier Molecule Ty

Saaristoa firma o genomic DNA e vy
Mark as an intentionally skipped sequence

¥ The sequence contains both DNA & RNA fragments e

A feature with the key ‘'misc_feature' is recommended for each of the DNA and RNA fragments

GM: e Location

RNA 743

ure Create seque!

Create & Display Sequence

MEXZE 2| "M B A" HE = Tt "M E &Y & BA"HES
C

iy
Ju
of

@
1o
U
o O
]
ra

AFSREZE THRHAY A Bt g BAIP BIES 22D, AL} 32 HES 4 YRS,
MS 4 e MY CIASYOIH NS B = ZRHE NRARY 27| Lo] A 4 M
Of2oll LRICH & 69 A,

M2 ZHAE A DS A 7Hs e kS M ID Mot s A/ 229| 0fX|at {X|0fA 2 =

RUCH M2 ZHAE Aol o = = 750) EAIEICH

Ne S22 YTt RO T2t NS LI = 85 X = 862 & Zotat,
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[e:] =2 = -
WIPO MZ AEA} O+ 2 I O[A| 68
Sequence Number (D] 2 Molecule Type DNA
Sequence Name Name/Description for sequence Organism Saaristoa firma Y
Length 1792 Contains DNA and RNA fragments
FEATURES
Feature Key Location Qualifiers
misc_feature 7.3 note = RNA Va
source 1.1792 mol_type = genomic DNA P
organism = Saaristoa firma -
1
SEQUENCE
atctacttca  ttgaatctac gaatctactt atctactica
ttgaatctac  ttcattgaat ttgaatctac

ttcattgaat  ctacttcatt

ctacttcatt gaatctactt

gaatctactt  cattgaatet  acttcattga

atctacttea

ttgaatctac

tteattgaat

ttcattgaat
ctactteatt

ctacttcatt  gaatctactt

L 75 Z2HEN HYE M2 ME

NG 27/
MEE TMYUM Z2HEZ XY IIME 5 UCL S EE I A4 27 fA|, OHE-
ST.26 ¥ ST.250|C}. MEHE AL WIPO HOE‘% oo AtgE dAlE Xtsez E
1) 760 = HAIE "ME HE 7HH7("E S=ettt
GENERAL INFORMATION SEQUENCES
+ SEQUENCES
Create new sequence Insert Sequence Reorder Sequence Bulk Edit
Sequence ID Number Sequence Name Length Molecule Type Organism

DNA_RNA_withut_
ST25_seq_1

[

DNA_RNA_withut_
ST25_seq_2

2) T 770 BAE ot

0%

10

30

[txt, xml] Y 2E"E

DNA Homo sapiens No
RNA Abrophyllum No
ornans

L 76: MG 7t 7] 1 BHA

.
= =gt

C.

Skipped Sequence

20234 4
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CHet &AE 2218, 7FME ME H0|HE Z&oles nigs dHottt, HA23E E4=
AME S dA S BMoH 7tM s I HR 43 GAS sttt
Upload file [.txt, .xml]
@ Abri X

A || « Documentos > Import Seq Listing

Organizar v Nueva carpeta

A Nombre

B everis

@ ST26authoringt ST26T-1087
= 9_ST25_9238084_DTD_Based.xml

SEQUENCE 1
=] Insecticidal Proteins (1)eml
] teinsxml
[ Opt_Soy_Locixml
=] QN_1xml
B Objetos 3D s
2] Results QV 29.xm
B Videos ST_25_import_complextt 0 e
2 0SDisk (C) | ST_25_long et 04/07/2019 14:24 te
FEATURES P 2 >
Nombre: [ST_25_import_complextdt | [t ami i) v

=77 ME 7M7), thst At

Tt MG 7 RV|E 518 5702 "A0| QULEH HA|, CHFE-ME, FASTA, ST.26 5! ST.25.
| | &

| 15_ Ot S MEelof ot= F42 O 9 M0 2 x/of ATt

ST.25 i ST.26 HAl0| THUS MEfS P2 78 AE), ALBXHE BIX MY He| Mep
MAYA ()2 BCh MEOLB, THA0) U 2 B A D WSS U 0|50 ZRHE
MBS MY S20| MY 2MES 2= E () 7 22T,

TH M2US Y 4 US WO OfL|2t BOIR E2IE MY B2 El xyHA0| N HOIS
JEEE NI

2

|2 £0{:"1, 3, 7, 13-20, 30-50".

20234 4
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C:\ \Downloads\validl.xml

o ¥ Enter the sequences to be imported

Sequence Number [ID] Position

(2]
1

[1]
2

e Select Range of Sequence IDs
1-3

Use commas to separate individual sequences [for example: “2,5,8"); use a dash to
indicate a range of sequences [for example: “2-8"].

Cancel Import sequence

£ 78: MQ 71X 27|, ST.25/ST.26 &4

20234 4
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C:\Users\ \Downloads\multisequence_u_t.txt

¥ Enter the sequences to be imported

é Sequence Number [ID] Position

[1] < First Sequence;DNA:Abies alba>

< Second Sequence;RNA; >

(2]
[31] < Second Sequence;AA; >
[4] < Third Sequence;DNA;Abies alba>

Select Range of Sequence [Ds.

1-4

Use commas to separate individual sequences [for example: “2,5,8"]; use a dash to
indicate a range of sequences [for example: “2-87).

NE 7H4Q7| TRMA0IM S8/ OIS & HAle Al I FASTA THY 34{0|CHwHe
HAO| T2t MM AE), O] BAIS TG SIS AUBS HOIBICH RIS 9ol /A
IS MESR £t = o0l EAIE I BES HAISD FASTA THYS 7IHB & 810
HAIE T2 HEO| EAIECH ALBXHS T4 BEZ HTo0] KMo St
equence Name Molecule Type* v
Organismyname > T h——

Z 80: N 7HQ7], 2A| 4|

20234 4
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Ij|Oo|X| 72

C:\Users\e FASTA\IDNAsequence.fasta

Sequence Number [ID] Description

>HM118516.1 Uncultured bacterium hypothetical protein gene, partial cds;

1 hypothetical protein and Est1 [est1] genes, complete cds; and putative

DNA polymerase | [polA] gene, partial cds

Please select the sequence molecule type for the sequence that you would like to import.

Organism name* . N

Check to save description as a note.

T 81 MY 7k 27|, FASTA &4

3) A=A, ALEAZLME 77| Tt HES

Ml
Ju
o
IS
o
n

MMR7| =, Eqte £ 1270 EAlE “E0M TP RY| BI| S BT,

A Ag

20234 4
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+~ SEQUENCES

@
m

Sequence ID Number Sequence Name Length Molecule Type Organism
1 QV_31K Test_File_seq_2 20 AA Sacharomyces
cerevisiae
2 QV_31K Test_File_seq_3 90 DNA Sacchafomycss
cerevisiae
3 QV_31K Test_File_seq_4 20 AA saccharomyces
cerevisiae
4 Q31K Test_File_seq_5 90 DNA pacCHaromyess
cerevisiae
5 QV_31K Test_File_seq_6 20 AA SacCharomyces
cerevisiae
T 82: MY M 1EHA "
40| Y= LH Y 0[7F HAIEIC (= 83& X). ALEAZE A E 2 & 45t= 4
MHOF St (= 73 xX), F7t=, T 22| &5 HHo, ME =Z0|M ME0|
AFEXH7F Q= S[OF SO} (= 830 A Z = HAIE)

Skipped Sequence

Yes

Yes

Yes

oz
H
i mfu

I
met rjn
4o
Ras

gtaggaatgtaggaatgtaggaatctacatgtaggaatgtaggaatgtaggaatctacatgtaggaatgtaggaatgtaggaatctacatgtaggaatgtaggaatgtaggaatctacatgtaggaatgtaggaatgtaggaatctaca
tgtaggaatgtaggaatgtaggaatctacatgtaggaatgtaggaatgtaggaatctacat

Organism name *

Wohlfahrtiopsis bishoppi

genomic DNA

Mark as an intentionally skipped sequence
The sequence contains both DNA & RNA fragments

L83 Mg HEY Ifd

d= #AlE, M E

ALO|

)

Cancel H Insert sequence

Insert & Display Sequence

|

=h=
AFOl» CC “Aﬁo:l AFO
HHdH L4 = d

=

2 & BA'E 29
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SEWUENUVED

Create new sequence mport sequence nsert Sequence Reorder Sequence Bulk Edit

Sequence |D Number Sequence Name Length Molecule Type Organism Skipped Sequence

1 QV_31K Test File_seq_2 20 AA Saccharomyces Yes
cerevisiae

2 QV_31K Test File_seq_3 90 DNA Saccharomyces Yes
cerevisiae

3 inserted sequence 210 DNA Wohlfahrtiopsis bishoppi No

4 QV_31K Test File seq 4 20 AA Saccharomyces Yes
cerevisiae

5 QV_31K Test File seq 5 90 DNA Saccharomyces Yes
cerevisiae

g4 XN HE fIX|0f e MS

AEAZE TR "M E R & EAI" HES 2E0E, & 840 A& 2, Z2HE NF Ated
2210l A= ME =5 of2f0f d Ae= ME 27+ SEICH

THAE M8t Z2HE Mse ME 5= ol MEO| LIELLIOF Ste =M S

& =
Mde = ACHL M A Biet2 & 85 (M%) 0| = 87 (B THA| HA|=ICY,

1) =850 #AlE, “ME WEE HES SEISCh

20234 4
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+ SEQUENCES

rt sequence nsert

Sequence ID Number Sequence Name Length Molecule Type Organism Skipped Sequence

1 QV_31K Test_File_seq_2 20 AA Saccharomyces Yes
cerevisiae

2 QV.31K Test_File_seq_3 90 DNA seccharomygces Yes
cerevisiae

3 inserted sequence 256 DNA Wohlfahrtiopsis bishoppi No

4 QV.31K Test_File_seq 4 20 AA sacsharemyces Yes
cerevisiae

5 QU_31K Test_File_seq5 90 DNA Sactharomyces Yes
cerevisiae

[ QV_31K Test_File_seq_6 20 AA paccharomypes Yes

cerevisiae

L85 MY XY H

2) L 860 BAIEI 2, O|l5E
EH

Ol 5= HIXI ?IXIE

w0

equence Number [ID

w

To select a range use "-" between the ids

Cance Reorder Sequence

FeeAE HEIE MIE

3) O|M MO0l &= 87 2| M| 2 ®X|0f| LIEFHCE

20234 4
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+~ SEQUENCES

Create new sequence Import sequence Insert Sequence Reorder Sequence Bulk Edit
Sequence |D Number Sequence Name Length Molecule Type Organism Skipped Sequence
1 QV_31K Test File_seq 2 20 AA Saccharamyoes Yes
cerevisiae
2 inserted sequence 256 ONA Wohlfahrtiopsis bishoppi No
3 QU_31K Test_File_seq_3 90 ONA Saccharomyces Yes
cerevisiae
4 QV_31K Test File seq 4 20 AA Saccharomyces Yes
cerevisiae
5 QV 31K Test Fils_seq_5 90 DNA Saccharamyces Yes
cerevisiae
L 87: MEEZ BEAIE ME/=
ol AKX
== T o
LA= oz =) el ol= o 2f M A= QS A O] e =SS
ArgXtE 02 ME& HEHl(0F o= 32 OiE HA=S A8Y == ULh M0 7HEHCe =
= H XISt A Ol x|O A Ore m a2 M E L Al EJIL8
EO‘|7M‘| |_:| H= T )\Axl |_|-, A-I Eol [y —Eﬁ—o'” -||_ = cl;l Ejrool'El'

GENERAL INFORMATION SEQUENCES

+~ SEQUENCES

Create new sequence

Sequence [D Number

[

Import sequence

Sequence Name

DNA_RNA_withut_
ST25_seq_2

DNA_RNA_withut_

ST25_seq_1
RN EE

Insert Sequence

Reorder Sequence Bulk Edit

Length Molecule Type
30 RNA
10 DNA
Ces i EE 1A
syoz oy By 8y

Organism

Abrophyllum
ornans

Homo sapiens

Skipped Sequence

No

No

20234 4
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Type of bulk edit*

Qualifier molecule type

Select the type of bulk edit to continue

Molecule Type*

Select Range of Sequence IDs*

Use commas to separate individual sequences [for example:

“2,5,8"); use a dash to indicate a range of sequences [for example:
“2-8").

Qualifier Molecule Type*

\ 4 v
DNA
Only DNA/RNA sequences allow editing of the qualifier 'mol_type'
because for amino acid sequences this qualifier value is
automatically set to 'protein’.
The qualifier 'mol_type' of hybrid DNA/RNA sequences, where the ‘combinedindicator’ = ‘Yes', cannot be bulk edited.
Enter one or more of the following DNA sequences to edit the qualifier 'mol_type'.
Ego tig HY 2
= ol&s PSR Kl
E 890f| = AlE CHZ, (OF0| =4t M EOf| ot s 2ot 40| A|AROf| 2ol "B &2 AtE
A = o = e ' . =N -
SEE7| o) AlLE 2 ASXOA 2% St MHTHO] SR AL 'mol_type'2| af= HEE
AL o o
= s el
- o =x] o PR o — o o o =X o
3) Al RS MEioh 2 A|LEHE2 AEX0|A CHE HES H8Y i ME RS
=+ [ = 1T =
MESHE = HA[X] S HA|THCL

Type of bulk edit*

v
Qualifier molecule type
Select the type of bulk edit to continue
Molecule Type*
v

DNA

Select Range of Sequence IDs*

37

Use commas to separate individual sequences [for example:

“2,5,8"); use a dash to indicate a range of sequences [for example:
*2-87).

Qualifier Molecule Type*

unassigned DNA

Only DNA/RNA sequences allow editing of the qualifier ‘'mol_type’
because for amino acid sequences this qualifier value is
automatically set to 'protein’.

The qualifier 'mol_type' of hybrid DNA/RNA sequences, where the ‘combinedIndicator’ = 'Yes', cannot be bulk edited.

Enter one or more of the following DNA sequences to edit the qualifier 'mol_type'.

Sequence ID
frber Sequence Name Length
3 500 15

sequences_seq_3

Tooo: Oz A, Al

[

Molecule ) Qualifier molecule

T Organism

ype type

DNA Vagearia genomic DNA
hispanica

H =l SHEXF mol_type

20234 4
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T 900 ZAIE CHZ, AAEI2 ARS XA 7 71M| = "synthetic sequence™?! A L0
Chst SEE R

S Xt "mol_type"O| "CHE DNA" EE= "CHE RNA"O{OF & 2 Z 105t 0] 23t
US HESIH Z2ME AT LF 7 LBt

4) DY BEZ NE S22 Me6})| 93t A AE BA

L

Sequence ID Molecule . Qualifier molecule
Sequence Name Length Organism

Number Type type

3 il 15 DNA Vaggatin unassigned DNA
sequences_seq_3 hispanica

- 500

16 DNA Wabasso unassigned DNA
sequences_seq_/ hilairoides

Lo CHEF Y, LOHO|EE 2HEAF mol_type

LyEt BHE R0/ R F2:

1) (1) 929t 20| 'Cizk HE 'S 'Organism' 2 MEISICH AFEXHE HAS SEQ ID 9l (2)5
ESHOF ot A2 OF2 Ol E S0 ALBXAE R7IMQ| gh2 e d 2 =2"2 +=doHV |2
MENSH AR, A|AELE SHI AL 'mol_type'O| &AF 7 (3)0]] Mt Ats 2 2 "CHE DNA" £

"CHE RNA'Z BIEE A Y S AFEA0A LEIC

Type of bulk edit* Select Range of Sequence IDs*

Organism 1-3

Select the type of bulk edit to continue Use commas to separate individual sequences [for example: “2,5,8"); use a dash to
indicate a range of sequences [for example: “2-8”).
Organism name*

synthetic construct

The qualifier ‘mol_type" value will be automatically changed to 'other DNA' or ‘other RNA'.

Sequence ID Number Sequence Name Length Molecule Type Organism Qualifier molecule type
1 Seq_l 192 DNA Mus musculus genomic DNA

2 Seq_2 20 DNA Homo sapiens other DNA

3 Seq_3 20 DNA Gabaza connectens other DNA

]

Zoz o HE, 7M1 B
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o BE 280/ E52 &%

1L HEY Y2 EY O MESICHE 93&tX) (1). O3 CHS AFE A= 7|& E4 S HEEX
OfLIEH M EE 2 F7HX| X|ZHOF Bt (2). AHE XM= 'Molecule Type' (3) X HEE A E IDSS| H 2
(4)E LSHOF BTt AFB X7 E- HE" (2)5 ME{S B2 AFEXIILOIN /X (6)2] 2f2
"complement(join(1..30,61..90))" = ot & MEiSIH” E1= SEQ ID 5 X 80 Ciet 2 & 7| & CDS
EH (5)E MSE 22 E YOO EBHLY,

Type of bulk edit*

Select the type of bulk edit to continue

Features

Type of bulk feature edit*

Edit feature

Feature Key*

CDs

For a detailed explanation of the format of the feature location please click here

Select Range of Swnce Ds*
T 58

Use commas to separate individual sequences [for example: “2.5,8”]; use a dash to
indicate a range of sequences [for example: “2-8"].

Molecule Type*

" Rna (3 ] v

Feature Location*

T (6 ]

Sequence ID Number Sequence Name Length Molecule Type Organism Qualifier molecule type
5 40000 18 RNA Vaccaria hispanica genomic RNA
seguences_seqg_b5
8 40000 16 RNA Gabara gigantea genomic RNA
sequences_seq_8
10 4000 15 RNA Wabasso hilairoides genomic RNA
Co3 O EY, EF 1A
(o] ! L 1% O&5L X > (@) . L =
2) AFEAZEE Vs HE REYS Ys FME HHS AR(2 94 HX) : M 7[5 “CHAIN (4). 7|5
o
X7k "1..13" (5)Q! 2 MEE SEQID 1,2,7 (3)0f =7H=ICt,

20234 4
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Type of bulk edit*

Features

Select the type of bulk edit to continue

Type of bulk feature edit*

For a detailed explanation of the format of the feature location please click here

Add feature

Feature Key*

CHAIN

Select Range of Sequence [Ds*

1.2

Use commas to separate individual sequences [for example: “2,5,8”); use a dash to
indicate a range of sequences [for example: “2-8").

Molecule Type*

AA

Feature Location*

1.3

Sequence ID Number Sequence Name Length Molecule Type Organism Qualifier molecule type
1 40000 15 AA Gabara gigantea protein
sequences_seq_]
2 40000 8 AA Daboia russelii protein
sequences_seq_2
7 40000 15 AA Wabasso hilairoides protein
sequences_seq_7
T ooa O Y SH: £F 57t
o1t T oo cc . o cc Ol —
3) AFEAE g HY RYS "UE dUF7|"2 dEio 42 (= 958 X), dHE ME E%l=SEQID
o
Hel ()2 A
Type of bulk edit* Select R fS IDs*
. elect Range of Sequence IDs °
Bulk skip
Select the type of bulk edit to continue _Use commas to separate individual sequem.:?s [f?r example: “2,5,8"]; use a dash to
indicate a range of sequences [for example: “2-8"].
Cancel
Zoos OiE HE S g A7
Ag HE
O IE 5 = 2 Sk 3 Sc=E = 5
MBS HYSHAH, ArEXA7E 2 960 HE BAIE T2, =82 dild ME2| ME ID H2 & 22510}
L
oL (ME ID “1).
&t
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WIPO = ST.26 £ &50f= ZE5 A/Z 222 SEQ ID #1 £ A/&ofd A/ ZO/JA Loz HSof

YA R OF BHCt

+~ SEQUENCES

Create new sequence Import sequence

Sequence ID Number Sequence Name

DNA_RNA_withut_
- ST25_seq_2

DNA_RNA _withut_
ST25_seq_1

N

Eo70f EAIE OHZE, M M Of2fof| A= Z2HE NF Ate B7|0M A 22

Of M@ MU2 2, Z= HAIL|Of HAlEl 7|2 JE7IE Y, & HM =, BA[E 52

Insert Sequence Reorder Sequence Bulk Edit

Length Molecule Type Organism

30 RNA Abrophyllum
ornans

10 DNA Homo sapiens

Y
SEE 12|20 OpA|2oR M 27| e HYCR FYELt,

GENERAL INFORMATION  SEQUENCES

~ SEQUENCE 1

Skipped Sequence

No

MIMO| DalCt,

= L

”
o

« FEATURES

+SEQUENCE

SHEWWKRIS
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L o7 Mg HE, g HEY

£3
WIPO ST.2601 (f2H, 2 E MEE2 0|2t 2+

=l MO SHLte| £ E 7HMOF Btit: X -0
S71H" & 'mol_type'0| QL O{OF StC},

Sd#=3/M S A=tk S 7|, U ME LA SE2 /AKX ANE ME ST 2 E
oo
Ed fIXl= EYO[ EMot= M2 MAHES LIEHHLE 8 ?IXE A Fot= 85l g4 2

WIPO ST.260{| Al M| =& CtS20F 2Lt

o TV H=:x

o X HWY O = OFA| o 2 X &l 27| o & =010k TH7]: <x, >x, <x ..y, X .>Y,

o "G AL 2X X))ol A5 MBS Fdoty| floll /IXIS0] HEELt (RME-

=
= ol = bjX))
o A (QEL_QIX x|y @250 XHE =MZ LIEILIX|Z Oj2i3t RASS

cidot= A0 ge|H X o 70| Cioi M= AlAtSt= BE2F QLR

o "HPH(RIK) UM RIS E= 50N 3 eSS 2GS Yo 2 THEE [, SYO
AKX 7= 00l 2fsf X[ g ME Helof SEHl 70| /S EAISIT

N W22 EXS 2716t T, Of2) = 080 B BAIE MHE MEQ| S MM0f Yt
"S7 Fo HES SYBICL

20234 4



WIPO A& AHEAt D7 Ij| 0| X| 83

SEQUENCE 2

Seguence Number (D] 2 Molecule Type DNA
Sequence Name Inserted sequence Organism Wohlfahrtiopsis bishoppi 2
Length 41

FEATURES

Feature Key Location Qualifiers

mol_type = genomic DNA

source 1..41 organism = Wohlfahrtiopsis bishoppi

SEQUENCE

gatagtatgt  atatatagta gtatgatgat gatatgatga t 41

0[0fAf, {017} YalBl (= 900 HAIF), ST FPEECH S 20N 22 Mefstn
SOl Mg &t M o] S 9IXI2 XIFBict

FEATURES

Feature 1

Feature Key*

D_segment 4.15

For a detailed explanation of the format of the feature location please click here

v QUALIFIERS

Add qualifier

& 99: £ 2H{|0] =7}

8 =29 QE|C 9l o[ Atof CHBE E & 7|0| HOf| CHSH WIPO EZE ST.26 - 25 A |, MM 587 &%
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113

generated and a protein_id qualifier created if the translation qualifier value meets the minimum length

Automatic addition of a translation qualifier is currently on. This means a separate sequence will be
requirement.

For a detailed explanation of the format of the feature location please|

S
Feature 1
CDS

t

WIPO A& AHEAt D7

0

50
[l

E100: £ X M 2Y

=
=

ol cbs E& Wy

o
=

2 A

|

=

o

Al = 1000(A 230l E=0] HA RACE.

KEA|
|.

t

—

.
(o)

| MAHES| O]
4% Z=HE oM HEo| MEE LIEHE 40T}

HAE OfD[ =4t M2l ME IDO| CHSE F =7t "protein_id" SHI AHOf| K|S =!Ct.

H"CDS"

9
—

.
[e)

|X|2f A0l T
o
=

]

Fe{™, = 990f HA|

A

t

o
T
[

.
o

o
(e}

N

o
B

st

=

X2 #A|E

M 0| o

E
—
o
T
S
=

Q|
CDS £%

oK

K
==
I

—_

L

md
7

of

f

5
At

AE M=

=]
=1

o A= 712 22 M3

AT
O -

| Of X|

Y47} OfLIo] 44

PN
=

_I

S
o

t

.
[}
—

ICH (= 102%H ). d2{L} Of

)
A

translation'

L
[

x5}

mjn

an

_—

HJ
ar
Bl

T

r
EL

—_

jod

= =

3

jod

Of APME == QUCE AFEXb= AFEALZEEE

—
(=]
T

id

'protein

=]
=
ZF

A T8 G LT 7[E O E X3 HAIE0f QL.

Sl
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1) £E8 ME BAOM, “EF 7P HES 2=5t1 ‘CDS"S £F 7|2 dHitt. 7=
HEOM K52 B ohFo =7t MAAT MEE|H, cDs EH0| m22EIE
MEOo| F=7te I Ats22 S o g0, ol e 4L X 'protein_id' oHg 0] & el & EE9
OtOl =2t ME (Bl d == 89)0] F=7t2 AO[C,

QUALIFIERS
translation 1- Standard Code
Automatic Translation is ON. Leave this field blank to automatically generate the translation
qualifier value, protein_id qualifier, and associated amino acid sequence.
Create Qualifier
E 101 HY oHEOf A
EX| Ol 1 SEX mHXl= o) E X| XFA Eo 3AZ|S =
3) AEAZEEE Gl 2t ot At HE S 2Rl EY A HES SE/010] 0|2
=] o) = = o
MEollof ottt 2t 0l cbs EE 2 = 10201 EA| = L
FEATURES

Add feature

Feature Key Location Qualifiers

CDs

1 protein_id = 3
18 translation = MYIN z

source 1.237 moltype

organism = test bla z

1

£ 102: EZ HIO|=2| Mf cDs EF

0% ZTE [/S S48 2= TRHE0) Lfg M2 A/S+S ZHEBITE

-1 O =
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e NEIDBZ=MZIDHSO AHE 7ttt CHS 4!

o MEO|F="HG" HERI2| "M 0|8 EEO HSE gL 050 MSEX @2 8F
7|2 ME 0|Z0| MLt ('Seq_#).

e SUHY = aj Mo HBE A SY3H 2
o PHHO| Xt R = CHuE
o MY EY|=2z) qYo| Mos

O Z2 M7tz e o] ZIH QI O[AIZ7F & 1030 EA|X[0f /ULt

SEQUENCE 3

Sequence Number (ID] 3
Sequence Name Seq 3
Length 4

FEATURES

Add feature

Feature Key

COILED

source

Molecule Type AA
Organism Caballe

Location

1.4

1.4

rocotyla klawei

Qualifiers

note = qual val

mol_type = protein
organism = Caballerocotyla klawei

L 103:CDs £4, A& off| =it ME

o
Y

iy

r

g

=

2HE).

Io

#o/E

—

N

"GP SETE 2T

~

ATZ S| Z & of LHSfA= LIS 0] AFRLOf 29/ BILf
2 4 o) £E8] Fe/& &) 2= TROE YEECAG. AXTG £ 3 7 A=

SHEALL} Of &1 7= 221 A S B G 0] A &L,

SIS glofa 7y O 2re] 75 2= FofE X7/ 7 ZEE/0f /2 H protein_id'
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PROJECT VERIFICATION
DEMO REPORT

” WIPO | Sequence

LANGUAGE
DEPENDENT
QUALIFIERS

Ij|o|X| 87

DISPLAY
THE
SEQUENCE
LISTING

IMPORT

REPORT HELR® >

PREFERENCES

Elw

Project Name*
project demo
Status

modified

Description

Original free text language ...

Automatically add a translation qualifier when a CDS feature is
created

Automatically add a translation qualifier, its value, and a protein_id qualifier
and associated separate amino acid sequence [if appropriate] when a CDS
feature is added to a nucleotide sequence.

Creation date
2022-01-We

File Name

Sequences
2

Non English free text langu...

Cancel
104 WY XL M2 A RS K MEd 345104 117)|
A E= A RTX SPYALE Zete I cps S-S0 e =91
CDS 7|50l fAF E= RAL |RTX SHEAHE =71 I Xbs 0| THAN U=X| elstn
CDS EHO0l, RAF = FAF ST SPEXZF =0t W] Ats HAO0| A UX| e BR(=
1052| XA ATE MEHE AR) cDS SEXO0| YU[O|EE I M PRI ApE 02 FIHELY,
0| LFEE +TstHH, ZEHEO| XI5 HAYS £ 2 chs EEE 1 HY X protein_id

ojo 2

SRS ALK|SHC

—
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WIPO A& AHEAt D7

DISPLAY
IMPORT THE
REPORT SEQUENCE

LISTING

LANGUAGE
DEPENDENT
QUALIFIERS

Z WIPO | Sequence PROJECT VERIFICATION

DEMO REPORT

GENERAL INFORMATION SEQUENCES

P ROJ E CT Print Export Import Another Project Validate
EEE

Project Name project demo Creation date 2022-01-12

Status modified File Name

Description Sequences 2

Original free text language code Non English free text language code
Automatically add a translation qualifier when a CDS feature is

created On

HELP =

PREFERENCES

Ij| o[ X| 88

Return

to
Elv project
home

Generate Sequence Listing

AFEX7HH Y SHE Ol E s L 2 M5t X} ot 82, otEoj ol e MM HY 2 gt X ME
OlE52 HAEY &= ULCH ALEAZL EF S AMSHH, 77t HIY 2 #=Aot Ctg E2 A B9 s
Zt= M 22 Mo "protein_id" HH £ F7+otCt
E A QK| = 3HH 0] “trans|_table”, “trans|_except”, tE= “codon_start” & StL}7} 0|9 2t S HASH
G0t HAO| ChA| =D, O] B HEE ME0| YOOI EE LY,
&
B glto] HEE/H AZE L0/ 0/9 gt &L= ZILI0/ERIL,. A2/, AZE 72 E/E A0/
T&EH B pHE 09 ghe HE LA =L &Y 2 protein_id" 2tE0/7f +EE/H, AZE A SE 2y
el BENE ert

A 2EL AHEO| Eet =2

— =

dgdez, §A Zz2 ARGE o=t MEo| &5 LiEtH=
Y AL|OfOF otlf. A 2=0] £ otf|=4te 2 #HHX[O{OF STt
ot o7t EXoHX] B of, X =2 cbs SE2 S0 22 2 A

T 1060 EAIE CHZ, EX| Z=0| cbDC EZ(OF2fof|M LetMo =

=
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WIPO MY ALEX} O Ij| O X| 89
AR, X ZE=E0] EFE off|citez HIAL[OOF BtCh= AS LIEfLf= 'transl_except'
SHAXZE Sl 4%, =4& oY X[HOA #HYS SX|6H0F St HAO0| HMSHK| U552
AE XA L2 = WA HY L 7t A =T}

ERROR: No translated sequence will be generated as the CDS feature contains an improper internal stop codon. Please ensure that the correct genetic code table has been selected or whether
qualifiers ‘transl_except' or ‘'codon_start’ are required.

X

Feature Key Location Qualifiers
cDs 1.13 translation V4
B mol_type
source 23 organism = test bla z
1
SEQUENCE
atgtazatca  acccagtaght  actacaatca  tgatcaacec  agtagtacta  caatcatgat  caacccagta  gtactacaat  catgatcaac  ccagtagiac  tacaastcatg  atcaacccag  tagt
2
=] NS L St S a
£ 106: M ETH A 2=0| e HE oHEXON B M E Ats 4

2|10 21070 EAIE Cl2, 3Y MY 22X 71
QF 7t LIEE[0fOF BHC},

TEST VERIFICATION LANGUAGE DEPENDENT

IMPORT DISPLAY THE
PROJECT  REPORT QUALIFIERS REPORT  SEQUENCE LISTING o PREREEEEES e project
home
ERROR: After project verification, some errors or warnings have been detected. X

Report generated on 2022-02-12

—_—

{ Print Report

Data Element

Detected Value Detected Sequence
The CDS feature contains an

improper internal stop codon.

Please ensure that the correct

genetic code table has been CDS Sequence 1
selected or whether qualifiers

‘transl_except' or ‘codon_start’

are required.

ERROR Feature Key

= 107: RXES R X Z=0f O

rot
0
0
2]
m
o
to

3
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E0| et eHEArS 2, AFEAZE B e MEo| £ #OM HHet EE = IHG0F
ofCh &= 1080] HA|El G[A[O|A] 't EFO| 2tA E GIE Ot0| 20| H= BEA[EICH
GENERAL INFORMATION SEQUENCES
3 Seq_3 4 AA Caballerocotyla klawei No
1
SEQUENCE 2
Sequence Number [ID] 2 Molecule Type DNA
Sequence Name ST25_221_BINDING_edited_seq_2 Organism Caballerocotyla biparasitica V4
Length 237
FEATURES
Add feature
Feature Key Location Qualifiers
cos 11 Srr;ntifg{‘gn:=3Mv|N z
source 1237 L;r:zgrtv\‘\fi:EabalErDcotylab:arastma s
1
&= 108: SHEAL F7HHY 1 EHA
T 10801 X HAIE AL HES S2/5tH, & 1090 HA|E 2 CH2 §2 @207t SRICH

Feature 2

Feature Key

source

Fora detailed explanation of the format of the feature location please click here

QUALIFIERS

Qualifier Name mol_typs

Add qua

Qualifier Neme organism

Q@

Qualifier Value

Qualifier Value Caballerocotyla biparasitica

Update feature

Cance!

£ 100: oHERL F7HHEE 2 THA
7|F ot d0ol= 2 Yol REZRO Qe HE OI0|E2 225ty HES 4= QUAL (1), AFEALTE
"SHE O T HE (2)8 S ESH0] x| MEHE EX0| A SFEHOE F71E 5= QULCH
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It M, = 1100 EA|= 279
O A MEH) S SHE R} gk

QUALIFIERS

Qualifier Name

— Qualifier Value
cell_line

cell_type

chromosome

clone

Cancel
Ny
clone_lib

SIH0. 4t 2EEE= £ 1119
.I

0
EHSH =

ole EECHe WEolT:

Qualifier Name

Qualifier Value *
organelle

EETH AREXTOA MAI=CE S X

— O

tell A Al B2, AFEAFZ}

chromatophore

hydrogenosome

mitochondrion

nucleomorph

5 111: 0]2] FolE gho] A

HA A

rir
rot

S,

Ue otF0l. ¢t EE= AR-HAE HEO|DE O

1129 oAl BEAlE O, 2712

TE (O:ru) HollE 20 gl 27 M

10 w22 2E|= Y ofO| . Aof LSt R E 7hs ot SHH O 0] CHal WIPO Z&ST.26 — 2£4/1, 4476 &8 M=

4%

d

ME

N

d

O -
oo
m

I
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Qualifier Name *
v | Qualifiervalue

note
NOTE: this value may require translation for National/Regicnal procedures.

Language* N
v | NonEnglish Qualifier Value

ru - Russian

- A FolE "M Q| o0l ¢ BB At HAE-ZEXTH Y=HE €2 WIPO ST.26
FEM 0, M et MasE £F AL X[StEA] =Helshy| flsl A5t & 1130
HAIE CAIGA], ER7F SBFE A2 2 ME ZX] ERUCE

Qualifier Value
2002-08-

Qualifier Name

collection_date

Invalid qualifier value format. The value for the gualifier 'collection_date' must have the
format "YYYY-MM-DD', 'YYYY-MM' or "YYYY'.

&= 113: 40| 0j2| gol & eHEAt

- UOI HEBE[X| = ohE0. oHEO gt HE= & 1142 Of0f|A Of2ff BA|E THE EHYY =

PR
ALt
Qualifier Name .
- Qualifier Value,
germline b
5= 114: 3HO| SI8E[X| B2 SHY XL
10|25k o oo 2ot A 0f TH3 WIPO HF ST.26 - 54 |, MM 6 X
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£ EFO S FIAE YHE SO HYE 7 00 mol_type B 27/H BEIE B 54T AT

=
=S BHOIE == =280 = RSt
Feature 2
s
For a datailed explanation of the format of the feature location please click here
v QUALIFIERS
Qualifier Name mol_type Qualifier Value other DNA Vo
Lualifier Name organism alifier Value synthetic construct 4
o — - =
L 115 oHEA EE = £ YH(0]

AS BN

S2HMEC| N S0 Pt B BOME L2B, TRHE MR I|0)M, ALBAIL
27]9| AEH] Qs O BHOA "2E B @3S 22 4 Utk

oY
o[A

HIAME dd5t= Yol o

rr
rot

P70 M5 AR TS A =, & 34 & H=TI0L
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PROJECT VERIFICATION
DEMO REPORT

WIPO | Sequence

GENERAL INFORMATION SEQUENCES

LANGUAGE
DEPENDENT
QUALIFIERS

Ij| 0| X| 94

DISPLAY
THE
SEQUENCE
LISTING

Return

to
Elw project
home

IMPORT

REPORT LEEEIS

PREFERENCES

P R 0 J E CT Print Export Import Another Project Validate Generate Sequence Listing
EEE
Project Name project demo Creation date 2022-01-12
Status modified File Name
Description Sequences 2 Vs

Original free text language code

Non English free text language code

Automatically add a translation qualifier when a CDS feature is
created On

L 116: A2 E10M H7| 1 BHA

Z2ME NG 220 SRBHK| 050 et 270 Zat B7|7F BAECH @2/ 17} LAs
] 7

A2 L 117, ¥ 4380 43 = & 118.

DISPLAY
THE
SEQUENCE
LISTING

Return

Elw i
project

home

LANGUAGE
DEPENDENT
QUALIFIERS

PROJECT
DEMO

VERIFICATION
REPORT

IMPORT

REPORT LI EL B

PREFERENCES

WIPO | Sequence

Report generated on 2022-01-12

Print Report

Severity ¢ Data Element ¢ Message Text Detected Value Detected Sequence
T The mandatory IP
ERROR Apelication Office Code is -
Identification R
missing.
Priority application
information has
been entered, but
no prior application
; o has been
Earliest Priority ;
WARNING Application designated as the

earliest. The Earliest
priority application
must be designated
when a priority
claim is made to an
earlier application.

Identifications

S 17 A5 E0Mo 0, @ F/ED
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F 1179 REZF ST ZAZ|0 HEAIE "20M QM HES SO0l 45 21ME PDF2
L2 o= QUCH W E 20M= = 90 BHE T2 PDF RO{0f #A|EICE

DISPLAY

IMPORT  THE
REPORT SEQUENCE 'ELPY ~ PREFERENCES bv I

LISTING home

LANGUAGE
DEPENDENT
QUALIFIERS

VERIFICATION
REPORT

= WIPO/|Sequence  TESTSTRAIN

Report successfully generated on2021-10-11

This project does not contain any errors or warnings.

F118: dT 20N, /4D Qe

O MMOfAS Q10| B2 SIEA}F HI[0) A K BEI= 7|50 THoH XpA|S| A YSICH T2 o)A
"AH BIAE" ZHS 5186t SPYAHS TRME H|0|X|Q] "010f B4 SHEAP H 7| Lio| A
=7tz &xert

o10f S5 YA

AN Z2HEO| 210 S5 oHEAVE F=7hE WOICH = 1190 EA|E T2 SHE A Of 27[01 &

LANGUAGE Retum

DEPENDENT |MPORT to

VERIFICATION HELP w  PREFERENCES
QUALIFIERS

REPORT

:: WIPO | Sequence TRANSL

REPORT SEQUENCE Ev project
LISTING home

IMPORT FREE TEXT QUALIFIERS EXPORT FREE TEXT QUALIFIERS

LANGUAGE DEPENDENT QUALIFIERS

Source language code for free text qualifiers en Target language code for free text qualifiers V74
Non
Sequence SeauonceNams Feature Feature Qualifier Qualifier Qualifier English
ID Number g Key Location ID Name Value Qualifier
Value-(e
ransl_ex ; jali
1 transl_except_se source 1..64 ql organism Slella

q.l currucoides

AFEXZE = 11001 BAIE CHZ obgX} O|F ¢ts 2=6t0 & of2fo| g His A=
QEH07F S| siM ehEAtel £ X
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-
J
-

AFEAtE XLIFF THEs CHAl 7b 27| H0f|, fH X7t H
SFEAL XLIFF oH 27| S ¢lof 20 2EQ =40 2L

—

AHR HAE B3| 7HH Q)

AFSAPEAFR SIAE S Q| HES S2ot, ZTE IS (XLIFF) THUS A1
Meisty| Slsh A 4 TS T YIS Gict Z2o| Ut THOf 2 7o SHHE WIS
St 4 T2 0f2 R4 HAE7H MIBEC

xmlns:xsi= ma-instance" :schemaLocation="urn:oasis:names:tc:x1iff:document:1.2 http://docs.oasis-open.org/x1iff/v1.2/os/x1iff-core

original = source—rlanguage: n" target-language="fr"

sequenceIDNumber="1" sequenceName=" seq_1" featureKey="source" featurelLocation="1..26" qualifierName="organism"
Una virus
organism fr</targ

id="q2" sequenceIDNumber="2" sequenceName="basic_seq_

2" featureKey="source" featurelLocation="1..26" qualifierName="organism
Una virus
organism fr

£ 120: S & XLIFF T Q| o

AMEAPZE7bM {0 dEioh THE S =telotl, == 232l 43 TS =elst] A% T
AR =IO & AR 2F BN = 121 LHX| & 1258 X).
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LANGUAGE | ooer Dhe

DEPENDENT HELP v  PREFERENCES
REPORT SEQUENCE

QUALIFIERS PR

a VERIFICATION
Z WIPO | Sequence TRANSL  cEPORT

IMPORT FREE TEXT QUALIFIERS EXPORT FREE TEXT QUALIFIERS

LANGUAGE DEPENDENT QUALIFIERS

Source language code for free text fiers V24
Non
Sequence SequenceNan Qualifier English
ID Number L 22 4 Value Qualifier
‘ Cancel ’ Value-[e
1 transl_except_g Sialia
gl » e currucoides
L 121: Z2NE 0|2 HE
> OH 1L A [ o (@] .
o UOO oMoV MEHE = Q= B AAHEO[ ALEXO|A et
ce

Some qualifier IDs could not be mapped

The following qualifier IDs in the XLIFF file could not be mapped to those in the current project.

Qualifier ID Source Target

q2 Una virus organism fr

o ALEIZ A A0 Sl obgOf gt 2HE E HEAr S AEATO| A EIC:
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i

Detected target language code

The detected target language code is "en”. The free text
translations provided will be imported and update the
existing qualifier values with the qualifier values indicated in

the input file.
Cance ‘ Proceed ‘
£ 123: 44 AH0f AT THA
o A|AHIZ Ot O10] R oA Het gHif 2tHEE HAA S AR XA el

Detected target language code
The detected target language code is "fr". The free text
translations provided will be imported and update the

existing Non English qualifier values with the qualifier values
indicated in the input file.

Cancel ‘ Proceed ‘

£ 124: 58 A0 4T HA

= JHo| et o 2 O BV BAlE L g S A0 & Ahr B AE oFFAof| Csf o
AT 7t 2 kS AHMIS| HAISHE E M M 7|2 8PH| X7 HIAE oHEAE 438z
ISP e=x
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DISPLAY
THE
SEQUENCE
LISTING

LANGUAGE
DEPENDENT
QUALIFIERS

IMPORT
REPORT

VERIFICATION

REPORT BIEH 2

TRANSL

=Z WIPO|

Sequence

SUCCESS: The free text qualifiers have been imported correctly

PREFERENCES Ew

Return
to
project
home

< RETURN TO FREE TEXT QUALIFIERS |

IMPORT FREE TEXT QUALIFIERS REPORT

Original
Sequence Feature Feature Qualifier Qualifier Or|gcir;ialr Egn” h
ID Number Key Location D Name duaiiis gus
value qualifier
value
2 source 1.9 g3 organism Stalla )
currucoides
1 source 1..64 ql organism ——
v currucoides
[1]
125 Xp7 HIAE SHEX BOM I 27|
AH8AtE & 1250|A 2= HA|E A7 HAE oHgXE2 SO0 E
A
oHEAL HU|2 S0t o= QUL

AFBRIZE 27|2| MTHO| QU= "Xb] BIAE SHEX} L L7 2/ 3}
T 0|2 Y QXS MEsto] SHA HAE THAS XEBI ZRHES BE
SEERI7E LHE LK XLIFF 0fY $A|0 2 XA C)
0] THUO| = CHSO| ZBIEICH

. ZEHE AA O,

Z2ME 4 2o
. AHR-EAE SO 7
. IS IO XjR-EHAE g,

w7 SOt Z2Heo| B MEE BYo| KR HAE Qloj RS0 B

—

Imported
qualifier
value

Construction
synthétique

22st0] A4 HAE
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2l

At

pan)
Ajm
o
oA
HL

o F 1190 BAIE 2O M5 & o

O THU2 & 121- 1250 FAIE T 0] W2t B h2 K 32 S0 LAl 700 A 20 HYst0]
JHE 4 9k,

HIM 7IH QT
O MMM E0M 7IM 27| B7(0] MEEl= 7|50l Tl AEMIS| A otCt.

Z2MES ME 55 (ST.25 £= ST.26)0 A 7P ALE AFEAZE IR0 O 2 M2 (ST.26,
g g4ls 7H)E /tMRe 8%, oild BN 7HNHR7|=
Zgot7| ?lo 7t 2 HIO|H0f Ciet 25 HE ArO|

IMMRI| Z2 A2 ZR2MES M JoiA| (D Z2MEN MBS /MM (2 37, BAA
717 E7|0|l= & 12601 HA|E B 7F HA[EICF

DISPLAY

IMPORT THE
REPORT SEQUENCE HELP = PREFERENCES Ehw i

LISTING home

LANGUAGE
DEPENDENT
QUALIFIERS

VERIFICATION

IPO | Sequence DEMO REPORT

The import report has not been generated yet.

A sequence listing can be imported using the "Import Sequence Listing" button in the project list home page.

£ 126: BEOM M| BY|, =3 E It 27| gis

N
bl
ke

il
\
AT

IMMR77t d8HLR 2trkll MAE AR, BY = ThE 2702l #E BAIE & UL

I=

ZNE
o HIME NI (E 127EX)

o HZZ OO HE (& 128%X)

HIM B 77|
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DISPLAY Return
= 2489- VERIFICATION LANGUAGE

= Q SAPR IMPORT THE to
= WIPO | Sequence RNA_ST25 REPORT DEPENDENT REPORT HELP = PREFERENCES Ew

SEQUENCE project
LISTING home

QUALIFIERS

Import Report

Import Report Messages

Type of Note Data Element Message Text Detected Sequence

During import, the 'Applicant
File Reference' has been
automatically assigned the

Global <130 following value: USPTO; this
value can be edited within the
project.

One organization or person
must be selected as the first
applicant or one person must

Global seillb= be selected as the inventor,
together with the appropriate
language code.

£ 127: 7k 7| B9l of

SAM BN LY 7IM 7|0 @ 77T 2ot 202 HEA|X|H CHg 5 EA[SITD:

- HAO /Y EE MY AR HAIX|S] B2 N E Ee RN o = St O[&4 o] ML
7C:>|_?_ "X|_ _||||;
- OOl 24 FE: AA YA, ST.25 ALY ZE20| AL,

- HAX ®AE: =9|7F E 2ot =tel= ZX|0f et Y2 X 0| +=8otY| flet HE Aty
(U= E9)0| == KpMlet BAIX];

- EPME A DIAIRISH BRIE T2 A PO A HE (RO el 39 0] EE
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Three-letter amino acid symbols have
Global <400> been replaced with their corresponding
one-letter codes.

Changed Data
s Origin Element Origin Element Target Element Target Element - Origin Sequence ID
Cioinyag Name Value Name Value IS IEER Sequence ID Number
The custom
feature key
has been
<221> Name/Key Feature Key misc_feature replaced with a 1 1
recommended
key [see Annex
VII, ST.26).
Other A'note
<223> b y Qualifier Name note Qualifier has 1 1
information

been created.
HEE= HO|e &7
£ 128: HAE HIOE HO[=2| of
O #0|l= 717 Z2 M4 S0f| Het = HAE 2& HO|E7F HA|EC Thg H|O|E 7t ®#2| EOf
HIA|EICH(E 1274 %):

- 22T Ef: sT.25 ME S50 Oigh 24 RS HO[H /4 AL,

- 22T 24 0|8 24 R0 CHot s O|&.

- [T QA4 gh A T A= R 40| SHE 4f

- Y 2205 R ZENEN MEL= Yo ST.26 24 0|
- Oy ek Z=2HENM iy a4 O|F0f Chs 8- E 4t

- H2h 240 ofot HE /Mol tiet 49

- MY IDHz: Z2HENM HetE QA0 2E MO ID Mz,
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|0 X| 103

MY 22 g

= 1/

(=13

O MMOME MY 22 27| HA|O|M AR Y

X7 XMLECHHS
HAI" (0| YN ASHH

DISPLAY
THE
SEQUENCE
LISTING

LANGUAGE
DEPENDENT
QUALIFIERS

IMPORT
REPORT

VERIFICATION

% WIPO | Sequence TESTSTRAIN  peooRT HELPw

= A= 7|1 S0l tish XS]

PREFERENCES [Ew

HEotC}
ol ME 2ES ddY
225 (html) E= (txt)

project
home

ST.26 sequence listing file successfully generated on 12 Jan 2022, 13:15

The sequence listing has been successfully generated in a human readable format.

Export Sequence Listing as .txt file

Display Sequence Listing

Fo|Zl ZEHE (o) MY 220 4BHOE MK LS B2, MY B2 HA| HI|0A "N
22 HA e MY B2S o YR LEL7|" B E0| B 2HSHE| D A RHE £ 1300) HAIE 252
27| gt

DISPLAY
THE
SEQUENCE
LISTING

LANGUAGE
DEPENDENT
QUALIFIERS

PROJECT VERIFICATION

DEMO REPORT HELER

= WIPOI Sequence

File not found.

PREFERENCES

Return

Elw

to

project

home

Sequences cannot be displayed in human readable format until a sequence listing has been generated in XML format. Please return to the

project page and select 'Generate Sequence Listing'.

£ 130: ME 55 BA|, oY

o
ot
mjo

4>
£Q
bjo

Hel
z
T
rm
mjo
Uy
jL]
Ot
e
N
M

Jis
1L}
40
Rl
=2
R

HTML 0| eIt Ol=
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AR

FSE EEUS HE & 5 UALE ST.26-T XML THL 2| AASHE H 7| & HSotrt
HAIZE = 13

10 EA|

rn
I

-
NG 222 T C12 O0(2 FA2IT, S Z22 C1A| Y30 B PIX| M 22 b/ S0f 712 ELE o]
FEE Yot Hi YM0| FAB 1S F9f BHE pHEE + QL

Ci\Users! \APPD \ST26._ \Project_ d htmi *~ & Search, fo R

& Sequence Listing

Sequence Listing

1 Sequence Listing Information
1-1 File Name aR_Sprint 7_test 3.xml
1-2 DTD Version Vi3
1-3 Software Name WIPO Sequence
14 Software Version 1.1.0-beta.7
1-5 Production Date 2021-12-08
1-6 Original free text language code
1-7 Non English free text language code
2 General Information
21 Current application: TP Office AL
22 Current application: Application number 123
23 Current application: Filing date 2021-10-27
24 Current application: Applicant file reference br
25 Earliest priority application: IP Office EC
2-6 Earliest priority application: Application number 001
2.7 Earliest priority application: Filing date 2021-10-29
2-8de Applicant name Berthold R. Rutz
2-8 Applicant name: Name Latin
2-9ae Inventor name dd
29 Inventor name: Name Latin
2-10en Invention title fungal sequences
2-10fr Invention title c
2-10es Invention title f

£ 131 M8 55 HA| OA[H QI HTML

BT MBI} Y2 C12 X0 FASfE ZR, MEX} BLT/S EY HOf HTML T2 £/3/7}
ZAEH

| = AFEALZE

0
=
O &2 5 A=F ST.26-T5 XML TH 2| Aotz H7|E MSTtef. A7}
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Sequence Listing Information:

General

DTD Versiom: V1_3

File Name: walidSTS.xml

Software Name: WIPO Sequence

Software Version: 1.1.0-beta.7

Production Date: 2821-87-86

Information:

Current application / IP Office: US

Current application / Application number: 1231123343

Current application / Filing date: 2819-85-82

Current application / Applicant file reference: app_file_ref
Earliest priority application / IP Office: US

Earliest priority application / Application number: 1231123343
Earliest priority application / Filing date: 20819-84-38@
Applicant name: Vault Tec

Applicant name / Language: en

Inventor name: Vault Tec

Inventor name / Language: en

Invention title: FEV ( en )

Invention title: fdf" ( ru )

Sequence Total Quantity: 3

Sequences:

fl
Ral
Of
rr
)
R
H1
|_\
w
w
<2
>
Ok
r
T

Sequence Number (ID): 1
Length: 368
Molecule Type: DNA
Features Location/Qualifiers:
- source, 1..368
> mol_type, other DNA
» organism, synthetic construct
- 575, 1
- 5Ts, 2..4
Residues:
atcatgctaa tcatgctagc tagtagctga tgatcatget agcatcatge taatcatget 60
agctagtagc tgatgatcat gctagctagt agctgatgat catgctagect agtagectgat 120
gatcatgcta gctagtaget gatgatcatg ctagctagta gectgatgatc atgetageta 180
gtagctgatg atcatgctag ctagtagctg atggctagta gotgatgtag tagetgatga 240
tcatgctage tagtagctga tgatcatgct agctagtage tgatgatcat getagectagt 300
agctgatgat catgctaget agtagctgat gatcatgecta gctagtagct gatggctagt 368
agctgatg 368

Sequence Number (ID): 2
Length: 368
Molecule Type: RMNA
Features Location/Qualifiers:
- source, 1..368
» mol_type, genomic RNA
> organism, Asaccus elisae
- gene, 1
- gene, 2..4

£ 132 M =5 HA|, Of[A[HQ TXT

dHE MY =50 A7|7F 100MbECH I8, HTML ¥Ale2 MY =S58
=

TML HO[X| 7+ E Al &I CF.
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@ Geoent : X + v -

cno o C:/Users/atemass/AppData/Roaming/ST26_suthoring
ST26 SEQUENCE LISTIN

The xml generated is bigger than 100 MB therefore it is not possible to display the sequence listing in a human readable form.

J/Project 1065/generated htmi v »
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5 I+ g4
WIPO M2 7HY 4 Qle THY HAlS Chaat 2t
ST.25

WIPO ®Z ST.25 Lt 2| A4 0f tiet XtAet LHE2 thES H ettt

CH5-A2 BAB2 018, BXF K8 L |7IMYD 8, ot £& CHF YIS HYT + AD

=l

Patenting ALEH01 7 27(0f 5|8l = B4 5 SfLtolct,
Zu0| OfHl HAEO| K WM EL 0|0 TS THRLE THECE

<SequenceName; SequenceType; OrganismName>

ME OO £ 8| 2| LS S0 A Al EICE, H 1 2 0|™ MYEo| Q™ AL B T A
M ZZ2 BAEICH OS2 OHE-AQ "A 02 Fol=l 2712 MY MEQ| of|A|O|LC,
Ofl Al

<X HRf M L: RNA; Albies alba>

uuuucuuauuguuucuccuacugcuuaucauaaugauugucguaguggcuuccucaucgucucccccaccgecuacca
caacgacugccgcagcggauuacuaauaguaucaccaacagcauaacaaaaagaaugacgaagaggguugcugaugg

ugucgccgacggcguagcagaaggaguggcggagggg
<= HE MY: DNA; Albies alba>
attgaugtuagtgauguggtautgaugtuagutguagtautgaugtauuaauuaugtggtgagututugauatguaautgautug

tugutattgaugtuagtgauguggtautgaugtuagutguagtautgaugtauuaauuaugtggtgagututugauatguaautg
autugtugutuagt

13 https://www.uspto.gov/sites/default/files/patents/resources/tools/checker/patentin351 20110214 6 _.pdf
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A
Ol HA|l2 SfLto| MEDtES AT 4= QUCH QM A= FI7HHE Q0] 7|2 YAO 2 AL EICt
7t E W, 2t ", EX G 0|EE =+ E Ef MY F7t3HOF Bt
Of| Al

aggatatagatagtatatgatagtatgatatgatgatgtatgtatagtgtagttatga

FASTA

Ol ¥Alof= TH7| Sl 40| L VI = St A A= 42 &=X ot HO 2 MHSH=
SMNMS ZH=C}

HL-—_= XL .

StLEQ| M EO| U= FASTA IHY
>AJ011880.1 0|5 22| 172 EIE ME SSR Z2|0|H (CACL3R)

CTCAACAATCTGAAGCATCG

A https://www.ncbi.nlm.nih.gov/nuccore/37240292report=fasta (20173 5 220 AN )

[EAM2] &]
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