<110>
<120>
<130>

<150>
<151>

<160>
<170>
<210>
<211>

<212>

<213>
<220>
<221>

<222>

<223>

<400>
atg ccg att cgt
Met Pro Ile Arg

1

gaa
Glu

att
Ile

gaa
Glu

gtc
val
65

CCcC
Pro

gat
Asp

gt
Va

gag
Glu

gaa
Glu

cgt
Arg

act
Thr
50

gat
Asp

gca
Ala

cag
Gln

gag
Glu

tgg
Trp
130
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3

4
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1
9

D

30

NA

Escherichia coli

C

DS

(1)..(0930)

Homoserine transsuccinylase

1

aac
Asn

cca
Pro
35

gaa
Glu

att
Ile

Glu

aac
Asn

Tttt
Phe
115

tcg
Ser

gtc
val
20

ctt
Leu

aat
Asn

cag
Gln

C@t
H1s

ttt
Phe
100

aat
Asn

aaa
Lys

gt
va
5

Tttt
Phe

aag
Lys

cag
Gln

ctg
Leu

ctg
Leu
85

gac
Asp

gat
Asp

gat
Asp

ccg
Pro

gt
va

gtt
val

Tttt
Phe

ttg
Leu
70

aac
Asn

S

gtc
val

cac
H1s

gac
Asp

atg
Met

ctg
Leu

ctg
Leu
55

cgc
Arg

aac
Asn

ttg
Leu

gct
Ala

gtc
val
135

gag cta
Glu Leu

aca act
Thr Thr
25

atc ctt
Ile Leu
40

cgc ctg
Arg Leu

atc gat
ITle Asp

ttc tac
Phe Tyr

att gta
Ile val
105

tac tgg
Tyr Trp
120

acc tcg
Thr Ser

ccc gcc
Pro Ala
10

tct cgt
Ser Arg

aac ctg
Asn Leu

ctt tca
Leu Ser

tcc cgt
Ser Arg
75

tgt aac

Cys Asn
90

act ggt
Thr G%y

ccg cag
Pro Gln

acg ctg
Thr Leu

Page 1

gtc
val

atg
Met

aac
Asn
60

gaa
Glu

Tttt
Phe

atc
Ile

Tttt
Phe
140

aat
Asn

tct
Ser

ccg
Pro
45

tca
Ser

tcg
Ser

gaa
Glu

ccg
Pro

aaa
Lys
125

gtc
val

ttc
Phe

&y
30

aag
Lys

cct
Pro

cgc
Arg

gat
Asp

ctg
Leu
110

cag
Gln

tgc
Cys

ttg
Leu
15

cag
Gln

aag
Lys

ttg
Leu

aac
Asn

att
Ile
95

oty

gt
va

tgg
Trp

cgt
Arg

gaa
Glu

att
Ile

cag
Gln

acg
Thr
80

cag
Gln

ctg
Leu

ctg
Leu

gcg
Ala

48

96

144

192

240

288

336

384

432



gta
val
145

acc
Thr

gcg
Ala

cgc
Arg

gaa
Glu

aaa
Lys
225

caa
Gln

ccg
Pro

ccg
Pro

ctc
Leu

aat
Asn
305

cag
Gln

gaa
Glu

ctt
Leu

tat
Tyr

att
Ile
210

gat
Asp

acg
Thr

gat
Asp

cga
Arg

aac
Asn
290

cCa
Pro

<210>
<211>

<212>

<213>
<220>
<221>

<222>

<223>

<400>
atg gca aaa cac ctt ttt acg
Met Ala Lys His Leu Phe Thr

1

gcc
Ala

aaa
Lys

ctg
Leu

gct
Ala
195
ctg
Leu

aag
Lys

ctg
Leu

gta
val

gcg
Ala
275
tat
Tyr

acg
Thr

2

1155

DNA

Ala

ctc
Leu

acg
Thr
180

gac
Asp

gca
Ala

cgc
Arg

ccg
Pro
260

agc
Ser

tac
Tyr

ctg
Leu

ctc
Leu

tct
Ser
165

cgt
Arg

Tttt
Phe

Glu

att
Ile

cag
Gln
245

tat
Tyr

tgg
Trp

gtc
val

gat
Asp

aat
Asn
150

oty

oty

ccg
Pro

acg
Thr

gcc
Ala
230

gaa
Glu

aac
Asn

cgt
Arg

tac
Tyr

taa

Escherichia coli

CDS

(1)..(1155)

347 921.ST25 Sequence

atc
Ile

gtt
val

ttt
Phe

gca
Ala

gaa
Glu
215

ttt
Phe

ttt
Phe

tat
Tyr

agt
Ser

cag
Gln
295

S-adenosylmethionine

2

5

gac aaa att gct gac caa att
Asp Lys Ile Ala Asp GIn Ile
20

ctc tac
Leu Tyr

tac gag
Tyr Glu

gat gat
Asp Asp
185

gcg ttg
Ala Leu
200

gaa ggg
Glu G%y

gtg acg
val Thr

ttc cgc
Phe Arg

ttc ccg
Phe Pro
265

cac g%t
His Gly
280

atc acg
Ile Thr

Ty

cat
H1s
170
tca
Ser

att
Ile

gat
Asp

Ty

gat
Asp
250

cac
H1s

aat
Asn

cCa
Pro

synthetase

att
Ile
155

C@t
H1s

ttc
Phe

cgt
Arg

gca
Ala

cat
His
235

gt
va

aat
Asn

tta
Leu

tac
Tyr

cct
Pro

att
Ile

ctg
Leu

gat
Asp

tat
Tyr
220

CcCc
Pro

gaa
Glu

gat
Asp

ctg
Leu

gat
Asp
300

Listing
aag caa
Lys GIn

ctc C@t
Leu His

gca ccg
Ala Pro
190

tac acc
Tyr Thr
205

ctg ttt
Leu Phe

gaa tat
Glu Tyr

gcc gga
Ala G?y

ccg caa
Pro Gln
270

ttt acc
Phe Thr
285

cta cgg
Leu Arg

tcc gag tcc gtc tct gaa g?g
Ser Glu Ser val Ser Glu Gly

10

tct gat gcc gtt tta gac gcg

Ser Asp Ala val Leu Asp Ala
25

Page 2

30

act
Thr

cct
Pro
175

C?t
H1s

gat
Asp

gcc
Ala

gat
Asp

cta
Leu
255

aat
Asn

aac
Asn

cac
H1s

cat
H1s
15

atc
Ile

cgc
Arg
160

C@t
H1s

tcg
Ser

ctg
Leu

agt
Ser

gcg
Ala
240

gac
Asp

aca
Thr

tgg
Trp

atg
Met

cct
Pro

ctc
Leu

480

528

576

624

672

720

768

816

864

912

930

48

96



gaa
Glu

Ty

atc
Ile
65

tcc
Ser

Ty

ctg
Leu

aat
Asn

ctg
Leu
145

ctg
Leu

aaa
Lys

gag
Glu

aag
Lys

atc
Ile
225

&y

cgt
Arg

cgt
Arg

gct
Ala

gtg

cag
Gln

atg
Met
50

gaa
Glu

gac
Asp

aaa
Lys

gaa
Glu

gaa
Glu
130

gta
val

cgc
Arg

atc
Ile

atc
Ile

cca
Pro
210

aac
Asn

ctg
Leu

cac
H1s

tcc
ser

oty
290

gct

gat
Asp
35

gtt
val

Glu

atg
Met

cag
Gln

cag
Gln
115

acc
Thr

cag
Gln

ccg
Pro

gtt
val

gac
Asp
195

att
Ile

ccg
Pro

act
Thr

ggt
Gly

gca
Ala
275

ctg
Leu

gaa

ccg
Pro

tta
Leu

atc
Ile

oty

tct
Ser
100

oty

gac
Asp

cgt
Arg

gac
Asp

&y
180

cag
Gln

ctg
Leu

acc
Thr

&

oty
260

gcc
Ala

gcc
Ala

ccg

aaa
Lys

gtt
val

acc
Thr

Tttt
Phe
85

cct
Pro

Ala

gt
va

cag
Gln

gcg
Ala
165

atc
Ile

aaa
Lys

CCc
Pro

S

cgt
Arg
245

ggt
Gly

tac
Tyr

gat
Asp

acc

gca
Ala

oty

cgt
Arg
70

gac
Asp

gac
Asp

S

ctg
Leu

gct
Ala
150

aaa
Lys

gat
Asp

tcg
Ser

gct
Ala

cgt
Arg
230

aaa
Lys

gca
Ala

gca
Ala

cgt
Arg

tcc

347 921.ST25 Sequence

cgc
Arg

oty
55

aac
Asn

gct
Ala

atc
Ile

gac
Asp

atg
Met
135

gaa
Glu

agc
Ser

gct
Ala

ctg
Leu

gaa
Glu
215

ttc
Phe

att
Ile

ttc
Phe

gca
Ala

tgt
cys
295

atc

gtt
val
40

gaa
Glu

acc
Thr

aac
Asn

aac
Asn

cag
Gln
120

cCa
Pro

gt
vVa

cag
Gln

gtc
val

caa
Gln
200

tgg
Trp

gtt
val

atc
Ile

tct
Ser

cgt
Arg
280

gaa
Glu

atg

gct
Ala

atc
Ile

gtt
val

tcc
Ser

cag
Gln
105

&y

gca
Ala

cgt
Arg

gt
Va

gt
va
185
gaa
Glu

ctg
Leu

atc
Ile

gtt
val

ggt
Ty
265
tat
Tyr‘

att
Ile

gta

tgc
Cys

acc
Thr

cgc
Arg

tgt
Cys
90

Ty

ctg
Leu

cct
Pro

aaa
Lys

act
Thr
170

ctt
Leu

gcg
Ala

act
Thr

&y

gat
Asp
250

aaa
Lys

gtc
val

cag
GlIn

gaa

Page 3

gaa
Glu

acc
Thr

gaa
Glu
75

gcg
Ala

gtt
val

atg
Met

atc
Ile

aac
Asn
155

ttt
Phe

tcc
ser

gta
val

tct
ser

ety
235

acc
Thr

gat
Asp

gcg
Ala

gtt
val

act

acc
Thr

agc
ser
60

att
Ile

gtt
val

gac
Asp

Tttt
Phe

acc
Thr
140

oty

cag
Gln

act
Thr

atg
Met

gcc
Ala
220

cCa
Pro

tac
Tyr

cCa
Pro

aaa
Lys

tcc
Ser
300

ttc

Listing

tac
Tyr
45

gcc
Ala

oty

ctg
Leu

cgt
Arg

ggc
ety
125
tat
Tyr

act
Thr

tat
Tyr

cag
Gln

gaa
Glu
205

acc
Thr

atg
Met

oty

tca
Ser

aac
Asn
285

tac
Tyr

ggt

gta
val

tgg
Trp

tat
Tyr

agc
Ser

gcc
Ala
110

tac
Tyr

gca
Ala

ctg
Leu

gac
Asp

cac
His
190

gag
Glu

aaa
Lys

&y

oty

aaa
Lys
270

atc
Ile

gca
Ala

act

ada
Lys

gta
val

gt
va

gct
Ala
95

gat
Asp

gca
Ala

cac
H1s

ccg
Pro

gac
Asp
175

tct
Ser

atc
Ile

ttc
Phe

gac
Asp

atg
Met
255

gt
va

gtt
val

atc
Ile

gag

acc
Thr

gac
Asp

cat
H1s
80

atc
Ile

ccg
Pro

act
Thr

cgt
Arg

tgg
Trp
160

oty

gaa
Glu

atc
Ile

ttc
Phe

tgc
Cys
240

gcg
Ala

gac
Asp

gct
Ala

oty

aaa

144

192

240

288

336

384

432

480

528

576

624

672

720

768

816

864

912

960



val Ala
305

gtg cct
val Pro

cgc cca
Arg Pro

aaa gaa
Lys Glu

gaa aaa
Glu Lys
370

taa

<210>
<211>
<212>
<213>

<400>
tcacctt

<210>
<211>
<212>
<213>

<400>
ataaaaa

<210>
<211>
<212>
<213>

<400>
cccggct

<210>
<211>
<212>
<213>

<400>
gccggat

<210>
<211>
<212>
<213>

<400>
tattcat

<210>
<211>
<212>
<213>

<400>

347 921.ST25 Sequence

Glu Pro Thr Ser Ile Met val Glu
310
tct gaa caa ctg acc ctg ctg gta
Ser Glu Gln Leu Thr Leu Leu Vval
325 330
tac g?t ctg att cag atg ctg gat
Tyr Gly Leu Ile Gln Met Leu Asp
340 345
acc gca gca tac g?t cac ttt g%t
Thr Ala Ala Tyr Gly His Phe Gly
355 360
acc gac aaa gcg cag ctg ctg cgc
Thr Asp Lys Ala Gln Leu Leu Arg
375
3
30
DNA
Synthetic oligonucleotide
3
caa catgcaggct cgacattggc
4
30
DNA
Synthetic oligonucleotide
4
agg cacccgaagg tgcctgaggt
5
22
DNA
Synthetic oligonucleotide
5
gga agtggcaaca cg
6
26
DNA
Synthetic oligonucleotide
6
gcg gcgtgaacgc ctatcc
7
32
DNA
Synthetic oligonucleotide
7
gag tgtgattgcg caggcagggg cg
8
38
DNA
Synthetic oligonucleotide

8

Thr
315

cgt
Arg

ctg
Leu

cgt
Arg

gat
Asp

tataagcttc cataaacccg aaaacatgag taccgggc

Page 4

Phe

gag
Glu

ctg
Leu

gaa
Glu

gct
Ala
380

Listing
Gly Thr

ttc ttc
Phe Phe

cac ccg
His Pro
350

cat ttc
His Phe
365

gcc ggt
Ala G?y

Glu

gac
Asp
335

atc
Ile

ccg
Pro

ctg
Leu

Lys
320

ctg
Leu

tac
Tyr

tgg
Trp

aag
Lys

1008

1056

1104

1152

1155

30

30

22

26

32

38



<210>
<211>
<212>
<213>

<400>

347 921.ST25 Sequence Listing

9

100

DNA

Synthetic oligonucleotide

9

caggcaccag agtaaacatt gtgttaatgg

acgtcaatac atctggacat ctaaacttct

ttgcgtatag attgagcaaa catatgaata tcctccttag

<210>
<211>
<212>
<213>

<400>

10

100

DNA

Synthetic oligonucleotide

10

tgacgtaggc ctgataagcg tagcgcatca ggcgattcca ctccgcgccg ctcttttttg

ctttagtatt cccacgtctc tgtaggctgg

<210>
<211>
<212>
<213>

<400>

11

30

DNA

Synthetic oligonucleotide

11

ggtacagaaa ccagcaggct gaggatcagc

<210>
<211>
<212>
<213>

<400>

12

30

DNA

Synthetic oligonucleotide

12

ttcgtcgtca tttaacccgc tacgcactgc

<210>
<211>
<212>
<213>

<400>

13

49

DNA

Synthetic oligonucleotide

13

tattaaatta ccatggcacc gattcgtgtg

<210>
<211>
<212>
<213>

<400>

14

47

DNA

Synthetic oligonucleotide

14

agctgcttcg

ccggacgagc tacccgcecg

tattaaatta gaattccgac tatcacagaa gattaatcca gcgttgg

<210>
<211>
<212>
<213>

<400>

15

47

DNA

Synthetic oligonucleotide

15

cacacaggaa acagaccatg ccgatacgtg

<210>
<211>
<212>
<213>

<400>

16

47

DNA

Synthetic oligonucleotide

16

gggtagctcg tccggcacac gtatcggcat

<210>

17

tgccggacga gctaccc

ggtctgtttc ctgtgtg

Page 5

60
100

60
100

30

30

49

47

47

47



347 921.ST25 Sequence Listing

<211> 41

<212> DNA

<213> synthetic oligonucleotide
<400> 17

gtgatgacaa cttctagagt gtctggtcag
<210> 18

<211> 41

<212> DNA

<213> synthetic oligonucleotide
<400> 18

ggacgaattt cctgaccaga cactctagaa
<210> 19

<211> 41

<212> DNA

<213> synthetic oligonucleotide
<400> 19

gctttcaaac tcacctttgg atgtcgatat
<210> 20

<211> 41

<212> DNA

<213> synthetic oligonucleotide
<400> 20

gcaacagctg gatatcgaca tccaaaggtg
<210> 21

<211> 100

<212> DNA

<213> synthetic oligonucleotide
<400> 21

ttcgtgtgcc ggacgagcta cccgccgtca
tgacaacttc tcgtgcgtct tgtaggctgg
<210> 22

<211> 100

<212> DNA

<213> synthetic oligonucleotide
<400> 22

atccagcgtt ggattcatgt gccgtagatc
gagccagttg gtaaacagta catatgaata
<210> 23

<211> 97

<212> DNA

<213> synthetic oligonucleotide
<400> 23

gcaaattttc tggttatctt cagctatctg
ggtaatcagg ttatgccgat tcgtgtgccg
<210> 24

<211> 99

<212> DNA

<213> synthetic oligonucleotide

<400> 24
cggaaataaa aaaggcaccc gaaggtgcct

gaaattcgtc c

gttgtcatca c

ccagctgttg c

agtttgaaag c

atttcttgcg tgaagaaaac gtctttgtga

agctgcttcg

gtatggcgtg atctggtaga cgtaatagtt

tcctecttag

gatgtctaaa cgtataagcg tatgtagtga

gacgagc

gaggtaaggt gctgaatcgc ttaacgatcg

Page 6

41

41

41

41

60
100

60
100

60
97

60



347 921.ST25 Sequence Listing

actatcacag aagattaatc cagcgttgga ttcatgtgc 99
<210> 25

<211> 100

<212> DNA

<213> synthetic oligonucleotide

<400> 25

ccgcccgcac aataacatca ttcttcctga tcacgtttca ccgcagatta tcatcacaac 60
tgaaaccgat tacaccaacc tgtaggctgg agctgcttcg 100
<210> 26

<211> 100

<212> DNA

<213> synthetic oligonucleotide

<400> 26

gagttatatc atcatagatt aaacgctgtt atctgcaatt aagactttac tgaaaagaaa 60
tgtaacaact gtgaaaaccg catatgaata tcctccttag 100
<210> 27

<211> 29

<212> DNA

<213> synthetic oligonucleotide

<400> 27

gcgcccatac ggtctgattc agatgctgg 29
<210> 28

<211> 29

<212> DNA

<213> synthetic oligonucleotide

<400> 28

gcgccagcaa ttacaccgat atccaggcc 29
<210> 29

<211> 40

<212> DNA

<213> synthetic oligonucleotide

<400> 29

ttatcatgag agtgttgaag ttcggcggta catcagtggc 40
<210> 30

<211> 39

<212> DNA

<213> synthetic oligonucleotide

<400> 30

ttacccgggc cgccgccccg agcacatcaa acccgacgc 39
<210> 31

<211> 24

<212> DNA

<213> synthetic oligonucleotide

<400> 31

ccgacagtaa gacgggtaag cctg 24
<210> 32

<211> 22

<212> DNA

<213> synthetic oligonucleotide

<400> 32

agcttagtaa agccctcgct ag 22

Page 7



<210>
<211>
<212>
<213>

<400>

347 921.ST25 Sequence Listing

33

43

DNA

Synthetic oligonucleotide

33

ccaatctgaa taacatggca atgtccagcg tttctggccc ggg

<210>
<211>
<212>
<213>

<400>

34

43

DNA

Synthetic oligonucleotide

34

cccgggccag aaacgctgga cattgccatg ttattcagat tgg

Page 8

43

43



