<110>

<120>

<130>

<160> 2

<170>

<210> 1
<211> 1353
<212>

<213>

DNA

<400> 1
atgtctgaag

gacaagacgg
ctcgagactg
gacatcgtct
tcactagtgg
tggattggcc
tgggacctgt
cccgaggagt
gaagccgtgg
ctccagaacc
gacaagatga
aaggttggcg
ggtttcgaca
gcgatcgact
tcacccgacg
ggcgtcgcta

ggcgccatcg

2050724pPC

tcaccatcac
gctcggatgce
attcagcgca
gcgecgecat
ccgactgggg
ccgaaaaggg
gggcaaagac
atgtccgctg
cgatgctgceg
gagcggtgec
agcagctcct
gcagcgtcga
agggcaacgt
acatgaagca
acatcatggg
ccggcgagat

acatctgcca
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aggcttcagg
gatgaacgct
cagtggtcat
caaccacgtc
caagacctgg
cgtcatccat
gctcaacaag
catcgacttc
cgagcaggag
tgcatacaca
gagagagacg
ggaggaccga
tctcatggtc
gctcagcgag
ccacaaggcc
gtgccagaac

gattgatgcc

valtion teknillinen tutkimuskeskus

agccgcgatg
gcgggcgact
ggcatgacat
gcggaccgac
cggtatctgg
cttgcgcteg
ccggtttgge
cgctacatta
gccggcaagg
acaagtgccg
ctggctgecg
aggcgectcg
gatgccaacc
tacaagccct
attcgcgatg
cgcgtcatgt

tgccgectceg
Page 1

tgcggttccc
attcagcggc
tcaccattgg
tcaagggcaa
tcaacgacag
gagccgtegt
gcatcgttgc
ccgacgcaat
ccaagcgcat
gttggctggg
gatacagaca
gcattgctcg
aggtctggtc
ggttcattga
ccctcaagcec
tcaagcagct

gcggcgtcaa

Microbial conversion of sugar acids and means useful therein

cacgtcccta
atactgcatc
acgcggaaac
gaaactgtca
ccagctgcgg
caacgccgtc
cgacatgacg
cacccccgag
cgaggaggct
atacggagag
cttcaaggtc
cgaaattctt
cgttcccgaa
ggagcccacc
ctatggcatc
gatcatgacg

cgaagtgctg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
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gccgtectge tcatggccaa gaagtacggt gtgcccattg tgccgcattc cggeggegtg 1080
ggcctrtcccg agtacaccca gcatctgagce accatcgact acgtggtcgt cagcggcaag 1140
ctttccgtct tggagtttgt agaccacctc cacgagcact tcttgcatcc ttcagtcatc 1200
aaggacggat actaccagac accaaccgag gccggctaca gcgttgagat gaagccggag 1260
agcatggaca agtatgagta tcccggcaag aagggcgtaa gttggtggac gaccgacgag 1320

gctctgccca tcttgaacgg agagaagatc tga 1353

<210> 2
<211> 450
<212> PRT

<213> Hypocrea jecorina

<400> 2

Met Ser Glu val Thr ITe Thr Gly Phe Arg Ser Arg Asp val Arg Phe
1 5 10 15

Pro Thr Ser Leu Asp Lys Thr Gly Ser Asp Ala Met Asn Ala Ala Gly
20 25 30

Asp Tyr Ser Ala Ala Tyr Cys Ile Leu Glu Thr Asp Ser Ala His Ser
35 40 45

Gly His Gly Met Thr Phe Thr Ile Gly Arg Gly Asn Asp Ile val Cys
50 55 60

Ala Ala ITe Asn His val Ala Asp Arg Leu Lys Gly Lys Lys Leu Ser
65 70 75 80

Ser Leu val Ala Asp Trp Gly Lys Thr Trp Arg Tyr Leu val Asn Asp
85 90 95

Ser GIn Leu Arg Trp Ile Gly Pro Glu Lys Gly val Ile His Leu Ala
100 105 110

Leu Gly Ala val val Asn Ala val Trp Asp Leu Trp Ala Lys Thr Leu
115 120 125

Asn Lys Pro val Trp Arg Ile val Ala Asp Met Thr Pro Glu Glu Tyr
130 135 140

val Arg Cys Ile Asp Phe Arg Tyr Ile Thr Asp Ala Ile Thr Pro Glu
145 150 155 160

Glu Ala val Ala Met Leu Arg Glu Gln Glu Ala Gly Lys Ala Lys Arg
165 170 175
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Ile

Ala

Glu

Ser

225

Gly

Ser

Pro

Lys

AsSn

Ile

Leu

Glu

385

Lys

Met

val

Glu

Gly

Thr

210

val

Phe

val

Trp

Ala

290

Glu

Ala

Glu

val

Ser

370

Phe

Asp

Lys

Ser

Glu

Trp

Leu

Glu

Asp

Pro

Phe

275

Ile

Met

Ile

val

Pro

355

Thr

val

Gly

Pro

Ala

180

Leu

Ala

Glu

Lys

Glu

260

Ile

Arg

Cys

Asp

Leu

340

His

Ile

Asp

Tyr

Glu

420

Trp

Leu

Gly

Ala

Asp

Glu

Asp

GlIn

Ile

325

Ala

Ser

Asp

His

Tyr

405

ser

Thr

Gln

Tyr

Gly

Arg

Asn

Ile

Glu

Ala

Asn

310

cys

val

Gly

Tyr

Leu

390

Gln

Met

Thr

Asn

Gly

Tyr

215

Arg

val

Asp

Pro

Leu

295

Arg

GlIn

Leu

Gly

val

375

His

Thr

Asp

Asp

Arg Ala val Pro Ala Tyr Thr
185

Glu

200

Arg

Arg

Leu

Tyr

Thr

280

Lys

val

Leu

val

360

val

Glu

Pro

Lys

Glu
440
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Asp

His

Leu

Met

Met

265

Ser

Pro

Met

Asp

Met

345

Gly

val

His

Thr

Lys

Phe

Gly

val

250

Lys

Pro

Tyr

Phe

Ala

330

Ala

Leu

Ser

Phe

Glu

410

Glu

Leu

Met

Lys

Ile

235

AsSp

Gln

Asp

Gly

315

Cys

Lys

Pro

Gly

Leu

395

Ala

Tyr

Pro
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Lys

val

220

Ala

Ala

Leu

Asp

Ile

300

Gln

Arg

Lys

Glu

Lys

380

His

Gly

Pro

Ile

GlIn

205

Lys

Arg

Asn

Ser

Ile

285

Gly

Leu

Leu

Tyr

Pro

TYyr

Gly

Leu
445

190

Leu

val

Glu

Gln

Glu

270

Met

val

Ile

Gly

Ser

Ser

ser

Lys

Asn

Thr

Leu

Gly

Ile

val

255

Tyr

Gly

Ala

Met

Gly

val

Gln

val

val

val

415

Lys

Gly

Ser

Arg

Gly

Leu

240

Trp

Lys

Thr

Thr

320

val

Pro

His

Leu

Ile

400

Glu

Gly

Glu
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Lys Ile
450
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