<110>
<120>
<130> P-54
<160> 41
<170>
<210> 1

<211> 1308
<212> DNA
<213> Homo

<400> 1
atgatttgga

ggcagccaag
attttgacct
caacagactc
cgcgcttect
cagtacacct
ctgggtgttc
ttgatgcagc
aaaaatgaca
acattcactg
gtcatctgca
ctagaaatac
ggacagcctt
tggacaaagg
Cctaaacattc
accattggcc
cttcccacta
acaaccagcc
ggccagaatg
acgctgtgtt
acaaatgaag
gaaggcagcc
<210> 2
<211> 435
<212> PRT
<213> Homo

<400> 2

-536-PCT

sapiens

aacgcagcgc
ggcagtttcc
gcagggttga
tgtactttga
ggcatgaatt
gttctttatt
ctgaaaagcc
tgacttgcaa
aagagattaa
tcagcagcac
gagtagatca
actatacacc
taattttgac
atggcggaga
ttttcctgaa
aaagcagtgc
ctatcatccc
caaccacatc
gccctgacca
ctatctttct
ctaaaggagc

aagtcaatgc

sapiens
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cgttctccge
actaacacag
tcaaaatgat
cgacaagaaa
gagtattagt
tacaatgcct
tcagattagt
aacatctggt
agatgtaaaa
actggacttc
cgaatccctc
atcagttaag
ttgtgaatcc
attaccagat
caaaacggat
ggaatatgtt
ctcccttacc
tgcaacaacc
tgctctcata
gcttggtcga
tgaagatgca

tgaagagaaa

ttctacagtg
aatgtaaccg
aacacctccc
gctttaaggg
gtcagtgatg
gtcaaaactt
ggattctcat
agtaaacctg
tatttaaaag
cgagtggacc
aatgccaccc
attataccat
aaaggaaaac
cctgaccgaa
aatggtacat
ctcattgtgc
actgcaacag
agcagcatca
ggaggaatag
tatctggcaa
ccagatgctg

aaagagtatt
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tctgcgggct
ttgttgaagg
tccagtggtc
acaataggat
tgtctctctc
ccaaggcata
caccagttat
cagctgatat
aagaggatgc
ggagtgatga
ctcaggtagc
cgactccttt
cactgccaga
tggttgtgag
atcgatgtga
atgatgttcc
tcacaaccac
gagatcctaa
tggctgtagt
ggcataaagg
atacagccat

tcatttaa

ModuTlators of cell adhesion molecules and use thereof

cctgctacaa
tggaactgca
aaatccagct
cgagctggtt
tgatgaagga
tctcaccgtt
ggagggtgac
aagatggttc
aaatcgcaag
tggagtggcg
catgcaggtg
tccacaagaa
acctgttttg
tggtagggag
agccacaaac
caacactttg
tgtagccata
tgctttggct
tgtatttgtc
aacgtattta

tatcaatgct

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1308



Met

Leu

Thr

Asn

Tyr

65

Arg

Ser

Thr

Ile

Thr

145

Lys

Ala

Asp

Ser

Tyr

225

Gly

Glu

Ile

Leu

val

Asp

50

Phe

Ala

Asp

Ser

Ser

130

Cys

Asnh

Asn

Arg

Leu

210

Thr

Gln

Pro

Trp

Leu

val

35

Asn

Asp

Ser

Glu

Lys

Asp

Arg

Ser

195

Asn

Pro

Pro

val

Lys

Gln

20

Glu

Thr

Asp

Trp

Gly

Ala

Phe

Thr

Lys

Lys

Asp

Ala

Ser

Leu

Leu
260

Arg
5
Gly
Gly
Ser
Lys
His
85
Gln
Tyr
Ser
Ser
Glu
165
Thr
Asp
Thr
val
Ile

245

Trp

Ser

Ser

Gly

Leu

Lys

Glu

Tyr

Leu

Ser

Gly

Ile

Phe

Gly

Pro

Thr

P-54-636-WO-SEQLIST.

Ala val Leu Arg Phe
10

Gln

Thr

Gln

55

Ala

Leu

Thr

Thr

Pro

135

Ser

Lys

Thr

val

Gln

215

Ile

Thr

Lys

Gly

Ala

40

Trp

Leu

Ser

Cys

val

120

val

Lys

Asp

val

Ala

200

val

Ile

Cys

Asp

Gln

25

Ile

Ser

Arg

Ile

Ser

105

Leu

Met

Pro

val

Ser

185

val

Ala

Pro

Glu

Gly

Phe Pro

Leu Thr

Asn Pro

ASp Asn

75

Ser Vval

90

Leu Phe

Gly val

Glu Gly

Ala Ala

155

Lys Tyr

Ser Thr

Ile Cys

Met Gln

ser Thr

235

ser Lys
250

Gly Glu

Page 2

ST25-asfiled

Tyr Ser val

Leu

Cys

Ala

60

Arg

Ser

Thr

Pro

Asp

140

Asp

Leu

Leu

Arg

val

220

Pro

Gly

Leu

Thr

Arg

45

Gln

Ile

Asp

Met

Leu

Ile

Lys

Asp

val

205

Leu

Phe

Lys

Pro

Gln

30

val

Gln

Glu

val

Pro

110

Lys

Met

Arg

Glu

Phe

190

Asp

Glu

Pro

Pro

Asp
270

Asp

Thr

Leu

Ser

95

val

Pro

Gln

Trp

Glu

175

Arg

His

Ile

Gln

Leu

255

Pro

Gly

val

Gln

Leu

val

80

Leu

Lys

Gln

Leu

Phe

160

Asp

val

Glu

His

Glu

240

Pro

Asp



val
275

Arg Met

Thr Asp Asn

290

Ser Ser Ala

305

Leu Pro Thr

Thr val Ala

ITle Arg Asp

Ile
370

Leu Gly

Ile Phe

385

Leu

Thr Asn Glu

Ile Ile Asn

Ile
435

Tyr Phe

<210> 3

<211> 1095
<212> DNA
<213> Homo

<400> 3
atgatttgga

ggcagccaag
attttgacct
caacagactc
cgcgcttect
cagtacacct
ctgggtgttc
ttgatgcagc
aaaaatgaca

acattcactg

val Ser

Gly Thr

Glu Tyr

Gly

Tyr

val

P-54-636-WO-SEQLIST.

Arg Glu
280

Arg
295

Cys

Leu Ile

310

Ile
325

Thr

Ile Thr

340

Pro Asn

Gly Ile

Leu Gly

Ala Lys

Ala Glu

420

sapiens

aacgcagcgc
ggcagtttcc
gcagggttga
tgtactttga
ggcatgaatt
gttctttatt
ctgaaaagcc
tgacttgcaa
aagagattaa

tcagcagcac

Ile

Thr

Ala

val

Arg

Gly

Gly

Pro Ser

Pro

Ser

Ala
360

Leu

Ala val

375

Tyr Leu

Ala Glu

Ser Gln

cgttcteccge
actaacacag
tcaaaatgat
cgacaagaaa
gagtattagt
tacaatgcct
tcagattagt
aacatctggt
agatgtaaaa

actggacttc

Leu Asn Ile

Glu Ala Thr

val His Asp

315

Thr Thr

330

Leu

Thr Thr

345

Ser

Gly GIn Asn

val val Phe

His
395

Ala Arg

Ala
410

Asp Pro

val Ala

425

Asn

ttctacagtg
aatgtaaccg
aacacctccc
gctttaaggg
gtcagtgatg
gtcaaaactt
ggattctcat
agtaaacctg
tatttaaaag

cgagtggacc
Page 3
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Leu Phe Leu
285

Asn Thr Ile

300

val Pro Asn

Ala Thr val

Thr
350

Ala Thr

Gly Pro

365

Asp

val Thr

380

Leu

Lys Gly Thr

Asp Ala Asp

Glu Glu

tctgcgggct
ttgttgaagg
tccagtggtc
acaataggat
tgtctctctc
ccaaggcata
caccagttat
cagctgatat
aagaggatgc
ggagtgatga

Asn Lys

Gly Gln

Thr Leu

320

Thr Thr

335

Ser Ser

His Ala
Ser

Cys

Leu
400

Tyr

Thr Ala

415

Lys Glu

cctgctacaa
tggaactgca
aaatccagct
cgagctggtt
tgatgaagga
tctcaccgtt
ggagggtgac
aagatggttc

aaatcgcaag

tggagtggcy

60
120
180
240
300
360
420
480
540
600



gtcatctgca
ctagaaatac
ggacagcctt
tggacaaagg
ctaaacattc
accattggcc
cttcccacta
acaaccagcc
ggccagaatg
<210> 4
<211> 365
<212> PRT
<213> Homo
<400> 4
Met Ile Trp
1

Leu

Leu Leu

val
35

Thr val

Asn Asp Asnh

50

Tyr Phe

65

Asp

Arg Ala sSer

Ser Asp Glu

Thr Ser Lys

Ile Ser

130

Gly

Thr
145

Cys Lys

Lys Ash Asp

gagtagatca
actatacacc
taattttgac
atggcggaga
ttttcctgaa
aaagcagtgc
ctatcatccc
caaccacatc

gccct
sapiens
Lys Arg
5

Gln
20

Gly
Glu

Gly

Thr Ser

Ser

Ser

Gly

Leu

P-54-636-WO-SEQLIST.

cgaatccctc
atcagttaag
ttgtgaatcc
attaccagat
caaaacggat
ggaatatgtt
ctcccttacc

tgcaacaacc

Ala val

Gln Gly

Leu

Gln

aatgccaccc
attataccat
aaaggaaaac
cctgaccgaa
aatggtacat
ctcattgtgc
actgcaacag

agcagcatca

Arg Phe

10

Phe Pro

25

Ala
40

Thr

Gln
55

Trp

Ala Leu

Ile

Ser

Leu Thr

Pro

Asnh

Asn

ST25-asfiled

ctcaggtagc
cgactccttt
cactgccaga
tggttgtgag
atcgatgtga
atgatgttcc
tcacaaccac

gagatcctaa

Tyr Ser val

Gln
30

Leu Thr

Cys Arg val

45

Ala Gln Gln

60

Ile Glu

catgcaggtg
tccacaagaa
acctgttttg
tggtagggag
agccacaaac
caacactttg
tgtagccata
tgctttggct

Cys Gly

Asn val
Asp Gln
Thr

Leu

Leu val

Asp

Trp

Gly

Ala

Phe

Thr

Lys

Lys

His

85

Gln

Tyr

Ser

Ser

Glu
165

Lys

Glu

Tyr

Leu

Ser

Gly

Ile

Leu

Thr

Thr

Pro

135

Ser

Lys

Ser

Cys

val

120

val

Lys

Asp

Arg

Ile

Ser

105

Leu

Met

Pro

val

Asp
75

Ser val

90

Leu Phe

Gly val
Glu

Gly

Ala
155

Ala

Lys Tyr
170
Page 4

Arg

Ser

Thr

Pro

Asp

140

Asp

Leu

Asp

Met

Glu

Leu

Ile

Lys

val

Pro

110

Lys

Met

Arg

Glu

ser

95

val

Pro

Gln

Trp

Glu
175

80

Leu

Lys

Gln

Leu

Phe

160

Asp

660
720
780
840
900
960
1020
1080
1095



Ala Asn Arg

Ser
195

Asp Arg

Leu Asn

210

Ser

Tyr Thr Pro

225

Gly Gln Pro

Glu Pro val

val
275

Arg Met

Thr Asp Asn

290

Ser Ser Ala

305

Leu Pro Thr

Thr val Ala

ITle Arg Asp

355

<210> 5

<211> 1167
<212> DNA
<213> Homo

<400> 5
atgggccggg

ccaggggcag

gagatcacct
cggcagaccc
gagttctccc
ggctatttct

ctagtggccc

Lys Thr

Asp Asp
Ala Thr
val

Ser

Ile
245

Leu

Leu
260

Trp
val ser
Gly Thr

Glu Tyr

Phe

Gly

Pro

Leu

Thr

Gly

Tyr

val

P-54-636-WO-SEQLIST.

Thr val

Ala
200

val

Gln val

215

Ile Ile

Thr Cys
Lys

Asp

Glu
280

Arg
Arg Cys

Leu Ile

310

Ile
325

Thr

Ile Thr

340

Pro Asn

sapiens

cccggegett
gacaggaagt
gccgtctgea
tcttcttcaa
cacgccgggt
gccagctcta

cagagaatcc

Ile

Thr

Ala

Pro Ser

Pro

Ser

Ala
360

Leu

ccagtggccg
acagacagag
ccagtatgat
tggcacccgt
gcggatccgg

cacagaagac

tgtggtggag

Ser Ser Thr
185

val Ile Cys

Ala Met Gln

Thr
235

Pro Ser

Glu Sser

250

Lys

Gly Gly Glu

Leu Asn Ile

Glu Ala Thr

val His Asp

315

Thr Thr

330

Leu

Thr Thr

345

Ser

Gly Gln Asn

ctgctgctgce
aacgtgacag
gggtccatag
gccttgaagg
ctctcagatg

acccaccacc

gtccgggagce
Page 5

ST25-asfiled

Phe
190

Leu Asp

val
205

Arg Asp

val Glu

220

Leu

Pro Phe Pro

Gly Lys Pro

Leu Pro Asp

270

Phe
285

Leu Leu

Asn Thr Ile

300

val Pro Asn

Ala Thr val

Thr
350

Ala Thr

Gly Pro

365

tgtgggcggc
tggctgaggg
ttgtcatcca
atgagcgttt
cccgectgga

agattgccac

aggcggtaga

Arg val

His Glu
His

Ile

Glu
240

Gln

Leu Pro

255

Pro Asp

Ash Lys

Gly Gln

Thr Leu

320

Thr Thr

335

ser Ser

€gcggcggygg
tggggtggct
gaacccagcc
ccagcttgag
ggacgagggg

gctcacggta

gggcggcegag

60
120
180
240
300
360
420



gtggagctca
gaccgcaagg
gcaagcacag
gcgcagaacc
cagtactccc
ctggtgttga
gggaatgagt
ctggtatccg
agggcgctct
gttccctatg
ctagtgggca
agtggcttgg
aagaggaaag
<210> 6
<211> 388
<212> PRT
<213> Homo
<400> 6
Met Gly Arg
1

Ala

Ala Ala

Ala
35

Thr val

Tyr Asp

50

Gly

Phe Phe

65

Asn

Glu Phe ser

Glu Asp Glu

Ile
115

His Gln

Glu val

130

val

gctgectegt
agctgaaagg
tacggtttcg
aggcgctgec
ccacggcccg
cgtgtgctgt
ctttgccgga
cggataacgg
acgtacttgt
ccattgtggg
tggtctggtg
atgaacaggg

aggaattctt
sapiens
Ala Arg
5

Gly
20

Pro

Glu Gly

Ser Ile

Gly Thr

Pro Arg

85

Gly Gly

Thr

Ala

Arg Glu

Arg

Gly

Gly

val

Arg

70

Arg

Tyr

Leu

Gln

P-54-636-WO-SEQLIST.

tccgeggtec
agtgagcagc
tgtggaccgt
ctccggacac
gattcatgcc
cacggggaac
gagggcggag
cacctacact
ggtctacgac
cggcatcctg
ctcggtacgg
agaagcaaga

catctga

Phe Gln

Ala

Gly

Ala
40

val

val Ile

55

Ala Leu

val Arg
Phe

Cys

val
120

Thr

Ala val

135

cgtccggctg
agccaggaaa
aaggacgacg
agcaagcaga
tcccaagetg
cccaggccaa
gccgtgggag
tgcgaggcegt
cctggtgcgg
gcgctgetgg
cagaagggtt

gaagccttcc

Pro Leu

10

Trp

Gln Glu val

25

Glu Ile Thr

Gln Ash Pro

Glu
75

Lys Asp

ITe Arg Leu

90

Gln
105

Leu Tyr

Leu val Ala

Glu Gly Gly

Page 6

ST25-asfile
ccaccctgcg
atggcaaggt
gtggtatcat
cgcagtacgt
tggtgaggga
accagatccg
agacgctcac
ccaataagca
tggtagaggc
tgtttctgat
cctatctgac

tcaatggcag

Leu Leu Leu

Glu
30

Gln Thr

Cys Arg Leu

45

Ala Gln

60

Arg

Arg Phe Gln

Ser Asp Ala

Thr Glu Asp

110

Pro Glu Asn

Glu val Glu

140

d

ctggtaccgg
ctggagcgtg
catctgtgag
gctggatgtg
gggagacacg
ctggaaccgc
gctgccgggt
cggccatgeg
tcagacgtcg
catatgtgtg
ccacgaagcc

cgacggacac

Trp Ala

15

Asn val

His Gln
Thr

Leu

Glu
80

Leu

Arg Leu

95

Thr His

val

Pro

Leu Ser

480
540
600
660
720
780
840
900
960
1020
1080
1140
1167



145

Asp

val

Asp

Gly

Thr

225

Leu

Arg

Gly

Tyr

val

305

val

Ile

Gly

Ala

Glu
385

Leu

Arg

Trp

Gly

His

210

Ala

val

Trp

Glu

Thr

290

Leu

Pro

Ile

Ser

Arg

370

Phe

<210>
<211>
<212>

val

Lys

ser

Gly

Ser

Arg

Leu

Asn

Thr

275

Cys

val

Tyr

Cys

Tyr

355

Glu

Phe

969
DNA

Pro

Glu

val

180

Ile

Lys

Ile

Thr

Arg

260

Leu

Glu

val

Ala

val

340

Leu

Ala

Arg

Leu

165

Ala

Ile

Gln

His

Cys

245

Gly

Thr

Ala

Tyr

Ile

325

Leu

Thr

Phe

Ser

150

Lys

Ser

Ile

Thr

Ala

230

Ala

Asn

Leu

Ser

Asp

310

val

val

His

Leu

P-54-636-WO-SEQLIST.

Arg Pro Ala Ala Thr

Gly

Thr

Cys

Gln

215

Ser

val

Glu

Pro

Asn

295

Pro

Gly

Gly

Glu

Asn
375

val

val

Glu

200

Tyr

Gln

Thr

ser

Gly

Lys

Gly

Gly

Met

Ala

360

Gly

Ser

Arg

Ala

val

Ala

Gly

Leu

265

Leu

His

Ala

Ile

val

345

Ser

Ser

Ser

170

Phe

Gln

Leu

val

Asn

250

Pro

val

Gly

val

Leu

330

Trp

Gly

Asp

155

Ser

Arg

Asn

Asp

val

235

Pro

Glu

Ser

His

val

315

Ala

Cys

Leu

Gly

Page 7
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Leu Arg Trp Tyr

Gln

val

Gln

val

220

Arg

Arg

Arg

Ala

Ala

300

Glu

Leu

Ser

Asp

His
380

Glu

Asp

Ala

205

Gln

Glu

Pro

Ala

Asp

Arg

Ala

Leu

val

Glu

365

Lys

Asnh

Arg

Leu

Tyr

Gly

Asnh

Glu

270

Asnh

Ala

Gln

val

Arg

Gln

Arg

Gly

175

Lys

Pro

ser

Asp

Gln

255

Ala

Gly

Leu

Thr

Phe

335

Gln

Gly

Lys

Arg

Lys

Asp

Ser

Pro

Thr

240

Ile

val

Thr

Tyr

Ser

320

Leu

Lys

Glu

Glu



<213> Homo

<400> 7
atgggccggg

ccaggggcag
gagatcacct
cggcagaccc
gagttctccc
ggctatttct
ctagtggccc
gtggagctca
gaccgcaagg
gcaagcacag
gcgcagaacc
cagtactccc
ctggtgttga
gggaatgagt
ctggtatccg
agggcgctct
gttccctat
<210> 8
<211> 323
<212> PRT
<213> Homo
<400> 8
Met Gly Arg
1

Ala

Ala Ala

Ala
35

Thr val

Tyr Asp

50

Gly

Phe Phe

65

Asn

Glu Phe Ser

sapiens

cccggegett
gacaggaagt
gccgtctgea
tcttcttcaa
cacgccgggt
gccagctcta
cagagaatcc
gctgectegt
agctgaaagg
tacggtttcg
aggcgctgcec
ccacggcccg
cgtgtgctgt
ctttgccgga
cggataacgg

acgtacttgt

sapiens

Ala Arg Ar
5

Gly Gl

20

Pro

Glu Gly GI

Ser Ile va

Thr Ar

70

Gly

Pro Arg Ar

85

P-54-636-WO-SEQLIST.

ccagtggccg
acagacagag
ccagtatgat
tggcacccgt
gcggatccgg
cacagaagac
tgtggtggag
tccgeggtec
agtgagcagc
tgtggaccgt
ctccggacac
gattcatgcc
cacggggaac
gagggcggag
cacctacact

ggtctacgac

g Phe Gln

y Ala

Gly

Ala
40

y val

1 val Ile

55

g Ala Leu

g val Arg

ctgctgctgce
aacgtgacag
gggtccatag
gccttgaagg
ctctcagatg
acccaccacc
gtccgggage
cgtccggctg
agccaggaaa
aaggacgacg
agcaagcaga
tcccaagetg
cccaggccaa
gccgtgggag
tgcgaggcegt
cctggtgcgg

Pro Leu

10

Trp

Gln Glu val

25

Glu Ile Thr

Gln Ash Pro

Glu
75

Lys Asp

ITe Arg Leu

90

Page 8
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tgtgggcggc
tggctgaggg
ttgtcatcca
atgagcgttt
cccgectgga
agattgccac
aggcggtaga
ccaccctgeg
atggcaaggt
gtggtatcat
cgcagtacgt
tggtgaggga
accagatccg
agacgctcac

ccaataagca

tggtagaggc

Leu Leu Leu

Glu
30

Gln Thr

Cys Arg Leu

45

Ala Gln

60

Arg

Arg Phe Gln

Ser Asp Ala

€gcggcgggg
tggggtggct
gaacccagcc
ccagcttgag
ggacgagggyg
gctcacggta
gggcggcgag
ctggtaccgg
ctggagcgtg
catctgtgag
gctggatgtg
gggagacacg
ctggaaccgc
gctgccgagt
cggccatgeg

tcagacgtcy

Trp Ala

15

Asn Vval

His Gln
Thr

Leu

Glu
80

Leu

Arg Leu

95

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
969



P-54-636-WO-SEQLIST.ST25-asfiled
Glu Asp Glu Gly Gly Tyr Phe Cys Gln Leu Tyr Thr Glu Asp Thr His
100 105 110

His Gln Ile Ala Thr Leu Thr val Leu val Ala Pro Glu Asn Pro Vval
115 120 125

val Glu val Arg Glu Gln Ala val Glu Gly Gly Glu val Glu Leu Ser
130 135 140

Cys Leu val Pro Arg Ser Arg Pro Ala Ala Thr Leu Arg Trp Tyr Arg
145 150 155 160

Asp Arg Lys Glu Leu Lys Gly val Ser Ser Ser Gln Glu Asn Gly Lys
165 170 175

val Trp Ser val Ala Ser Thr val Arg Phe Arg val Asp Arg Lys Asp
180 185 190

Asp Gly Gly I1e Ile Ile Cys Glu Ala GIn Asn GIn Ala Leu Pro Ser
195 200 205

Gly His Ser Lys Gln Thr Gln Tyr val Leu Asp val Gln Tyr Ser Pro
210 215 220

Thr Ala Arg Ile His Ala Ser GIn Ala val val Arg Glu Gly Asp Thr
225 230 235 240

Leu val Leu Thr Cys Ala val Thr Gly Asn Pro Arg Pro Asn Gln Ile
245 250 255

Arg Trp Asn Arg Gly Asn Glu Ser Leu Pro Glu Arg Ala Glu Ala val
260 265 270

Gly Glu Thr Leu Thr Leu Pro Gly Leu val Ser Ala Asp Asn Gly Thr
275 280 285

Tyr Thr Cys Glu Ala Ser Asn Lys His Gly His Ala Arg Ala Leu Tyr
290 295 300

val Leu val val Tyr Asp Pro Gly Ala val val Glu Ala GIn Thr Ser
305 310 315 320

val Pro Tyr

<210> 9

<211> 3315

<212> DNA

<213> Homo sapiens

<400> 9
gccgetgecg ccacagccgc cgctgcagcc ggagcatccg ggagcecgeca ctgccgccgce 60

cgctgccget gctaccgcca ctagcgctge ttccactget tctacctccc ctcccaggac 120
Page 9



cccgagacac
cttcccctcec
ggcatccctg
cgagaggaag
agcaggagga
ctgccgettc
ggtgggtccy
ctcaccagca
tttggaaacg
gccaagggca
tgacctgcag
agactctgta
cttcctggcea
acacctgttc
gtgttcctga
tgcagctgac
atgacaaaga
tcactgtcag
tctgcagagt
aaatacacta
agcctttaat
caaaggatgg
acattctttt
ttggccaaag
ccactactat
ccagcccaac
agaatggccc
tgtgttctat
atgaagctaa
gcagccaagt
ctgagtttta
ttctaccatc
tataccaaca

ggacatttct

cccgggcgceg
gtgacctacc
caccacctgc
gcaagctcca
ggaggagaag
tgctgecgcec
gcgggcgcecg
tctacttgec
cagcgccgtt
gtttccacta
ggttgatcaa
ctttgacgac
tgaattgagt
tttatttaca
aaagcctcag
ttgcaaaaca
gattaaagat
cagcacactg
agatcacgaa
tacaccatca
tttgacttgt
cggagaatta
cctgaacaaa
cagtgcggaa
catcccctcec
cacatctgca
tgaccatgct
ctttctgctt
aggagctgaa
caatgctgaa
ctaccaggct
gtctgctacc
atcagctgtt

tactgcctaa

P-54-636-

agcggcagtg
cactccttgc
tcgggcagec
aacccctgcec
aaactatttc
gatccgagtc
ggaggaggac
ccectegttec
ctccgettcet
acacagaatg
aatgataaca
aagaaagctt
attagtgtca
atgcctgtca
attagtggat
tctggtagta
gtaaaatatt
gacttccgag
tccctcaatg
gttaagatta
gaatccaaag
ccagatcctg
acggataatg
tatgttctca
cttaccactg
acaaccagca
ctcataggag
ggtcgatatc
gatgcaccag
gagaaaaaag
gaatgctgga
cttattaact
gaaagcatca

atttcacacc

WO-SEQLIST.

ctgcttgctt
agccctcgcec
ccggcgggct
tggaagacgg
gcgatacccc
cgcgggttcg
accagcggag
ttcceccagec
acagtgtctg
taaccgttgt
cctcectcca
taagggacaa
gtgatgtgtc
aaacttccaa
tctcatcacc
aacctgcagc
taaaagaaga
tggaccggag
ccacccctca
taccatcgac
gaaaaccact
accgaatggt
gtacatatcg
ttgtgcatga
caacagtcac
gcatcagaga
gaatagtggc
tggcaaggca
atgctgatac
agtatttcat
gaaaactggc
cccatactgt
ttctttaatt
attgctcttt

Page 10

ST25-asfiled

gctcctectce
cgcaccttct
ctgggacttg
gctgtcgcetg
attctgcggg
aacaccgcag
ccctgecactc
ctttagagaa
cgggctcctg
tgaaggtgga
gtggtcaaat
taggatcgag
tctctctgat
ggcatatctc
agttatggag
tgatataaga
ggatgcaaat
tgatgatgga
ggtagccatg
tccttttcca
gccagaacct
tgtgagtggt
atgtgaagcc
tgttcccaac
aaccactgta
tcctaatgct
tgtagttgta
taaaggaacg
agccattatc
ttaagatgca
tatcatcttt
actgctatca
actgtaccat

taacatacag

tccecccagec
ccaacacccc
ctgtgcgegce
ctgcaccacc
tgctttgecg
cggtggggac
tcgtgecccg
gggaccatga
ctacaaggca
actgcaattt
ccagctcaac
ctggttcgcg
gaaggacagt
accgttctgg
ggtgacttga
tggttcaaaa
cgcaagacat
gtggcggtca
caggtgctag
caagaaggac
gttttgtgga
agggagctaa
acaaacacca
actttgcttc
gccataacaa
ttggctggcec
tttgtcacgc
tatttaacaa
aatgctgaag
ggccaagatt
cagaagtcat
gtagccagtg
ccataatgca

tgcttgaata

180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160



tacagcctta
taaaaaatgt
cagtttgcca
agaataagtg
aacatgcttt
agtttttgga
gtatttgata
atagagatct
ttactgcttt
ttgcttcata
agacatttta
atatttaact
tatatccctt
ttgtctgtat
ttgttataca
cacagcctca
tttgctaaaa
tgccaaaaag
aaaaaaaaaa
aaaaaaaaaa
<210>
<211>
<212>
<213>

<220>
<223>

10
22
DNA

<400> 10
ggaattcatg

<210>
<211>
<212>
<213>

11
25
DNA

<220>
<223>

<400> 11
ccccaattgce

<210>
<211>
<212>
<213>

12
14
DNA

acaatgttaa
atgcagagtt
ttggacagct
aaggttagag
ggaaacatat
atgttggaga
caggagccat
tactattagg
tggaatcaca
aagattcacc
gtatctgtat
tttttggctg
taggtattac
gtcctageac
atggaagcac
ggttttaaat
atttacaaat
aagtgtttaa
aaaaaaaaaa

daaaaa

Artificial

Description of

atttggaaac

Artificial

Description of

aatgaaatac

Artificial

P-54-636-WO-SEQLIST.

tcatctcctt
tttttccccc
ttcacaagta
gtttacaatt
gtcctagaaa
ttatactggt
gtgtacgaat
atattgtagc
aatatttaat
tgcctaaaca
atagtgcata
tatgtaattc
ttaaaccaat
tgttcaacaa
aatgttataa
tacaaccaca
tttcattttg
gatatgtttt

daaaaaaaaaa

Artificial

gc

Artificial

tcttt

ggatcattat
attttttccc
acaggattag
aatgttttct
acataaaatt
aaagctgtat
tgcaatcatg
ttcatttacc
tcatttctct
atattgaagt
taataaatcc
agtcataagt
attataagta
caaatttttc
ggaaaggtaa
gttgaataat
cagttccaga
ctgtataaat

daaaaaaaaa

sequence:

sequence:

attgagtggt
ctttaagtca
ggaaggacat
acatgtctgt
ddaaaaaaac
cgatttgcta
acatggtatt
aataaattat
aatttgattc
atccataggg
aattaaacat
aagcattttc
gataacatgt
tagttcttgt
ttttaagcta
aacctaaaaa
gctgcttacc
gaactaattc

daaaaaaaaa

primer

primer

Page 11

ST25-asfiled

ttttatacat
tagaccttat
aatgtattta
cttcaaagac
actatagtgt
ttgaaatata
ttctataatt
tccaaatgat
tataatttat
cacaattttc
tatttgatac
taacgtccat
attagtattt
taatttttat
acaaccagtg
taaattttag
tatgttggtt
tttatattaa

daaaaaaaaaa

2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3315

22

25



P-54-636-WO-SEQLIST.ST25-asfiled

<220>

<223> Description of artificial sequence :
<400> 12

aggtctatat aagc

<210> 13

<211> 23

<212> DNA

<213> Artificial

<220>

<223> Description of Artificial Sequence:
<400> 13

ggggtaccag ggccattctg gcc

<210> 14

<211> 597

<212> DNA

<213> Homo sapiens

<400> 14

aaatatttaa aagaagagga tgcaaatcgc aagacattca
ttccgagtgg accggagtga tgatggagtg gcggtcatct
ctcaatgcca cccctcaggt agccatgcag gtgctagaaa
aagattatac catcgactcc ttttccacaa gaaggacagc
tccaaaggaa aaccactgcc agaacctgtt ttgtggacaa
gatcctgacc gaatggttgt gagtggtagg gagctaaaca
gataatggta catatcgatg tgaagccaca aacaccattg
gttctcattg tgcatgatgt tcccaacact ttgcttccca
accactgcaa cagtcacaac cactgtagcc ataacaacca
accagcagca tcagagatcc taatgctttg gctggccaga
<210> 15

<211> 198

<212> PRT

<213> Homo sapiens

<400> 15

Lys Tyr Leu

1

Ser Thr Leu

ITle Cys Arg
35

Met Gln val

Lys Glu Glu Asp Ala Ash Arg Lys
5 10

Asp Phe Arg val Asp Arg Ser Asp
20 25

val Asp His Glu Ser Leu Asn Ala
4

Leu Glu Ile His Tyr Thr Pro Ser
55

Page 12

primer

primer

ctgtcagcag
gcagagtaga
tacactatac
ctttaatttt
aggatggcgg
ttcttttect
gccaaagcag
ctactatcat
gcccaaccac

atggccctga

Thr Phe Thr
Asp Gly val

30
Thr Pro Gln

val Lys Ile
60

cacactggac
tcacgaatcc
accatcagtt
gacttgtgaa
agaattacca
gaacaaaacg
tgcggaatat
cceccteectt
atctgcaaca

ccatgct

val Ser

15

Ala val

val Ala

Ile Pro

14

23

60
120
180
240
300
360
420
480
540
597



P-54-636-WO-SEQLIST.ST25-asfiled

ser Thr Pro Phe Pro GIn Glu Gly Gln Pro Leu Ile Leu Thr Cys Glu
65 70 75 80

Ser Lys Gly Lys Pro Leu Pro Glu Pro val Leu Trp Thr Lys Asp Gly
85 90 95

Gly Glu Leu Pro Asp Pro Asp Arg Met val val Ser Gly Arg Glu Leu
100 105 110

Asn Ile Leu Phe Leu Asn Lys Thr Asp Asn Gly Thr Tyr Arg Cys Glu
115 120 125

Ala Thr Asn Thr Ile Gly GIn Ser Ser Ala Glu Tyr val Leu Ile val
130 135 140

His Asp val Pro Asn Thr Leu Leu Pro Thr Thr Ile ITe Pro Ser Leu
145 150 155 160

Thr Thr Ala Thr val Thr Thr Thr val Ala Ile Thr Thr Ser Pro Thr
165 170 175

Thr Ser Ala Thr Thr Ser Ser Ile Arg Asp Pro Ash Ala Leu Ala Gly
180 185 190

GIn Asn Gly Pro Asp His
195

<210> 16

<211> 18

<212> DNA

<213> Artificial

<220> ]
<223> Description of Artificial Sequence: primer

<400> 16
tgaccatgct ctcatagg

<210> 17

<211> 18

<212> DNA

<213> Artificial

<220> - . . - - .
<223> Description of artificial sequence: primer

<400> 17
tgccagatat cgaccaag

<210> 18

<211> 16

<212> DNA

<213> Artificial

<220> .
<223> Description of Artificial Sequence: primer

Page 13



<400> 18
tgattctacc

<210>
<211>
<212>
<213>

19
21
DNA

<220>
<223>

<400> 19
tgatgggttt

<210>
<211>
<212>
<213>

<220>
<223>

20

DNA

<400> 20
gcgagcggcg

ctgctgctgc
aacgtgacag
gggtccatag
gccttgaagg
ctctcagatg
acccaccacc
gtccgggagce
cgtccggcty
agccaggaaa
aaggacgacg
agcaagcaga
tcccaagetg
cccaggccaa
gccgtgggag
tgcgaggcgt
cctggtgcgg
gcgctgetgg
cagaagggtt
gaagccttcc
tatccccacc

aggaaccagc

2173

cacggc

Artificial

Description of

cccattgatg

Artificial

Description of

gcggcggcgg
tgtgggcggc
tggctgaggg
ttgtcatcca
atgagcgttt
cccgectgga
agattgccac
aggcggtaga
ccaccctgeg
atggcaaggt
gtggtatcat
cgcagtacgt
tggtgaggga
accagatccg
agacgctcac
ccaataagca
tggtagaggc
tgtttctgat
cctatctgac
tcaatggcag
ccaggcctag

aaagacattt

P-54-636-WO-SEQLIST.ST25-asfiled

Artificial Sequence: primer

Artificial

cggcggcacc
€gcggcgggag
tggggtggct
gaacccagcc
ccagcttgag
ggacgagggg
gctcacggta
gggcggcgag
ctggtaccgg
ctagagcgtg
catctgtgag
gctggatgtg
gggagacacg
ctggaaccgc
gctgccgggt
cggccatgeg
tcagacgtcg
catatgtgtg
ccacgaagcc
cgacggacac
gcctgggect

accagagtct

Sequence:

atgggccggg
ccaggggcag

gagatcacct
cggcagaccc
gagttctccc
ggctatttct
ctagtggccc
gtggagctca
gaccgcaagg
gcaagcacag
gcgcagaacc
cagtactccc
ctggtgttga
gggaatgagt
ctggtatccg
agggcgcetct
gttccctatg
ctagtgggca
agtggcttgg
aagaggaaag
gggctggggt
gggatggtgg

Page 14

cccggegett
gacaggaagt
gccgtctgea
tcttcttcaa
cacgccgggt
gccagctcta
cagagaatcc
gctgcctegt
agctgaaagg
tacggtttcg
aggcgctgec
ccacggcccy
cgtgtgctgt
ctttgccgga
cggataacgg
acgtacttgt
ccattgtggg
tggtctggtg
atgaacaggg
aggaattctt
cccccccact

gcttctcccc

mutated clone

ccagtggccg
acagacagag
ccagtatgat
tggcacccgt
gcggatccgg
cacagaagac
tgtggtggag
tccgeggtec
agtgagcagc
tgtggaccgt
ctccggacac
gattcatgcc
cacggggaac
gagggcggag
cacctacact
ggtctacgac
cggcatcctg
ctcggtacgg
agaagcaaga
catctgaccc
gccagetgea

ccaccactaa

16

21

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320



cacctcagac
aagtgagggc
aagtccagtg
cactaggcta
ggcagggaag
gagttccaca
gtggggggag
agtgagggag
ccttctctct
actcctgggg
tggggaggat
tatgaaaata
gttaaaaaac

gggaatgggg

daaaaaaaaaa

<210>
<211>
<212>
<213>

21
24
DNA

<220>
<223>

<400> 21
ccccaattga

<210>
<211>
<212>
<213>

22
38
DNA

<220>
<223>

<400> 22
ccccagatct

<210>
<211>
<212>
<213>

23
27
DNA

<220>
<223>

<400> 23

gcttgggcag
ccagaggtct
agggcagtag
caaaaccagg
gggaacacag
gagctctggg
ggcgtggaaa
acagccccaa
accttctccc
gggccttecc
tcgtggtctt
tcagattgca
aaaaaacaaa

agggggtttg

aaa

Artificial

Description of

tgggccgggc

Artificial

Description of

aagatgaaga

Artificial

P-54-636-

ggatgggggt
gggtccccca
ggattgggtt

tcttgtgggg
atttctttgg

cacttctttg
tagggattct
cccttttctce
ccaacgtctg
catctctcct
catggtttta
cceceectctce
aaacaaaaaa

gcaatctcac

Artificial

ccgg

Artificial

attcctcttt

cccgcatgca atcctgtggt ggaggtc

<210>
<211>

24
25

WO-SEQLIST.

gttggatgcc
gggggcaggg
gggggaagat
agggggtcag
gggtcctaga
caaagccatg
gtgtctttgt
caatccccct
tcccatccat
ccaggccccc
tatataatat
cccattcctg
ccacacacac

taaccaccat

Sequence:

Sequence:

cctettgt

tggatctctg
gccaaaggtc
aactggggga
tttctgggaa
ccccatgeca
tttgcacggt
gtcataactt
tccccaggtt
atttgtctct
€gggg9agggyg
attaaaaaat
gcttttgecc
attttgtacg

taaactgagg

Primer

Primer

Definition of Artificial sequence: primer

Page 15

ST25-asfiled

taagggccag
cagacccccc
aggccagggc
999tgggggg
gccattgtaa
ggggggatgg
tgatgggggc
cctgggctcec
ctgtccaccc
gaaaggagtt
caaaagtctg
cctttttctt

gggtggggag

agagaacaaa

1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2173

24

38

27



<212>
<213>

<220>
<223>

DNA_
Arti

<400> 24

ficial

P-54-636-WO-SEQLIST.ST25-asfiled

cccctgcagg ggaaccgacg tctga

<210>
<211>
<212>
<213>

25
591
DNA
Homo

<400> 25
aatcctgtgg

ctcgtteegce
aaaggagtga
tttcgtgtgg
ctgccctecg
gcccggattce
gctgtcacgg
ccggagaggg
aacggcacct
cttgtggtct
<210>
<211>

<212>
<213>

26

197
PRT
Homo
<400> 26

Asn Pro val
1

sapiens

tggaggtccg
ggtccecgtcec
gcagcagcca
accgtaagga
gacacagcaa
atgcctccca
ggaaccccag
cggaggccgt
acacttgcga

acgaccctgg

sapiens

val Glu
5

val

ggagcaggcg
ggctgccacc
ggaaaatggc
cgacggtggt
gcagacgcag
agctgtggtg
gccaaaccag
gggagagacg
ggcgtccaat

tgcggtggta

Arg Glu

Gln

gtagagggcg
ctgcgctggt
aaggtctgga
atcatcatct
tacgtgctgg
agggagggag
atccgctgga
ctcacgctgc
aagcacggcc

gaggctcaga

Ala val

10

Definition of artificial sequence: primer

gcgaggtgga
accgggaccg
gcgtggcaag
gtgaggcgca
atgtgcagta
acacgctggt
accgcgggaa
cgggtctggt
atgcgagggc
cgtcggttcc

Glu Gly Gly

gctcagetgce
caaggagctg
cacagtacgg
gaaccaggcg
ctcccccacg
gttgacgtgt
tgagtctttg
atccgcggat
gctctacgta

C

Glu val

15

Glu

Trp

Asnh

Arg

65

Leu

Tyr

Leu

Tyr

Gly

50

Lys

Pro

ser

Ser

Arg

35

Lys

Asp

Ser

Pro

Cys

Asp

val

Asp

Gly

Thr

Leu

Arg

Trp

Gly

His

85

Ala

val

Lys

Ser

Gly

70

Ser

Arg

Pro

Glu

val

55

Ile

Lys

Ile

Arg

Leu

40

Ala

Ile

Gln

His

Ser

25

Lys

Ser

Ile

Thr

Ala

Arg Pro Ala

Gly val ser

Thr val Arg

60

Glu Ala

75

Cys

Gln val

90

Tyr

Ser Gln Ala
Page 16

Ala

ser

45

Phe

Gln

Leu

val

Thr

30

Ser

Arg

Asnh

Asp

val

Leu

Gln

val

Gln

val

95

Arg

Arg

Glu

Asp

Ala

80

Gln

Glu

25

60
120
180
240
300
360
420
480
540
591



P-54-636-WO-SEQLIST.ST25-asfiled

100 105 110

Gly Asp Thr Leu val Leu Thr Cys Ala val Thr Gly Asn Pro Arg Pro

115 120 125
Asn Gln Ile Arg Trp Asn Arg Gly Asn Glu Ser Leu Pro Glu Arg Ala

130 135 140
Glu Ala val Gly Glu Thr Leu Thr Leu Pro Gly Leu val Ser Ala Asp
145 150 155 160
Asn Gly Thr Tyr Thr Cys Glu Ala Ser Asn Lys His Gly His Ala Arg
165 170 175
Ala Leu Tyr val Leu val val Tyr Asp Pro Gly Ala val val Glu Ala
180 185 190

GIn Thr ser val Pro

195
<210> 27
<211> 20
<212> DNA
<213> Artificial
<220>
<223> Description Artificial Sequence: primer
<400> 27
gagggcgctc tacgtacttg 20
<210> 28
<211> 20
<212> DNA
<213> Artificial
<220> . . . . . -
<223> Definition of Artificial Sequence: primer
<400> 28
aaccgacgtc tgagcctcta 20
<210> 29
<211> 1680
<212> DNA
<213> Artificial
<220>
<223> Description Artificial Sequence: clone
<400> 29
gtcaacatcg tagtccaccc cctccccatc cccagcccce ggggattcag gctcgcecagce 60
gcccagccag ggagccggec gggaagcegcg atgggggcecc cagccgectce gctcctgetce 120
ctgctcctge tgttcgcctyg ctgctgggcg cccggcgggg ccaacctctc ccaggacgac 180
agccagccct ggacatctga tgaaacagtg gtggctggtg gcaccgtggt gctcaagtgc 240
caagtgaaag atcacgagga ctcatccctg caatggtcta accctgctca gcagactctc 300

Page 17



tactttgggg
cacgagctca
tcaatcttca
cagaagccca
aactgtcagt
gaactccacg
agcagctcgg
gtgaaccatg
tacacaccaa
ttgctacact
ggcagtgtgc
aagagtgaca
tactacaccc
gccatcatcg
ctcggccact
gacgatgctc
gacgacaaga
ccctgtgggy
gcceccteccg
cggttttgta
tcagcccttt
gcaaatctgt
caaaaaacaa
<210>
<211>
<212>
<213>

<220>
<223>

30
26
DNA

<400> 30

agaagagagc
gcatcagcat
ctatgcctgt
tcatcactgg
cttctgggag
gagaaccaac
tgacattcca
aatctctaaa
ctgcgatgat
gtgagggtcg
cacccctgaa
gtggcaccta
tcaatgttaa
gtgggatcgt
acttgatccg
cagacgcgga
aggaatattt
actgctgggg
cttgctcccc
ctcggtttgg
ccgtggettc
ctccaggctg

daaaaaaaaa

Artificial

P-54-636-

ccttcgagat
cagcaatgtg
gcgaactgcc
ttataaatct
caagcctgcea
ccgcatacag
ggttacccgg
gggagctgac
taggccagac
cggcaatcca
gatgacccag
cggctgcaca
tgaccccagt
ggctttcatt
gcacaaagga
cacggccatc
catctagagg
ccgtcaccaa
agcccaccca
aatggggagg
tctgcatttg
gagaggcagg

daaaaaaaaaa

ccccaattga tgggggcccc agccgce

<210> 31

<211> 39

<212> DNA

<213> Artificial
<220>

<223>

<400> 31

WO-SEQLIST.

aatcgaattc
gccctggceag
aagtccctcg
tcattacggg
gcccggctcea
gaagatccca
gaggatgatg
agatccacct
cctcecccatc
gtcccccage
gagagtgccc
gccaccagca
ccggtgecect
gtcttcctge
acctacctga
atcaatgcag
cgcctgecca
cccggacttg
ccceccctgta
gaggagggcg
ggttattatt
agccctgggg

daaaaaaaaa

Page 18

ST25-asfiled

agctggttac
acgagggcga
tcactgtgct
aaaaagacac
cctggagaaa
atggtaaaac
gggcgagcat
ctcaacgcat
ctcgtgaggg
agtacctatg
tgatcttccc
acatgggcag
cctcctecag
tgctcatcat
cacatgaggc
aaggcgggca
cttcctgege
tacagagcaa
cagaatgtct
99999agggyg
atttttgtaa
tgagaaaagc

daaaaaaaaa

Description Artificial Sequence: primer

Description Artificial sequence: primer

ctctacgccec
gtacacctgc
aggaattcca
agccacccta
gggtgaccaa
cttcactgtc
cgtgtgctct
tgaagtttta
ccagaagctg
ggagaaggag
tttcctcaac
ctacaaggcc
cacctaccac
gctcatcttc
aaaaggctcc
gtcaggaggg
cccccagggg
ccgcagggcec
gctttggaty
agggttgccc
caatcccaaa
aaaaaacaaa

daaaaaaaaaa

360
420
480
540
600
660
720
780
840
900
960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

26



<210>
<211>
<212>
<213>

32
1448
DNA
Arti

<220>
<223>

<400> 32
agtctgaggc

gcggcagcgg
tccgecegegg
gtgatcgagg
attcagctac
gacagcaggt
gtctcaattt
agttacacca
gacactgcgg
gccacgacta
gagtggtcag
gatggggtcc
cagcggtatc
caaggcttaa
cagcctgtga
tctgggccca
gaagcttcaa
cccacaacta
atccttacca
catgccgtga
attctggggc
gccgatgacg
tccgaagaaa
actggcccta
aaaaaaaa

<210>
<211>

<212>
<213>

33
22
DNA
Arti

<220>

ficial

aggtgcccga
€ggcggceggce
cactgatccc
gagaggttgc
tgaatcccaa
ttcagttgct
ctgatgaagg
ccatcacagt
tggaaggtga
tcaggtggtt
acatgtacac
cagtgatctg
tagaagtaca
cccgggaagg
tggtaacttg
acctgttcat
acatagtggg
tccctectcec
tcatcacaga
tcggtggegt
gctattttgc
cagcagacgc
agaaagagta

tttagatgat

ficial

P-54-636-WO-SEQLIST.ST25-asfiled
ccccagatct aagatgaaat attccttctt gtcgtcccc

catggcgagt
gcctcccggg
cacaggtgat
gaccatcagt
caggcagacc
gaatttttct
aagatacttt
cctggtccca
ggagattgaa
caaagggaac
tgtgaccagt
ccaggtggag
gtataagcct
ggacgcgctt
ggtgagagtc
caataaccta
gaaagctcac
cacaacaacc
ttcccgagea
cgtggcggtg
cagacataaa
agacacagct
cttcatctag

aaagagacag

gtagtgctgc
ctccggcetcc
gggcagaatc
tgccaagtca
atttatttca
agcagtgaac
tgccagctct
ccacgtaatc
gtcaactgca
acagagctaa
cagctgatgc
caccctgcgg
caagtgcaca
gagttaacat
gatgatgaaa
aacaaaacag
tcggattata
accaccacca
ggtgaagaag
gtggtgttcyg
ggtacatact
ataatcaatg
atcagccttt

tgatattgaa

Page 19

Description artificial sequence: clone

cgagcggatc
ggcttctgcet
tgtttacgaa
ataagagtga
gggacttcag
tcaaagtatc
ataccgatcc
tgatgatcga
ctgctatggc
aaggcaaatc
tgaaggtgca
tcactggaaa
ttcagatgac
gtgaagccat
tgcctcaaca
ataatggtac
tgctgtatgt
ccaccaccac
gctcgatcag
ccatgctgtg
tcactcatga
cagaaggagg
ttgtttcaat

adaadaaaaaa

ccagtgtgcg
gttgctcttc
agacgtgaca
cgactctgtg
gcctttgaag
attgacaaac
cccacaggaa
tatccagaaa
cagcaagcca
ggaggtggaa
caaggaggac
cctgcagacc
ttatcctcta
cgggaagccc
cgccgtactg
ataccgctgt
atacgatccc
caccaccacc
ggcagtggat
cttgctcatc
agccaaagga
acagaacaac
gaggtgtcca

ddaaaaaaaa

39

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1448



<223>

<400>

ggaattcatg gcgagtgtag tg

<210>
<211>
<212>
<213>

<220>
<223>

<400>
ccccaattgc gatgaagtac tcttt

<210>
<211>
<212>
<213>

<400>

33

34
25
DNA

Artificial

Description artificial sequence:

34

35
227
PRT
Homo

35

Asp Lys Thr
1

Gly

Ile

Glu

His

65

Arg

Lys

Glu

Tyr

Leu

145

Trp

Pro

Ser

Asp

50

Asnh

val

Glu

Lys

Thr

130

Thr

Glu

Ser

Arg

35

Pro

Ala

val

Tyr

Thr

115

Leu

Cys

Ser

sapiens
His Thr

5

val Phe

20

Thr Pro

Glu val

Lys Thr

Ser val

85

Lys Cys

Ile Ser

Pro Pro

Leu val

Asn Gly

Cys

Leu

Glu

Lys

Lys

Leu

Lys

Lys

Ser

P-54-636-WO-SEQLIST.ST25-asfiled
Description artificial sequence: primer

Pro

Phe

val

Phe

55

Pro

Thr

val

Ala

Arg

Gly

Pro

Pro

Pro

Thr

40

Asn

Arg

val

Ser

Phe

Glu

Cys

Pro

25

Cys

Trp

Glu

Leu

Ash

105

Gly

Glu

Tyr

Ash

Pro Ala
10

Lys Pro

val val

Tyr val

Glu Gln
75

His GIn
90

Lys Ala

GIn Pro

Met Thr

Pro Ser
155

Ash Tyr
170

Page 20

primer

Pro

Lys

val

Asp

60

Tyr

Asp

Leu

Arg

Lys

Asp

Lys

Glu

Asp

Asp

45

Gly

Asn

Trp

Pro

Asn

Ile

Thr

Leu

Thr

30

val

val

Ser

Leu

Ala

110

Pro

Gln

Ala

Thr

Leu

15

Leu

Ser

Glu

Thr

Asn

95

Pro

Gln

val

val

Pro
175

Gly

Met

His

val

Tyr

80

Gly

Ile

val

Ser

Glu

160

Pro

22

25



val

Asp

His

Pro
225

Leu

Lys

Glu

210

Gly

<210>
<211>
<212>
<213>

<400>

Asp

ser
195

Gly

Lys

36
224
PRT
Homo

36

Pro Pro Cys

1

val

Thr

Glu

Lys

Ser

Lys

Ile

Pro

Leu

145

Asn

Ser

Phe

Pro

val

50

Thr

val

Cys

ser

Pro

130

val

Gly

Asp

Leu

Glu

35

Gln

Lys

Leu

Lys

Lys

ser

Lys

Gln

Gly

Ser Asp Gly

180

Arg Trp Gln

Leu His Asn

sapiens

Pro

Phe

20

val

Phe

Pro

Thr

val

100

Ala

Gln

Gly

Pro

Ser
180

Ser

Pro

Thr

Asn

Arg

val

85

Ser

Lys

Glu

Phe

Glu

165

Phe

Cys

Pro

Cys

Trp

Glu

70

Leu

Asn

Gly

Glu

TYyr

150

Asn

Phe

P-54-636-WO-SEQLIST.

Ser Phe Phe Leu Tyr

185

GIn Gly Asn

200

His Tyr Thr

215

Pro

Lys

val

Tyr

55

Glu

His

Lys

Gln

Met

135

Pro

Asn

Leu

Ala

Pro

val

40

val

Gln

Gln

Gly

Pro

120

Thr

Ser

Tyr

Tyr

Pro

Lys

val

Asp

Phe

Asp

Leu

105

Arg

Lys

Asp

Lys

Ser
185

val

Gln

Glu

10

Asp

Asp

Gly

Asnh

Trp

90

Pro

Glu

Asn

Ile

Thr
170

Phe

Lys

Phe

Thr

val

val

Ser

75

Leu

Ser

Pro

Gln

Ala

155

Thr

ST25-asfiled
Ser Lys Leu Thr val

190

Ser Cys Ser val Met

205

Ser Leu Ser Leu Ser

220

Leu

Leu

Ser

Glu

60

Thr

Ash

Ser

Gln

val

140

val

Pro

Arg Leu Thr

Page 21

Gly

Met

Gln

45

val

Tyr

Gly

Ile

val

125

ser

Glu

Pro

val

Gly

Ile

30

Glu

His

Arg

Lys

Glu

110

Tyr

Leu

Trp

val

Asp
190

Pro

15

Ser

Asp

Asnh

val

Glu

95

Lys

Thr

Thr

Glu

Leu

175

Lys

Ser

Arg

Pro

Ala

val

80

Tyr

Thr

Leu

Cys

Ser

160

Asp

Ser



Arg Trp Gln Glu Gly
195

Leu His Asn His Tyr

210

<210>
<211>
<212>
<213>

<400>

1

Gly

Ile

Asp

His

65

Arg

Lys

Glu

Tyr

Leu

145

Trp

val

Gln

Pro

Ser

Asp

50

Thr

val

Glu

Lys

val

130

Thr

Thr

Leu

Lys

37
227
PRT

Mus musculus

37

Ser

Leu

35

Pro

Ala

val

Phe

Thr

115

Leu

Cys

Ser

Asp

Ser
195

val

20

Ser

Asp

Gln

Ser

Lys

Ile

Pro

Met

Ash

Ser

180

Thr

Pro Pro Leu Lys Glu
5

Phe

Pro

val

Thr

Ala

85

Cys

Ser

Pro

Ile

Gly

Asp

Trp

Asn

Thr

Cys

Ile

Met

Gln

Gln

70

Leu

Lys

Lys

Pro

Thr

150

Arg

Gly

Glu

P-54-636-WO-SEQLIST.

val

Gln
215

Pro

Phe

val

Ile

55

Thr

Pro

val

Pro

Ala

135

Gly

Thr

Ser

Arg

Phe Ser Cys Ser

200

Lys

Pro

Pro

Thr

40

Ser

His

Ile

Asn

Arg

Glu

Phe

Glu

Tyr

Gly

Ser

Cys

Pro

25

Cys

Trp

Arg

Gln

Ash

105

Gly

Glu

Leu

Gln

Phe

185

Ser

Leu Ser

Ala Ala
10

Lys Ile

val val

Phe val

Glu Asp

75

His GIn
90

Arg Ala

Pro val

Met Thr

Pro Ala

155

Ash Tyr
170
Met Tyr

Leu Phe

Page 22

ST25-asfiled

val

Leu
220

Pro

Lys

val

Asn

60

Tyr

Asp

Leu

Arg

Lys

Glu

Lys

Ser

Ala

Met His Glu

205

Ser

Asp

Asp

Asp

45

Asn

Asn

Trp

Pro

Ala

Lys

Ile

Asn

Lys

Cys
205

Pro

Leu

val

30

val

val

Ser

Met

Ser

110

Pro

Glu

Ala

Thr

Leu

190

Ser

Gly

Leu

15

Leu

Ser

Glu

Thr

Ser

95

Pro

Gln

Phe

val

Ala

175

Arg

val

Ala

Lys

Gly

Met

Glu

val

Leu

80

Gly

Ile

val

Ser

Asp

160

Thr

val

val



Mus musculus

210
Leu Gly Lys
225
<210> 38
<211> 232
<212> PRT
<213>
<400> 38

Pro Arg Ile Pro Lys
1 5

Gly

Lys

val

Asp

65

Tyr

Asp

Leu

Gln

Lys

145

Ala

Lys

Ser

Thr

Asn

Asp

Asp

50

Asnh

Asnh

Trp

Pro

Thr

130

Lys

Ile

Asnh

Lys

Cys
210

Ile

Ala

35

val

Lys

Ser

Met

Ala

115

Pro

Lys

ser

Thr

Leu

195

Ser

Leu

20

Leu

Ser

Glu

Thr

Arg

100

Pro

Gln

val

val

Pro

180

Thr

val

Gly

Met

Glu

val

Phe

85

Gly

Ile

val

ser

Glu

165

Pro

val

val

Pro

Gly

Ile

Asp

His

70

Arg

Lys

Glu

Tyr

Leu

150

Trp

Ile

Asp

His

P-54-636-WO-SEQLIST.ST25-asfiled
His Glu Gly Leu His Asn His Leu Thr Thr Lys Thr ITle Ser Arg Ser

215

Ser

Pro

Ser

Asp

55

Thr

val

Glu

Arg

Thr

135

Thr

Glu

Leu

Thr

Glu
215

Thr

sSer

Leu

40

Pro

Ala

val

Phe

Thr

120

Ile

cys

Arg

Asp

Asp

200

Ala

Pro

val

25

Thr

Asp

Trp

Ser

Pro

Leu

Asn

Ser

185

Ser

Leu

Pro

10

Phe

Pro

val

Thr

Ala

90

Cys

Ser

Pro

val

Gly

Asp

Trp

His

Page 23

Gly

Ile

Lys

His

Gln

75

Leu

Lys

Lys

Pro

Thr

155

Glu

Gly

Leu

Asn

220

Ser

Phe

val

val

60

Pro

Pro

val

Pro

Arg

Asn

Leu

Thr

Gln

His
220

Ser

Pro

Thr

45

ser

Arg

Ile

Asn

Lys

Glu

Phe

Glu

Tyr

Gly

His

Cys

Pro

30

Cys

Trp

Glu

Gln

Asnh

110

Gly

Gln

Phe

Gln

Phe

190

Glu

Thr

Pro

15

Lys

val

Phe

Ala

His

95

Lys

Arg

Met

ser

Asp

175

Leu

Ile

Gln

Pro

Pro

val

val

Gln

80

Gln

Ala

Ala

Ser

Glu

160

Tyr

Tyr

Phe

Lys



Asn Leu Ser

225

<210>
<211>
<212>
<213>

<400>

39
398
PRT
Homo

39

Met Gly Ala
1

Cys

Pro

Lys

Pro

65

Asnh

Ile

Phe

Ile

Lys

145

Ala

Thr

Ser

Cys

Ccys

Trp

Ccys

50

Ala

Arg

Ser

Thr

Pro

130

Asp

Arg

Arg

val

Ser
210

Trp

Thr

35

Gln

Gln

Ile

Asn

Met

115

Gln

Thr

Leu

Ile

Thr

195

val

Arg

ser

sapiens

Pro

Ala

20

Ser

val

Gln

Gln

val

100

Pro

Lys

Ala

Thr

Gln

180

Phe

Ash

Ala

5

Pro

Asp

Lys

Thr

Leu

85

Ala

val

Pro

Thr

Trp

Glu

Gln

His

Pro
230

Ala

Gly

Glu

Asp

Leu

70

val

Leu

Arg

Ile

Leu

150

Arg

Asp

val

Glu

P-54-636-WO-SEQLIST.ST25-asfiled

Gly

ser

Gly

Thr

His

55

Tyr

Thr

Ala

Thr

Ile

135

Ash

Lys

Pro

Thr

Ser
215

Lys

Leu

Ala

val

40

Glu

Phe

Ser

Asp

Ala

120

Thr

Cys

Gly

Asn

Arg

Leu

Leu

Asnh

25

val

Asp

Gly

Thr

Glu

105

Lys

Gly

Gln

Asp

Gly

Glu

Lys

Leu

10

Leu

Ala

Ser

Glu

Pro

90

Gly

Ser

Tyr

Ser

Gln

170

Lys

Asp

Gly

Page 24

Leu

Ser

Gly

Ser

Lys

His

Glu

Leu

Lys

Ser

155

Glu

Thr

Asp

Ala

Leu

Gln

Gly

Leu

60

Arg

Glu

Tyr

val

Ser

140

Gly

Leu

Phe

Gly

Asp
220

Leu

Asp

Thr

45

Gln

Ala

Leu

Thr

Thr

125

Ser

Ser

His

Thr

Ala

205

Arg

Leu

Asp

30

val

Trp

Leu

Ser

Cys

110

val

Leu

Lys

Gly

val

190

Ser

Ser

Phe

15

Ser

val

Ser

Arg

Ile

95

Ser

Leu

Arg

Pro

Glu

175

Ser

Ile

Thr

Ala

Gln

Leu

Asn

Asp

80

Ser

Ile

Gly

Glu

Ala

160

Pro

Ser

val

Ser



Gln

225

Pro

Arg

val

Leu

Met

305

Pro

val

His

Gly

Gly
385

Arg

Pro

Gly

Pro

Asnh

290

Gly

val

Ala

Tyr

Ser

370

Gly

<210>
<211>
<212>
<213>

<400>

Ile

His

Asn

Pro

275

Lys

Ser

Pro

Phe

Leu

355

Asp

Gln

40
442
PRT
Homo

40

Met Ala Ser

1

Ala Ala Ala

Phe ser Ala

Thr Lys Asp
50

Gln val Asn

65

Glu val

Pro Arg
245

Pro val
260

Leu Lys

Ser Asp

Tyr Lys

Ser Ser

325

Ile val
340
ITe Arg

Asp Ala

Ser Gly

sapiens

val val
5

Ala Pro
20
Ala Ala

val Thr

Lys Ser

Leu

230

Glu

Pro

Met

Ser

Ala

310

Ser

Phe

His

Pro

Gly

Leu

Pro

Leu

val

Asp
70

P-54-636-WO-SEQLIST.

Tyr Thr Pro Thr Ala

Gly

Gln

Thr

Gly

Tyr

ser

Leu

Lys

Asp

375

Asp

Pro

Gly

Ile

Ile

55

Asp

Gln

Gln

Gln

280

Thr

Tyr

Thr

Leu

Gly

Ala

Asp

ser

Leu

Pro

40

Glu

Ser

Lys

Tyr

265

Glu

Tyr

Thr

Tyr

Leu

345

Thr

Asp

Lys

Gly

Arg

25

Thr

Gly

val

235

Leu Leu

250

Leu Trp

Ser Ala

Gly Cys

Leu Asn
315

His Ala

330

Ile Met

Tyr Leu

Thr Ala

Lys Glu
395

Ser Gln

10

Leu Arg

Gly Asp

Glu val

Ile Gln
75

Page 25

SsT25-asfiled
Met Ile Arg Pro

Leu

Glu

Leu

Thr

300

val

Ile

Leu

Thr

Ile

380

Tyr

Cys

Leu

Gly

Ala

60

Leu

His

Lys

Ile

285

Ala

Asn

Ile

Ile

His

365

Ile

Phe

Ala

Leu

Gln

45

Thr

Leu

Cys

Glu

270

Phe

Thr

Asp

Gly

Phe

350

Glu

Asn

Ala

Leu

30

Asnh

Ile

Asnh

Glu

255

Gly

Pro

Ser

Pro

Gly

Leu

Ala

Ala

Ala

15

Leu

Leu

Ser

Pro

Ser

Phe

Asn

Ser

320

Ile

Gly

Lys

Glu

Ala

Leu

Phe

Cys

Asn
80



Arg

Phe

Asnh

Asp

Arg

145

Glu

Ile

Glu

val

Pro

225

Tyr

Thr

Pro

Gln

Lys

Ile

Gln

Gln

val

Pro

130

Asnh

Ile

Arg

Glu

His

210

Ala

Lys

Arg

Gln

His

290

Thr

Ala

Pro

Thr

Leu

ser

115

Pro

Leu

Glu

Trp

Trp

Lys

val

Pro

Glu

Pro

275

Ala

Asp

His

Pro

Ile

Leu

100

Ile

Gln

Met

val

Phe

180

Ser

Glu

Thr

Gln

Gly

260

val

val

Ash

Ser

Pro
340

Tyr

Asnh

ser

Glu

Ile

Asnh

165

Lys

Asp

Asp

Gly

val

245

Asp

Met

Leu

Gly

Asp

325

Thr

Phe

Phe

Asp

Ser

Asp

150

Cys

Gly

Met

Asp

Asn

230

His

Ala

val

Ser

Thr

310

Tyr

Thr

P-54-636-WO-SEQLIST.

Arg Asp Phe Arg Pro
90

Ser

Glu

Tyr

135

Ile

Thr

Asnh

Tyr

Gly

Leu

Ile

Leu

Thr

Gly

Tyr

Met

Thr

Ser

Gly

Thr

Gln

Ala

Thr

Thr

200

val

Gln

Gln

Glu

Trp

Pro

Arg

Leu

Thr

Ser

105

Arg

Thr

Lys

Met

Glu

185

val

Pro

Thr

Met

Leu

265

val

Asn

Cys

Tyr

Thr
345

Glu

Tyr

Ile

Asp

Ala

170

Leu

Thr

val

Gln

Thr

250

Thr

Arg

Leu

Glu

val

330

Thr

Page 26

Leu

Phe

Thr

Thr

155

Ser

Lys

ser

Ile

Arg

Tyr

Cys

val

Phe

Ala

315

Tyr

Thr

ST25-asfiled

Leu Lys Asp Ser
95

Lys

Cys

val

140

Ala

Lys

Gly

Gln

Pro

Glu

Asp

Ile

300

ser

Asp

Thr

val

Gln

125

Leu

val

Pro

Lys

Leu

205

Gln

Leu

Leu

Ala

Asp

285

Asn

Asn

Pro

Thr

Ser

110

Leu

val

Glu

Ala

Ser

190

Met

val

Glu

Gln

Ile

270

Glu

Asn

Ile

Pro

Thr
350

Leu

Tyr

Pro

Gly

Thr

175

Glu

Leu

Glu

val

Gly

Gly

Met

Leu

val

Thr

335

Thr

Arg

Thr

Thr

Pro

Glu

160

Thr

val

Lys

His

Gln

240

Leu

Lys

Pro

Asn

Thr



Thr

Ile

val

385

Arg

Ala

Asn

Ile

Arg

Phe

His

Ala

Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Leu
355

Ala

Ala

Lys

Asp

Glu

435

41
21
PRT

Thr

val

Met

Gly

Ala

420

Glu

Ile

Asp

Leu

Thr

405

Asp

Lys

Artificial

Ssynthetic peptide

41

Ile

His

Cys

390

Tyr

Thr

Lys

P-54-636-WO-SEQLIST.

Thr Asp Ser Arg Ala
360

Ala val Ile Gly Gly
375

Leu Leu Ile Ile Leu
395

Phe Thr His Glu Ala
410

Ala Ile Ile Asn Ala
425

Glu Tyr Phe Ile
440

ST25-asfiled
Gly Glu Glu Gly
365

val val Ala val
380

Gly Arg Tyr Phe

Lys Gly Ala Asp
415

Glu Gly Gly Gln
430

Ser

val

Ala

400

Asp

Asn

Met Glu val Gly Trp Tyr Arg Ser Pro Phe Ser Arg val val His Leu
1 5 10 1

Tyr Arg Asn Gly Lys
20

Page 27



