10

20

(S
<

40

50

«110>

<120>

<1l30>
<160>
<170>

<210>
<211>
<2%i2>
<213>

<220>
<223

<220
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>
<400
Glu Val
1

Ser Leu

Xaa Xaa

Ala Xaa
50

Asn Thxr
65

Ablynx N.V.

SEQUENCE LISTING

Amino acid sequences directed against Fe¢ receptors and

polypeptides comprising the same for the treatment of FeR-related

diseases and discorders.

125642

493

PatentIn version 3.4

1
102
PRT

Artificial Sequence

KERE-class Nanobody

misc_feature
(31} ..(35)
CDR

misc feature
(50} .. (54}
CDR

misc_feature
(87)..(21)
CDR

i

Gln Leu Val

Arg Leu Ser
20

Xaa Trp Phe
35

Xaa Xaa Xaa

Val Tyr Leu

Glu

Cys

Arg

Xaa

Gln
70

Ser

Ala

Gln

Arg

55

Met

Gly

Ala

Ala

40

Phe

Asn

Gly

Ser

25

Pro

Thr

Ser

Gly

10

Gly

Gly

Ile

Leu

Leu

Ile

Lys

Ser

Lys
75

Val

Pro

Gln

Arg

60

Pro

Gln

Phe

Axrg

45

Asp

Glu

Pro Gly
15

Ser Xaa

30

Asp Ser

Asn Ala

Asp Thr

Gly

Xaa

Val

Lys

Ala
80



20

L
-

40

50

Val Tyr Arg Cys Tyr Phe Xaa Xaa Xaa Xaa Xaa Trp Gly Gln Gly Thr

a5

Gln Val Thr Val Ser Ser

<210>
<211l>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220
<221 >
<222>
<223>

<400>

100

2
102
PRT

Artificial Sequence

KERE-class Nanobedy

misc_feature
(31)..(35)

CDR

misc feature
(50)..{54)

CDR

misc_feature
(87} ..(91)

CDR

2

Gln Val Lys Leu

1

Sar

Xaa

Ala

Asn

65

Val

Leu

Xaa

Xaa

50

Arg

VY

Arg Leu
20

Xaa Trp

35

Xaa Xaa

Gly Tyr

Tyr Cys

Glu

Ser

Phe

Xaa

Leu

Ala
85

Glu Ser Gly

Cys Val Gly

Arg Leu Ala
40

Xaa Arg Phe
55

His Met Asn
70

Ala Xaa Xaa

Gly

Ser

25

Pro

Thr

Asn

Xaa

90

Gly

10

Gly

Gly

Ile

Leu

Xaa
g0

Leu

Arg

Lys

Ser

Thr

75

Xaa

Val

Thr

Glu

Arg

60

Pro

Trp

Gln

Phe

Arg

45

Asp

Glu

Gly

Ala

Ser

30

Glu

Thr

Asp

Gin

95

Gly

15

Xaa

Phe

Ala

Thr

Gly
95

Gly

Xaa

Val

Ser

Ala

80

Thr



10

20

30

40

50

Gln Val Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<22Z>
<223>

<220>
<221>
<222
<223

<220>
<221>
<222>
<223>

<400>

3
102
PRT

100

Artificial Seguence

KERE~clags Nanobody

misc_feature
(31)..(35)

CDR

misc feature
(50} ..(54)

CDR

misc_feature
(87) .. (91}

CDR

3

Ala Val Gin

1

Ser

Xaa

Ala

Asn

65

Val

Leu

Leu

Xaa

Xaa

50

Met

Tyr

Val

<210>

Lys

Xaa

35

Haa

Val

Ser

Thr

4

Leu

Leu

20

Trp

Xaa

Tyr

Cys

Val
100

Val Asp

Ser Cys

Phe Arg

Xaa Xaa

Leu Arg

70

Ala Ala
85

Ser Ser

Ser

hla

Gln

Arg

55

Met

Xaa

Gly

Leu

Thr

40

Phe

Asn

Xaa

Gly

Thr

25

Fro

Thr

Ser I

Xaa

Gly

10

Gly

Gly

Ile

Xaa
90

Leau

Gly

Arg

Ser

Ile

75

Xaa

Val

Ala

Glu

Arg

60

Pro

Trp

Gln

Phe

Arg

45

Asp

Glu

Gly

Ala

Thr

30

Glu

Asn

Asp

Gln

Gly

15

Xaa

Phe

Ala

Ala

Gly
95

Asp

Xaa

Val

Lys

Ala

80

Thy



20

40

50

<211> 102

<212> PRT

«<213>

<220>

<Z223>»

<220>

<221> misc_

<222> {31)..

<223> CDR

<220>

<221> miegc_

<222> (50}..

<223> (DR

<220>

<221>

<222> {87} ..

<223> (DR

<400> 4

Gln Val Gln

1

Ser Leu Arg

Xaa Xaa Xaa

35

2la Xaa Xaa
50

Asn Thr Val

65

Val Tyvr Tyr

Gln val Thr

<210> 5

<211> 102

<212> PRT

<213>

<220>

feature
(35)

feature
(54)

misc_feature

(91}

Leu Val

Leu Ser
20

Trp Phe

Xaa Xaa

Trp Leu

Cys Ala

85

Val Ser
100

Artificial Sequence

KERE-class Nanobody

Glu Ser

Cys Thr

Arg Gln

Xaa Arg

55

His Gly
70

Ala Xaa

Ser

Artificial Seqguence

Gly

aAla

Thr

40

Phe

Ser

Xaa

Gly

Ser

25

Ser

Thr

Thr

Xaa

Gly

10

Glu

Gly

Ile

Leu

Xaa
S0

Leu

Gin

Ser

Lys

75

Xaa

Val

Glu

Arg

60

Pro

Trp

Glu

Arg

45

Asp

Glu

Gly

ala

Arg

30

Glu

Asp

Asp

Gln

Gly

15

Xaa

Phe

Ala

Thr

Gly
95

Gly

Xaa

Val

Lys

Ala

80

Thr



10

20

(U]
]

40

50

<223>

<220>
<221»
<222>
<Z223>

<220>
<221>
<222>
<223 >

<220>
<221>
<222>
<223>»

<400>

KERE-class Nancbody

misc

(31} .
CDR

migc
(50} ..

CDR

misc_
(87} ..

CDR

5

2la Val Gin

1

Ser

Xaa

Ala

Gln

65

Leu

Gln

Leu

Xaa

Xaa

50

Thr

Tyr

Val

<210>
<21l>
<212>
<213>

<220>
<223>

220>
<221>

Arg

Xaa

Val

Tyr

Thr

6
102
PRT

feature
. (35)

feature
{54)

feature
{91)

Leu Val

Leu Ala
20

Trp Tyr

Xaa Xaa

Tyr Leu

Cys Lys

85

Val Ser
100

Glu

Cys

Xaa

His

70

Ile

Ser

Ser

Ala

Arg
55

Met

Xaa

Artificial Sequence

KERE-class Nancbody

misc feature

Gly

Ala

o0
[aRgE
e

Phe

Asn

Xaa

Gly

Thr

Ser

Xaa

Gly
10

Glu

]
—
by

Ile

Leu

Xaa
90

Leu

Arg

Ser

Arg
75

Xaa

Val

Ile

Met
60

PTro

Trp

Gln

Phe

b

>
(S
©

Asp

Glu

Gly

Gly

Tyr

Asp

Gln

Gly
15

Xaa

Thr

Thr

Gly
95

Gly

Xaa

Lys

Gly
80

Thr



10

20

40

<2225
<223>

<220>
<221>
<222>
<Z23>

<220>
<221>
<222>
<Z223>

<400>

{(31)..(35)

CDR

misc_feature

(50)
CDR

.. (54)

misc_feature
(87)..(91])

CDR

&

Asp Val Lys

1

Ser Leu

Xaa Xaa Xaa

Ala Xaa
50

35

Xaa

Asn Ser Val

65

Leu Tyr Ile

Gln Val

<210>
<21l>
<212>
<213>

<220>
223>

<220>
<221>
<222
<223>

<220>
<221>

Thr

7
10z
PRT

Phe

Leu

20

Trp

Xaa

Tyxr

Cys

Val
100

Val

Ser

Phe

Xaa

Leu

Lla

85

Ser

Glu

Cys

Arg

Xaa

Gln

70

Gly

Ser

Ser

Val

Gin

Ary

55

Met

Xaa

Artificial Seguence

KERE-class Nanobody

misc_feature
{(31)..(35)

CDR

misc_feature

Gly

Ala

Ala

40

Phe

Asn

Xaa

Gly

Ser

25

Pro

Thr

Ser

Xaa

Gly

10

Gly

Gly

Ile

Leu

Xaa
90

Leu

Phe

Lys

Ser

Lys

75

Xaa

Val

Asn

Glu

Ser

60

Pro

Trp

Gln

Phe

Arg

45

Glu

Glu

Gly

Ala

Asp

30

Glu

Lys

Asp

Arg

Gly

15

Xaa

Glu

Asp

Thr

Gly
95

Gly

Xaa

Val

Lys

Ala

80

Thyr



10

20

36

40

50

«222>  {(50)..(54)
<223> (DR
<220>
<221> mwisc_feature
«<222> (87)..(91}
<223> (DR
<400> 7
Gln Val Arg Leu Ala Glu Ser
1 5
Ser Leu Arg Leu Ser Cys Val
20
Xaa Xaa Xaa Trp Tyr Arg Gin
35
Ala Xaa Xaa Xaa Xaa Xas Arg
50 55
Asp Thr Phe Cys Leu Gln Met
65 70
val Tyr Tyr Cys Tyr Ala Xaa
85
Gln Val Thr Val Ser Ser
100
<210> 8
<211> 102
<212> PRT
<213> BArtificial Sequence
<220>
<223> KERE-class Nanobody
<220>
<221> misc_feature
<222> (31)..{35)}
<223> (DR
<220>
<221> misc_feature
<222> {50)..(54)
<223> (DR
<220>

<221>

misc_feature

Gly

Ala

Tyr

40

Phe

Asn

Haa

Gly

Ser

25

Pro

Thr

Agn

Xaa

Gly

10

Gly

Gly

Ile

Leu

Xaa
S0

Leu

Ser

Lys

Ala

Lys

75

Xaa

Val

Thr

Gln

Arg

60

Pro

Trp

Gln

Tyr

Arg

45

Asp

Glu

Gly

Ser

Thr

30

Ala

Ser

Asp

Gln

Gly

15

Xaa

Leu

Thr

Thr

Gly
95

Gly

Xaa

Val

Lys

Ala

80

Thr



19

20

Lt
[}

40

50

<222> {87)..(91)
<223> CDR
<400> 8
Glu Val Gln Leu Val Glu Ser
1 5
Ser Leu Arg Leu Ser Cys Ala
20
Xaa Xaa Xaa Trp Phe Arg Gln
35
Ser Xaa Xaa Xaa Xaa Xaa Arg
50 55
Asn Thr Val His Leu Leu Met
65 70
Leu Tyr Tyr Cys Ala Val Xaa
85
Arg Val Thr Val Ser Ser
100
<210> ©
<211> 102
<212> PRT
<213> Artificial Sequence
<220>
<223> KERE-class Nanobody
<220>
<221> misc_feature
<222>  (31)..(38)
«<223> CDR
<220>
<221> misc_feature
«222> (50} .. (54}
<223> CDR
<220>
<221> mige_feature
<222>  (87)..(91)
<223> (DR

<40C> &

Gly

Ala

Ala

40

Phe

Asn

Xaa

Gly

Ser

25

Pro

Thr

Arg

Xaa

Gly

10

Gly

Gly

Ile

Val

Xaa
90

Leu

Phe

Lys

Ser

Asn

75

Xaa

val

Thr

Pro

Thr

60

Ala

Tryp

Gln

Ser

Arg

45

Asp

Glu

Gly

Ala

Asp

30

Glu

Asn

Asp

Arg

Gly

15

Xaa

Gly

Ala

Thr

Gly
95

Gly

Xaa

Val

Lys

Ala
80



10

20

40

50

Gln

Ser

Xaa

Ala

Ary

65

Val

Gln

Val

Leu

Xaa

Xaa

50

Ala

Tyr

vVal

<210>
<211l>
<212>
<213>

<220
<223>

<220>
<221>
<222>
«223>

<220>
<Z21>
<222>
<223>

<220>
<221
<222>
<223>

<400>

Gln

Arg

Xaa

35

Xaa

Ile

Tyx

Thy

10
102
PRT

Leu

Leu

20

Trp

Xaa

Tyr

Cys

Val
100

Val

Ser

TYY

Xaa

Leu

Agn

85

Ser

Glu

Cys

Arg

Xaa

Gln

70

Arg

Pro

Serx

Gln

Gln

Arg

55

Met

Xasa

Artificial Seguence

KERE-class Nanobody

misc_feature
(31)..(35}

CDR

misc feature
(5C)..(54)

CDR

misc_feature
(87)..1(%1)

CDR

10

Gly

Ala

Val

40

Phe

Asn

Xaa

Gly

Ser

25

Pro

Thyr

Asn

Xaa

Gly

10

Gly

Gly

Ile

Leu

Xaa
90

Leu

Bap

Lys

Ser

Lys

75

Xaa

Val

Ile

Leu

Gly

60

Pro

Trp

Gln

Ser

Arg

45

Asp

Asp

Gly

Pro

Thr

30

Glu

Asn

Asp

Gln

Gly

15

Xaa

Phe

Ala

Thr

Gly
95

Gly

Xaa

Val

Lys

Ala

80

Thr

Gln val Pro Val Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Asp

i

5

10

15

Ser Leu Arg Leu Phe Cys Ala Val Pro Ser Phe Thr Ser Thr Xaa Xaa



10

20

40

50

Xaa

Ala

Asn

65

Val

Gin

Xaa

Xaa

50

Thr

Tyr

Val

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223 >

<220>
<221>
<222>
<Z23>

<400>

Xaa

35

Xaa

Leu

Tyy

Thr

11
1¢z2
PRT

20

Trp

Xaa

Thr

Cys

Val
100

Phe

Xaa

Leu

Ala

85

Ser

10

25

Arg Gln Ala Pro Gly Lys
40

Xaa Arg Phe Thr Ile Ser
55

Arg Met Asp Ser Leu Lys
70 75

Ala Xaa Xaa Xaa Xaa Xaa
80

Ser

Artificial Sequence

KERE-class Nanobody

misc_feature
(31)..(35)

CDR,

misc_feature

{50}
CDR

.. (54)

misc feature
(87} ..(81)

CDR

11

30

Glu Arg Glu Phe Val
45

Arg Asn Ala Thr Lys
60

Pro Glu Asp Thr Ala
80

Trp Gly Gln Gly Thr
95

Glu val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Asp

1

5

10

15

Ser Leu Arg Leu Phe Cys Thr Val Ser Gly Gly Thr Ala Ser Xaa Xaa

20

25

30

Xaa Xaa Xaa Trp Phe Arg Gln Ala Pro Gly Glu Lys Arg Glu Phe Val

35

40

45



10

40

50

11

Ala Xaa Xaa Xaa Xaa Xaa Arg Phe Thr Ile Ala Arg Glu Asn Ala Gly

50

55

&0

Asn Met Val Tyr Leu Glan Met Asn Asn Leu Lys Pro Asp Asp Thr Ala

65

70

75

80

Leu Tyr Thr Cys Ala Ala Xaa Xaa Xaa Xaa Xaa Trp Gly Arg Gly Thr

85 90

Gin Val Thr Val Ser Ser

<210>
<211>
<212>»
<213>

<220>
<223>

<220>
<221>
<222
<223>

<220>
<221>
222>
<223 >

<220>
<221>
<222>
<223>

<400>

160

12

102

PRT

Artificial Seguence

KERE-class Nanobody

misc_ feature
{(31)..1{(35}
CDR

misc feature
(50} ..(54)
CDR

misc_feature
(87)..(91)
CDR

12

95

Ala Val GIn Leu Val Glu Ser Gly Gly Asp Ser Val Gln Pro Gly Asp

1

Ser Gln Thr Leu Ser Cys Ala Ala Ser Gly Arg Thr Asn Ser Xaa

Xaa Xaa Xaa

Ala Xaa Xaa Xaa Xaa Xaa Arg Phe Thr Ile Ser Arg Asp Ser Ala
50

5 10

20 25

35 40

55

60

45

30

15

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Val Phe

Xaa

Leu

Lys



10

20

40

12

Asn Met Met Tyr Leu Gln Met Asn Asn Leu Lys Pro Gln Asp Thr Ala

65

70

75

80

Val Tyr Tyr Cys Ala Ala Xaa Xaa Xaa Xaa Xaa Trp Gly Gln Gly Thr

85

Gln Val Thr Val Ser Ser

100

<210> 13

<211l> 102

<212> PRT

<213> Artificial Seguence
<220>

<223> KERE-class Nanobody
<220

<221> misc_feature

<222> (31)..(35)

<223> CDR

<220

<221> misc_feature

<222> (50} .. (54}

<223> (DR

<220

<221> misc_feature

<222> {87)..(91}

223> (DR

<400> 13

Ala Val Gln Leu Val

1

Ser

Xaa

Ala

Asp
65

Leu Arg

Xaa Xaa
35

Xaa Xaa
50

Thr val

Leu

20

Trp

Xaa

Leu

5

Ser

Phe

Xaa

Leu

Glu

Cys

Arg

Xaa

Glu
70

Ser

Val

Gln

Arg

55

Met

Gly

Val

Thr

40

Phe

Asn

Gly

Ser

25

Pro

Thr

Phe

Se

Gly

10

Gly

Trp

Ile

Leu

Leu

Leu

Gln

Ser

Lys
75

Val

Thr

Glu

Arg

60

Pro

Gln

Ser

Arg

45

Asp

Glu

ARla

Ser

30

Asp

Asn

Asp

25

Gly Gly

15

Xaa Xaa

Phe Val

Tyr Lys

Thr Ala
80



10

20

40

50

13

Ile Tyr Tyr Cys Ala Ala Xaa Xaa Xaa Xaa Xaa Trp Gly Gln Gly Thr

85

Gln Val Thr Val Ser Ser

<210>
<211l>
<212>
<213>

<220>
<223 >

<220
<221>
<Z222>
<223>

<220
«<221>
<222>
<223>
<220>
<221>
222>
<223>
<400>
Ala Val
1

Ser Leu

Xaa Xaa

Ala Xaa
50

Asn Thr
&5

val Tyr

Arg Val

100

14
102
PRT

Artificial Sequence

KERE-class Nanobody

misc_feature
{31)..(35)
CDR

misc_feature

{50) .. (54)
CDR
misc_feature
(87)..(91)
CDR

14

Gln Leu Val

Arg Leu Ser
20

Xaa Trp Phe
35

Xaa Xaa Xaa

Val Ala Leu

Tyr Cys Ala

85

Thr Val Serxr

Glu

Cys

Arg

Xaa

Gln

70

Ala

Ser

Ser

Ala

Gin

Arg

55

Met

Xaa

Gly

Thy

Ala

40

Phe

Asn

Xaa

Gly

Ser

25

PFro

Thr

Ser

Xaa

80

Gly

10

Thr

Gly

val

Leu

Xaa
30

Leu

Arg

Arg

Ser

Lys

75

Xaa

Val

Thr

Asp

Arg

60

Pro

Trp

Gln

Leu

Arg

45

Bap

Glu

Gly

Ala

Bsp

30

Glu

Ser

Asp

Gln

95

Gly

15

Xaa

Phe

Ala

Thi

Gly
85

Ala

Xaa

Val

Glu

Ala

80

Thr



10

20

30

40

50

<210>
<211l>
<212>
<213>

<220>
<223>

<2205
<221>
<222>
<223>

«220>
<221>
<222>
<223 >

<220>
<221>
<222>
<223>

<400>

i5
102
PRT

100

Artificial Sequence

KERE-class Nanobody

misc_feature
{(31}..(35}

CDR

misc_feature
(50) .. (54)

CDR

migsc feature
. (91}

(87) .
CDR

15

Gln vVal Gin

1

Ser

Xaa

Ser

Asn

65

Val

Gln

Leu

Xaa

Xaa

50

Thr

Tyr

Val

<210>
<211l>

Arg

Xaa

35

Xaa

Ala

Tyr

Thxr

15
102

Leu

20

Trp

Xaa

Phe

Cys

val
100

Val

Ser

Phe

Xaa

Leu

Lla

85

Sexr

Glu

Cvs

AXy

Xaa

Gin

70

Thr

Ser

Ser

Thr

Gln

Arg

55

Met

Xaa

Gly

Val

Ala

40

Phe

Asp

Xaa

Glvy

Ser

25

Pro

Thr

Sexr

Xaa

14

Gly

Arg

Gly

Ile

Leu

Xaa
gg

Leu

Livg

Ser

Lys

75

Xaa

Val

Thyr

Glu

Arg

60

Pro

Trp

Ala

Arg

Asp

Glu

Gly

Pro

Hig

30

Glu

Tyr

Asp

Gln

Gly Gly
15

Xaa Xaa

Ala Val

Ala Gly

Thr Gly

80

Gly Thr
95



10

20

40

50

<212>

<213>

<220>
<223 >

<220>
<Z221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223 >

<400>

PRT

Artificial Sequence

KERE-class Nanobody

misc feature

{31} ..

CDR

(35

)

misc_feature
(50} ..{54)

CDR

misc_feature
(87)..(s51)

CDR

ig

Glu Val Gln Leu

1

oy
U]
]

Xaa

Ala

Asn

65

Asp

Gln

Leu

Xaa

Xaa

50

Thr

Tyr

Val

<210>
<211>
<212>
<213>

<220>
<223>

Lys

Xaa

35

Xaa

Ala

Tyr

Thr

17
102
PRT

Leu

20

Trp

Xaa

Tyr

Cys

Val
100

Phe

Xaa

Leu

Ala

85

Ser

Glu

Cys

Arg

Xaa

Arg

70

Val

Ser

Ser CGly

Thr Ala

Arg Ala
40

Arg Phe
55

Met Asn

Xaa Xaa

Artificial Sequence

GLEW-class Nanobody

Gly

Pro

Thr

Ser

Xaa

15

Glu
10

o Gl

Gly

Val

Leu

Xaa
90

Leu

Arg

Lys

Ser

Lys

75

Xaa

Val

Asn

Glu

Arg

60

Pro

Leu

Gln Ala

Phe Val
30

Arg Glu

45

Asp Asn

Glu Asp

Gly Ser

Gly

15

Xaa

Phe

Gly

Thr

Gly
S5

Gly

Xaa

Val

Lys

Ala

8C

Thr
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20

40

50

<220>
<221>
<222>
<223>

<220
<221>
<222>
<223>

<220>
<221>
<2225
<223>

<400>

misc_feature
{31} ..(35)

CDR

misc_feature
(50) .. (54)

CDR

misc_feature
(87)..(91)

CDR

17

Ala Val Gln Leu Val

1

Ser

Xaa

Ser

Asn

65

Val

Gln

Leu

Xaa

Xaa

50

Thr

Tyr

Val

<210>
<211>
<212>
<213 >

<220>
<223>

<220>
<221>
<222>

Arg

Xaa

35

Xaa

Leu

Tyr

Thr

18
102
PRT

Leu

20

Trp

Xaa

Tyr

Cys

Val
100

5

Ser

Val

Xaa

Leu

Val

85

Seyx

Glu

Cys

Arg

Xaa

Gln

70

Lys

Ser

Ser

Ala

Gln

Arg

55

Met

Xaa

Artificial Seqguence

GLEW-class Nanobody

mige feature
(31)..(35)

Gly

Ala

Ala

40

Phe

Agn

Xaa

Gly

Ser

25

Pro

Thx

Ser

Xaa

Gly

10

Gly

Gly

Ile

Leu

Xaa
90

Leu

Phe

Lys

Ser

Lys

75

Xaa

vVal

Thr

Val

Arg

60

Pro

Gly

Gln

Phe

Leu

Asp

Glu

Ser

Pro

Sexr

30

Glu

Asn

Asp

Gln

Gly

15

Xaa

Tre

Ala

Thx

Gly
95

Gly

Xaa

Val

Lys

Ala

80

Thr



10

20

)
o

40

50

<223>

<220>
<221>
<222>
<223>

S <220>

221>
<222>
<223>

<400>

CDR

misc feature

{50} ..

CDR

(54

)

migc_feature
(87)..(31)

CDR

18

Glu Val Gln Leu Val

i

Ser

Xaa

Ser

Lys

65

Met

Gln

Leu

Xaa

Xaa

50

Thr

Tvr

Val

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221
222>

Arg

Xaa

35

Xaa

Leu

Tyxr

Thr

1%
102
PRT

Leu

20

Trp

Xaa

Tyy

Cys

Val
100

5

Ser

Val

Xaa

Leu

Gln

85

Ser

Glu

Cys

Arg

Xaa

Gln

70

Arg

Ser

Ser

Val

Gln

Arg

55

Met

Xaa

Artificial Seguence

GLEW-class Nanocbody

misc_feature
(31}..(35)

CDR

misc_feature
(50)..(54)

Gly Gly

Cys Val
25

Ala Pro

40

Phe Lys

Asn Ser

Xaa Xasa

17

Gly

10

Ser

Gly

Ile

Leu

g0

Leu

Ser

Lys

Ser

Gly

75

Xaa

Val Gln

Gly Cys

Ala Glu
45

Arg Asp
60

Pro Glu

Arg Gly

Pro

Thr

30

Glu

Agn

Asp

Gln

Gly

15

Xaa

Trp

Ala

Thr

Gly
85

Gly

Xaa

Val

Lys

Ala

80

Thr
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20

40

50

<223>

<220>
<221>
<222>
<223>

<400>

CDR

12

Glu Val Gln Leu

1

Ser

Xaa

Ser

Asn

65

Met

Gln

Leu

Xaa

Xaa

50

Thr

Tyr

Val

<210>
<21l>
<212>

<213>

<220>
<223>

<220>
<Z221>
<222>
<223>

<220

<221>

222>
<223>

<220>

<221>

<222>

Thr

35

Xaa

Leu

Tyxr

Thr

20

102
PRT
Artificial Sequence

Leu

20

Trp

Xaa

Tyr

Cys

Val
100

(35

misc_feature
(87)..(91)
CDR

Val

Ser

Val

Xaa

Leu

Gly

85

Sexr

misc feature
{31} ..
CDR

)

misc feature
(50) .. (54)
CDR

misc feature
(87}

{91

Glu

Cys

Arg

Xaa

Glu

70

Arg

Ser

Ser

Val

Hisg

Arg

55

Mat

Gly

Phe

Thr

40

Phe

Asn

P,R,8 103-class Nanobody

Gly

Ser

25

Pro

Thr

Ser

Xaa

18

Gly

10

Gly

Gly

Ile

Leu

Xaa
90

Leu

Ser

Lys

Ser

Ser

75

Xaa

Ala

Thr

Ala

Arg

&0

Pro

Arg

Leu

Phe

Glu

45

Asp

Glu

Pro

Ser

30

Glu

Asn

Asp

Lys

Gly

15

Xaa

Trp

Ala

Thr

Gly
95

Gly

Xaa

Val

Lys

Ala

80

Ile
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20

30

40

50

<223>

<4C00>

Ala
1

Ser

Xaa

Ala

Asn

65

Val

Val

Leu

Xaa

Xaa

50

Thr

Tyxr

Val

<210>
<211>
<212>
<213>

<220
<223 >

<220>
<221>
<222>
<223 >

<220>
<Z21>
<222>
<223>

<220>
221>
<222>
<223 >

<400>

CDR

20

Gln

Arg

Xaa

35

Xaa

Val

Tyr

Thy

21

102
PRT
artificial Sequence

21

Leu

Leu

20

Trp

Xaa

Tyr

Cys

Val &

100

Val

Ser

Phe

Xaa

Leu

Ala
85

misc_feature
(31)..(35)
CDR

misc feature
(50)..(54)
CDR

misc_feature
{87)..(91)
CDR

Glu

Cys

Arg

Xaa

Gin

70

Ala

Ser

Ala

Gln

Arg

55

Met

Xaa

Gly

Ala

Ala

40

Phe

Asn

Xaa

P,R,8 103-class Nancbody

Gly

Ser

25

Pro

Thr

Ser

Xaa

19

Gly

10

Gly

Gly

Ile

Leu

Xaa
90

Leu

Arg

Lys

Ser

Lys

75

Xaa

Val

Thr

Glu

Arg

60

Pro

Arg

Gln

Phe

Arg

45

Asp

Glu

Gly

Ala

Ser

3¢

Glu

Asn

Asp

Gln

Gly

15

Xaa

Phe

Ala

Thr

Gly
95

Gly

Xaa

Val

Lys

Ala

80

Thr

Asp Val Gln Leu Val Glu Ser Gly Gly Asp Leu Val Gln Pro Gly Gly



10

20

L
<

40

50

Ser Leu

Xaa Xaa

Gly Xaa

50

Asn Met

65

vVal Tyr

Gln val

<210>
<211l>
<212
<213>

<220>
223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<Z23>

<220>
<221>
<222
<223>

<400>

Leu Ser

20

Arg

Xaa Leu

35

Trp

Xaa Xaa Xaa

Leu Tyr

Tyr Cys Arg

85

Val
100

Thr Ser

22
102
PRT

Leu

Cys

Arg

Xaa

His

70

Arg

Ser

Ala

Gln

Arg

55

Leu

Xaa

Artificial Seguence

Ala

Thr

40

Phe

Asn

Xaa

P,R,S 103-class Nancbody

misc feature
(31)..{(35)
CDR

misc_feature
(50} ..(54)
CDR

misc_feature
{(87)..(21)
CDR

22

Ser

25

Pro

Thr

Asn

Xaa

20

10

Gly

Gly

Ile

Leu

Xaa
90

Phe

Lys

Ser

Lys

75

Xaa

Ser Phe Asp
30

Gly Leu Glu
45

Arg Rgp Asn
60

Ser Glu Asp

Leu Gly Gln

15

Xaa

Trp

Ala

Thr

Gly
95

Xaa

Val

Lys

Ala

80

Thr

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1

5

10

15

Ser Leu Arg Leu Ser Cys Val Cys Val Ser Ser Gly Cys Thr Xaa Xaa

20

25

30



10

20

L
<

40

50

Xaa

Ser

Lys

Met

Gin

Xaa

Xaa

50

Thr

Ty

Val

<210>
<2L1l>
<212>

<213>

<220>
<223>

<400>

Xaa Trp
35

Xaa Xaa

Leu Tyr

Tyr Cys

Thr Val
100

23
30
PRT

Val Arg Gln Ala
40

Xaa ¥aa Arg Phe
55

Leu GIln Met Asn
70

Gln Arg Xaa Xaa
85

Ser Ser

Artificial Seqguence

Pro

Lys

Ser

xaa

21

Gly Lys Ala Glu Glu Trp Val
45

Ile Ser Arg Asp Asn Ala Lvs
60

Leu Gly Pro Glu Asp Thr Ala
75 80

Xaa Xaa Arg Gly Gln Gly Thr
9¢ o5

KERE-class Nanobody FWl sequence

23

Gin Val Gln Arg Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Gly

1

5

10 15

Ser Leu Arg Leu 8er Cys Ala Ala Ser Gly Arg Thr Ser Serx

<210>
<21l>
<212>

<213>

<220>
<223>

<400>

20

24
30
PRT

Artificial Seguence

25

30

KERE-clase Nanobody FW1i seqguence

24

Gln Val Gln Leu Val Glu Sex Gly Gly Gly Leu Val Gln Thr Gly Asp

i

5

10 15

Ser Leu Ser Leu Ser Cys Ser Ala Ser Gly Arg Thr Phe Ser

<210>

20

25

25

30



22

<21i>» 390
<212> PRT
«213> Artificial Sequence

<220>
<223> KERE-clasg Nanobody FW1l seguence

<40C> 25
Gln Val Lys Leu Glu Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Asp

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Thr Gly Arg Ala Phe Gly
20 25 30

<210> 26 .
<211> 30
<212> PRT

<213>» Artificial Seguence

<220>
<223> KERE-class Nancbody FW1l sequence

<400> 26
Ala Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Glu

1 5 10 15

Ser Leu Gly Leu Ser Cys Val Ala Ser Gly Arg Asp Phe Val
20 25 30

<210> 27
<211> 30
<212> PRT

<213> Artificial Seguence

<220>
«223> KERE-class Nanocbody FW1l sequence

<400> 27
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Gly

i 5 10 15

Ser Leu Arg Leu Ser Cyg Glu Val Leu Gly Arg Thr Ala Gly
20 25 30

<210> 28
<211> 30
<212> PRT

<213> Artificial Sequence

<220>



[N)
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<223> KERE-class Nanobody FW1l sequence
<400> 28
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Trp Val Gln Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Rla Ser Glu Thr Ile Leu Ser
20 25 30

<210> 29
<211>» 30
<212> PRT

<213> Artificial Sequence

<220>
<223> KERE-class Nanobody FW1l seguence

<400> 29
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Thr Val Giln Pro Gly Gly

1 5 10 15

Ser Leu Asn Leu Ser Cys Val Ala Ser Gly Asn Thr Phe Asn
20 25 30

<210> 30
<21li> 30
<212> PRT

<213> Artificial Sequence

<220>
<223> KERE-clasgss Nanobody FW1 seguence

<400> 30
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Ala Gin Pro Gly Gly

1 5 10 15

Ser Leu Gln Leu Ser Cys Ser Ala Pro Gly Phe Thr Leu Asp
20 25 30

<210> 31
<211l> 30
<212> PRT

<213> Artificial Sequence

<220>
<223> KERE-classg Nanobody FW1 seguence

<400> 31

Ala Giln Glu Leu Glu Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Gly
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20
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40

50

24

Ser Leu Arg Leu Ser Cys Ala ARla Ser Gly Arg Thr Phe Asn
20 25 30

<210> 32
<211> 22
<212> PRT

<213> Artificial Seguence

<220>
<223> KERE-class Nancbody FW1l seguence

<400> 32
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Arg Leu

1 5 10 15

Ser Cys Ala Ala Ser Gly
20

<210= 33
<21l> 22
<212> PRT

<213> Artificial Seguence

<220>
<223> KERE-class Nancbody FWl seguence

<400> 33
Val Asp Ser Gly Gly Gly Leu Val Gln Ala Gly Asp Ser Leu Lys Leu

1 5 10 15

Ser Cys Ala Leu Thr Gly
20

<210> 34
<Z11l> 22
<212> PRT

«213> Artificial Seqguence

<220>
<223> KERE-class Nanobody FWl seguence

<400> 34
Val Asp Ser Gly Gly Gly Leu Val Gln Ala Gly Asp Ser Leu Arg Leu

1 5 10 15

Ser Cys ARla Ala Ser Gly
20



10

20

Ty
<

40

25

<210> 35
<21l> 22
<212> PRT

<213> Artificial Sequence

<220
<223> KERE-class Nancbody FW1l seguence

<400> 35
Val Rgp Ser Gly Gly Gly Leu Val Glu Ala Gly Gly Ser Leu Arg Leu

1 5 10 15

Ser Cys Gln Val Ser Glu
20

<210> 36
<211»> 22
<212> PRT

<213> Artificial Sequence

<220>
<223> KERE-class Nancbody FW1l segquence

<400> 36
Gln Asp Ser Gly Gly Gly Ser Val Gln Ala Gly Gly Ser Leu Lys Leu

1 5 10 15

Ser Cys Ala Ala Ser Gly
20

<210> 37
<211> 22
<212> PRT

«213> Artificial Seguence

<220>
<223> KERE-clags Nanobody FW1l seguence

<400> 37
Val Gln Ser Gly Gly Arg Leu Val Gln Ala Gly Asp Ser Leu Arg Leu

1 5 10 15

Ser Cys Ala Ala Ser Glu
20

<210> 38
<211> 22
<212> PRT



26

<213> Artificial Seguence

<220>
<223> KERE-class Nancbody FW1l seguence

<400> 38
Val Glu Ser Gly Gly Thr Leu Val Gln Ser Gly Asp Ser Leu Lys Leu

i 5 10 15

Ser Cys Ala Ser Ser Thr
20

<210> 39
<211> 22
<212> PRT

<213> Artificial Sequence

<220>
<223> KERE-class Nanobody FW1 seguence

<400> 39
Met Glu Ser Gly Gly Asp Ser Val Gln Ser Gly Gly Ser Leu Thr Leu

1 5 10 15

Sar Cys Val Ala Ser Gly
20

<210> 40

<«211> 22

<212> PRT

<213> Artificial Seguence

<220>
<223> KERE-class Nancbody FWl sequence

<400> 40
Gln Ala Ser Gly Gly Gly Leu Val Gln Ala Gly Gly Ser Leu Arg Leu

1 5 10 15

Ser (Cys Ser Ala Ser Val
20

<210> 41
<211l> 14
«21L2> PRT

<213> Artificial Sequence

<220>
<223> KERE-class Nanobody FW2 secuence



10

20

30

40

50

27

<400> 41

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Phe Val Ala

1 5 10
<210> 42

<211> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> KERE-class Nanobody FW2 sequence

<400> 42

Trp Phe Arg Gln Thr Pro Gly Arg Glu Arg Glu Phe Val Ala

1 5 10
<210> 43

<211l> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> KERE-class Nanobody FW2 sequence

<400> 43

Trp Tyr Arg Gln Ala Pro Gly Lys Gln Arg Glu Met Val Ala

1 5 10
<210> 44

<2ll> 14

<212» PRT

<213> Artificial Seguence

<220>
<223> KERE-class Nancbody FW2 sequence

<400> 44

Trp Tyr Arg Gln Gly Pro Gly Lys Gln Arg Glu Leu Val Ala

1 5 10
<210> 45

<211> 14

<212> PRT

<213> Artificial Seguence

<220>
<223> KERE-class Nancbody FW2 sequence

<400> 45

Trp Ile Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val Ser
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20
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<210>
<211>
<212>
<213»

<220>
<223>

<400>

Trp Phe Arg Glu Ala Pro Gly Lys Glu Arg Glu Gly Ile Sex

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Trp Tyr Arg Gln Ala Pro Gly Lys Glu Arg Asp Leu Val Ala

<210>
<21i>
<212>
<213>

<220>
<223>

<400>

Trp Phe Arg Gln Ala Pro Gly Lys Gln Arg Glu Glu Val Ser

1

<210>
<211>
<212>
<213

<220>
<223>

<400C>

Trp Phe Arg Gln Pro Pro Gly Lys Val Arg Glu Phe Val Gly

1

28

46

14

PRT

Artificial Seguence

KERE-class Nancbody FW2 sequence

46

5 10

47

i4

PRT

Artificial Sequence

KERE-class Nanobody FW2 seguence

47

5 i0

48

14

PRT

artificial Sequence

KERE-class Nanobody FW2 sequence

48

5 10

49

14

PRT

Artificial Seguence

KERE-class Nanobody FW2 seguence

49

5 10
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<210> 50
<21l> 32
<212> PRT

<213> Artificial Seguence

<220>
<223> KERE-class Nancbody FW3 seguence

<400> 5O
Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Val Tvr Leu Gin

1 5 16 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Arg Cys Tyr Phe
20 25 3¢

<210> 51
<211> 32
«212> PRT

<213> Artificial Seguence

<220>
<223> KERE-class Nanocbody FW3 sequence

<400> 51

Tyr Leu Gln
15

Arg Phe Ala Ile Ser Arg Asp Asn Asn
1 5

i,
o
£
b
&
.
g
&
e
!

Met Asn Ser Leu Glu Pro Glu Asp Thr Ala vVal Tyr Tyr Cys Ala Ala
20 25 30

<210> 52
<211ls 32
<212> PRT

<213> Artificial Segquence

<220>
«223> KERE-class Nanobody FW3 seguence

<400> 52
Arg Phe Thr Val Ala Arg Asn Asn Ala Lys Asn Thr Val Asn Leu Glu

1 5 10 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Ala Ala
20 25 30

<210> 53
<211l> 32
<212> PRT

<213> Artificial Sequence
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<220>
<223> KERE-class Nanobody FW3 sequence

<400> 53
Arg Phe Thr Ile Ser Arg Asp Ile RAla Lys Asn Thr Val Asp Leu Leu

1 5 10 15

Met Asn Asn Leu Glu Pro Glu Asp Thr Ala Val Tyr Tyr Cys Ala Ala
20 25 30

<210> 54
<211> 32
«212> PRT

<213> Artificial Seguence

<220>
<223> KERE-class Nanobody FW3 sequence

<400> 54
Arg Leu Thr Ile Ser Arg Asp Asn Ala Val Asp Thr Met Tyr Leu Gln

1 5 10 i5

Met Asn Ser Leu Lyg Pro Glu Asp Thr Ala Val Tyr Tyr Cyes Ala Ala
20 25 30

<210>» 55
<211l> 32
<212> PRT

<213> Artificial Sequence

<220>
<223> KERE~class Nanobody FW3 geqguence

<400> ©5E
Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Val Tyr Leu Gln

1 5 10 15

Met Asp Asm Val Lys Pro Glu Asp Thr Ala Ile Tyr Tyr Cys Ala Ala
20 25 30

<210> 56
<211> 32
<212= PRT

<213> Artificial Seqguence

<220>
<223> KERE-class Nanobody FW3 seqguence

<400> 56
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20
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Arg Phe Thr Ile Ser Lys Asp Ser Gly Lys Asn Thr Val Tyr Leu Gln
1 5 10 15

Met Thr Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Ala Thr
20 25 30

<210> 57
<21l= 32
<212> PRT

<213> Artificial Sequence

<220>
<223> KERE-class Nanobody FW3 gequence

<400> 57
Arg Phe Thr Ile Ser Arg Asp Ser Ala Lys Asn Met Met Tyr Leu Gln

1 5 10 15

Met Asn Asn Leu Lys Pro Gln Asp Thr Ala Val Tyr Tyr Cys Ala Ala
20 25 30

«210> 58
<211l> 32
<212> PRT

<212» Artificial Sequence

<220>
<223» KERE-class Nancbody FW3 sequence

<400> 58
Arg Phe Thr Ile Ser Arg Glu Asn Asp Lys Ser Thr Val Tyr Leu Gln

i 5 10 15

Leu Asn Ser Leu Lys Pro Glu Agp Thr Ala Val Tyr Tyr Cys Ala Ala
20 25 30

<210> &S
<21l> 32
<212> PRT

<213> Artificial Seguence

<220>
<223> KERE-class Nanobody FW3 sequence

<400> 59
Arg Phe Thr Ile Ser Arg Asp Tyr Ala Gly Asn Thr Ala Tyr Leu Gln

1 5 i0 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Gly Val Tyr Tyr Cys Ala Thr
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20 25

<210> &0
<211l> 11
«212»> PRT

<213> Artificial Seguence

<220>
<223> KERE-class Nanobody fW4 seguence

<400> 60

Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1 5 10
«210> 61

<21l> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> KERE-clasgs Nanobody FTW4 geguence

<400> 61

Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser

1 5 10
<210> 62

<21l> 11

<212> PRT

<213> Artificial Seguence

<220>
<223> KERE-class Nancbody FW4 sequence

<400> 62

Arg Gly Gln Gly Thr Arg Val Thr Val Ser Ser

1 5 10
<210> &3
<211> 11

<212> PRT
«<213> Artificial Sequence

<220>
<223> KERE-clasg Nancbody FW4 sequence

<400> 63

Trp Gly Leu Gly Thr Gln Val Thr Ile Ser Ser
1 5 10

30
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<210> &4
<21l> 30
<212> PRT

<213> Artificial Seguence

<220>
<223> GLEW-class Nanobedy FW1 sequence

<400> 64
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser
20 25 30

<210>» 65
<211> 3¢
<212> PRT

<213> Artificial Sequence

<220>
<223> GLEW-class Nanobody FWl sequence

<400> &5
Glu Val His Leu Val Glu Ser Gly Gly Gly Leu Val Arg Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Phe Gly Phe Ile Phe Lys
20 25 30

<210> 66

<211l> 30

<212> PRT

<213> Artificial Sequence

<220>
<223> GLEW-c¢lass Nanobody FWl sequence

<400> 66
Gln Val Lys Leu Glu Glu Ser Gly Gly Gly Leu Ala Gln Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Val Ala Ser Gly Phe Thr Phe Ser
20 25 30

<210> &7
<211> 30
<212> PRT

<213> Artificial Seguence
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[an]

34

<220>
<223> GLEW-classg Nanobody FW1 sequence

<400> 67
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Val Cys Val Ser Ser Gly Cys Thr
20 25 30

<210> 68
<211> 30
<212» PRT

<213> BArtificial Seguence

<220>
<223> GGLEW-class Nanobody FWL sequence

<400> 68
Glu vVal Gln Leu Val Glu Ser Gly Gly Gly Leu Ala Leu Pro Gly Gly

1 5 10 15

Ser Leu Thr Leu Ser Cys Val Phe Ser Gly Ser Thr Phe Ser
20 25 30

<210> 69
<211l> 22
<212» PRT

<213> Artificial Segquence

<220>
<223> GLEW-class Nanobody FWl seguence

<400> 69
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Arg Leu

1 5 10 i5

Ser Cys Ala Ala Ser Gly
20

<210> 70
<211l> 22
<212> PRT

«213> Artificial Seguence

<220>
<223> GLEW-class Nanoboedy FWl sequence

<400> 70
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50

Glu Glu Ser CGly Gly Gly Leu Ala Gln Pro Gly Gly Ser Leu Arg Leu

1

35

5 10

Ser Cys Val Ala Ser Gly

<210>
<211l>
<212>
<2135

<220>
<223>

<400

Val Glu Ser Gly Gly Glyv Leu Ala Leu Pro Gly Gly Ser Leu Thr Leu

1

20

7L

22

PRT

Artificial Sequence

GLEW-class Nanobody FW1l sequence

71

5 10

Ser Cys Val Phe Ser CGly

<210>
<211>
<212>
<213>

<220>
<223>

<4&00>

Trp Val Arg Gln Ala Pro Gly Lys Val Leu Glu Trp Val Ser

1

<210>
<21l>
<212>
<2L3>

<220>
<2232>

<400>

Trp Val Arg Arg Pro Pro Gly Lys Gly Leu Glu Trp Val Ser

1

<210>
<211>
<212>
<2313>

20

72

14

PRT

Artificial Seguence

GLEW-class Nanobody FW2 seguence

72

5 10

73

14

PRT

Artificial Seguence

GLEW-class Nanobody FW2 segquence

73

5 1C

74

14

PRT

Artificial Seguence

15

15
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20
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40

50

<220>
<223>

<400>

Trp Val Arg Gln Ala Pro Gly Met Gly Leu Glu Trp Val Ser

1

<210>
<2il>
<212>
<213>

<220>
<223>

<400>

Trp Val Arg Gln Ala Pro Gly Lys Gilu Pro Glu Trp Val Ser

1

<210>
<211l>
<212>
<213>

<220
223>

<400>

Trp Val Arg Gln Ala Pro Gly Lys Agp Gln Glu Trp Val Ser

i

<210>
<211l>
<212>
<213>

<220>
<223>

<400>

Trp Val Arg Gln Ala Pro Gly Lys Ala Glu Glu Trp Val Ser

1

<210>
<211ix>
<212>
<213>

<220>
<Z223>

36

GLEW-clasg Nanobody FW2 seguence

74

5 i0

75

14

PRT

Artificial Seqguence

GLEW-class Nanobody FW2 seguence

75

5 1C

76

14

PRT

Artificial Sequence

GLEW-class Nancbody FW2 sequence

76

5 10

77

14

PRT

Artificial Sequence

GLEW-class Nanobody FW2 sequence

77

5 10

78

14

PRT

Artificial Sequence

GLEW~class Nanobody FW2 sequence
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<400> 78

Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala

1 5 10
<210 7%

<211> 14

<212» PRT

<213> Artificial Seqguence

<220>
<223> GLEW-¢lass Nanobody FW2 seguence

<400> 78

Trp Val Arg Gln Ala Pro Gly Arg Ala Thr Glu Trp Val Ser

1 5 10
<210> 80

<211> 32

<«212> PRT

<213> Artificial Seguence

<220>
<223> OGLEW-class Nancobody FW3 sequence

<400> 80
Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr Leu Gln

1 5 10 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Val Lys
20 25 30

«210> 81
<21l1l> 32
<212> PRT

«213> Artificial Secuence

<220>
<223> GLEW-class Nanobody FW3 seguence

<400> 81

Arg Phe Thr Ile Ser Arg Asp Asn Ala Arg aAsn Thr Leu Tyr Leu Gln
1 5 1c i5

Met Asp Ser Leu Ile Pro Glu Asp Thr Ala Leu Tyr Tyr Cys Ala Arg
20 25 30

«<210> 82
<211> 32
«212> PRT
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<213> Artificial Sequence

<220>
<223> GLEW-c¢lasg Nanobody FW3 segquence

<400> 82
Arg Phe Thr Ser Ser Arg Asp Asn Ala Lys Ser Thr Leu Tyr Leu Gln

1 5 10 15

Met Asn Asp Leu Lys Pro Glu Asp Thr Ala Leu Tyr Tyr Cys Ala Arg
20 25 30

<210> 83
<211l> 32
<212»> PRT

<213> Artificial Seguence

«<220>
<223> GLEW-class Nancbody FW3 sequence

<400> 83
Arg Phe Ile Ile Ser Arg Asp &sn Ala Lys Asn Thr Leu Tyr Leu Gln

1 5 10 15

Met Asn Ser Leu Gly Pro Glu Asp Thr Ala Met Tyr Tyr Cys Gln Arg
20 25 30

<210> B84
<211l> 32
«<212> PRT

<213> Artificial Sequence

<220>
<223> GLEW-class Nanobody FW3 sequence

<400> 84
Arg Phe Thr Ala Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr Leu Gln

1 5 10 i5

Met Asn Ser Leu Lys Ser Glu Asp Thr Ala Arg Tyr Tyr Cys Ala Arg
20 25 30

<210> 85
<211> 32
<212> PRT

<213> Artificial Sequence

<220>
<223> GLEW-class Nancbody FW3 sequence



39

<400> 85

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr Leu Gln
1 5 10 15

Met Asp Asp Leu Gln Ser Glu Asp Thr Ala Met Tyr Tyr Cys Gly Arg

10

20

40

30

20 25 30

<210> 86
<211> 11
<212> PRT

<213> Artificial Seguence

<220>
<223> GLEW-class Nancbody FW4 seguence

<400> 86

Gly Ser Gln Gly Thr Giln Val Thr Val Ser Ser

1 5 1¢
<210> 87
<211> 11

<212> PRT
«213> Artificial Seguence

<220>
<223> (@LEW-class Nancbody FW4 seguence

<400> 87

Leu Arg Gly Gly Thr Gin Val Thr Val Ser Ser

1 5 10
<210> 88

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> CGLEW-class Nancbody FW4 seguence

<400> 88

Arg Gly Gln Gly Thr Leu Val Thr val Ser Ser

1 5 10
<210> 89
<211l> 11

<212> PRT
<213> Artificial Sequence

<220
<223> GLEW-class Nancbody FW4¢ seguence



40

<400> 88

Arg Ser Arg Gly Ile Gln Val Thr Val Ser Ser

1 5 10
<210> 90

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> GLEW-class Nanobody FW4 sequence

<400> 80

Trp Gly Lys Gly Thr Gln Val Thr val Ser Ser

1 5 10
<210> 91

<211l=> 13

<212> PRT

<213> Artificial Sequence

<220>
<223» GLEW-class Nanobody FW4 sequence

<4£00> 91

Trp Gly Gln Gly Thr Gln Val Thr vVal Ser Ser

1 5 10
<210> 92

<211> 30

<212> PRT

<213> Artificial Sequence

<220>
<223> P,R,8 103~class Nanobody FW1l seguence

<400> 92
Ala Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Gly

L 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Arg Thr Phe Ser
20 25 30

<210> 93
<211> 30
<212> FRT

«213> Artificial Sequence

<220>
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40

50

<223>

<400>

4]

P,R,S 103-class Nanobody FW1l seguence

93

Gln Val Gln Leuw Gln Glu Ser Gly Gly Gly Met Val Gln Pro Gly Gly

1

5 10 i5

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Asp Phe Gly

<210>
<2131>
<212>
<213>

<220>
<223>

<400>

20 25 30

94

30

PRT

Artificial Sequence

P,R,S 103-class Nancbody FW1 sequence

94

Glu Val His Leu Val Glu Ser Gly Gly Gly Leu Val Arg Pro Gly Gly

kS

5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Phe Gly Phe Ile Phe Lys

<210>
<211l>
<212>
<213>

<220>
<223>

<400>

20 25 30

95

30

PRT

Artificial Seqguence

P,R,S 103-class Nanobody FWl sequence

95

Gln Val Gin Leu Ala Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1

5 10 15

Ser Leu Lys Leu Ser Cys Ala Ala Sexr Arg Thr Ile Val Ser

<210>
<21l>
<212>
<213>

<220>
<223>

<& 00>

20 25 30

96

30

PRT

Artificial Sequence

P,R,8 103-class Nanobody FW1l sequence

96

Gln Glu His Leu Val Glu Ser Gly Gly Gly Leu Val Asp Ile Gly Gly



[F%]
-}

42

Ser Leu Arg Leu Ser Cys Ala Ala Ser Glu Arg Ile Phe Ser
20 25 30

<210> 97
<211» 30
«212> PRT

<213> Artificial Seguence

<220>
<223»> P,R,S 103-class Nanobody FWl seguence

<400> 97
Gln Val Lys Leu Glu Glu Ser Gly Gly Gly Leu Ala Gin Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Val Ala Ser Gly Phe Thr Phe Ser
20 25 30

<210> S8
<211> 30
<212> PRT

<213> Artificial Seguence

<220>
<223> P,R,8 103-class Nanobody FW1l seguence

<400> 98
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1 5 10 i5

Ser Leu Arg Leu Ser Cys Val Cys Val Ser Ser Gly Cys Thr
20 25 30

<210> 88
<211l> 30
<212> PRT

<213> Artificial Sequence

<220
<223> P,R,5 103-class Nancbody FW1l seguence

<400> 99
Glu Val Gln Leu Val Glu Ser ¢ly Gly Gly Leu Ala Leu Pro Gly Gly

1 5 10 i5

Ser Leu Thr Leu Ser Cys Val Phe Ser Gly Ser Thr Phe Serx
20 25 30
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[
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40

50

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Gly Ser Leu Avrg Leu

1

43

100

22

PRT

Artificial Seguence

P,R,8 103~class Nanobody FWl seguence

100

5 10

Ser Cys Ala Ala Ser Gly

<210>
<211>
<212>
<213>»

<220>
«<223>

<400>

Ala Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly Ser Leu Lys Leu

1

20

101

22

PRT

Artificial Sequence

P,R,8 103-class Nanobody FWL seguence

101

5 10

Ser Cys Ala Ala Ser Arg

<210>
<21l>
<212>
<213>

<220>
<223>

<400>

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Phe val Ala

1

<210>
<211>
<212>
<213>

<220>
<223>

20

102

14

PRT

Artificial Sequence

P,R,S 103-class Nanobedy FW2 segquence

102

5 10

103

14

PRT

Artificial Sequence

P,R,8 103-class Nanobody FW2 sequence
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<400>

Trp Val Arg Gln Ala Pro Gly Lys Val Leu Glu Trp Val Ser

1

<210>
<211>
<212>
<213>

<220>
<223>

<400

Trp Val Arg Arg Pro Pro Gly Lys Gly Leu Glu Trp Val Ser

1

<210C>
<21l>
«<212>
<213>

<220>
<223>

<400>

Trp Ile Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val Ser

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Trp Val Arg Gln Tyr Pro Gly Lys Glu Pro Glu Trp Val Ser

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

44

103

5 10

104

14

PRT

Artificial Sequence

P,R,8 103-class Nanobody FW2 sequence

104

5 10

105

14

PRT

Artificial Sequence

P,R,8 103-class Nancbody FW2 sequence

105

5 i0

106

i4

PRT

Artificial Seguence

P,R,S 103-class Nancbody FW2Z sequence

106

5 10

107

14

PRT

Artificial Sequence

P,R,8 103-class Nanoboedy FW2 sequence

107
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Trp Phe Arg Gln Pro Pro Gly Lys Glu His Glu Phe Val Ala

1 5 10
<210> 108

<211> 14

<212> PRT

«213> Artificial Sequence

<220>
«223> P,R,S8 103-class Nanobody FW2 sequence

<400> 108

Trp Tyr Arg Gln Ala Pro Gly Lys Arg Thr Glu Leu Val Ala

1 5 10
<210> 10¢%
<21l> 14

<212> PRT
<213> Artificial Sequence

<220>
<223> P,R,8 103-class Nanobody FWZ sequence

<400> 109

Trp Leu Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val Ser

1 5 10
«210= 110

<211l> 14

<212> PRT

<213> Artificial Sequence

<220
<223> P,R,S 1l03-class Nanobody FW2 sequence

<400> 110

Trp Leu Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Val Gly

1 5 10
<210> 111

<21l> 14

«212> PRT

<213> Artificial Seguence

<220>
<223> P,R,S 103-class Nanobody FW2 sequence

<400> 111

Trp Val Arg Gln Ala Pro Gly Lys Ala Glu Glu Phe Val Ser
1 5 i0
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20

40

50

<210>
<21l>
<212>
<213>

<220
<223>»

<400>

112

3z

PRT

Artificial Seguence

P,R,5 103-class Nanobody

112

Arg Phe Thr Ile Ser Arg Asp Asn

1

5

Met Asn Ser Leu Lys Pro Glu Asp

<210>
<211l>»
212>
<213>

<220>
<223 >

<400>

20

113

32

PRT

Artificial Sequence

P,R,8 103-class Nanobody

i13

Arg Phe Thr Ile Ser Arg Asp Asn

1

5

Met Asp Ser Leu Ile Pro Glu Asp

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20

114

32

PRT

Artificial Sequence

P,R,8 103-class Nancbody

114

Arg Phe Thr Ile Ser Arg Asp Asn

1

5

Met Asn Asn Leu Lys Thr Glu Asp

<210>
<211l>
<212>
<213>

20

115

32

PRT

Artificial Seguence

FW3

Ala

Thr
25

FW3

Ala

Thr
25

FW3

Ala

Thr
25

46

gequence

Lys Asn Thr Val Tyr Leu Gin
10 15

Ala Val Tyr Tyr Cys Ala Ala
30

seguence

Arg Asn Thr Leu Tyr Leu Gln
10 15

Ala Leu Tyr Tyr Cys Ala Arg
30

gequence

Lys Asn Glu Met Tyr Leu Gln
10 15

Gly Val Tyr Trp Cys Gly Ala
30
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40

50

<220>
<223

<400>

Arg Phe Thr Ile Ser Ser Asp Ser

1

Met Asn Asn Leu Lys Pro Glu Asp

P,R,S 103-class Nanobody FW3
115

Asn
5

Thr
20 25

<210> 116

<211> 32

<212> PRT

<213> Artificial Seguence

<220>

<223> P,R,8 103-class Nanocbody FW3
<400> 116

Arg Phe Thr Ile Ser Arg Asp Asn Ala

1

Lew Rsn Asn Leu Lys Ser Glu Asp

<210>
<21l>
<212>
<213>

<220>
<223 >

<400 >

Arg Phe Thr Ile Ser Arg Asp Asn

1

Leu Asn Ser Leu Asn Pro Glu Asp

<210>
<21l>
<212>
<213>

<220>
<223 >

<400>

5

Thr
20 25

117

32

PRT

Artificial Sequence

P,R,8 103-class Nanobody FW3
117

Ala
5

20 25

118

32

PRT

Artificial Sequence

P,R,S 103-class Nanobody FW3

118

Thr Ala Val Tyr Ser Cys

47

sequence

Arg Asn Met Ile Tyr Leu Gln
10 15

Ala vVal Tyr Tyr Cys Ala Ala
30

seguence

Lys Asn Met Leu Tyr Leu His
10 15

Ala Val Tyr Tyr Cys Arg Arg
30

sequence

Lys Lys Thr Val Tyr Leu Arg
10 15

Asn Leu
30

sequence



10

20

40

50
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Arg Phe Lys Ile Ser Arg Asp Asn Ala Lys Lys Thr Leu Tyr Leu Gln
1 5 10 15

Met Asn Ser Leu Gly Pre Glu Asp Thr Ala Met Tyr Tyr Cyvs Gln Arg
20 25 30

<210> 1182
<21l> 32
<212> PRT

<213> Artificial Seguence

<220>
<223> P,R,S 103-class Nanchody FW3 sequence

<400> 119
Arg Phe Thr Val Ser Arg Asp Asn CGly Lys Asn Thy Ala Tyr Leu Arg

1 5 10 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Asp Tyr Tyr Cys Ala Val
20 25 30

<210> 120
<211l> 11
<212> PRT

<213> Artificial Sequence

<220>
<223> P,R,8 103-class Nancbhbody FW4 seguence

<400> 120

Arg Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1 5 10
<210> 121

<211> 11

<212» PRT

<213> 2Artificial Seguence

<220>
«223> P,R,S 103-clags Nancbody FW4 sequence

<400> 121

L.ew Arg Gly Gly Thr Gln Val Thr Val Ser Ser

1 5 10
<210> 122

«<211> 11

<212> PRT

<213> Artificial Seguence
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<220>
<223> P,R,8 103-class Nanobody FW4 sequence

<400> 122

Gly Asn Lys Gly Thr Leu Val Thr Val Ser Ser

1 5 10
<210> 123

<211> 11

<212> PRT

<213> Artificial Segquence

220>
<223> P,R,8 103-class Nanobody FW4 sequence

<400> 123

Ser Ser Pro Gly Thr Gln Val Thr Val Ser Ser

1 5 10
<210> 124

<211l> 11

<212>» PRT

<213> Artificial Sequence

<220>
<223> P,R,8 103-class Nancbody FW4 seguence

<400> 124

Ser Ser Gln Gly Thr Leu Val Thr Val Ser Ser

1 5 10
<210> 128

<211> 11

<212> PRT

<213> Artificial Seguence

<220>
«223> P,R,S8 103-class Nancbody FW4 sequence

<4G0> 125

Arg Ser Arg Gly Ile Gln Val Thr Val Ser Ser

1 5 10
«<210> 126

<211> 30

<212> PRT

<213> -~

<400> 126



50

Gly Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser
20 25 30

<210> 127
<211> 30
<212> PRT
<213> -
<400> 127

Lys Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser
20 25 30

<210> 128
<211> 30
<212> PRT
<213> -
<4a00> 128

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser
20 25 . 30

<210> 129
<211> 30
<212> PRT
213> -
<400> 129

Lys Val Gln Leuw Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser
20 25 30

<210> 130
<21l> 3C
<212> PRT
<213> -

<400> 130
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Glu Val Lys Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 1¢ 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser
20 25 30

«<210> 131
<211l> 30
<212> PRT
<213> -
<400> 1321

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser
20 25 30

«210> 132
<211> 30
<212> PRT
«213> -
<400> 132

Glu val Gln Leu Val Glu Ser Arg Gly Gly Leu Val Gln Ala Gly Asp
1 5 10 i5

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Arg Thr Phe Ser
20 25 30

<210> 133
<211s 30
<212> PRT
213> -
<400> 133

Glu val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Asp
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Arg Thr Phe Ser
20 25 30

<210> 134
<211> 30
«212> PRT
<213 -
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<400> 134
Glu Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ser Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Arg Ala Phe Asn
20 25 30

<210> 135
<211l> 30
<212> PRT
<213> -
<400> 135

Glu val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Arg Thr Phe Ser
20 25 30

<210> 136
<211l> 30
<212> PRT
<213> -
<400> 134

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
i 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Asp
20 25 30

<210> 137
<211l= 30
<212> PRT
<213> -
<400> 137

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Asp
20 25 30

<21G> 138
<211l> 30
<212> PRT
<213> -
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<400> 138
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Prc Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Agp
20 25 30

<210> 139
<211> 30
<212> PRT
«<213> -~
<400> 139

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Glu Asp Ser Gly Arg Thr Phe Gly
20 25 30

<210> 140
<211> 30
<212> PRT
<213>» -
<400> 140

Glu Val Gln Leu Val Lys Ser Gly Gly Gly Leu Val Gln Ala Gly Asp
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Arg Thr Ser Ser
20 25 30

<210> 141
<211l> 30
<212> PRT
<213> -
<400> 141

Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp
20 25 30

<210> 142
<21i> 30
<212> PRT
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<213> -~

<400> 142

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Gly

1 5 i0

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp
20 25 30

<210> 143
<211l> 30
<212> PRT
<213> -~
«<400> 143

Glu Vval Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Gly

1 5 10

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp
20 25 30

<210> 144
<211> 30
«212> PRT
<213> -~
<400> 144

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Glan Ala Gly Asp

1 5 10

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Arg Thr Phe Ser
20 25 30

<210> 145
<211> 30
<212> PRT
<213> -
<400> 145

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala
1 5 10

Ser Leu Arg Leu Ser Cys aAla Ala Ser Gly Arg Thr Phe Thr
20 25 30

<210> 146
<211> 30

15

15

15

Gly Gly

15
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<212> PRT
<213> -
<400> 146

Glu Val Glun Leu Val Glu Ser Gly Gly Gly Gln val Gln Ala Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Val Ala Ser Glu Arg Thr Phe Ser
20 25 30

<210> 147
<211l 30
<212> PRT
<213> -
<400> 147

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp
20 25 30

<210> 148
<21l> 30
<212> PRT
<213> -
<400> 148

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Ala Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ala Phe Ser
20 25 30

<210> 149
<211> 30
<212> PRT
<213> -
<400> 149

Glu Val @Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ala Phe Ser
20 25 30

<210> 150



ot
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«211> 3¢
<212> PRT
<213>» -
<400> 15¢

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Val Ala Ser Gly Phe Ile Leu Arg
20 25 30

<210> 151
«<211> 30
<212> PRT
<213 -
<400> 151

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser
20 25 30

<210> 1852
<211> 30
<212> PRT
«213> -
<400> 152

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Ser Ile Leu Ser
20 25 30

<210> 183
<211>= 30
<212>= PRT
<213> -
<400> 153

Glu Vval Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Als Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp
20 25 30
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<210> 154
<211> 30
<212> PRT
<213> -
«<400> 154

Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val ¢ln Ala Gly Asp
1 5 10 15

Ser Leu Thr Leu Ser Cys Val Ala Ser Gly Arg Thr Phe Ser
20 25 30

<210> 158
<21i> 30
<212>» PRT
<213> -
<400> 155

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gin Ala Gly Gly
1 5 10 15

Ser Leu Gly Leu Ser Cys Val Ala Ser Gly Arg Thr Phe Val
20 25 30

<210> 156
<21l> 30
<212> PRT
<213> -
<400> 156

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Asp
1 5 10 15

Ser Leu Thr Leu Ser Cys Val Ala Ser Gly Arg Arg Phe Ser
20 25 30

<210> 157

<211l> 3¢
<212> PRT
<213> -

<400> 157
Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin Ala Gly Asp
1 5 10 15

Ser Leu Thr Leu Ser Cys Val Ala Ser Gly Arg Thr Phe Asn
20 25 30
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<210> 158
<21l> 30
<212> PRT
<213> -
<400> 158

Glu Val Gln Leu Val Glu Ser Val Gly Gly Leu Val Gln Thr Gly Gly
15

1 5 140

Ser Leu Arg Leu Ser Cys Val Ala Ser Gly Arg Thr Phe Val
20 25 30

<210> 159
<211> 30
<212> PRT
<213> -
<400> 15¢

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Asp

1 5 10

Ser Leu Thr Leu Ser Cys Val Ala Ser Gly Arg Thr Phe Ser
20 25 3C

<210> 160
<211> 30
<212> PRT
<213> -
<400> 160

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Asp

1 5 10

Ser Leu Thr Leu Ser Cys Val Ala Ser Gly Arg Thr Phe Asn
20 25 30

<210> 161
«211> 30
<212> PRT
<213> -
<400> 161

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala
1 5 10

Ser Leu Thr Leu Ser Cys Val Ala Ser Gly Arg Thr Phe Ser
20 25 30

15

i5

Gly Asp

15
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<210> 162
<211> 30
<212> PRT
<213> -
<400> 162

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Asp
1 5 10 15

Ser Leu Thr Leu Ser Cys Val Ala Ser Gly Arg Thr Phe Ser
20 25 30

«<210> 163
<211> 30
<212> PRT
<213> -
<400> 163

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln aAla Gly Asp
1 5 16 15

k=g

Ser Leu Thr Leu Ser Cys Val Ala Ser Gly Arg Thr Phe Asn
20 25 0

[£%)

«<210> 164
<211> 3¢
<212> PRT
<213> -
<400> 164

Glu val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Rla Gly Asp
1 5 10 15

Ser Leu Thr Leu Ser Cys Val Ala Ser Gly Arg Thr Phe Ser
20 25 30

«<210> 165
<211l 5
<212> PRT
<213>» -~
<400> 165

Ser Tyr Ala Met Asn
1 5

<210> 166



<2il> 5

<212> PRT
<213> -
<400> 166

Ser Tyr Ala Met Asn

1 5
<210> 167

<211 B

<212> PRT

<213> -

<400> 167

Ser Tyr Ala Met Asn

1 5
<210> 168

<211> 5

«<212> PRT

«213> -

<400> 168

Ser Tyr Ala Met Asn

1 5
«210> 169

<211> 5

<212» PRT

<213> -

<400> 1869

Ser Tyr Ala Met Asn

1 5
<210> 170

<211> 5

<212> PRT

<213 -~

<400> 170

Ser Tyr Ala Met Thr

1 5
<210> 171

<211> 5

<212> PRT

<213> -
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<400> 171

Ile Tyr Ala Val Gly

1 5
<210> 172

<211> 5

<212> PRT

<213» -

<400> 172

Ile Tyr Ala Val Gly

1 5
<210> 173

«<211> 5

<212> PRT

<213> -

<400> 173

Tyr Tyr Ala Met Gly

1 5
«<210s 174

<211l> 5

<212> PRT

<213> -

<400> 174

Asn Tyr Val Met Gly

1 5
<210 175

<211> b

<212> PRT

<213> -

<400> 1758

Tyr Tyr Ala Ile Gly

1 5
<210> 176

<21l1l> 5

«<212> PRT

<213» -

<400> 176

Tyr Tyr Ala Ile Gly
1 5
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<210> 177
<21l 5
<212> PRT
<213> -
<400> 177

Tyr Tyr Asp Ile Gly

1 5
<210> 178

<211> 5

<212> PRT

<213> -

<400> 178

Asp Tyr Ile Met Gly

1 5
<210> 179

<211i> 8

<212> PRT

<213>» -

<4030> 178

Ser Val Thr Met Gly

i 5
«<210> 180

<21l> 5

<212> PRT

<213> -

<400> 180

Asp Tyr Ala Ile Gly

1 5
<210> 181

<211l> 5

<212> PRT

<213 -

<40C> 181

Asp Tyr Ala Ile Gly
1 5

<210> 182
<211> &5

62



<212> PRT
<213>» -

<400> 182

Asp Tyr Ala Ile Gly

1 5
<210> 183

<211l> 5B

«<212> PRT

<213> -

<400> 183

Thr Tyr Ala Met Ala

1 5
<210> 184

<211 8

<212> PRT

<213> -

<400> 184

Ile Tyr Thr Met Gly

1 5
«<210> 185

<211i> 8

<212> PRT

<213> -

<400> 185

Tyr Tyr Asp Leu Ala Ala Arg Ala

1 5
<210> 186

<211l> 5

<212> PRT

<213> -

<400> 186

Asp Tyr Ala Ile Gly

1 5
<210> 187

<211l> &

<212> PRT

<213> -

<400> 187
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Ser Tyr Trp Met Tvyr

1

<210>
<21ll>
<212>
<213>

<400>

5

188

PRT

188

Arg Tyr Gly Met Tyr

1

<210>
<211>
<212>
<2l3>

<400>

5

189

PRT

189

Giu Tyr Asn Met Gly

1

<210>
<211>
<212>
<213>

<400>

5

1580

PRT

190

Ser Tyr Ala Met Thr

1

<210>
<211>
<212>
<213>

<400>

5

191

PRT

i91

Thr Asn Asp Met Gly

1

<210>
<21ll>
<212>
<213>

<400>

5

192

PRT

182

Asp Tyr Ala Ile Gly

i

5

64
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<210> 183
<211l> &
«212> PRT
<213> -
<400> 193

Ala Tyr Gly Met Gly

1 5
<210> 194

<21l»> B

«212> PRT

<213> -

<400> 194

Ser Gly Gly Met Gly

1 5
<210> 195

<211> 5

«212> PRT

<213> -

«400> 19

[43]

Ala Tyr Gly Met Gly

1 5
<21C> 1986

<211l> 5

<212> PRT

<213> -

<400> 196

Agn Tyr Gly Met Gly

1 5
<210> 187

<211> 8§

<212> PRT

213> -

<400> 197

Ser Gly Gly Met Gly

1 5
<210> 198
<21l> 5

<212> PRT

65



<213> -
<400> 198

Ala Asn Gly Met Gly

1 5
<210> 189

<21ll> B

<212> PRT

<213> -

<400> 189

Asn Tyr Gly Met Gly

1 5
<210> 200

<211l> 5

<212> PRT

<213> -

<400> 200

Ala Tyr Gly Met Gly

1 5
<210> 201

<211> 5

<212> PRT

<213> -~

<400> 201

Asn Tyr Gly Met Gly

1 5
<210> 202

<21il> B

<212> PRT

<213> -

«<400> 202

Asn Tyr Gly Met Gly

1 5
<210> 203

<211> 5

<212> PRT

<213> -

<400> 203
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Ala Tyr Gly Met Gly

1 5
<210> 204

<21ll> 14

<212> PRT

<213> -

<400> 204

Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ser

i 5 10
<210> 205

<21l1> 14

<212> PRT

<213> -

<400> 205

Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ser

1 5 10
<210> 206

<211> 14

«<212> PRT

<213> -

<400> 206

Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Giu Trp Val Ser

1 5 10
<210> 207

«211> 14

<212> PRT

<213> -~

<400> 207

Trp Val Arg Glin Ala Pro Gly Lys Gly Leu Glu Trp Val Ser

1 5 10
<210> 208

<211> 14

«212> PRT

<213> -

<400> 208

Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ser
1 5 10
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<211>
«212>
<213>

<400>

68

208
14
PRT

209

Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ser

1

<210>
211>
<212>
<213>

<400>

5 10

210
14
PRT

210

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Asp Phe Val Ala

1

<210>
<211>
<212>
<213>

<400>

5 10

211
14
PRT

211

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Asp Phe val Ala

1

<210>
<211>
<212>
<213>

<400>

5 10

212
14
PRT

212

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Leu Val Ala

1

<210>
<211>
<212>
<213 >

<400>

5 10

213
14
PRT

213

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Phe Val Ala

1

<210>
<211>
<212>
<213>

5 10

214
14
PRT
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<400> 214

Trp Phe Arg Arg Ala Pro Gly Lys Glu Arg Glu Gly Val Ser

1 5 10
<210> 215

<211l> 14

<212>» PRT

<213> -

<400> 215

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val Ser

1 5 10
<210> 216

<211l> 14

<212> PRT

<213 -

<400> 216

Trp Phe Avrg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val Ser

1 5 10
«<210= 217

<211> 14

<212> PRT

«213>» -

<400> 217

Trp Phe Arg Gln Ale Pro Gly Lyvs Glu Arg Asp Phe Val Als

1 5 10
<210> 218

<211> 14

«212>»> PRT

<213> -

<400> 218

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Asp Phe Val Ala

1 5 10
<210> 21%

<211l> 14

«<212> PRT

<213> -

<400> 218

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val Ser
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1 5 10
«210> 220

<211> 14

<212> PRT

<213> -

<400> 220

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val Ser

1 5 10
<210> 221

<211l 14

<212> PRT

<213> -

«400> 221

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val Ser

1 5 10
<210» 222

<21i> 14

<212> PRT

<213> -

<400> 222

Trp Phe Arg Gln Ala Pro Gly Lys Asp Arg Glu Phe Val Ala

1 5 10
<210 223

<211> 14

<212> PRT

<213> -

<400> 223

Trp Phe Arg Gln Ala Pro Gly Lys Ala Arg Glu Phe Ile Ser

1 5 1Q
<210> 224

<211l> 14

<212> PRT

<213> -

<400> 224

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Leu Vval Ser
1 5 10

<210> 225
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<211l> 14
<212> PRT
<213> -
<400> 225

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Trp Val Ser

1 5 10
<210> 226

<211l> 14

<212> PRT

<213> -

<400> 226

Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ser

1 5 10
«210> 227

<211> 14

«212> PRT

<213> -

<400> 227

et

v Lys Gly Leu Glu Trp Val Ser

Trp Val Arg Gln Ala Pro G
5 i0

<210> 228
<21l> 14
<212> PRT
213> -
<400> 228

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Ile Val Ala

1 5 10
<210> 229

<211> 14

<212> PRT

<213 -

<400> 228

Trp Val Arg Gln Gly Leu Gly Lys Gly Leu Glu Trp Val Ser

1 5 10
<210> 230

<21i> 14

<212> PRT

<213> =~
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<400> 230

Trp Tyr Arg Gln Ala Pro Gly Asn Gln Arg Glu Leu Val Ala

1 5 10
<210> 231

<211l> 14

<212> PRT

<213> -

«400> 231

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val Ser

1 5 10
<210> 232

<211l> 14

<212> PRT

<213> -

<400> 232

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Phe Val Ala

1 5 10
«<210> 233

211> 14

<21Z> PRT

<213> -

<400> 233

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Phe Val Ala

1 5 i0
<210> 234

<211> 14

<212> PRT

<213> -

<400> 234

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Phe Val Ala

1 5 10
<210> 235

<211l> 14

<212> PRT

<213> -

<4030> 235

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Phe Val Ala
1 5 10
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«<210> 236
<211> 14
<212> PRT
<213> -
<400> 236

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Phe Val Rla

1 5 10
<210> 237

«21i> 14

<212> PRT

<213> -

<400> 237

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Phe Val aAla

1 5 10
<210> 238

<211l> 14

<212> PRT

<213>

<400> 238

Trp Phe Arg Gln Zla Pro Gly Lys Glu Arg Glu Phe Val Ala

1 5 10
<210> 239

<211> 14

<212> PRT

<213> -~

<400> 239

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Phe Val Ala

1 5 10
<210> 240

<211l> 14

<212> PRT

<213> -

<400> 2490

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Phe Val Ala
1 5 10

<210> 241
<211l> 14
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<212> PRT
«213> -
<400> 241

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Phe Val Ala

1 5 10
<210> 242

<211> 14

«212> PRT

<213> -

<400> 242

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Phe Val Ala

1 5 10
«210> 243

<211> 17

«212> PRT

<213> -

<400> 243

Val Ile Ser Ser Ser Gly 2sp Phe Thr Ser Tyr Ala Asp Ser Val Lys

1 5 1 L5
Gly

<210C> 244

<211> 17

<212> PRT

<213> -

<400> 244

Val Ile Ser Ser Ser Gly Asp Phe Thr Ser Tyr Ala Asp Ser Val Lys

1 5 1¢ i5
Gly

<210> 245

<211l L7

<212> PRT

<213> -

<400> 245

Val Ile Ser Ser Ser Gly Asp Phe Thr Ser Tyr Ala Asp Ser Val Lys
1 5 10 15
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<210>
<211>
<212>
<213>

<400>

75

246
17
PRT

246

Val Ile Ser Ser Ser Gly Asp Phe Thr Ser Tyr Ala Asp Ser Val Lys

1

Gly

<210>
<211>
<«<212>
<213>

<400>

5 10 15

247
17
PRT

247

4

Val Ile Ber Ser Ser Gly Asp Phe Thr Ser Tyr Ala Asp Ser Val Lys

1

Gly

<210>
<211>
<212>
<213>

<400>

5 1c 15

248
17
PRT

248

Glu Ile Thr Asn Gly Gly Gly Arg Thr Ser Tyr Ala Asp Ser Val Lys

i

aly

<210>
<211>
<212>
<213>

<400>

5 10 15

249
17
PRT

249

Asp Ile Arg Met Met Leu Gly Ser Thr Thr Tyr Ala Asp Ser Val Lys
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[
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1 5 10 i5
Gly

<210» 25¢C

<211> 17

<212> PRT

<213> -

<400> 250

Agp Ile Arg Met Met Leu Gly Ser Thr Thr Tyr Ala Asp Ser Val Lys

1 5 10 15
Gly

<210>= 251

«211> 17

<212> PRT

<213> -

<400> 251

Val Ile Asn Trp Ser Gly Gly Thr Thr Ser Tyr Ala Agp Ser Val Lys

1 5 10 15
Gly

<210> 252

<211i> 19

<212> PRT

<213> -~

<400> 252

Ala Ile Ser Trp Ser Gly Val Thr Thr Tyr His Tyr Ser Ala Asgp Ser
1 5 10 15

Val Lys Gly

<210> 253
<211> 17
<212> PRT
<213> -

<400> 253
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Cys Thr Ser Ser Ser Asp Gly Ser Thr Tyr Tyr Ala Asp Ser Val Lys

1

Gly

<210
<211>
<212>
<213>

<400>

5 i0 15

254
20
PRT

254

Cys Ile Ser Ser Ser Asp Met Ser Asp Gly Ile Thr Tyr Tyr Ala Asp

1

5 10 15

Ser Val Lys Gly

<210>
<21l>
<212>
<213>

<400>

20

255
17
PRT

255

Cys Thr Ser Ser Sey Asp Gly Ser Thr Tyr Tyr Ala Asp Ser Val Lys

1

Gly

<210>
<211
<212>
<213>

<400>

5 10 15

256
20
PRT

256

Ala Ile Ser Trp Thr Gly Asp Ser Thr Tyr Tyr Lys Tyr Tyr Ser Asp

1

5 10 15

Ser Ala Lys Gly

<210>
<211>
<212>
<213>

<400>

20

257
17
PRT

257
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Ala Ile Ser Trp Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val Lys

1 5 10 15
Gly

<210> 258

<21l» 17

<212> PRT

<213> -

<400> 258

Cys Ile Ser Ser Arg Asp Gly Ile Thr Tyr Tyr Ala Asp Ser Val Lys

1 5 10 15
Gly

<210> 259

<21i» 17

<212> PRT

<213> -

<400> 259

Cys Ile Ser Ser Arg Asp Gly Thr Thr Tyr Tyr Ala Asp Ser Vval Lys

1 5 10 18
Gly

<210> 260

<211> 17

«212» PRT

<213> -

<400> 260

Cys Ile Asn Asn Ser Asp Gly Ser Thr Tyr Tyr Ala Asp Ser Val Lvs

1 5 10 15
Gly

<210> 261

<21i> 17

<212> PRT

<213> -
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<400> 261

Ala Ile Ser Trp Ser Ser Asp Met Thr Tyr Tyr Leu Asp Ser Val Lys

i 5 10 15
Gly

<210> 262

<21l>»> 19

<212> PRT

<213> -

<400> 262

Ala Leu Arg Trp Ser Gly Gly Ser Thr Tyr Thr Phe Tyr Ala Asp Ser
1 5 10 15

Val Lys Gly

«210> 263
«<211l> 17
<212> PRT
<213> -
<400> 263

Ala Ser Thr Trp Asn Gly Gly Tyr Thr Tyr Tyr Val Asp Ser Val Lys

1 5 10 15
Gly

<210> 264

<21l> 17

«212> PRT

<213> -

<400> 264

Cys Ile Ser Arg Ser Asp Gly Ser Thr Tyr Tyr Ala Asp Ser Val Lys

1 5 10 15
Gly

<210> 265

<211l> 17

212> PRT

«213> -



10

20

30

40

50

80

<400> 265

Ala Ile Ser Thr Gly Gly Gly Gly Thr Tyr Tyr Ala Asp Ser Val Lys

1 5 10 1B
Gly

«<210> 266

<211> 17

<212> PRT

<213> -

<400> 266

Thr Ile Asn Ser Gly Gly Asp Tyr Ile Ile Tyr Ala Asp Ser Val Lys

1 5 1¢ i5
Gly

«<210> 267

<211> 17

<212> PRT

<213> -

<400> 267

Ala Ile Ala Trp Thr Gly Thr Asn Ser Tyr Tyr Val Asp Ser Val Lys

1 5 10 15
Gly

<210> 268

<211> 17

<212> PRT

<213> -

<400> 268

Ile Tle Ser Gly Asn Gly Gly Ser Thr Ser Tyr Ala Asp Ser Val Lys

1 5 10 15
Gly

<210> 269

<211> 186

<212> PRT
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<213 -
<400> 269

Arg Ile Ser Arg Gly Ser Ser Thr Ile Tyr Thr Glu Ser Val Lys Gly

1 5 10 15
<210> 270

<211> 17

<212> PRT

<213> -~

<400> 270

Cys Ile Ser Ser Arg Asp Gly Met Thr Tyr Tyr Ala Asp Ser Val Lys

1 5 10 15
Gly

<210> 271

<211> 17

<212> PRT

<213> -

<4&00> 271

Ser Ile Asn Trp Gly Gly Gly Asn Thr Tyr Tyr Ala Asn Ser Val Lys

1 5 10 15
Asp

<210> 272

<211 17

<212> PRT

<213 -

<400> 272

Ser Ile Val Trp Ile Gly Gly Arg Thr Tyr Tyr Ala Asp Ser Val Lys

1 5 10 15
Gly

«<210> 273

<2il= 17

<212> PRT

<213> -

<400> 273
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Ser Ile Asn Trp Gly Asp Gly Asn Thr Tyr Tyr Ala Asn Ser Val Lys

1 5 10 15
Asp

<210> 274

<211l> 17

<212> PRT

<213> -

<400> 274

Ser Iie Asn Trp Gly Asn Gly Lys Thr Tyr Tyr Ala Asn Ser Val Lys

1 5 10 15
AsD

<210> 275

<211> 17

<212> PRT

<213> =~

<400s 275

Ala Ile Val Trp Ile Gly Gly Arg Thr Tyr Tyr Ala Rep fer Val Lys

1 5 10 15
Gly

<210> 276

<2lLs> 17

<212> PRT

<213>»> -

<400> 276

Ser Ile Ala Trp Gly Asp Gly Asn Thr Tyr Tyr Ala Rsn Ser Val Lys

1 5 10 15
Asp

<210> 277

<211> 17

<212> PRT

<2i3> -
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<400> 277

Ser Ile Asn Trp Gly Asn Gly Lys Thr Tyr Tyr Ala Asn Pro Val Lys

1 5 10 i5
Asp

«210> 278

<211> 17

<212> PRT

<213 -

<400> 278

Ser ITle Asn Trp Lys Asp Gly Phe Thr Tyr Tyr Ala Asn Ser Val Lys

1 5 1c is
Asp

<210> 27%

<211> 17

«212> PRT

<213> -

<400> 279

Ser Ile Asn Trp Gly Asp Gly Asn Thr Tyr Tyr Ala Asn Ser Val Lys

1 5 10 15
Asp

<210> 28¢

<211> 17

<214Z> PRT

<213> -

<4030> 280

Ser Ile Asn Trp Gly Asn Gly Lys Thr Tyr Tyr Ala Asn Sey Val Lys

1 5 10 i5
Asp

<210> 281

<21l> 17

<21l2> PRT

<213> -
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<400> 281

Ser Ile Asn Trp Lys Asp Gly Phe Thr Tyr Tyr Ala Asn Ser Val Lys

1 5 10 15
Lsp

<210> 282

<211> 32

<212> PRT

<213> -~

<400> 282

Arg Phe Thr Ile Phe Arg Asp Asn Ala Lys Asn Thr Leu Tyr Leu Gln
1 5 10 15

Met Ser Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Lys Phe
20 25 30

<210> 283
<211l> 32
<212» PRT
<213>
<400> 283

Arg Phe Thr Ile Phe Arg Asp Asn Ala Lys Asn Thr Leu Tyr Leu Gln
1 5 10 15

Met Ser Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Lys Phe
20 25 30

<210> 284
<21i> 32
<212> PRT
<213> -
<400> 284

Arg Phe Thr Ile Phe Arg Asp Asn Ala Lys Asn Thr Leu Tyr Leu Gln
1 5 10 15

Met Ser Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Lys Phe
20 25 30

«<210> 285
<211>»> 32
<212> PRT
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<213 -
<400> 285
Arg Phe Thr Ile Phe Arg Asp Asn Ala Lys Asn Thr Leu Tyr Leu Gln

1 5 10 15

Met Ser Ser Leu Lys Pro Glu ZAsp Thr Ala val Tyr Tyr Cys Lvs Phe
20 25 30

<210> 286
<211l> 32
<212> PRT
<213> -
<400> 288

Arg Phe Thr Ile Phe Arg Asp Asn Ala Lys Asn Thr Leu Tyr Leu Gln
1 5 10 15

Met Ser Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Lyg Phe
20 25 30

<210> 287
«21l>» 32
<212> PRT
<213> -~
<400> 287

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr Leu Gln
1 5 10 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala val Tyr Tyr Cys Ala Arg
20 25 30

<210> 288
<211l» 32
<212> PBRT
<213> -~
<400> 288

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Arg Thr Vval Tyr Leu Gln
1 5 10 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys 2la Vval
20 25 30

<210> 289
<211l> 32
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<212> PRT
«213> -
<400> 289

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Arg Thr Val Tyr Leu Gln
i3 5 10 i5

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Ala Val
20 25 30

«<210> 280
<211l> 32
<212> PRT
<Z213> -~
<400> 290

Arg Phe Thr Ile Ser Arg Ser Asn Ala Lys Zsn Thr Val Tyr Leu Gln
1 5 16 15

Met Ser Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Ala Ala
20 25 30

«<210> 2281
«211> 32

<212> PRT
<213> -
<400> 291

Arg Phe Thr Thr Ser Arg Asp Asn Asp Arg Asn Thr Ala Hig Leu Gln
1 5 i0 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Ala Ala
20 25 30

<210> 282
<21il> 32
<212> PRT
<213> -
<400> 292

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr val Tyr Leu Gln
1 5 10 15

Met Agn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Ala Thr
20 25 30

<210> 283
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<211> 32
<212> PRT
<213> -
<400> 293

Arg Phe Thr Ser Ser Arg Asp Asn Val Lys Asn Thr Val Tyr Leu Gln
1 5 10 is

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cyvs Ala Thr
20 25 30

<210> 294
<21ll> 32
«<212> PRT
<213> -
<400> 294

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Val Tyr Leu Gln
1 5 10 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cysg Ala Thr
20 25 30

<210> 295
<211> 32
<212> PRT
<213> -
<400> 295

Arg Phe Thr Ala Ser Arg Asp Asn Ala Lys Asn Thr Ala Tyr Leu Gln
1 5 10 15

Met Asn Gly Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Ala Ala
20 25 30

<210> 296
<21l> 32
<212> PRT
<213> -
<400> 296

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Val Tyr Leu Gln
1 5 10 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Ala Ala
20 25 30
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<210> 297
<21l> 32
<212> PRT
<213> -
<&00> 297

Arg Phe Thr Ile Ser Ser Asp Asn Ala Lys Asn Thr Val Tyr Leu Gln
1 5 10 15

Met Asn Ser Leu Lyes Pro Giu Asp Thr Ala Val Tyr Tyr Cys Ala Ala
20 25 30

<210> 298
<21ll> 32
<212> PRT
<213> -~
<400> 298

Arg Phe Thr Ile Ser Ser Asp Asn Ala Lys Asn Thr Val Tyr Leu Gln
1 5 10 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Ala Ala
20 25 30

<210> 299
<211> 32
«212>» PRT
<213> -~
<400> 29¢

Arg Phe Thr Ile Ser Ser Asp Asn Ala Lys Asn Thr Val Tyr Leu Gln
1 5 10 15

Met Asn Ser Leu Lys Pro Glu &Asp Thr Ala Val Tyr Tyr Cys Ala Ala
20 25 30

<210> 300
<21ll> 32
<212> PRT
<213> -
<400> 300

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lye Asn Thr Val Phe Leu Gln
1 5 10 is

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Ala Ser
20 25 30
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<210> 301
<21l> 32
<212> PRT
<213> -~
<400> 301

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr Leu Gln
1 5 10 i5

Met Asn Ser Leu Lys Ser Glu Asp Thr Ala Ile Tyr Tyr Cys Gly Met
20 25 30

<210> 302
<211> 32
<212> PRT
<213> -
<400> 302

Arg Phe Thr Val Ser Thr Asp Asp Ala Gly Asp Thr Met Tyr Leu Gln
1 5 10 15

Met Asn Ser Leu Glu Pro Glu Asp Thr Ala Val Tyr Tyr Cys Ala 2la
20 25 30

<210> 303
<211l»> 32
<212> PRT
<213> -
<400> 303

Arg Phe Thr Ile Ser Ser Asp Asn Ala Lys Asn Thr Val Tyr Leu Gln
1 5 i0 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr His Cys Ala Ala
20 25 30

<210> 304
<211l> 32
<212> PRT
<213> -
<400> 304

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr Leu Gln
1 5 10 15

Met Asn Ser Leu Lyeg Pro Glu Asp Thr Ala Arg Tyr Tyr Cys Ala Arg
20 25 30
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<210> 305
<211> 32
<21l2> PRT
<213> -
<400> 305

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr Leu Gln
i 5 106 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Ala Glu
20 25 30

<210> 3086
<211> 32
<212> PRT
<213> -
<400> 306

Arg Phe Thr Ile Ser Arg Asp Asp Thr Lys Asn Thr Val Tyr Leu Gln
1 5 10 15

Met Asn Ser Leu Asn Pro Glu Asp Thr r Val Tyr His Cys Ala Ala
20 25 30

@
pawr
et

<210> 307
211> 32
<212> PRT
<213> -
<400> 307

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr Leu Gln
1 5 1c is

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Ala Lys
20 25 30

<210> 308
<211> 32
<212> PRT
<213> -
<400> 308

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Val Tyr Leu Gln
ES 5 10 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys 2sn BAla
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20 25 30

<210> 309
<21l> 32
<212> PRT
<213 -
<400> 3098

Arg Phe Thr Ile Ser Ser Asp Asn Ala Arg Asn Thr Val Tyr Leu Gln
1 5 10 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cve Ala Ala
20 25 30

<210= 310
<211> 32
«212> PRT
<213> -
<400> 310

Arg Phe Ala Ile Ser Lys Asp His Ala Lys Zsn Thr Val Tyr Leu Gln
1 5 10 15

Met Asn Ser Leu Lys Pro Glu Asp Thr 2la Leu Tyr Tyr Cys Ala Ala
20 25 3¢

<210> 311
<211> 32
<212> PRT
<213> -~
<400> 311

Arg Phe Thr Ile Ser Gly Asp Asn Ala Lys Ser Thr val Thr Leu Gln
1 5 10 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Thr Tyr Tyr Cys Ala Asp
20 25 30

«210> 312
<21l> 32
«212> PRT
<213> -
<400> 312

Arg Phe Ala Ile Ser Lys Agp His Ala Lys Asn Thr Val Tyr Leu Gln
1 5 10 15
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Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Leu Tyr Tyr Cys Ala Ala
20 25 30

<210> 313
<211l> 32
<212> PRT
<213> =~
<400> 313

Arg Phe Ala Ile Ser Lys Asp His Ala Lys 2Asn Thr Val Tyr Leu Gln
1 5 10 i5

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Leu Tyr Tyr Cys Ala Ala
20 25 30

<210> 314
<211> 32
<212> PRT
«213> -
<400> 314

Arg Phe Thr Ile Ser Gly Asp Asn Ala Lys Ser Thr val Thr Leu Gln
1 5 10 i5

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Leu Tyr Tyr Cys Ala Asp
20 . 25 30

<210> 315
<211> 32
«212»> FPRT
<213> -
<400> 315

Arg Phe Ala Ile Ser Lys Asp His Ala Lys Asn Thr Val Tyr Leu Gln
1 5 10 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Leu Tvr Tyr Cys Ala Ala
20 25 30

<210> 318
<211> 32
<212> PRT
<213> -
<400> 316

Arg Phe Ala Ile Ser Lys Asp His Ala Lys Asn Thr Val Tyvr Leu Glin
1 5 10 15
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Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Leu Tyr Tyr Cys Ala Ala
20 25 3C

<210 317
<211l> 32
<212> PRT
«<213> -
<400> 317

Arg Phe Ala Ile Ser Lys Asp His Ala Lys Asn Thr Val Tyr Leu Gln
1 5 10 is

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Leu Tyr Tyr Cys Ala Zla
20 25 30

<210> 318
<21l> 32
<212> PRT
«213> -~
<400> 318

2Arg Phe Ala Ile Ser Lys Asp His Ala Lys Asn Thr Val Tyr Leu Gln
1 5 10 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Leu Tyr Tyr Cys Ala Ala
20 25 30

<21C> 319
<211> 32
<212»> PRT
<213> -
<400> 319

Arg Phe Ala Ile Ser Lys Asp His Ala Lys Asn Thr Val Tyr Leu Gln
i 5 10 15

Met ZAsn Ser Leu Lys Pro Glu Asp Thr Ala Leu Tyr Tyr Cys Ala Ala
20 25 30

«<210> 320
<211> 32
<212> PRT
<213> -~
<400> 320

Arg Phe Ala Ile Ser Lys Asp His Ala Lys Asn Thr Val Tyr Leu Glin
1 5 10 15
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Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Leu Tyr Tyr Cys Ala Ala

<210>
<21l>
<212>
<213>

<220=>
<221>
<222>
<223>

<400>

20 25 30

321

PRT

misc_ feature

(4} .. (4)

CDR 3 onlvy contains 3 amino acid residues {(GGT). The "X" at
position 4 hag been added solelt because PatentIn requires that a
sequence comprises at keast 4 aminc acid residues

321

Gly Gly Thr Xaa

1

<210>
<211>
<212
<213>

<220>
<221>
<222
<223>

<400>

322

PRT

misc_feature

(4)..(4)

CDR 2 only contains 3 amino acid residues {(GGT). The X" at
pogition 4 has been added solelt because PatentIn requires that a
sequence comprises at keast 4 amino acid regidues

322

Gly Gly Thr Xaa

1

<210>
<2il>
<212>
<213>

<220>
<221>
<222>
<223 >

<400 >

323

PRT

misc feature

(4)..(4)

CDR 3 only contains 3 amino acid residues (GGT). The "X" at
position 4 has been added solelt because PatentIn reguires that a
sequence comprises at keast 4 amino acid resgidues

323
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Gly Gly Thr ZXaa

1

<210>
<211l>
<212>
<213>

<220>
<22l
<222>
<223>

<400>

324

PRT

mige feature

(4)..(4)

CDR 3 only contains 3 amino acid residues (GGT). The "X" at
pogition 4 has been added solelt because PatentIn requires that a
sequence comprises at keast 4 amino acid residues

324

Gly Gly Thr Xaa

1

<210>
<21l>
<212>
<213>

<220>
<221>
<222>
<223>

<4 00>

325

PRT

misc_feature

(4)..(4)

CDR 3 only contains 3 amino acid residues (GGT). The "X" at
position 4 has been added solelt because PatentIn reguires that a
sequence compriges at keast 4 amino acid resgidues

328

Gly Gly Thr Xaa

1

<210>
<211
<212>
<213>

<400>

326
14
PRT

326

Gly Asp Arg Ser Trp Phe Arg Val Gln Gly Glu Asn Val Tyr

1

<210>
<211>
<212>
<213>

<400>

5 10

327
11
PRT

327
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Arg Ser Ser Arg Gln Thr Thr Glu Tyr Asp Tyr

1 5 10
<210> 328

<211> 11

<212> PRT

<213> -

<400> 328

Arg Ser Ser Arg Gln Thr Thr Glu Tyr Asp Tyr

1 5 10
«210> 329

<211> 12

<212> PRT

<213> -

<400> 229

Asp Sex Ile Tyr Arg Thr Ser Lys Asp Tyr Asn Tyxr

1 5 10
<210 330

<211l> 1

<212> PRT

<213 -

<400> 330

Arg Gly Arg Thr Gly Ser Asp Pro Arg Lys Gly Asp Asp Tvr Asp Tyr

1 5 10 15
<210> 331

<2il> 20

<212> PRT

<213> -

<400> 331

Thr Phe Gly Bsp Ala Cys Thr Val Val aAla Gly Ile Pro Asp Gin Tyr
1 5 10 15

Asp Phe Gly Ser
20

<210> 332
<21l> 20

<212> PRT
<213> ~

<400> 332



10

20

40

50

97

Thr Phe Gly Asp Rla Cys Thr Val Val Ala Gly Ile Pro Asp Gln Ala
1 5 10 is

Asp Phe Asp Ser

20

<210> 333
«<211> 20
<212> PRT
<213> -
<400> 333

Thr Phe Gly Asp Ala Cys Thr Val Val Ala Gly Ile Pro Asp Gln Tyr

1

=3 10 15

Asp Phe Gly Ser

20

<210> 334
<211> 17
<212> PRT
<213» -
<400> 334

Arg Thr Phe Arg Ile Asp Tyr Asgp Pro Arg Thr Ala Ser Thr Tyr Asn

L 5 10 15
Tyr

<210> 335

<21i> 18

<212> PRT

<213> -~

<400> 335

Val Val Pro Ser Asp Pro Ile Ile Tyr Tyr Thr Agp Tyr Val Asp Tyr

1

5 10 15

Asp Tyr
«<210> 336
<211> 15
«212> PRT

<213 >
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<400> 336

Asp Leu Val Gly Ser Phe Pro Cys Pro Val Ala Ala Tyr Asp Tyr

1 5 10 L5
<210> 337

<211> 15

<212> PRT

<213> -

<400> 337

Asp Leu Val Gly Ser Phe Pro Cys Pro Val Ala Ala Tyr Asp Tvr

1 5 10 15
«210> 338

<211> 15

<212> PRT

<213> -

<400> 338

Asp Phe Val Gly Gly Ser Tyr Cys Leu Phe Pro Thr Tyr Asn Tyr

1 5 10 L5
<210> 3392

<211l> 14

<212> PRT

<213> -

<400> 339

Gly Ala Tyr Tyr Ala Gly Ser Ser Thr Ser Pro Tyr Asn Tyr

1 5 10
«210> 340

<211> 18

<212» PRT

<213 -~

«<400> 340

Val Asp Pro Arg Ala Pro Tyr Met Arg Pro Asp Ser Thr Asp Ser Tyr

1 5 10 15
Ala Tyr

<210> 341

<211> 16

<212> PRT

<213> -
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<400> 341

Arg Arg Ala Tyr Ser Ser Asp Leu His Asp Tyr Arg Thr Phe Asp Tyr

1 5 10 15
<210> 342

<211> 15

<212> PRT

<213> -~

<4£00> 342

Asp Ala Ile Gly Ser Phe Pro Cys Pro Ala Gly Val Tyr Asp Tyr

1 5 10 15
<210> 343

<211 22

<212> PRT

<213>» -

<400> 343

Asp Glu Ala Pro Thr Phe Asp Tyr Ser Gly Asn Tyr Ala Tyr Thr Gly
1 5 10 15

Ser Asp Pro Asn Asp Tyr
20

<210> 344
<211> 21
<212> PRT
<213> -
<400> 344

Gly Tyr Arg Gly Ser Glu Trp Pro Pro Pro Ala Phe Thr Leu Gln Arg
1 5 10 15

Ala Asp Phe Ala Ser
20

<210> 345
«211> 17
<212> PRT
<213> -
<400> 345

Glu Gly Tyr Val Ser Asn Phe Pro Arg Ser Ser Ala Asp Glu Tyr Asp
1 5 1¢ i5

Tyr
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<210> 346
<211> 8
<212> PRT
<213> -
<400> 346

Trp Asp Gly Leu Gly Thr Leu Pro

1 5
<210> 347

«211> 16

«212> PRT

«213> -

<400> 3247

Agp Met Leu Pro Ser Asp Leu Ser His Gly Tyr Tyr Tyr ARrg Asp Tyr

1 5 10 15
<210> 348

«<211l> 15

<212> PRT

<213 -

<400> 348

Asp Leu Val Gly Ser Phe Pro Cys Pro Val Ala Ala Tyr Asp Tyr

1 5 10 i5
<210> 349

<211= 10

<212> PRT

<213> -

<400> 349

Val Ser Ser Asn Thr Glu Ile Phe Asp Thr

1 5 10
<2L0> 350

<211l> 10

<212> PRT

<213>» -

<400> 350

Gly Asp Leu Ala Thyr Gly Thr Tyr Asp Tyr
1 5 10

«210> 351
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<211> 10
«212> PRT
«213> -
<400> 351

Val Ser Ser Asn Thr Glu Ile Phe Asp Thr

1 5 10
«<210> 352

<21i» 10

<212> PRT

<213 -~

<400> 352

Val Ser Ser Asn Thr Glu Thr Phe Asp Thr

1 5 10
<210> 353

<211> 10

<212> PRT

<212> -

<400> 353

Gly Zsp Leu 2la Thr Gly Thr Tyr Asp Tyr

1 5 10
<210> 354

<211l> 1

«<212> PRT

<213> -

<400> 354

Val Ser Ser Asn Ser Glu Thr Phe Asp Thr

1 5 10
<210> 355

<21l>» 10

<212> PRT

<213> -

<400> 355

Val Ser Ser Asn Thr Glu Thr Phe Asp Thr

1 5 10
<210> 356

<211> 10

<212> PRT

<213> -
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<4C0> 2356

Val Ser Ser Asn Thr Glu Ile Phe Asp Ile

1 5 10
<210> 357

<211l> 10

<212> PRT

<213> =~

<400> 357

Val Ser Ser Asn Thr Glu Ile Phe Asp Thr

1 5 10
<210> 358

<211> 10

<212> PRT

<213> =~

<400> 358

Val Ser Ser Asn Thr Glu Thr Phe Asp Thr
1 5 10

<210> 359

<21%> 10
<212> PRT
<213> -
<400> 359

Val Ser Ser Asn Thr Glu Ile Phe Asp Ile

1 5 10
<210> 360

<211> 11

<212> PRT

<213» =~

<400> 360

Arg Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1 5 10
<210> 361

<211> 11

<212> PRT

<213> =

<400> 361

Arg Gly Gln Gly Thr Gln Val Thr Val Ser Ser
1 5 10
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<210> 362
<211> 11
<212> PRT
<213> -
<400> 362

Arg Gly Gln Gly Thr Gln Val Thr Val Ser Ser

L 5 10
<210> 363

<211> 11

<212> PRT

<213» -

<400> 363

Arg Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1 5 10
<210> 364

<231> 11

«<212> PRT

<213 -

<400> 364

CArg Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1 5 10
<210> 365

<211l> 11

<212> PRT

<213> -

<400> 365

Arg Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1 5 10
<210> 366

<211> 11

<212> ERT

<213> -

<400> 366

Trp Gly Gln Gly Thy Gln Val Thr Val Ser Ser
1 5 10

<210> 367
<211> 11
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<212»> PRT
<213> -
<400> 367

Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1 5 10
<210> 368

<211> 11

<212> PRT

<213> -

<400> 368

Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1 ) 10
<210> 369

<211> 11

<212> ERT

<213> -

<400> 369

Tre Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1 5 10
«210> 370

<2131> 11

<212» PRT

<213> -

<400> 370

Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1 5 10
<210> 371

<211> 11

<212> PRT

<213> -

<400> 371

Trp Gly Gin Gly Thr Gln Val Thr Val Ser Ser

1 5 10
<210> 372

<211> 11

<212> PRT

<213> -

<400> 372
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Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1

<210>
<211>
<212>
<213>

<400>

5 1¢

373
11
PRT

373

Trp Gly Gln Gly Ile Gln Val Thr Val Ser Ser

1

<210>
<211>
<212>
<212>

<400

5 10

374
11
PRT

374

Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1

<210>
<211>
<212>
<213>

<4005

5 10

oo W
TR 3
B

375

Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1

<210>
<211>
<212>
«213>

<4030>

5 10

376
11
PRT

376

Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1

<210>
<21l>
<212>
<213>

<400>

5 10

377
i1
PRT

377

Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1

5 10
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<400>

106

378
11
PRT

378

Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1

<210>
<211l>
<212>
<213>

<400>

5 <16

379
il
PRT

379

Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1

<210>
<211>
<212>
<213 >

<400

5 10

380
i1
PRT

380

Trp Gly Gln Gly Thr Gin Val Thr Val Ser Ser

1

<210>
<211>
<212>
<213>

<400>

5 10

381
11
PRT

381

Trp Gly Gln Gly Thr Gln val Thr Val Ser Ser

1

<210>
<211l>
<212>
<213>

<400>

5 i0

382
11
PRT

382

Trp Gly Gla Gly Thr Gln Val Thr Val Ser Ser

1

<210>
<Z1l>
<212>

5 10

383
il
PRT
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<213> -
<400> 383

Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1 5 10
<210> 384

<211> 11

<212> PRT

<213> -

<400> 384

Trp Gly Gln Glv Thr Gln Val Thr Val Ser Ser

1 5 i0
<210> 385

<211l> 11

<212> PRT

<213> -

<400> 385

Gly Ser Gln Gly Thr Gln Val Thr Val Ser Ser

1 5 10
<210> 386

<211> 11

<212> PRT

<213> -

<400> 386

Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1 5 10
<210> 387

<211> 11

<212> PRT

<213> -

<400> 387

Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1 5 10
<210> 388

<211> 11

<212> PRT

<213> -

<400> 388
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Trp Gly Gln Gly Ile Gln Val Thr Val Ser Ser

1 5 1C
<210> 388

«<2il> 11

<212 PRT

<213> -

<400> 389

Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1 5 10
«<210> 390

<211> 11

<212> PRT

<213> -

<400> 390

Trp Gly Gln Gly Ile Gln Val Thr Val Ser Ser

1 5 10
<210> 391

<211> 11

<2i2> PRT

<213> -

<400> 391

Trp Gly Gln Gly Ile Gln Vval Thr Val Ser Ser

1 5 10
<210> 392

<211> 11

<212> PRT

<213> -

<400> 3892

Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1 5 10
<210> 383

<211> 11

<212> PRT

<213> -

<400> 383

Trp Gly Gln Gly Ile Gln Val Thr Val Ser Ser
1 5 10
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20

40

50

109

«210> 384
«<211> 11
<212> PRT
<213 -~
<400> 384

Trp Gly Gln Gly Ile Gln Val Thr Val Ser Ser

1 5 10
«<2310> 395

<21l> 11

<212>» PRT

«213> -

<400> 395

Trp Gly Gln Gly Ile Gln Val Thr Val Ser Ser

1 5 L0
<210> 396

<211> 11

<212> PRT

<213> -

<400> 396

Trp Gly Gln Gly Ile Gin Val Thr Val Ser Ser

1 5 10
<210> 397

<211> 11

<«212>» PRT

<213> -~

<400> 397

Trp Gly Gin Gly Ile Gln Val Thr Val Ser Ser

1 5 10
<210> 398

<211l> 11

<212> PRT

<213> -~

<400> 398

Trp Gly Gln Gly Ile Gln Val Thr Val Ser Ser

1 5 10
<210> 399
<211l> 112
<212> PRT

<213> -
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20

30

40

50

<400> 399

Gly

1

Ser

Ala

Sey

Lys

65

Leu

Lys

Val Gln

Leu Arg

Leu

Leu

- 20

Met Asn
35

Val Ile

50

Gly Arg

Gln Met

Phe Gly

<210> 400
<211> 112
<212>= PRT
«213> -

<400> 400

Lys
1

ser

Ala

Ser

Lys

65

Leu

vVal Gln

Leu Arg

Met Asn
35

Val Ile
50

Gly Arg

Gln Met

Trp

Ser

Phe

Ser

Gly
100

Leu

Leu

20

Trp

Ser

Phe

Ser

Val

Ser

Val

Ser

Thr

Ser

85

Thr

Val

Ser

Val

Ser

Thyr

Ser

Glu

Cys

Arg

Ser

Ile

70

Leu

Arg

Glu

Cys

Arg

Ser

Ilie

70

Leu

Ser

Ala

Gln

Gly

Phe

Lysg

Gly

Ser

Ala

Gin

Gly

55

bPhe

Lys

Gly

Ala

Ala

440

RAsp

Arg

Pro

Gln

Gly

Ala

Ala

40

Asp

Arg

Pro

Gly

Ser

25

Pro

Phe

Asp

Glu

Gly
108

Gly

Ser

25

Pro

Phe

AgD

Glu

110

Gly

10

Gly

Gly

Thr

Asn

Asp

8aQ

Thr

Gly

10

Gly

Gly

Thr

Asn

Asp

Leu

Phe

Lys

Sex

Ala

75

Thr

Gln

Leu

Phe

Lys

Ser

Ala

75

Thr

Val

Thr

Gly

Tyr

60

Lys

Ala

Val

Val

Thyr

Gly

Tyr

60

Lys

Ala

Gln

Phe

Leu

45

Ala

Asn

Val

Thr

Gln

Phe

Leu

45

Ala

Asn

Val

Pro

Ser

30

Glu

Asp

Thr

Tyr

Pro

Ser

30

Giu

Asp

Thr

Tyr

Gly

i5

Ser

Trp

Ser

Leu

Tyr

Ser

Gly

i5

Ser

T

Ser

Leu

Tyr

Gly

Tyr

Val

val

Tyr

80

Cys

Sexr

Gly

Tyr

Val

val

Tyxr

80

Cys



10

20

Cad
o]

40

85

111

90

95

Lys Phe Gly Gly Thr Arg Gly Gln Gly Thr Gln val Thr Val Ser Ser

100

<210> 401
<211 112
<212> PRT
<213> -

<400> 401

Glu Val Gln Leu Val
1 5

Ser Leu Arg Leu Ser
20

Ala Met Asn Trp Val
35

Ser Val Ile Ser Ser
50

Lys Gly Arg Phe Thr
65

Leu Gln Met Ser Ser
85

Lys Phe Gly Gly Thr
100

<210> 402
<21l> 112
<212>» PRT
<213> -

<400> 402

Glu

Cys

Arg

Ser

Ile

70

Leu

Arg

Ser

Ala

Gln

Gly

55

Phe

Lys

Gly

Lys Val Gln Leu Val Glu Ser

1 5

Ser Leu Arg Leu Ser Cys Ala

20

Ala Met Asn Trp Val Arg Gln

35

105

Gly Gly Gly
10

Ala Ser Gly
25

Ala Pro Gly
40

Asp Phe Thr

Arg Asp Asn

Pro Glu Asp
90

Gln Gly Thr
105

Leu

Phie

Lys

Ser

Ala

75

Thr

Gln

Val

Thr

Gly

Tyxr

Lys

Ala

Val

Gly Gly Gly Leu Val

10

Ala Ser Gly Phe Thr

25

Ala Pro Gly Lys Gly

40

Gin

Phe

Leu

45

Ala

&sn

Val

Thr

Gln

Phe

110

Pro

Ser

30

Glu

Asp

Thr

Ty

Val
110

Gly

15

Ser

Trp

Ser

Leu

Tyr

85

Ser

Gly

Tyr

Val

Val

Tyr

80

Cys

Ser

Pro Gly Gly

Ser Ser Tyr

30

Leu Glu Trp Val

45



10

20

%)
o}

40

50

Ser

Lys
65

Val
50

Gly

Ile

Arg

Leu Gln Met

Lys

Phe

<210>
<211>
<212>
<213>

<400>

Gly

403
112
PRT

403

Glu Val Lys

Ala

Ser

Lysg

65

Leu

Lys

Leu

Met

vVal

50

Gly

Gin

Phe

<210>
<211
<212>
<213>

<400C>

Asn
35

Ile

Arg

Met

Gly

404
123
PRT

404

Ser

Phe

Ser

Gly
100

Leu

Trp

Ser

Phe

Ser

Gly
100

Ser

Thr

Ser

85

Thr

Val

Ser

Val

Ser

Thr

Ser

85

Thr

Ser

Ile

70

Leu

Aryg

Glu

Arg

Ser

Ile

70

Leu

Arg

Gly

55

Phe

Lys

Gly

Ser

Gln

Gly

55

Phe

Lys

Gly

Asp

Arg

Pro

Gln

Gly

Ala

Ala

40

Asp

Arg

Pro

Gln

Phe

Asp

Glu

Gly
105

Gly

Pro

Phe

Asp

Glu

Gly
i05

Thr

Asn

Asp

S0

Thr

Gly

10

Gly

Thi

Asn

Asp

90

Thr

Ser

Ala

75

Thr

Gln

Leu

Lys

Ser

Ala

75

Thr

Gln

Tyr

60

Lys

Ala

Val

Val

Ty

60

Lys

Ala

Val

Ala

Asn

Val

Thr

Gln

Leu

45

Ala

Asn

Val

Thr

Asp

Thr

Tyr

Val
110

Pro

Ser

30

Glu

Asp

Thr

Tyr

Val
110

Ser

Leu

Tyr

95

Ser

Gly

15

Trp

Ser

Leu

Tyr

95

Ser

Val

Tyr

80

Cys

Ser

Gly

Tyr

Val

Val

Tyr

80

Cys

Ser



10

20

40

50

Glu

Ser

Ala

Ser

Lys

65

Leu

Ala

Val

Leu

Met

Glu

50

Gly

Gln

Arg

Gly

<210>
<2Lll>
<212>
<2L3>

<400>

Gln

Arg

Thy
35

Ile

Arg

Met

Gly

Gln

115

405
120
PRT

405

Glu Val Gln

1

Ser Leu Arg

Ala

Ala

Lys

Val

Asp
50

Gly

Gly
35

Ile

Arg

Leu

Leu

20

Trp

Thr

Phe

Asn

Asp
100

G
ol
e

Leu

Leu

20

Trp

Aryg

Phe

Val

Ser

Val

Asn

Thr

Ser

85

Arg

Thr

Val

Ser

Phe

Met

Thr

Glu

Cys

Arg

Gly

Ile

70

Leu

Ser

Gln

Glu

Cys

Aryg

Met

Ile
70

Ser

Ala

Gln

Gly

55

Ser

Lys

Trp

val

Ser

Ala

Gln

Leu

55

Ser

Gly

Ala

Ala

40

Gly

Arg

Pro

Phe

Thr
120

Arg

Ala

Ala

40

Gly

Arg

Gly

Ser

25

Pro

Arg

Asp

Glu

Arg
105

Val !

Gly

Ser

25

Pro

Ser

Asp

113

Gly

10

Gly

Gly

Thr

Asn

Asp

90

Val

Gly

1c

Gly

Gly

Thr

AsI

Leu

Phe

Lysg

Ser

Ala

75

Thr

Gln

L.eu

Arg

Lys

Thr

Ala
75

Val

Thr

Gly

Tyx

60

Lys

aAla

Gly

Val

Thr

Glu

TYTY

60

Lys

Gln

Phe

Leu

45

Ala

Asn

Val

Glu

Gln

Phe

Arg

45

Ala

Arg

Pro

Ser

30

Glu

Asp

Thr

Ty

Asn
110

Ala

Sexr

30

Asp

Agp

Thr

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Val

Gly

15

Ile

Phe

Ser

Val

Gly

Tyr

Val

Val

Tyr

80

Cys

Tyr

Asgp

Tyr

Val

Val

Tyr
80



20

40

50

Leu Gln Met

Ala Val Arg

Gly Thr Gln
118
«210> 406
<211> 120
<212> PRT
<213> =~
<400> 406

Glu Val Gln

1

Ser

Ala

Ala

Lys

65

Leu

Ala

Gly

Leu

Val

Asp

50

Gly

Gln

val

Thr

<210>
<211l>
<212>
<213>

<400>

Arg

[

w O
[
4

Ile

Arg

Met

Arg

Gln
115

407
121
PRT

407

Asn

Sexr

100

Val

Leu

Leu

20

Trp

Arg

Phe

Asn

Ser

100

Val

Ser Leu Lys Pro

85

Ser Arg Gln Thr

Thr Val Ser Ser

Val

Ser

Phe

Met

Thr

Ser

85

Ser

Thr

Glu

Cys

Arg

Met

Ile

70

Leu

Arg

Val

Ser

Ala

Leu

55

Ser

Lys

Gln

Ser

120

Gly

Ala

o

s 3
S~

Arg

Pro

Thr

Ser
120

114

Glu Asp Thr Ala Val Tyr Tyr Cys

g0

95

Thr Glu Tyr Asp Tyr Trp Gly Gln

105

Gly

Ser

25

Pro

Ser

Asp

Glu

Thr
105

Gly

10

Gly

Gly

Thr

Asn

Asp

g0

Glu

Leu

Arg

Lys

Thr

Ala

75

Thr

Tyr

Val

Thr

Gln

Phe

'!-Arg

Tyr

60

Lys

Ala

Asp

45

Ala

Arg

Val

Tyx

11¢

Ala

Ser

30

Asp

Thr

Ty

Trp
110

Gly

15

Ile

Phe

Ser

Val

Ty

95

Gly

Asp

Tyr

Val

Val

Tyr

80

Cys

Gln
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20

40

50

Glu Val Gln

Ser Leu Arg

Ala Met Gly
35

Als Val Ile
50

Lys Gly Arg
65

Leu Gln Met

Ala Ala Asp

Gin Gly Thr
115
<210> 408
<21i> 127
<212> PRT
<213> -
<400> 408

Glu Val Gin
1

Ser Leu Arg

Val Met Gly
35

Ala Ala Ile
50

Ser Val Lys
65

Leu

Leu

20

Trp

Asn

Phe

Ser

Ser

100

Gin

Leu

Leu
20

Trp

Ser

Gly

Val

Ser

Phe

Tzp

Thr

Ser

85

Ile

Vail

Val

Ser

Phe

Trp

Arg

Cys

Arg

Ser

Ile

70

Leu

Tyr

Glu

Cys

Arg

Ser

Phe
70

Sexr

Ala

Gln

Gly

55

Ser

Lys

Arg

Val

Ser

Ala

Gln

Gly

55

Thr

Gly

Ala

Ala

40

Gly

Arg

Pro

Thr

Ser
120

Gly

Ala

Ala

40

Val

Thr

Gly

Ser

25

Pro

Thr

Ser

Glu

ser

105

Sexr

Gly

Ser

25

Pro

Thr

Sexr

115

Gly

Gly

Gly

Thr

Asn

Asp

8a

Lys

Gly

10

Gly

Gly

Thy

Arg

Leu

Arg

Lye

Ser

Ala

75

Thr

Asp

Leu

Arg

Lys

Tyr

Asp
75

Val

Ala

Glu

Tyr

60

Lys

Ala

Tyy

val

Thr

Glu

His

60

Asn

Gln

Phe

Arg

45

Ala

Asn

Val

Asn

Gln

Fhe

Arg

45

Tyr

Asp

Ser

Agn

30

Glu

Asp

Thr

Tyr

TyY
110

Ala

Ser

30

Glu

Ser

Arg

Gly

15

Tyr

Leu

Ser

val

Tyr

Trp

Gly

15

Asn

Phe

Ala

Asn

Cly

Tyx

Val

Val

Tyr

80

Cys

Gly

Gly

Tyr

Val

Asp

Thr
80
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20

o
w

40

50

Ala His Leu Gln Met Asn Ser

Tyr Cye Ala

Agp Tyr Asp

<210>
<211l>
<212>
<213>

<400>

115

408
128
PRT

40¢

Glu Val Gln

Ser

Ala

Ser

Lys

€5

Leu

Ala

Gln

Ser

Leu

Ile

Cys

50

Gly

Gin

Thr

Tyr

<210>
<211l>
<212>
<213>

Arg

Gly

35

Thr

Arg

Met

Thr

Asp

1is

410
132
PRT

Ala
100

Tyr

Leu

Leu

20

Trp

Ser

Phe

Asn

Phe

100

Phe

85

Arg Gly Arg

Trp Gly Gln

Val

Ser

Phe

Ser

Thr

Ser

85

Gly

Gly

Glu

Cys

Arg

Ser

Ile

70

Leu

Asp

Ser

Ser

Ala

Aryg

Asp

55

Ser

Lys

Ala

Trp

Leu

Thr

Gly
1i2¢

Gly

Ala

Ala F

40

Gly

Arg

Pro

Cys

Gly
120

Lys

Gly

105

Thr

Gly

Ser

25

Ser

Asp

Glu

Thr

105

Gln

116

Pro Glu Asp

S

Sexr Asp Pro

Gln vVal Thr

Gly

10

Gly

Gly

Thr

Asgn

Asp

S0

Val

Gly

Leu

Phe

Lys

Tyr

Ala

75

Thr

Val

Thr

val

Thr

Glu

Tyr

60

Lys

Ala

Ala

Gln

Thr

Arg

Val
125

Gln

Leu

Arg

45

Ala

Asgn

Val

Gly

Val
125

Ala

Lys

110

Ser

Pro

Asp

30

Glu

Asp

Thr

Tyr

Iie

110

Thy

Val

Gly

Ser

Gly

15

Tyxr

Gly

Ser

Val

Tyr

S5

Pro

Val

Tvxr

Asp

Gly

Tyxr

Val

Val

Tyr

Cye

Asp

Sexr
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20

40

50

<400>

Glu Val Gln

1

Ser Leu

Ala Ile

Ser Cys
50

Asp Ser
&5

Thr Vval

Tyr Tyr

Ile Pro

Thr Val
130

<210>
<211>
<212>
<213>

<400>

Glu Val Gln

1

Ser Leu Arg

Asp Ile Gly

Ser Cys Thr

410

Arg

Gly

35

Ile

Val

Tyr

Cys

Asp

1158

Ser

411
128
PRT

411

35

Leu
Leu
20

Trp
Ser

Lys

Leu

Gln

Ser

Leu
Leu
20

Trp

Ser

Val

Sexr

Phe

Sex

Gly

Gln

85

Thr

Ala

Val

Ser

Phe

Ser

Glu

Cys

Arg

Sexr

Arg

70

Met

Thr

Asp

Glu

Cys

Arg

Ser

Ser

Ala

Gln

Asp

55

Phe

Asnl

Phe

Phe

Ser

Ala

Gln

Asp

Gly

Ala

Ala

40

Met

Thr

Ser

Gly

ASp
120

Gly

Ala

Ala

40

Gly

Gly

Ser

25

Pro

Ser

Ser

Leu

105

Ser

Gly

Ser

25

Pro

Ser

117

Gly

10

Gly

Gly

Asp

Ser

Lys

90

Ala

Trp

Gly I

10

Gly

Gly

Thr

Leu

Phe

Lys

Gly

Arg

75

PrO

Cys T

Gly

Phe

Lys

Tyr

vVal

Thr

Glu

Ile

60

ASp

Glu

Gln

Val

Thr

Glu

Tyr

Gln

Leu

Arg

45

Thr

Asn

Asp

Val

Gly
125

Gln

Leu

Arg

45

Ala

Pro

Asp

30

Glu

Tyr

Val

Thr

Val

an
A

Thr

Pro

Asp

30

Glu

Asp

Gly

15

Tyz

Gly

Tyr

Lys

Ala

85

Ala

Gln

Gly

15

Tyr

Giy

Ser

Gly

Tyr

val

Ala

Asn

80

Val

Gly

vVal

Gly

Tyr

Val

Val
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20

40

50

50

Lys Gly
65

Leu Gln

Ala Thr

Gln Tyr

Ser

<210>
<211>
<212>
<213>

<400>

Glu Val Gln

1

Ser Leu

Ile Met

Ala Ala

50

Asp Ser

65

Thr Ala

Tyr Tyr

Ala Ser

Arg

Met

Thr

Asp

115

412
129
PRT

412

Arg

Gly

35

Ile

Ala

Tyr

Cys

Thr

Phe

Asn

Phe

100

Phe

Leu

Leu

20

Trp

Ser

Lys

Leu

Ala
100

TYr

Thr

Ser

85

Gly

Gly

Val

Ser

Phe

Trp

Gly

Gln

85

Ala

Asn

Ile

70

Leu

Asp

Ser

Glu

Cys

Arg

Thr

Arg

70

Met

Arg

Tyy

55

Ser

Lys

Ala

Trp

Ser

Glu

Gln

Gly

55

Phe

Asn

Thr

Trp

Arg

Pro

Cys

Gly
120

Gly

Asp

Ala

40

AsSD

Thr

Gly

Phe

Gly

Asp

Glu

Thr

105

Gln

Gly

Ser

25

Pro

Ser

Ala

Leu

Arg

105

Gin

118

Asn

Asp

94Q

Val

Gly

Gly

10

Gly

Gly

Thx

Ser

Lys

90

Ile

Gly

Ala

75

Thr

Val

Thr

Leu

Arg

Lys

TYY

Arg

75

Pro

Asp

Il=

60

Lys

Ala

Ala

Gln

Val

Thr

Glu

Tyr

60

Asp

Glu

TYY

Gln

Asn

Val

Gly

Val
125

Gln

Phe

Arg

45

Lys

Asn

Asp

BSD

Val

Thr

Tyr

Ile

110

Thr

Ala

Gly

30

Asp

Tyr

Ala

Thr

Pro

110

Thr

Val

Tyr

95

Pro

Val

Gly

15

Asp

Phe

Tyr

Lys

Ala
95

Ary

Val

Tyx

80

Cys

Asgp

Ser

Gly

Tyr

Val

Sar

Asn

80

Val

Thr

Ser
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50

Ser

<2105
<211>
<212>
<213>

<400>

118

413
127
PRT

413

Glu Val Gln

1

Ser

Thr

Ala

Lys

65

Leu

Ala

AsD

Leu

Met

Ala

50

Gly

Gin

Ala

Tyr

<210>
<211>
<212>
<2123>

<400>

Arg

Gly
35

Ile

Arg

Met

Val

Asp
115

414
124
PRT

414

Leu

Leu

20

Trp

Ser

Phe

Asn

Val

100

Tyr

Val

Ser

Phe

TYp

Thr

Ser

85

Pro

Trp

Lys

Cys

Arg

Ser

Ile

70

Leu

Ser

Gly

Ser

Ala

Gln

Gly

55

Ser

Lys

Asp

Gln

120

Gly

Ala

Ala

40

Gly

ALg

Pro

Pro

Gly
120

Gly

Ser

25

Pro

Ser

ESD

Glu

Ile

105

Thr

119

Gly

10

Gly

Gly

Thr

Asn

Asp

g0

Ile

Gln

Leu

Arg

Lys

Tyr

aAla

75

Thr

Tyr

Val

Val

Thr

Glu

Tyr

&0

Lys

Ala

Tyr

Thr

125

Gln

Ser

Arg

45

Ala

Agn

Val

Thr

Val
125

Ala

Ser

30

Asp

Asp

Thr

Asp
110

Ser

Gly

is

Ser

Phe

Ser

Val

Tyr

Tyr

Ser

AsSD

Val

Val

Val

Tyr

80

Cys

Val

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Gly

1

5

10

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp Asp Tyr

20

25

30



10

20
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50

Ala Ile Gly
35

Ser Cys Ile

50

Lys Gly Arg

Leu Gln Met

Ala Ala Asgp

Tyr Trp Gly
115

<210 4153

<21i> 124

<212> PRT
<213» -

<400> 415
Glu Val Gln

1

Ser Leu Arg

Ala Ile Gly
35

Ser Cys Ile
50

Lyes Gly Arg
65

Leu Gln Met

Ala Ala Asp

Trp

Ser

Phe

Asn

Leu

100

Gln

Leu

Leu

20

Trp

Sar

Phe

Asn

Leu
100

Phe

Ser

Thr

Ser

85

Val

Gly

Val

Ser

Phe

Ser

Thr

Ser

85

Val

Arg

Arg

Ile

70

Leu

Gly
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Gly
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Gly
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Lys
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Ala
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Gly
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Gly
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Ser
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Leu
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Tyr
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Ala
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Gly
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Phe
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Leu
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Met
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Trp
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Tyr
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85

Val
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Cys
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Ser
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Ala
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Gly
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Gly

Ala
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Ser
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Ser
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Ser
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Ala
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Gly
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Asn
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Ser
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Gly
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Gly
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Thr

Arg

Ser
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Lys

Tyr

Ala
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Thr
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Ser

Leu

Arg
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Tyr

Asp
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Glu

Tyr
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60
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Ala
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Asp

Met

Arg
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Asn
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Pro

Gln

Phe

Arg
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Arg
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Tyr
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Glu

Asp
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Tyr
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Val

Ty

Cys
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5

Leu Ser
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Ala Arg

Ser Ala
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Leu Gln
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Ala Ala
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Asp Tyr
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Arg
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Met

Arg

Trp

Ser

Val

Trp

Thr

55

Phe

Asn

Arg

Gly
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Gly

Ala

Phe
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Thr

Ser

Ala

Gin
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Gly

Ser
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Arg

Val

Leu

Tvr
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Gly

Gly
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Glu

Gln

Ser

Glu
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Ser

Thr

Gln

Arg

Ala

Thr
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Pro

Ser

Gln

Val
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Tyr
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Asp

Glu

Asp

Val
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Gln

Phe

Gly
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Thr

Asp

Asp

Leu

Thr
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Ala

Ser
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Val

Gly
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Leu

Ala
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Gly
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Arg

Met
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Glu val Gln

1

Ser

Trp

Ser

Lys
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Leu

Leu

Met

Ala
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Gly
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Arg

Tyr
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Met

Leu
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Trp

Ser

Phe
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Ala
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Gln

Leu
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Trp

Ser

Phe
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Ser
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Arg
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Ser
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Ile

Gly

Val

Ser
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Thr
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Ser
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Arg
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Ile
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Leu

Gly
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Glu

Cys

Arg

Gly

Ile
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Leu

Ala

Gln
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Ser

Lys

Ser
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Ser

Ala
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Gly
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Ser
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Ala
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Gly

Ser

Pro
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Val
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Gly

Ala
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Gly

Arg

Pro

Serxr
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Ser
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Glu

Pro
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Gly

Ser
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Gly

Asp

Glu
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Gly

Gly
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Asn

Asp
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Gly
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Gly

Gly
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Asn

Asp
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Phe

Lys

Tyr

Ala
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Ser

Leu
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Lys

Tyr

Ala
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Glu

Tyr
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Lys

Ala
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Ser
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Gly

Tyr
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Lys
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Phe
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Asn
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Gly
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Agn

Arg

Asp
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Glu

Asp
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Tyx

Val
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Ser
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Glu

Asp
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Tyr
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Trp
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Val
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Tyx

Gly
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Ser

Trp
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Val
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Glu Val Glnp

1

Ser

Gly

Ser

Lys

65

Leu

Ala

Gln

Ser

Leu

Met

Thr
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Gly

Gln

Glu

Arg

Ser
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<211>
<212>
<213>

Arg

Tyr

35

Ile

Arg

Met

Gly

Ala
115

423

126
PRT

125

Glu Ala Pro Thr Phe Asp Tvyr

100

Asp Pro Asn Asp Tyr Trp Gly

Leu

Leu

20

Trp

Asn

Phe

Asn

Tyr

100

Asp

Val

Ser

val

Ser

Thr

Ser

85

Arg

Phe

Glu

Cys

Arg

Gly

Ile

70

Leu

Gly

Ala

Ser

Ala

Gln

Gly

55

Ser

Lys

Ser

Ser
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Gly

Ala

Ala
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Asp

Arg

Pro

Glu

Trp
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Gly

Ser
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Pro

Tyr

Asp

Glu

Trp
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Gly

Gly
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Gly

Gly

Ile

Asn

Asp

80

Pro

Gln

Ser Gly Asn Tyr Ala Tyr
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Gln Gly Thr Gln Val Thr

Leu

Phe

Lys

Ile

Ala
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Thr

Pro

Gly

Val

Ala

Gly

Tyxr
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Lys

Ala

Pro

Thir

125

Gln

Phe

Leu

45

Ala

Asn

Val

Ala

Gln
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Pro

Ser

30

Glu

Asp
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Val

Gly
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Trp

Ser

Leu

TyY
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Thr
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Gly
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Val

Val
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Leu

Val
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<400>

423

Glu val Glin
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Ser

Agn

Ala

Lys
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Leu

Ala

Tyr
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Met

Ala
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Gly

Gin

Ala
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Arg

Gly
35

Ile

Arg

Met

Glu

Tyr
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424
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Glu Val Gin
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Ser Leu Arg
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Lys

Met

Ile
50

Gly

Thr
25

Ile

Arg

Leu

Leu
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TED

Ala

Phe

Asn

Gly

100

Trp

Leu

Leu
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Trp

Ser

Phe

Val

Ser

FPhe

Trp

Thr

Ser

85

Tyr

Gly

Val

Ser

Val

Gly

Thr

Glu

Cys
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Ile

70

Leu

Val

Gln

Glu

Cys

Arg

Asn

Ile

Ser

Val

Gln

Gly

55

Ser

Asn

Ser

Gly
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Ala

Gln

Gly

55

Ser

Gly

Ala

Ala

40

Thr

Arg

Pro

Asn

Thr
120

Gly

Ala

Gly

40

Gly

Arg

Gly

Sexr

25

Pro

Asn

Asp

Glu

Gin

Gly

Ser
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Leu

Ser

Asp
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Gly

10

Gly

Gly

Ser

Asp

Asp

80

Pro

Val

Gly

10

Gly

Gly

Thx

Asn

Leu

Phe

Lys

Tyr

Thr

75

Thr

Arg

Thr

Leu

Phe

Lys

Ser

Ala

Val

Ile

Glu

Tyr

60

Lys

Gly

Ser

Val

Val

Thr

Gly

Tyr

60

Lys

Gln

Leu

Arg

45

Val

Agn

Val

Ser

Ser
125

Gln

Phe

Leu

45

Ala

Asn

Ala

Arg

30

Glu

Asp

Thr

Tyr

Ala

118

Ser

Pro

Ser

30

Glu

Asp

Thr

Gly

15

Glu

Ile

Ser

Val

His

95

Asp

Gly
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Ser

Trp
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Leu

Gly

in'as

Val

Val

Tyr
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Cys

Glu

Gly

Tyr

Val

Val

Tyr



10

20

30

40

30

65

Leu Gln Met

Ala Lys Trp

Val Thr Val

<210>
<211>
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<213>
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115

425
124
PRT
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Glu Val Gln

1

Ser

Agp

Ala

Gly

65

Gln

Ala

Tyxr

Leu

Met

Arg

50

Arg

Met

Asp

Trp

<210>
211>
212>
<213>

Arg

Gly
35

Ile

Phe

Asn

Met

Gly

115

426
124
PRT

Asn

Asp

100

Ser

Leu

Leu

20

Trp

Ser

Thr

Ser

Leu

100

Gln

70

127

75

80

Ser Leu Lys Pro Glu Asp Thr Ale Val Tyr Tyr Cys

85

90

95

Gly Leu Gly Thr Leu Pro Gly Ser Gln Gly Thr Gln

Ser

Val

Ser

Tyr

Arg

Ile

Leu

85

Pro

Gly

Glu

Cys

Arg

Gly

Ser
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Lys

Ser

Thr

Ser Gly

Ala Ala

Gln Ala
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Ser Ser

55

Arg Asp

Pro Glu
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Gly

Ser

25

Pro

Thr

Asn

Bsp
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Gly
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Ile

Ala

Thr
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Leu

Ser

Asn

Tyr

Lys
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Val

Ile
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Thr
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Asn
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Tyr
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Gln Ala

Leu Ser
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Arg Glu
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Thr Val

Tyr Tyr

Tyr Tyr
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Gly Gly
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Thr Asn

Leu Val

Val Lys

Tyr Leu
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Cys Asn
85

Arg Asp
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L

Ser

Ala

Ser

Lys
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Leu

Ala

Tyr
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Leu
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<210>
<211>
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Arg

Gly
35

Ile

Arg

Met
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115

427
119
PRT
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Glu Val Gln

1

Ser Leu Thr

Gly Met Gly
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Ala Ser Ile

50

Lys Asp Arg
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Leu

20

Trp

Ser

Phe

Asn

Leu

100

Gln

Leu

Leu

20

Trp

Asn

Phe

Val

Ser

Phe

Ser

Thr

Ser
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Val

Gly
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Ser

Phe

Trp

Ala

Glu

Cys

Arg

Arg

Ile

70

Leu

Gly
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Glu

cys

Arg

Gly
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Gln
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Ser

Lye

Ser

Gln

Ser
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Gly

55

Ser

Gly

Ala
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Gly

Ser

Pro

Phe

Val
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Gly

Ala
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Gly

Lys

Gly

Ser
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Pro

Met
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Glu
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Thr

Gly

Ser
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Pro

Agn

Asp
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Gly
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Gly
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Asn

Asp
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Cys

Val

Gly
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Gly

Gly

Thr
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Leu

Phe

Lys

Tyr

Ala
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Thr
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Ser

Leu

Arg

Lys

Tyr

Ala
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Val

Thr

Glu

Tyr

60

Arg

Ala

Val

Ser

Val
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Tyr
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Lys

Gln

Phe

Arg
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Ala

Agn

Val

Ala
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Phe

Arg
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Ala

Asn

Ala

Asp
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Glu

Asp

Thr
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Ser
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Glu

Asn
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Gly
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Val

Tyr
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Ser
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Thr

Ley
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Ser Leu Lys Pro Glu Asp Thr Ala Leu Tyr Tyr Cys
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Ser Asn Thr Glu Ile Phe Asp Thr Trp Gly Gln Gly

Val Ser Ser
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Trp

Thr

Ser
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Leu

Val
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Arg
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70

Leu
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Thr
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Arg
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119
PRT

432

Asn

Ser

100

Thr

Leu

Leu

20

Val

Phe

Asn

Asp

100

Thr

131

Ser Leu Lys Pro Glu Asp Thr Ala Leu Tyr Tyr Cys

85

90

95

Ser Asn Thr Glu Thr Phe Asp Thr Trp Gly Gln Gly

Val Ser Serxr

Val

Ser

Phe

Trp

Thr

Ser

85

Len

Val

Glu

Cys

Arg

Ile

Ile

70

Leu

Ala

Ser

Ser

Val

Gin

Gly

55

Ser

Lys

Thr

Ser

Val

Ala

Gly

Pro

Gly

105

Gly

Ser

25

Fro

Arg

Asp

Glu

Thr
105

Gly

10

Gly

Gly

Thr

Asn

Asp

90

Ty

Leu

Arg

Lys

TYr

RAla

75

Thr

Agp

Val

Thr

Ty

60

Lys

Ala

Tyr

Gln

Phe

1 Arg

Ala

Ser

Leu

T

110

Thr

Val

30

Bgp

Thr

Tyr

Gly
110

Gly
15

Ser

Ser

Val

Tyr

95

Gln

Gly

Gly

Val

Val

Thr

80

Cys

Gly
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20
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50

Glu val

Ser Leu

Gly Met

Ala Ser
50

Lys Asp
65

Leu Gln

Ala Ala

Tle Gln

<210>
<2115
<212>
<213>

<400>

Glu Val Gin

1

Ser Leu Thr

Gly Met Gly

Ala Ser Ile

50

Lys Asp Arg

65

Gln

Thr

Gly

35

Ile

Arg

Met

Val

Val
115

433
119
PRT

433

35

Leu

Leu

20

Trp

Ala

Phe

Asn

Leu

Leu

20

Trp

Asn

Phe

Val

Ser

Phe

Trp

Ala

Ser

85

Ser

Val

Val

Ser

Phe

Txrp

Ala

Glu

Cys

Arg

Gly

Ile

70

Leu

Asn

Glu

Cys

Arg

Gly

Ile
70

Ser

Val

Gln

Asp

55

Ser

Lys

Ser

W
o
it

Ser

Val

Gln

Asn

55

Ser

Gly

Ala

Ala

40

Gly

Lys

Pro

Glu

Gly

Ala

Ala

40

Gly

Lys

Gly

Ser

25

Pro

Asn

Asp

Glu

Thr
105

Gly

Sex

25

Pro

Lys

Asp

132

Gly

10

Gly

Gly

Thr

His

AsSp

990

Phe

Gly

10

Gly

Gly

Thr

Hig

Leu

Arg

Lys

TYY

Ala

75

Thr

Rsp

Leu

Ary

Lys

Tyr

Ala
75

Val

Thr

Glu

Tyr

60

Lys

Ala

Thr

Val

Thr

Glu

Tyr

60

Lys

Gln

Phe

Arg

45

Ala

Asn

Leu

Trp

Gln

FPhe

Arg

45

Ala

Agn

Ala

Ser

30

Glu

Agn

Thr

Tyr

Gly
110

Ala

Asn

30

Glu

Asn

Thr

Gly

15

Ala

Phe

Ser

Val

Tyr

Gln

Gly

i5

Asn

Phe

Pro

Val

Asp

Asn

Val

Val

Tyr

80

Cys

Gly

Asp

VY

Val

Val

Tyr
80
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Leu Gln Met

Ala Ala Val

Ile Gln val

«<210>
<211i>
<212>
<213>

<400>

115

434
119
PRT

434

Glu val Glin

1

Ser

Gly

Ala

Lys

65

Leu

Ala

Ile

Leu

Met

Ser

50

Asp

Gln

Ala

Gln

<210>
<211>
<212>
<213>

<400>

Thy

Gly
35

Ile

Arg

Met

val

Val
115

435
119
FRT

435

Asn

Ser

100

Thr

Leu

Leu

20

Trp

Asn

Phe

Asn

Ser

100

Thr

133

Ser Leu Lys Pro Glu Asp Thr Ala Leu Tyr Tyr Cys

85

20

95

Ser Asn Thr Glu Thr Phe Asp Thr Trp Gly Gln Gly

Val Ser Ser

Val

Ser

Phe

Trp

Ala

Ser

85

Ser

Val

Glu

Cys

Arg

Lys

Ile

70

Leu

Asn

Ser

Sexr

Val

Gln

Asp

55

Ser

Lys

Thr

Ser

Gly

Ala

Ala

40

Gly

Lys

Pro

Glu

105

Gly

Sexr

25

Pro

Phe

Asp

Glu

Iie
105

Gly

10

Gly

Gly

Thr

His

Asp

90

Fhe

Leu

Arg

Lys

Tyr

Ala

s

Thr

Asp

Val

Thr

Glu

Tyr

60

Lys

Ala

Ile

Gln

Phe

Arg

Ala

Asn

Leu

Trp

110

Ala

Ser

30

Glu

Asn

Thr

Tyx

Gly
110

Gly

15

Ala

Phe

Ser

Val

Tyx

95

Gln

Asp

Ty

Val

Val

Tyr

80

Cys

Gly

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Asp
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Ser

Gly

Ala

Lys

65

Leu

Ala

Ile

Leu

Met

Ser

50

Asp

Gln

Ala

Gln

<210>
<211i>
<212>
<213>

<400>

Thr

Gly
35

Ile

Arg

Met

Val

Val
115

436
118
PRT

436

Glu Val Gln

1

Ser

Gly

Ala

Lys

65

Leu

Leu

Met

Ser

50

Asp

Gln

Thr

Gly

35

Ile

Arg

Met

Leu

20

Trp

Asn

Phe

Asn

Ser

100

Thr

Leu

Leu

20

Trp

Agn

Phe

Asn

Ser

Phe

Trp

Ala

Ser

85

Ser

Val

Val

Ser

Phe

Trp

Ala

Ser

Cys

Arg

Gly

Ile

70

Leu

Agn

Ser

Glu

Cys

Arg

Gly

Ile

70

Leu

Val

Gln

Agp

55

Ser

Lys

Thr

Ser

Ser

Val

Gln

Asn

55

Ser

Lys

Ala

Ala

40

Gly

Lys

Pro

Glu

Gly

Ala

Ala

40

Gly

Lys

Pro

sSex

25

Pro

Asn

Asp

Glu

Ile
105

Gly

Ser

25

Pro

Lys

Asp

Glu

10

Gly

Gly

Thr

His

Bsgp

90

Phe

Gly

10

Gly

Gly

Thx

His

Agp

Arg

Lys

Tyxr

Ala

75

Thr

Asp

Leu

Arg

Lys

Ty

Ala

75

Thr

Thr

Glu

Tyr

60

Lys

Ala

Thr

Val

Thr

Glu

Tyr

60

Lys

Ala

Phe

Arg

45

Ala

Agn

Leu

Trp

Gln

Phe

Arg

45

Ala

Asn

Leu

Ser

30

Glu

Asn

Thr

TyY

Gly
110

Ala

Asgn

30

Glu

Asn

Thr

YL

i5

Asgn

Phe

Ser

Val

Tyr

95

Gln

Gly

15

Agn

Phe

Ser

Val

TYyY

TYY

Val

val

Tyr

80

Cys

Gly

Agp

Tyr

vVal

val

Tyr

80

Cys
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85

135

90

95

Ala Ala Val Ser Ser Asn Thr Glu Thr Phe Asp Thr Trp Gly Gln Gly

100

Ile Gln val Thr Val Ser Ser

<21 0>
<211>
<212>
<213>
<400>
Glu val
1

Ser Leu

Gly Met

Ala Ser
50

Lvs Asp

Leu Gln

Ala Ala

Ile Gln

<210>
<211>
<212>
<213>

<400>

115

437
119
PRT

437

Gln

Thr

Gly
35

Ile

Arg

Met

Val

Val
115

438
30
PRT

438

Leu

Leu

20

Trp

Agn

Phe

Agn

Ser

160

Thr

Val

Ser

Phe

Trp

Ala

Ser

85

Ser

Val

Glu

Cys

Arg

Lys

Ile

70

Leu

Agn

Ser

Ser

Val

Gln

Asp

55

Ser

Lys

Thr

Ser

Gly

Ala

Ala

40

Gly

Lys

Pro

Glu

105

Gly

Ser

25

Pro

Phe

Asp

Glu

Ile
105

Gly

10

Gly

Gly

Thr

His

Asp

g0

Phe

Ley

Arg

Lys

Tyr

Ala

75

Thr

Asp

Val

Thr

Glu

Tyr

60

Lys

Ala

Ile

Gln

Phe

Arg

45

Ala

Asn

Leu

Trp

110

Ala

Ser

30

Glu

Asn

Thr

Tyr

Gly
110

Gly

15

Ala

Phe

Ser

Val

Tyr
o5

Gln

Asp

Tyr

Val

Val

Tvr

80

Cys

Gly

Glu vVal Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly

1

5

i0

15
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Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Asp
20 25 30

<210> 43¢
<211> 30
«<212> PRT
<213> -
<400> 439

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Val Ala Ser Gly Ser Thr Phe Ser
20 25 30

<210> 440
<211> 30
<212> PRT
<213> -
<400> 440

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Gly
1 5 i0 i5

Ser Leu Arg Leu Ser Cysg Ala Ala Ser Gly Ser Thr Phe Ser
20 25 30

<210> 441
<211> 30
<212» PRT
<213> -
<400> 441

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Asp
20 25 30

<210> 442
<211> 30
<2L2> PRT
<213> -
<400> 442

Glu val GIn Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
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Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Asp
20 25 30

<210> 443
«211l> 30
<212 PRT
<213 -
<400> 443

Lys Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Asp

20 25 30
<210> 444
<21l> 30
<212> PRT
<213> -
<400> 444
Glu val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1 5 10 i5

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Asp
20 25 30

<210> 445
<21l> 5
«212> PRT
«213> -
<400> 445

Tyr Tyr Ala Ile Gly

1 5
<210> 446

<211l> 5

<212> PRT

<213> -

<400> 446

Ala Asn Arg Met Ala
L 5



10

20

40

50

<210>
<211>
<212>
<213>

<400>

Ile Ser Thr Met Gly

i

«210>
<211l>
<212>
<213>

<400>

Tyr Tyr Ala Ile Gly

i

<210>
<211>
<212>
<213>

<400>

Tyr Tyr Ala Ile Gly

1

<210>
<211>
<212>
<Z213>

<400>

Tyr Tyr Ala llie Gly

1

<210>
<211>
<212>
<213>

<400

Tyr Tyr Ala Ile Gly

1

<210>
<211l>
212>
<213>

447

PRT

447

448

PRT

448

449

PRT

449

450

PRT

450

451

PRT

451

452
14
PRT

138
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139

<400> 452

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val Ser

1 5 10
<210> 453

<211> 14

<212» PRT

<213> -

<400> 453

Trp Tyr Arg Gln Ala Pro Gly Lys Gln Arg Asp Leu Val 2la

1 5 10
<210> 454

<211l> 14

<212> PRT

<213> -~

<4Q0> 454

Trp Tyr Arg Gln Ala Pro Gly Lys Gln Arg Glu Leu Val Ala
1 5 10

<210» 455

<211l> 14
<212> PRT
<213> -
<400> 485

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val Ser

1 5 10
<210> 456

<211> 14

<212> PRT

<213> -

<400> 456

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val Serx

1 5 10
<210> 457

<211l> 14

<212>» PRT

<213> -

<400> 457

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val Ser



20

L)
o

40

140

1 5 10
<210> 458

<211> 14

<212> PRT

<213 -

«<400> 458

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val Ser

1 5 10
«<210> 459

<211> 17

<212> PRT

«213> -

<400> 459

Cys Ile Ser Ser Ser Asp Gly Thr Thr Tyr Tyr Ala Asp Ser Val Lys

1 5 10 15
Gly

<210> 460

<21l> 1leé

<212> PRT

<213> -~

<400> 460

Thr Ile Asn Ser Gly Gly Gly Thr Asn Tyr Val Asp Ser Val Lys Gly

1 5 10 15
<210> 461

<21l» 16

<212> PRT

<213> -

<400> 461

Ala Ile Ser Ser Gly Gly Ser Thr Asn Tyr Ala Asp Ser Val Lys Gly

1 5 10 15
<210> 462

<211> 17

«212» PRT

<213> -

<400> 462

Cys Ile Ser Ser Ser Asp Ser Ser Thr Tyr Tyr Asp Glu Ser Val Glu
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1 5 10 15
Gly

<210> 463

<211> 17

<212> PRT

<213> -

<400> 463

Cys Ile S8er Ser Ser Asp Gly Thr Thr Tyr Tyr Ala Asp Ser Val Lys

1 5 10 15
Gly

<210> 464

<21l> 17

<212> PRT

<213> -

<400> 464

Cys Ile Ser Ser Ser Asp Gly Ser Thr Tyr Tyr Ala Asp Ser Val Lys
1 5 1c 15

Gly

<210> 485
<21i= 17
<212> PBRT
<213> -
<400> 465

Cys Ile Ser Ser Ser Asp Ser Ser Thr Tyr Tyr Asp Glu Ser Val Glu

1 5 10 i5
Gly

<210> 466

<211l> 32

<212>» PRT

<213> -

<400> 4686
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Arg Phe Thr Ile Ser Arg Asp Asn Ala Glu Asn Thr Val Tyr Leu Gln
1 5 10 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Ala Thr
20 25 30

<210> 467
<211> 32
<212> PRT
<213> -
<400> 467

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Gly Thr Val Tyr Leu Gln
1 5 10 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Asn Thr
20 25 30

<210> 468
<211> 32
<212> PRT
<213> -~
<400> 468

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Val Tyr Leu Gln
1 5 10 15

Met Agn Ser Leu Lys Pro Glu Agp Thr Alas Val Tyr Tyr Cys Asn ARla
20 25 30

<210> 469
<211l> 32
<212> PRT
<213> -
<400> 469

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Val Tyr Leu Gln
1 5 10 i5

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Ala Thr
20 25 30

«<210> 470
<211l> 32
<212> PRT
<213> -

<400> 470
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Arg Phe Thr Ile Ser Arg Asp Asn Ala Glu Asn Thy val Tyr Leu Gln
1 5 10 15

Met Asn Ser Leu Lys Pro Glu Asp Thy Ala Val Tyr Tyr Cys Ala Thr
20 25 30

<210> 471
<211> 32
<212> PRT
<213> -
<4030> 471

Arg Phe Thr Ile Ser Arg 2Asp Asn Ala Lyg Asn Thr Val Tyr Leu Gln
1 5 10 15

Met Asn Arg Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys Ala Thr
20 25 30

<210> 472
<211l= 32
<212> PRT
<213> -
400> 472

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Val Tyr Leu Gln
1 5 10 15

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tvr Cys Ala Thr
20 25 30

210> 473

<211> 18
<212> PRT
<213> -~
<400> 473

Asp Trp Thr Arg Gly Cys Thr Tyr Arg Ser Gly Ser Tyr Tyr Pro Arg

s 5 10 15
Asn Tyr

<210> 474

<211> 14

<212> PRT

<Z213>» -
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<400> 474

Arg Asp Ala Arg Agp Leu Pro Trp Gly Arg Thr Arg Asp Tyr

1 5 i0
«<210> 475

<211l 15

<212> PRT

<213> -~

<400> 475

Glu Ser Gly Leu Ala Tyr Gly Leu Gly Thr Zrg Leu Phe Asp Tyr

1 5 10 15
«210> 476

<211> 18

«212> PRT

<213> -

<400> 476

Asp Trp Ile Arg Glu Cysg Thr Tyr Arg Ser Gly Ser Tyr Tyr Pro Arg

1 5 10 15
Asn Tyr

<210> 477

<211l> 18

«21ld> PRT

«<213> -

<400> 477

Asp Trp Thr Arg Glyv Cys Thr Tyr Arg Ser Gly Thr Tyr Tyr Pro Arg

1 5 10 15
Asn Tyy

«<210> 478

<211> 18

<212> PRT

<213 -

<400> 478

Asp Trp Thr Arg Gly Cys Thr Tyr Arg Ser Gly Ser Tyr Tyr Pro Arg
1 5 10 15

Asn Tyr
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<210> 479
211> 18
<212> PRT
<213> -
<400> 479

Asp Trp Ile Arg Glu Cys Thr Tyr Arg Ser Gly Ser Tyr Tyr Pro Arg

1 5 10 15
Agn Tyr

<210> 480

<21l> 11

<212» PRT

<213> -

<400> 480

Arg Gly Gla Gly Thr Gln Val Thr Val Ser Ser

1 5 10
<210> 481

<21l> 11

<212> PRT

<213 -

<400> 481

Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1 5 10
<210> 482

<21l> Lk

«212> PRT

<213> -

400> 482

Trp Gly Gin Gly Thr Gln Val Thr Val Ser Ser

1 5 1¢
<210> 483

<211> 11

«<212> PRT

<213> -

<400> 483

Arg Gly Gln Gly Thr Gln Val Thr Val Ser Ser
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<210>
<211
<212>
<213>

<400>

146

484
11
PRT

484

Arg Gly Gln Gly Thr Gln Val Thr Val Ser Ser

1

<210>
<211l>
<212>
<213>

<400>

5 10

485
11
PRT

485

Arg Gly GIn Gly Thr Gln Val Thr Val Ser Ser

1

<210>
<21ll>
<212>
<213>

<400

5 10

486
11
PRT

486

Arg Gly Gln Gly Thr Gln Val Thr val Ser Ser

1

<210>
<21l>
«212>
<213>

<400>

Glu Val Gln Leu

1

5 14Q

487
127
PRT

487

5 10

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe

20 25

Ala Ile Gly Trp Phe Arg Gln Ala Pro Gly Lyvs

35 40

Ser Cys Ile Ser Ser Ser Asp Gly Thr Thr Tyr

50

55

Thr Leu

Glu Arg
45

Tyr Ala
60

Val Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly

15

Asp Tyr Tyr
30

Glu Gly val

Agp Ser Val
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Lys Gly Arg

&5

Leu Gln Mest

Ala Thr Asp

Pro Arg Asn
115

<210>
<211>
<212>
«<213>

<4 00>

Glu Val Glin

1

Ser Leu

Arg Met

Ala Thr
50

Gly Arg
65

Gln Met

Thr Arg

Gly Gin

<210>
<211l>
<212>
<213>

488
122
PRT

488

Arg

Ala

35

Ile

Phe

Asn

Asp

Gly
115

489
123
PRT

Thr

Ser

85

Thr

Arg

Val

Ser

TyY

Ser

Ile

Leau

85

Arg

Gln

Ile

70

Leu

Arg

Gly

Giu

Cys

Arg

Gly

Ser

70

Lys

Asp

val

Ser

Lys

Gly

Gln

Ser

Val

Gln

Gly

55

Arg

Pro

Leu

Thr

Arg

Pro

Cys

Gly
120

Gly

Ala

Ala

40

Gly

Asp

Glu

Pro

Val
120

Asp

Glu

Thr

105

Thr

Gly

Ser

25

Pro

Thr

Asn

Asp

Trp

i05

Ser

147

Asn

Asp

g0

Tyr

Gln

Gly

10

Gly

Gly

Asn

Ala

Thr

90

Gly

Ser

Ala

75

Thr

Arg

Val

Leu

Sexr

Lys

Tvr

Lys

75

Ala

Arg

Glu

Ala

Ser

Thr

Val

Thr

Gln

Val

60

Gly

Val

Thr

Asgn

val

Gly

Val
125

Gln

Phe

Ary

45

Asp

Thr

Tyr

Arg

Thr

Tyr

Ser

110

Ser

Ala

Ser

30

Asp

Ser

Val

Tyr

Asp
110

Val

Tyr

95

Tyr

Ser

Gly

i5

Ala

Leu

Val

Tyr

Cys

95

Tyr

Tyr
80

Cys

Tyr

Gly

Asn

Val

Lys

Leu

80

Asn

Trp
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<400>
Glu val
1

Ser Leu

Thr Met

Ala Ala
50

Gly Arg
65

Gln Met

Ala Glu

Trp Gly

<210>
<211>
212>
<213>
<400>
Glu Val
1

Ser Leu

Ala Ile

Ser Cys

50

Glu Gly

489

Gln

Arg

Gly
35

Ile

Fhe

Asn

Ser

Gln
115

490
127
PRT

490

Gln

Arg

Gly

35

Ile

Arg

Leu

Leu

20

Trp

Ser

Thir

Ser

-
)
(=)

Gly

Leu

Leu

20

Trp

Ser

Phe

Val

Ser

Tyr

Ser

Ile

Leu

85

Leu

Thr

Val

Ser

Phe

Ser

Thr

Glu

Cys

Arg

Gly

Ser

70

Lys

Ala

Gln

Glu

Cys

Arg

Ser

Ile

Ser

Ala

Gln

Gly

55

Ary

Pro

Tyr

Val

Ser

Ala

Gin

Asp

55

Ser

Gly

Ala

Ala

40

Ser

Bep

Glu

Gly

Thr
120

Gly

Ala

Ala

40

Ser

Arg

Gly

Ser

25

Pro

Thr

Asn

Asp

Leu

105

Val

Gly

Ser

25

Pro

Ser

Asp

148

Gly

10

Gly

Gly

Asn

Ala

Thr

g0

Gly

Ser

Gly

10

Gly

Gly

Thr

Agn

Leu

Ser

Lys

Tyr

Lya

75

Ala

Thr

Ser

Leu

Phe

Lys

Tyr

Ala

Val

Thr

Gln

Ala

60

Asn

Val

Ary

Val

Thyr

Giu

Tyr

Lys

Glin

Phe

Arg

45

Asp

Thr

Tyr

Leu

Glin

Leu

Ary

45

Asp

Asn

Ala

Ser

30

Glu

Ser

Val

Tyr

Phe
110

Pro

Asp

30

Glu

Glu

Thr

Gly

i5

Ile

Leu

Val

Tyr

Cys

95

Asp

Gly

15

Ty®

Gly

Ser

Val

Gly

Ser

Val

Lys

Leu

80

Asn

Tyr

Gly

TYyYE

Val

Val

Tyr
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20

%}
D

40

50

65

Leu Gln Met

Ala Thr Asp

Pro Arg Asn
115
«210> 491
<211> 127
<212> PRT
<213> -~
<400> 491

Glu val Gln
1

Ser Leu Arg

Ala Ile Gly

35

Ser Cys Ile

Lys Gly

&5

Arg

Leu Gln Met

Ala Thr Asp

Asn
115

Pro Arg

<210>
<211s> 127
<212> PRT
<213> -

4g2

Asn

Trp

100

Tyr

Leu

Leu

20

Trp

Ser

Phe

Agn

Trp

100

Tyr

Ser
85

Ile

Arg

Val

Ser

Phe

Ser

Thr

Ser

85

Thr

Arg

70

Leu Lys Pro

Arg Glu Cys

Gly Gln Gly
120

Glu Ser Gly

Cys Ala Ala

Gln Ala

40

Arg

Ser Asp

55

Gly

Ile
70

Ser Arg

Leu Lys Pro

Arg Gly Cys

Gly Gln Gly

120

Glu

Thr

105

Thr

Gly

Ser

25

Pro

Thr

Asp

Glu

Thr

105

Thr

149

Bep
90

Tyr

Gln

Gly

10

Gly

Gly

Thr

Asn

Agp

S0

Tyr

Glin

75

Thr Ala Val

Arg Ser Gly

Val Thr Val
125

Leu Val Gin

Phe Thr Leu

Lys Glu Arg

45

Tyr Tyr Ala

Ala
75

Glu Asn

Thr Ala Val

Arg Ser Gly

Vval Thr Vail

1258

TYY

Ser

110

Ser

Pro

Asp

30

Glu

Asp

Thr

TYY

Thr

110

Sexr

TYEL
95

TyY

Ser

Gly

15

Tyr

aly

Ser

Val

Tyr
95

Tyr

Ser

80

Cys

Tyr

Gly

Tyr

Val

Val

Tyr

80

Cys

Tvr
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20

40

50

<400>

492

Lys Val Gln Leu

1

Ser

Ala

Ser

Lys

65

Leu

Ala

Pro

Leu

Ile

Cys

50

Gly

Glin

Thr

Arg

<210>
<211>
<212>
<213>

<400>

Giu

Ser

Ala

Ser

Glu
&5

Val

Leu

Ile

Cys
50

Gly

Arg

Gly
35

Ile

Arg

Met

Asp

Asn
118

493
127
PRT

493

Glin

Arg

Gly

35

Ile

Arg

Leu

20

Trp

Ser

Phe

Asn

Trp

100

Ty

Leu

Leu

20

Trp

Ser

Phe

Val

Ser

Phe

Ser

Thr

Arg

85

Thr

Arg

Val

Ser

Phe

Ser

Thr

Glu

Cys

Arg

Ser

Ile

70

Leu

Arg

Gly

Glu

Cys

Arg

Ser

Ile
70

Ser

Ala

Gln

Asp

55

Ser

Lys

Gly

Gln

Ser

Ala

Gln

Asp

55

Ser

Gly

Ala

Ala

40

Gly

Arg

Pro

Cys

Gly
120

Gly

Ala

Ala

4G

Ser

Gly

Ser

25

Pro

Ser

Asp

Glu

Thr

105

Thr

Gly

Ser

25

Pro

Sexr

Agp

150

Gly

10

Gly

Gly

Thxr

Asn

Asp

g0

TyY

Gln

Gly

10

Gly

Gly

Thr

Asn

Leu

Phe

Lys

Tyr

Ala

75

Thr

Arg

Val

Leu

Phe

Lys

Tyr

Ala
75

Val

Thr

Glu

Tyr

60

Lys

Ala

Ser

Thr

Val

Thr

Glu

Tyr

60

Lys

Gln

Leu

Arg

45

Ala

Asn

Val

Gly

Val
125

Gln

Leu

Arg

45

ASDp

Asn

Pro

Asp

30

Glu

Asp

Thr

Tyr

Ser

110

Sex

Pro

Asp

30

Glu

Glu

Thr

Gly

15

Tyr

Gly

Ser

Val

Tyr

TyT

Ser

Gly

15

Tyxr

Gly

ser

Val

Gly

Tyr

val

Val

Tyr

80

Cys

Tyr

Gly

Tyr

Val

Val

Tyr
80



Leu Gin Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Thr Asp Trp Ile Arg Glu Cys Thr Tyr Arg Ser Gly Ser Tyr Tyr
100 105 110

10
Pro Arg Asn Tyr Arg Gly Gln Gly Thr Gin Val Thr Val Ser Ser
115 120 125



