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Glu Trp Ile

Pro Lys Phe

60
120
180
240
300
360
363



50

Gln Gly Lys
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Leu His Leu
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Tyr
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<211> 8

<212> PRT

<213> mus musculus

<400> 6

Thr Asp Pro Ala Ser Gly Asp Thr
1 5

<210> 7

<211> 14

<212> PRT

<213> mus musculus

<400> 7
Ala His Tyr Tyr Arg Asp Asp val Asn Tyr Ala Met Asp Tyr
1 5 10

<210> 8

<211> 6

<212> PRT

<213> mus musculus

<400> 8

Gln Asn val Gly Ser Asn
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<210> 9

<211> 3

<212> PRT

<213> mus musculus
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Ser Ser Ser
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<211> 9

<212> PRT

<213> mus musculus

<400> 10
Gln Gln Tyr Asn Thr Tyr Pro Tyr Thr
1 5
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<211> 363
<212> DNA

<213> mus musculus

<400> 11
gaggttcagc tgcagcagtc tggggcagag cttgtgaagc caggggcctc agtcaagttg

tcctgcacag cttctggctt caacattaaa gacacccata tgcactgggt gaagcagagg
cctgaacagg gcctggagtg gattggaagg actgatcctg cgagtggtga tattaaatat
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60
120
180
240



ctgcacc

agggacg
tca
<210>
<211>

<212>
<213>

<220>
<221>
<222>
<220>
<221>
<222>
<220>
<221>
<222>
<400>
Glu val
1

Ser val

His Met

Gly Arg
50

Gln Gly
65

Leu His

Ala His

Gln Gly

<210>
<211>
<212>
<213>

<400>
gacattg

gtcacct

gggcaat

tca

acg

12

121
PRT
mus

CDR1
(26)

CDR2
D

CDR3

97

12
Gln

Lys

His
35

Thr

Lys

Leu

Tyr

Thr
115

13

707
DNA
mus

13
tga

gca

ctc
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tgacccagtc tcaaaaattc ttgtccacat cagtcggaga cagggtcagc
aggccagtca gaatgtgggt actaatgtag cctggtatca acagaaaccc

ctaaatcact gatttattcc tcatcgttcc ggtacagtgg agtccctgat
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Lys
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Ile
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Leu
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Thr

Gln
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Thr
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Arg

40

Gly

Ala

Ser
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Ser
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Ala

Ser

25

Pro

Asp

Asp

Glu

Asn

105
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5

Glu
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Gly

Glu

Ile

Thr

Asp
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Tyr

Leu

Phe

Gln

Lys

Ser
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Thr

Ala

val

Asn

Gly

Tyr
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Ser
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Met

Lys

Ile

Leu

45

Asp

Ash
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Asp

Pro

Lys

Glu

Pro

Thr

Tyr

Tyr
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Asp

Trp

Lys
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Tyr
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Trp
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Cys
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cgcttcacag
gaagacttgg
gggactgagc
tccagtgagce
cccaaagaca
aacagttgga
ttgaccaagg
tcaacttcac
gacgccacca
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<220>
<221>
<222>
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<220>
<221>
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<400>

CDR3
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Asp ITe val
1

Asp Arg val

val Ala Trp

35

Ser Ser

50

Tyr

ser Ser
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Gly

Glu Asp Leu

Thr Phe Gly

val
115

Pro Thr

gcagtggatc
cagagtattt
tggaaataaa
agttaacatc
tcaatgtcaa
ctgatcagga
acgagtatga
ccattgtcaa

ccagctcccc

musculus

..(32)

.. (52)

..(97)

Met Thr Gl

5

Ser val Th

20

Tyr GIn Gl

Ser Phe Ar

Thr As

70

Gly

Glu
85

Ala Ty

Gly Gly Th
1

ser Ile Ph

tgggacagat
ctgtcagcaa
acgggctgat
tggaggtgcc
gtggaagatt
cagcaaagac
acgacataac
gagcttcaac

agctccatcc

n Ser Gln

r cys

Lys

Pro
40

n Lys

g Tyr Ser
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p Phe Thr

r Phe Cys
r Glu

Leu

Pro
120

e Pro

6
ttcactctca
tataacacct
gctgcaccaa
tcagtcgtgt
gatggcagtg
agcacctaca
agctatacct
aggaatgagt

tatcttcgga

Phe
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Lys Leu

Ala Gln
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Ser

Gly Gln ser

Gly val Pro

Ile
75

Leu Thr

Gln
90

Gln Tyr

Glu Ile

105

Lys

Ser Ser Glu

ccatcagcaa
atccgtacac
ctgtatccat
gcttcttgaa
aacgacaaaa
gcatgagcag
gtgaggccac
gttagagaca

tccgega

ser Thr Ser

Asn val Gly
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Pro Lys Ser

Asp Phe

60

Arg

Ser Ash val

Asn Thr Tyr

Arg Ala Asp

110

GIn Leu Thr
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tgtgcagtct
gttcggaggg
cttcccacca
caacttctac
tggcgtectg
caccctcacg
tcacaagaca

aaggtcctga
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Leu Ile
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Gly Ala
130

Asn val
145

Ash Ser
Leu Thr
Glu Ala

Arg Asn
210

Pro ser
225

<210>
<211>
<212>
<213>
<400>

Thr Asp
1

<210>
<211>
<212>
<213>
<400>
Gln Asn
1

<210>
<211>
<212>
<213>
<400>

GIn Asn
1
val Gln

Leu Phe

Ser val val
Lys Trp Lys

Trp Thr Asp
165

Leu Thr Lys
180

Thr His Lys
195

Glu Cys Arg
Tyr Leu Arg
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8

PRT

mus musculus

15

Pro Ala Ser
5

16

6

PRT

mus musculus
16

val Gly Thr
5

17
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PRT .
Homo sapiens
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ITe Asp Gln
5
ITe Asn Cys
20

Trp Tyr Gln
35

Cys

Ile

150

ser

Asp

Thr

Gln

Ile
230

Gly

Asnh

Phe

135

Asp

Lys

Glu

Ser

Arg

Arg

Asp

Leu

Gly

Asp

Tyr

Thr

200

Ser

Ile

Asn

Ser

ser

Glu

185

Ser

Asp

Asn

Glu

Thr

170

Arg

Pro

Ala

Phe

Arg

Tyr

His

Ile

Thr

Tyr

140

Gln

ser

Asn

val

Thr
220

Pro

Ash

Met

Ser

Lys

Gly

ser

Tyr

190

Ser

Ser

Asp

val

Ser

175

Thr

Phe

Pro

Leu

160

Thr

Cys

Ash

Pro Thr Glu Met Thr Ala Thr Glu Gly Ala Ile
15

Thr Tyr GIn Thr Ser Gly Phe Thr Phe Asn Gly
25 30

Gln His Ala Gly Glu Ala Pro Thr Phe Leu Ser
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Tyr Asn val Leu Asp
50

Leu Ser Arg Ser Lys
65

Met Lys Asp Ser Ala

85

Gln Leu Ile Trp Gly

100
<210> 18
<211> 108
<212> PRT
<213> mus musculus
<400> 18
Gln Gly val Glu Gln
1 5
Ala Arg val Asn Cys
20
Trp Tyr Gln GIn Arg
35
val Leu Asp Gly Leu
50
Arg Ser Asn Gly Tyr
65
Asp Ser Ala Ser Tyr
85
Ile Trp Gly Ser Gly
100
<210> 19
<211> 51
<212> PRT
<213> bos taurus
<400> 19

Phe Phe Phe Ser Phe
1 5

Leu Lys Glu Leu His
20

Met Asp Gly Asn Tyr
35

Gly
Gly
70

ser

Ala

Pro

Thr

Glu

Lys

Ser

70

Leu

Thr

Leu

Met

Trp

Leu
55
Tyr

Tyr

Gly

Ala

Tyr

Gly

Asp

55

Tyr

Cys

Lys

Arg

Lys

Trp

Glu

Ser

Leu

Thr

Lys

Ser

Trp

40

Ser

Leu

Ala

Leu

Arg

Asp

Ile
40

Glu

Tyr

Cys

Leu

Thr

25

Ala

Gly

Leu

val

Ile
105

Ser

Phe
25

Trp

Lys

Leu

Ala

90

Leu

Met

10

Ser

Pro

His

Leu

Arg

90

Ile

Asp
10

Ala

Gly

Gly
Leu
75

val

Ile

Ser

Gly

val

Phe

Thr

75

Asp

Lys

Ala

Ser

Ser

Arg
60
Leu

Lys

Ile

val

Phe

Phe

ser

60

Glu

ser

Pro

His

Tyr

Gly

Phe

Lys

Asp

Lys

Glu

Asn

Leu

45

Thr

Leu

Asn

Ser

Leu

Ser
Glu
Ser

Pro
110

Gly
Gly
30

Ser
Phe

Gln

Tyr

Tyr

Cys
30

Ser Phe

Leu Gln
80

Asn Tyr
95

Thr Phe

15

Leu Ser

Tyr val

Leu Ser

ITe Lys

Trp Leu
95

Leu Leu
15

val val

Thr Lys Leu Ile

45



Ile Lys Pro
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