<110>

<120>

Glycode SAS

LISTE DE SEQUENCES

glycoprotéines homogéenes

<130>

<150>
<151>

<le0> 27

<170>

<210> 1

<211> 1644
<212> ADN
<213>

<220>
<223>

<400> 1

aaagcaggca
cttctgactg
ttccgagaag
aaagagcaag
cctgaaattg
aaattcgcat
agtagatcag
gatgctattg
tggattgctg
aatatccgat
ttgaagaaag
ataccaaatt
ggaaaggcaa
ctgactggaa
atggagaaac
ggacaacatc
caatggattg
tttgcaatgg
aaaatgaacg
atggttgttc
ttgggaaaag
ggcccagaat
tcatattata
aaagacgaga
aagggcactg
gatgtgcagc
gaagataaca
attcggcatc

<210> 2

<211> 1387
<212> ADN
<213> Homo

D25151

FR0753050
2007~

02-02

tgggcctceg
tctgcatcac
aaaactccgt
atgagttacg
gagcatcaga
gggacggata
gacattcttc
atacattgta
attttgattt
tcactggtgg
cagaagatgt
cattaattga
ttctctcecgga
atccagtttt
cagaaggact
ttttctcaat
ccactggtaa
aaaaacgaat
gaaatcgcat
ttcatgcaat
aaattggtca
ccttccaatt
ttcttcgtcece
aatatcgaca
ccggatactce
agtcattcct
ttcttccact
acgacgagtt

sapiens

PatentIn version 3.3

Caenorhabditis elegans

alpha-1-2 mannosidase I

atcacacgaa
agcgttttte
tcacgttaga
gcggaaagcc
tgatgcagaa
tcggaaatat
atcgatattt
tttggttgga
caaaacgtct
cctactctcc
ggcaactatt
tgctcaaaca
atacggttca
tgctcaaaaa
ttatccaatt
gggtgcaatg
aaaagatgat
gcttttcaaa
ggaacattca
gaatgagaaa
tacatgtcat
cacatcgagt
tgaagtcgtt
atgggcttgg
tggaatccga
cttcgctgag
tgatcaatgg
gatt

caacttgtcg
tttctteegt
gatgtgctta
gaagaagcca
ggacgaagaa
gcctgggggyg
gggtatggaa
ttaaaagaag
gcgaaaggag
gcatttgcac
cttcttccgg
ggaagatcca
attcaacttg
gctgataaaa
tatattacta
gctgacagtt
cgcacgaaaa
tcggaacagt
tttgaacatc
aataaaacaa
gaatcgtacg
gtagaggcaa
gagacatggt
gatcatgttc
aacgtctacg
ctcttcaaat
gttttcaata

tgtgtgtcgg
caggcggcgce
tcagagagga
atcccattcc
ttttcgtgaa
agaatgaatt
agacgggtge
aatataaaga
atctatcagt
ttaccggaga
cttttgaaac
aaacgtatag
aattcgatta
taagagatgt
tggataatcc
ggtatgaata
gagaatacga
cgaatctttg
ttgcatgctt
tatcagatca
ctagatccac
aaacagaacg
tctacttgtg
aaaatttgga
aatcgagccc
atctgtattt
ccgaagctca

Levures génétiquement modifiées pour la production de

agttatgttt
tgatctgtat
aattcgtcgt
aattccaaaa
acaaatgatt
gaggcccaac
aacaattatt
ggccagagac
ttttgaaaca
caaaatgttc
tcecttetgga
ttgggcaagc
tctctccaat
tttaactgca
accaagatgg
tctgctcaaa
agaagcgata
gtatttcgca
ttcecggtgga
ttatatgacg
aactggaatc
tcgtcaggat
gagggctaca
ggagtattgt
ggaacaagat
aattttcagt
tccattccge

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1644



<220>

<223> N-acétyl-glucosaminyl transférase I comprenant la partie
cytoplasmique de Mnn9 pour une localisation golgienne

<400> 2

atgtcacttt
gtgctgtggg
acgcgcccag
ctcacccggg
gggctgctge
gcececteecyg
gtcatcgcct
ccctcggetg
caggccatcg
attgcggtgce
cgctgggege
gatgacctgg
aaggccgacce
gtggacgcca
ctgctgttgg
gactggatgc
agaacgatga
aagtttatca
cagcgggagg
gtggagaaag
ggcagggaca
ggggttccga
cacctggcgc
gtccttce

<210> 3

<211> 916
<212> ADN
<213> Homo

<220>

ctcttgtatc
gcgctatcect
cacctggcag
aagtgattcg
agcagatcgg
cccagccgceg
gtgaccgcag
agctcttccc
cctcctacgg
cgccggacca
tgggccaggt
aggtggcccc
cctcecectgtg
gcaggcctga
ccgagctctg
ggcggccgga
cctttggccg
agctgaacca
cctatgaccg
tgaggaccaa
gcttcaaggc
gagctggcta
ccccactgac

sapiens

gtaccgccta
ctttgtggcc
gccaccctca
cctggcccaa
ggatgccctg
tgtgcctgtg
cactgttcgg
catcatcgtt
cagcgcggtce
ccgcaagttce
cttccggcag
ggacttcttc
gtgcgtctcg
gctgctctac
ggctgagctg
gcagcggcag
caagggtgtg
gcagtttgtg
agatttcctc
tgaccggaag
tttcgccaag
ccggggtatt

gtgggagggc

<223> Transporteur d’UDP-GlcNAc

<400> 3

atgttcgcca
gttctaacaa
acagcagtgg
gacagcaaat
cctatggaaa
ctgtatgtgg
attcttacaa
tggctgtccc
cagcttgatt
acagcatgtt
aaacaatcag
atgggtgtat
aaccgactga
gttattaagt
tcaacattga
ggagccatcc

<210> 4
<211> 3453
<212> ADN

acctaaaata
tgcgttattce
ttgttgctga
gtagtctaag
cacttaaact
cactatcaaa
cagcattatt
tagtaatttt
ctaaggaact
tttcaagtgg
tgtggataag
acatttatga
cctggatagt
atgcagataa
tctectattt
ttgtaa

cgtttcecctg
cagaacttta
acttttgaag
agcactgaat
tgctattcca
tctagatgca
ttctgtgtct
gatgacagga
ttcagctggt
ctttgctggg
aaatattcag
tggagaactg
agttgttctt
tattttaaaa
ttggcttcaa

agaaagaacc
tggaatgccc
gtcagcgctc
gacgccgagg
tcgagccagce
acccccgege
cgctgcectgg
agccaggact
acgcacatcc
cagggctact
tttcgecttee
gagtactttc
gcctggaatg
cgcaccgact
gagcccaagt
gggcgggcect
agccacgggce
cacttcaccc
gccecgegtet
gagctggggyg
gctctgggtyg
gtcaccttcc
tatgatccta

ggaattttgg
aaagaagaag
ataatggcct
cgagtactac
tcagggatct
gctacttatc
atgcttagta
gttgcttttg
tctcaatttg
gtttactttg
cttggtttct
gtatcaaaga
caggcacttg
ggatttgcaa
gattttgtgc

cgtgggttaa
tgctgctcect
tcgatggcga
tggagctgga
gggggagggt
cggcggtgat
acaagctgct
gcgggcacga
ggcagcccga
acaagatcgc
ccgcggecegt
gggccaccta
acaacggcaa
ttttccectgg
ggccaaaggc
gcatacgccc
agttctttga
agctggacct
acggtgctcc
aggtgcgggt
tcatggatga
agttccgggyg
gctggaatta

tctttcagac
gacctcgtta
gcattttatt
atgatgaaat
atactcttca
aggtcacgta
aaaaattggg
tacagtggcc
taggactcat
agaaaatctt
ttggaagtat
atggattttt
gaggccttgt
cctctttatc
caaccagtgt

cgcagggctt
cttcttctgg
ccccgceccage
gcggcagegt
gcccaccgceg
tcccatcecctg
gcattatcgg
ggagacggcce
cctgagcagc
gcgccactac
ggtggtggag
tcecgetgetg
ggagcagatg
cctgggctygg
cttctgggac
tgagatctca
ccagcacctc
gtcttacctg
ccagctgcag
gcagtatacg
ccttaagtcg
ccgecgtgte
gcacctgcct

taccagtttg
tctatcttct
ggtctacaaa
tcttaataaa
gaataattta
tcagttgaaa
tgtataccag
ctcagattct
ggcagttctc
aaaagaaaca
atttggatta
tcagggatat
aatagctgct
gataatatta
ctttttecctt

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1387

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
916



<213> Mus musculus

<220>

<223> Mannosidase II

<400> 4

atgaagttaa
tcactctacc
ggctcctttc
ttgctcgetg
gagtctgtgg
ctccactcgce
agtgggagtc
aatccagatg
gaccatgagc
aagactttca
aagctgaaag
tggtgggata
cagctggaaa
gccttaattg
cctcgatcgg
aagcgtgctg
ttctctttgce
acagacattt
cctgatccta
tgtccctggg
atgctattgg
ccactgggag
tacgagcaac
ggaaccttgt
agccagtctg
cattactgga
gaatctcgta
tacaagataa
aacttaggac
gtggactatyg
tctgcatttc
ttcttagaga
caactgagcg
cattcagtgg
aaaccggtgg
gcctatgagg
ttagagtcac
ctagcagaaa
atagagaatc
aggaaagaag
aacaaaaggg
gtttccctaa
tgtttccteg
cagtccatgg
atgagaattt
cagattcagc
tgcacaatgg
ctaggtgctt
caggatgata
tttcgaatcc
gtcagctacc
cccatggtac
ctgctgcagt
aagatgggca
tgccagttct

gtcgccagtt
tgatgctgga
cgcagggcca
agaacaacga
aggacggccc
cacagttggc
agccccggga
gtggagtttg
ccctgcaagt
atgactactt
aagactcaag
ttatagatat
ttgtgaccgg
accaactaat
gctgggccat
gattttcaca
ataaaacgct
tgtgccatat
aaatatgctg
gagttccccc
atcagtaccg
acgactttcg
tgttcagtta
cagattattt
tgttccctge
gtggctactt
taagggctgc
ataaatttct
tatttcagca
gtaccagact
ttctcatttt
tggatacgaa
cacaggagcc
tgtccatccg
aggttcaagt
tttcttttet
aaagttcaag
atggaatatt
ccttecctgge
acagtagaca
acaagagcgg
gaccgccctt
aacacgttac
aagtttctaa
catctaaaat
ctagaaggac
cgtatatcca
ccagcatggc
accgtggcect
tcctecgagaa
cttccctect
taagtggcca
cctctctacc
aaggctattc
ccagcagagg

caccgtgttt
caggggtcac
gctttcaata
gatcatctca
gcgggggtca
cctgcaggct
tgtgcagatg
gaagcaagga
gtttgtggtg
tagagacaag
caggaagttt
tccgaagaag
tggctgggtt
tgaagggcac
agatcccttt
catgctcatc
ggagtttttc
gatgcccttc
ccagtttgat
agaagcaata
gaaaaadtca
gttcagtgaa
catgaactcg
cgacgcattg
cctgagtgga
cacgtccaga
tgaaattctt
ttcatcacct
tcatgatgcc
ctttcagtca
aaaggacaaa
gcaaagttca
aaggtacctt
ggtaaactcc
cagtgcagtt
agctcatata
ctcacacttg
ccacgtgaag
gatttggttt
gcatgaactyg
tgcctacctce
tgtcagagtg
tcacaaagtc
tattgtaaac
aaacaaccaa
catgagcaaa
ggatgctgag
ttctggtcag
tgggcaaggce
gagaagcgct
cagccacatg
gctccectcece
ttgtgatatc
ggatgaggca
catcgggcta

ggcagcgcga
ttggactacc
ttgcaagaaa
aatatcagag
ccaggcaacyg
gaccccagag
ttggatgttt
tttgacatta
cctcactcce
actcagtata
atgtggtctg
gaagctgtta
atgcctgatg
caatggctgg
ggtcattcac
cagagagtcc
tggagacaga
tacagctacg
tttaaacggc
tctecctggaa
aaacttttcc
tacacagagt
cagcctcatc
gagaaagcgg
gacttcttca
cctttctaca
taccagttgg
cattacacaa
atcacaggaa
ttaaattctt
aagctgtacc
caagattctc
gtggtctaca
gccacaggga
tggaacgaca
ccaccactgg
gctgattatg
aacatggtgg
gaccgatctg
aaggtccagt
ttcctgectg
acacgtggaa
cgcctgtaca
atcaggaatg
aatagatatt
ttgcctcecttce
caccggctca
attgaagtct
gtccatgaca
gtgaacatgg
acttcgtcct
cctgcectttg
catctggtca
gccttgatcec
ccctgtteca

tcttctgegt
ctcggggceccc
agattgacca
actcagtcat
ccagccaagg
actgtttgtt
acgatctgat
agtatgaagc
ataatgaccc
tttttaataa
agatctctta
aaagtttact
aagccactcc
aaaaaaatct
ccacaatggc
attatgcaat
attgggatct
acatccctca
ttcctggagg
atgtccaaag
gcactaaagt
gggatctgca
tgaaagtgaa
tggcagccga
cgtacgctga
aacgaatgga
ccttgaaaca
cactgacaga
ccgcgaaaga
tggagaagat
agtcagatcc
tgccccaaaa
atccctttga
aagtgctgtc
tgaggacaat
gactgaaagt
tcctatataa
atgctggaga
ggctgatgga
tcctgtggta
acgggcaggg
ggatctactc
acattcaggg
tgcataaccg
atactgacct
aagccaacgt
cgctgctctce
tcatggatcg
ataagattac
aagaagaaaa
tcectcaacca
agctgctgag
acctgcggac
tccacaggaa
ctactcaggg

cgtaatcttc
gcgccaggag
tttggagcgt
caacctgagc
ctccatccac
tgcttcacag
tcecttttgat
ggatgagtgg
aggttggttg
catggtccta
ccttgcaaaa
acagaatggt
acattatttt
aggagtgaaa
ttatcttcta
caaaaaacac
tggatctgct
cacctgtggg
cagatatggt
cagggctcag
tctgctgget
gtgcaggaac
gatccagttt
gaagaagagt
cagagacgac
cagaataatg
agctcagaaa
agccagaagg
ctgggtggtt
aattggagat
ttccaaagcc
aattataata
acaagaacgg
tgattcggga
ttcacaagca
gtttaagatc
taatgatgga
tgccataaca
gaaagtgaga
cggaaccacc
ccagccatat
agatgtgacc
aatagaaggt
tgagattgta
aaatggatat
ttacccgatg
tgctcagtct
aaggctcatg
agctaatttg
gaagagccct
tcectttete
tgaatttcct
aatacaatca
agggtttgat
aaagatgtca

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300



gttctgaaac ttttcaacaa gtttgctgtg gagagtctcg tcccttectce tcectgtecttg
atgcactccce ctccagatgce ccagaacatg agtgaagtca gcctgagccc catggagatc
agcacgttcc gtatccgcectt gecgttggacce tga

<210> 5

<211> 1344
<212> ADN
<213> Homo

<220>

sapiens

<223> N-acetyl-glucosaminyl transférase II

<400> 5

atgaggttcc
ggcttcgtcc
ttgctggacg
gctgtgggca
cagcccgadgg
gatcagaccc
gtggtccagg
gcccagggaa
aatcagctga
attcagttgt
ccgaagaatg
cattatagag
gtgtgggaaa
gatcactact
caagagtgcc
tatggcatgg
ctagccttga
tatgatgatt
ttctggaaag
catcacaaga
aataacaaac
gccatttccc
aaaagttata

<210> 6
<211> 1047
<212> ADN

gcatctacaa
tctggagcag
ccgaacccgce
tccgcagggt
cggacaacct
tgaggaatgt
tgcataaccg
ttgacaacgt
tcgecggggt
accctaacga
ccgctttgaa
aggccaaatt
gagtgaaaat
tagccccaga
ctgaatgtga
ctgacaaggt
cccggaatgce
ataactggga
tgctggttcce
aaacctgtag
aatacatgtt
cacctagaaa
gaagactgca

acggaaggtg
caatgggcga
gcggggtgcce
ctccaacgtg
gacgctgegg
agataaggct
gcccgaatac
cctcgtcatce
gaatttctgt
gtttccaggt
attggggtge
ctcccagacc
tcttcgagat
cttttaccat
tgttctctce
agatgtgaaa
ctatcagaag
ctggactctt
tcaaattcct
accatccact
tccagaaact

aaatggaggg
gtga

<213> Séquence artificielle

<220>

ctaatcctga
caaaggaaga
ggcggccgeg
tcggcggcett
taccggtccce
ggcacctggg
ctcagactgc
tttagccatg
ccggttectge
agtgacccta
atcaatgctg
aaacatcact
tatgctggcce
gtcttcaaaa
ctggggacct
acttggaaat
ctgatcgagt
caatacttga
aggatctttc
cagagtgccc
ctaactatca
tggggagata

<223> Galactosyl transférase I dépourvue de
ciblage humaine

<400> ©

ccccaactgg
gggcagtcct
tccteccage
gctagcaact
cctgaggagt
ctggagctcg
gactgcgtct
ctcaagtact
atctatgtta
ggctttcaag
ctcattccaa
gttgcaatgg

tcggagtctce
ccggggagct
cgcgceeecggyg
tgacctcggt
ccecegcetget
tggcaaagca
ctcctcacaa
ggctatatta
tcaaccaggc
aagccttgaa
tgaatgacca
ataagtttgg

cacaccgctg
ccggaccgga
tggcgactcc
cccagtgceccce
tgtgggcccce
gaacccaaat
ggtggccatc
tttgcaccca
gggagacact
ggactatgac
taatgcgtac
attcagccta

cagggcggcet
ggggcccgge
agcccagtcg
cacaccaccg
atgctgattg
gtgaagatgg
atcattccat
gtcctgcagc
atattcaatc
tacacctgct
aggtgttttt
ccttatgttce

cgctcgtggt
acgaggccct
gtggggacca
ccctggtcecce
tggtgtacca
ccececccggga
tgctggactc
acttctggtc
aggtgttctt
gagattgtcc
agtatcccga
ggtggtggaa
ttatactttt
agatgtggaa
atagtgccag
ccacagagca
gcacagacac
ctgtatcttg
atgctggaga
aaattgagtc
gtgaaaagtt
ttagggacca

ggccgcectgce
cgccccaccyg
cccctetgtg
ggcggtcccce
gctgaacttt
gctggtgctg
acttcgaaaa
gaccgagatc
tcectttecage
cagagacctg
ctccttcgge
gctgcatttt
cctagaagag
actgaagcag
tcgcagttte
caatatgggt
tttctgtact
tcttccaaaa
ctgtggtatg
actcttaaat
tactgtggta
tgaactctgt

la séquence de

cgaacagtgc
cgccgcectcece
tggattctgg
cactgtcgcect
agtttaacat
gcggccgcta
tccgcaaccg
gccagcagct
gtgctaagct
ttgtgtttag
cacagccacg
agtattttgg

cgccgcecatce
tctaggcgcece
ccctggececcce
gccecgcectge
gcctgtggac
tgcccccagg
gcaggagcac
ggactatggc
cctcaatgtt
tgacgtggac
gcacatttcc
aggtgtctct

3360
3420
3453

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1344

60
120
180
240
300
360
420
480
540
600
660
720



gctctaagta
ggaggagaag
ccaaatgctg
cccaatcctc
ttgaactcac
acagtggaca

<210> 7

<211> 1801
<212> ADN
<213> Homo

<220>
<223>

<400> 7
caggactcca
ttggattatg
ggtacgagat
gcttgaacgc
accagaaggc
gcttgttaag
gaaggatcat
cctacagagt
agatgaattt
cctcagtcag
actggttcag
gctggtgtgt
ctgcttcatg
ctatgctact
atctggcatc
cgagcttccc
agaagacctc
tcagtttgtc
caccaagaag
agtgggaaca
ttttcagcectt
tgacccttct
taactctatt
agtgatcctg
ccaggtctgt
cttccattct
catttatgct
tggtgtggct
gacgggccta
atatcctgag
a

<210> 8

<211> 1136
<212> ADN
<213> Homo

<220>
<223>

<400> 8

aacaacagtt
atgatgacat
tggtcgggag
agaggtttga
tcacctacca
tcgggacacc

sapiens

gggaagtgag
ctcattcttt
aatgaccatc
ttaaaacagc
cctattgatc
gccaaagaac
gaaatcctga
gaattgaaga
cttttggatt
acagatggag
cggagaataa
aatatcaaca
attgcatatg
ggtggatggg
tccactggac
attgtagaca
gcagatcgac
aaatacttga
cttggcttca
gaagctgcct
cttgcacgca
ttattaaagg
tcctggtcag
gatatacatt
cgagttgctt
ttagatgaca
caccaacccce
ggaaatcatt
tatccctect
gctgagaaat

sapiens

tctaaccatc
ttttaacaga
gtgtcgcatg
ccgaattgca
ggtgctggat
gagctag

ttgaaaatct
ttgcctgggg
ctgatcactc
agaatgaaga
aggggccagce
agattgaaaa
ggaggaggat
aattaaagaa
taggacatca
caggtgattg
catatcttca
aaggctgtgg
gcacccagcg
agactgtatt
actggtcagg
gtcttcatcc
ttgtacgagt
tccgeccaca
aacatccagt
tccatcccat
gaatgcaagt
aggcaaaaac
ctggactgca
ttctctcteca
atgaaattat
tctactattt
gaactgcaga
gggatggcta
acaaagttcg
aaagctcaga

Transporteur de GDP-fucose

aatggatttc
ttagttttta
atccgccact
cacacaaagg
gtacagagat

alpha-1, 6-fucosyltransférase FUT8

gaaaatgcgg
gaccttgctg
tagccgagaa
cttgaggcga
tataggaaga
ttacaagaaa
tgaaaatgga
cttagaagga
tgaaaggtct
gcgggaaaaa
gaatcccaag
ctatggctgt
aacactcatc
taggcctgta
tgaagtgaag
ccgtectceca
gcatggtgac
gccttggcta
tattggagtc
tgaagagtac
ggacaaaaaa
aaagtacccc
caatcgatac
ggcagacttc
gcaaacacta
tgggggccag
tgaaattccc
ttctaaaggt
agagaagata
tggaagagat

ctaataatta
gaggcatgtc
caagagacaa
agacaatgct
acccattgta

ccatggactg
ttttatatag
ctgtccaaga
atggccgaat
gtacgcgttt
cagaccagaa
gctaaagagc
aatgaactcc
ataatgacgg
gaggccaaag
gactgcagca
cagctccatc
ttggaatctc
agtgagacat
gacaaaaatg
tatttaccct
cctgcagtgt
gaaaaagaaa
catgtcagac
atggtgcatg
agagtgtatt
aattatgaat
acagaaaatt
ctagtgtgta
catcctgatg
aatgcccaca
atggaacctg
gtcaacagga
gaaacgdtca
aaacgaccaa

ttggggctygg
tatatctcgc
gaaaaatgaa
ctctgatggt
tacccaaatc

gttcctggeg
gtggtcactt
ttctggcaaa
ctctccggat
tagaagagca
atggtctggg
tctggttttt
aaagacatgc
atctatacta
atctgacaga
aagccaaaaa
atgtggtcta
agaattggcg
gcacagacag
ttcaagtggt
tggctgtacc
ggtgggtgtc
tagaagaagc
gcacagacaa
ttgaagaaca
tggccacaga
ttattagtga
cacttcgtgg
ctttttcatc
cctctgcaaa
atcaaattgc
gagatatcat
aattgggaag
agtaccccac
actcagttcg

tgacccagct cctctgctac catgaatagg gcccctctga agcggtccag gatcctgcac
atggcgctga ccggggcctc agacccecctct gcagaggcag aggccaacgg ggagaagccce

780
840
900
960
1020
1047

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1801

60
120



tttctgctge
tccatggtgt
atcttcgtca
ctggccgect
gcccgcagcg
tgcctcaagt
aacgtgctgc
tgcggtatca
ctgtcgtggc
atctacacca
aacaacgtca
gccctgegtyg
ggcctgtttg
ctgacccaca
tactacgagg
tcctecgect
cccaaagaca

<210> 9
<211> 268
<212> ADN

gggcattgca
tccttaataa
ccttctacca
gctgccctgg
tcctgeceect
acgtcggtgt
tctcectacct
tcatcggggg
tgggcaccgt
cgaaggtgct
acgcctgcat
actttgccca
gctttgccat
atgtgtcggg
agaccaagag
acacctgggt
gcgagaagag

gatcgcgctyg
gtacctgctg
gtgcctggtyg
tgccgtggac
gtcggtggtce
ggccttctac
gctgctcaag
cttctggcett
cttcggcecgtg
cccggcecggtg
cctcttecctg
gctgggcagt
cggctacgtg
cacggccaag
cttcctcectgg
caggggctgg
cgccatgggg

<213> herpes simplex virus

<220>

<223> Promoteur de la

<400> 9

gcagtgtggt
cccaatgtcg
gaatgtttcc
acacgcagat
gtgtggcctc

<210> 10
<211> 990
<212> ADN
<213> Homo

<220>

<223> Sialyltransférase

<400> 10

atggtcagca
gtgtggtatt
ccgtgcecctcece
gatcagccca
gagctgccect
agctcctcca
aacgggcacc
atcagattga
atgcgtctct
acactcctcg
agtgataaga
aatcctaaac
ctgagcctgce
gccatcacgce
gacgcctaca

gcggggtcag
ggagctatca

tttgcaagag
agcagtgtgg
acccaatgtc

gcagtcgggyg
gaacaccgag

sapiens

agtcccgcetg
ccatctcccg
agggtgagge
tcttectgeg
atgggaccaa
tccceccaagaa
ggctgcggaa
acaatgcccce
tctaccctga
tcctggtage
agcgggtgeg
agattcggat
caatgcaaca
tggccctcecca
acaagaagca
gccataatgt
agaacctcac

gtggtctccc
gacagcccct
accacgctgce
ttcceccaget
ttcatcggca
aatgtgggcc
cagaccacct
ggtgtggacc
ctggctagcc
gacggcagca
cccctgcectee
gcccacttct
acaggactgc
gcctgtgecc
tggacgagca
gagatgaaga
gtgtgagcac

thymidine kinase

gaagcaaaaa
ttttgcaaga
gagcaaaccc
cggcgcggtce
cgaccctg

gaagctcctg
ggaagacagt
agagagcaag
gcttgaggat
ggggagtgag
catccagagc
cagctcactg
agtggctgge
atctgcccac
tttcaaggca
aaagggtttc
tctcaaccce
gccacggaag
cctctgtgac
gaccattcac
ctcccaagag
gtccttctga

gcctctccac
ggaagcaaaa
cgcccagcegt
ccaggtccac

(NM_006278)

gccatgttgg
ttttattttc
gcctctaagce
tatttctggg
gatctgctcc
ctcaggtgcc
ggagatgcca
tatgagggtg
ttcgacccca
atggacttcc
tggaaacagc
ttcttcatgg
attaagcaga
ttggtgcaca
tactatgagc
gccctggeca

tctactgggt
ccctgeggcet
tgtgcaaagg
tgcgcctgga
tgatcacctt
gctcactcac
ccttctatgce
aggagggggc
tctgtgtctce
tctggcgect
tgctgctcgg
gggggatgat
agatcaagtt
agacagtgct
acatgatggt
agactccgga
cacaggcacc

ccaggcctgg
agcctctcca
cttgtcattg
ttcgcatatt

ctctggtcect
ccatcccaga
tctttggcaa
tcaagacgcc
tccgggtgcet
gccgctgtgt
tcaacaagta
acgtgggctc
aagtagaaaa
actggattga
ctcccctcecat
agattgcagc
agcccaccac
ttgccggcett
agatcacgct
ttaagcggat

cacctccatc
ggacaccccce
cctcagcgcet
cctcagggtg
caataacctc
caccgtcttce
cctgctcacc
agaaggcacc
gctcaacgcc
gactttctac
ggagcttcag
gacgctgggce
caccagtccg
ggccgtgcectce
gctgggcgge
ggagcccagce
ctggat

aatgtttcca
cccaggcectg
gcgaattcga
aaggtgacgc

ggtcgtcatg
gaagaaggag
ctactcccgg
atctgcttac
agccatcacc
ggtcgtgggg
cgatgtggtc
caagaccacc
caacccagac
gaccatcctg
ctgggatgtc
tgacaaactg
gggcctgttg
tggctaccca
caagtccatg

gctggagatg

180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1136

60
120
180
240
268

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
990



<210> 11
<211> 681
<212> ADN

<213> Séquence artificielle

<220>

<223> Séquence de 1'EPO modifiée

<400> 11

atgggggtge
ctgggcctcc
aggtacctct
agcttgaatg
atggaggtcyg
gtcctgeggg
catgtggata
gcccagaagg
actgctgaca
aagctgtaca
ccattcgaag
catcatcacc

<210>
<211>
<212>
<213>

12
225
PRT

<220>

<223> EPO s

<400> 12

Met Gly Val

Leu Ser Leu

Ile Cys Asp

35

Ala Glu Asn

50

Asn Ile Thr

65

Met Glu Val

Leu Ser Glu

Gln Pro Trp
115
Ser Leu
130

Ser

Arg

Ile
145
Ala

Pro

Asp Thr

Gly Lys Leu
Glu
195

Leu

Lys Gly

Pro Leu

acgaatgtcc
cagtcctggg
tggaggccaa
agaatatcac
ggcagcaggc
gccaggccct
aagccgtcag
aagccatctc
ctttccgcaa
caggggaggc
gtaagcctat
atcaccattg

équencée

His Glu

Pro Leu
20
Ser Arg

Ile Thr

Val Pro
Gln
85

Val

Gly

Ala
100
Glu Pro

Thr Thr

Pro Asp

dans le

Cys
Gly
Val
Thr
Asp
70

Gln
Leu
Gln

Leu

Ala

tgcctggcetg
cgccccacca
ggaggccgag
tgtcccagac
cgtagaagtc
gttggtcaac
tggccttege
ccctccagat
actcttccga
ctgcaggaca
ccctaaccct
a

Séquence artificielle

Pro Ala

Leu Pro

Glu
40
Cys

Leu
Gly
Thr Lys
Ala Val
Arg Gly
His
120
Arg

Leu

Leu
135

Ala Ser

150

Phe Arg
165
Lys Leu
180
Leu Arg

Gly Leu

Lys
Tyr
Gly

Asp

Leu Phe

Thr Gly
Pro
200
Thr

His

Ser

tggcttctcce
cgcctcatct
aatatcacga
accaaagtta
tggcagggcee
tcttececcage
agcctcacca
gcagcctcag
gtctactcca
ggcgacagaa
ctcctcggte

Leu
10
Leu

Trp Trp

Val
25
Arg

Gly

Tyr Leu

Ala Glu His

Val Phe
75

Trp

Asn
Glu Val
90
Gln Ala
105

Val

Leu

Asp Lys

Ala Leu Gly

Ala Ala Pro
155
Val Tyr
170

Ala

Arg

Glu
185
Phe

Cys

Glu Gly

Arg Thr Gly

tgtccctget
gtgacagccg
cgggctgtge
atttctatgc
tggcccectget
cgtgggagcc
ctctgcttceg
ctgctccgcet
atttcctceccg
agggcgagct
tcgattctac

plasmide d'expression

Leu Leu Leu

Ala Pro
30
Ala

Pro

Glu
45
Ser

Leu

Cys Leu

Tyr Ala Trp

Gln Gly Leu

Val Asn
110

Ser

Leu
Ala Val
125
Ala Gln
140

Leu

Lys

Arg Thr

Ser Asn Phe

Arg Thr Gly
190
Pro Ile
205

His

Lys

His His

gtcgctccect
agtcctggag
tgaacactgc
ctggaagagg
gtcggaagct
cctgcagctg
ggctctggga
ccgaacaatc
gggaaagctg
tcgaggtcac
gcgtaccggt

Ser Leu
15
Arg Leu

Lys Glu

Asn Glu

Lys Arg
Ala
95

Ser

Leu
Ser

Gly Leu

Glu Ala

Ile Thr
160
Leu Arg
175
Asp Arg

Pro Asn

His His

60
120
180
240
300
360
420
480
540
600
660
681



210
His
225

<210>
<211>
<212>
<213>

13
51
ADN

<220>

<223>

<400> 13

215

Séquence artificielle

Partie cytoplasmique de mmn9

220

atgtcacttt ctcttgtatc gtaccgccta agaaagaacc cgtgggttaa c

<210> 14

<211> 246
<212> ADN
<213>

<400> 14

Saccharomyces cerevisiae

atggccctcect ttctcagtaa gagactgttg
gttctcctee taacattgaa ttccaacagt
tccgcetgcat ttgattttac ctcaggatct

gaaaatgatg
gaagcc

<210>
<211>
<212>
<213>

15
274
ADN

<220>
<223>

<400> 15

gaattggtcg
cccacatccg
tattttttta
tttctgtaca
ttgggacgct

<210>
<211>
<212>
<213>

16
679
ADN

<220>
<223>

<400> 16

tcgagtttat
gattttccta
tgccaaaata
gtttattcct
aaaaaagaat
ttctcttage

ctaaaaaatt

atcaggtatt
ctctaaccga
tagttatgtt
gacgcgtgta
cgaaggcttt

Promoteur pGAP

cattatcaat
actttattta
gggggcgggt
ggcatccact
cccagcacca
gcaactacag

agagcaaagt

Séquence artificielle

CYC1 terminateur seul

catgtaatta
aaaggaagga
agtattaaga
cgcatgtaac
aatttgcaag

Saccharomyces cerevisiae

actcgccatt
gtcaaaaaat
tacacagaat
aaatataatg
aaatattgtt
agaacagggc

agatttaccg
agaactcagc
atatcccctg
gctctgaatt

gttatgtcac
gttagacaac
acgttattta
attatactga
ctgc

tcaaagaata
tagcctttta
atataacact
gagcccgcett
ttcttcacca
acaaacaggc

tcattgcagg
aatatattcc
aacaacaagt
cagaggcaag

gcttacattc
ctgaagtcta
tatttcaaat
aaaccttgct

cgtaaataat
attctgctgt
gatggtgctt
tttaagctgg
accatcagtt
aaaaaacggg

tgcggttatt
gagttccatc
catctctgag
cgaagactcc

acgccctecece
ggtccctatt
ttttettttt
tgagaaggtt

taatagtagt
aacccgtaca
gggtgaacag
catccagaaa
cataggtcca
cacaacctca

51

60
120
180
240
246

60
120
180
240
274

60
120
180
240
300
360



atggagtgat
atctatctca
gaaaaaaaag
aaagacggta
cttttatagt
cacataaata

<210> 17

<211> 451
<212> ADN
<213>

<220>
<223>

<400> 17

acggattaga
cctcgtcette
acaataaaga
ctggccccac
ttagtttttt
taacagatat
ggtttgtatt
ctctatactt

<210>
<211>
<212>
<213>

18
603
ADN

<220>
<223>

<400> 18
cccaagctta
ttgatgatct
gaaaagacca
atgtaagttt
tgtgagaaca
aacagtacga
ctaaaccctt
cgctaggacc
gagcgtgtct
tttctttcte
tce

<210>
<211>
<212>
<213>

19
409
ADN

<220>

<223>

<400> 19

gcaacctgcc
ttttcttaca
gttgaaacca
ggtattgatt
tagtcttttt
aacaaaatg

Promoteur pGALl

agccgccgag
accggtcgceg
ttctacaata
aaaccttcaa
agccttattt
ataaatgcaa
acttcttatt
taacgtcaag

Promoteur PGK

cctgctgege
gtaaaaaaga
aatatgtatt
cacgaggttc
ggctgttgtt
tcgaacgaac
tcecegecatt
ttgttgtgtg
gggttttttc
gataagaggc

Promoteur TEF

tggagtaaat
ccttctatta
gttccctgaa
gtaattctgt
tttagtttta

Saccharomyces cerevisiae

cgggtgacag
ttcctgaaac
ctagctttta
atgaacgaat
ctggggtaat
aaactgcata
caaatgtaat
gagaaaaaac

Saccharomyces cerevisiae

attgttttat
gaaaaagaaa
tcttgcattg
tactaaacta
gtcacacgat
tttgctctgg
ccagaacctt
acgaaattgg
agttttgttc
cacgtgcttt

Saccharomyces cerevisiae

gatgacacaa
ccttectgete
attattcccc
aaatctattt
aaacaccaag

cccteccgaag
gcagatgtgc
tggttatgaa
caaattaaca
taatcagcga
accactttaa
aaaagtatca
C

atttgttgta
gcatctaaga
accaatttat
aaccaccccce
tcggacaatt
agatcacagt
cgattgcttg
aagctgcaat
tttttgcaaa
atgagggtaa

ggcaattgac
tctctgattt
tacttgacta
cttaaacttc
aacttagttt

gaagactctc
ctcgcgecgce
gaggaaaaat
accataggat
agcgatgatt
ctaatacttt
acaaaaaatt

aaaagtagat
acttgaaaaa
gcaagtttat
ttggttagaa
ctgtttgaaa
gggcatcata
ttacaaaacc
caataggaag
caaatcacga
catcaattca

ccacgcatgt
ggaaaaagct
ataagtatat
ttaaattcta
cgaataaaca

ctccgtgcegt
actgctccga
tggcagtaac
gataatgcga
tttgatctat
caacattttc
gttaatatac

aattacttcc
ctacgaatta
atatatgtaa
gaaaagagtg
gagagagagt
gcatgtggta
tgtgagccgt
acaggaagtc
gcgacggtaa
agatctgaat

cccacacacc atagcttcaa aatgtttcta ctcctttttt actcttccag attttctcgg
actccgcgca tcgccgtacc acttcaaaac acccaagcac agcatactaa attttccectc
tttctteccte tagggtgtcg ttaattaccc gtactaaagg tttggaaaag aaaaaagaga

420
480
540
600
660
679

60
120
180
240
300
360
420
451

60
120
180
240
300
360
420
480
540
600
603

60
120
180



ccgcectegtt
tcttgaaatt
aataaacggt
ttttacttct

<210>
<211>
<212>
<213>

20
936
ADN

<220>
<223>

<400> 20

aagcttcctg
gttttgcctg
cgataattac
agaaactcct
cacttccagg
tatccatatg
cgtttatcca
atagtagaac
gaaattgtta
cggtgacgaa
atataaaaag
aatttctctt
cttctatatc
caatcgttaa
tcaaaagaaa
aagataagaa

<210>
<211>
<212>
<213>

21
504
ADN

<400> 21

caacagaact
acaagaagaa
tcaaagatac
cgggaaacct
aaaaggaagg
atctgcctct
aaaagaagac
cgtaagggat
ttcatttcat

<210>
<211>
<212>
<213>

22
623
ADN

<220>

<223>

<400> 22

tctttttett
ttttttttta
cttcaatttc
tgttcattag

Promoteur PMA1l

aaacggagaa
accttttccg
cgcagaaata
gcgagaattt
cctcgagacc
cctttcgggt
ttgctttttt
tatgagcttt
ctctcacact
acgtggtcga
gccaaatatt
aaattttttc
tacaaaaact
taattaatta
gaaaaaaaat
agatttaatt

cgccgtgaag
aatcttcgtce
agtctcagaa
cctcggattce
tggctcctac
gccgacagtg
gttccaacca
gacgcacaat

ttggagagga

Promoteur Phob

cgtcgaaaaa
gtttttttct
tcaagtttca
aaagaaagca

Saccharomyces cerevisiae

acataaacag
gtaatttgaa
aacccataca
cgtaaactcg
tctgacatgce
ttttttectt
gttgtctttt
ttttgtttct
ctttagttcg
tggtgggtac
gtattatttt
tctttcttte
ttttttttet
attggaaaat
ataccccagc
atcaaacaat

Cauliflower mosaic virus

actggcgaac
aacatggtgg
gaccaaaggg
cattgcccag
aaatgccatc
gtcccaaaga
cgtcttcaaa
cccactatcce
cacg

Saccharomyces cerevisiae

10

ggcaataaaa
ctttcagtga
gtttcatttt
tagcaatcta

gcattgctgg
aacaaacccg
cgagacgtag
cgcgcattge
ttttgacagg
ccttttccat
tceectegtte
gttttccttt
tttgtttgtt
cgcttatgcet
caaatgtcct
ctataacacc
atcaacctcg
aaccattttt
tagttaaaga
atcaat

agttcataca
agcacgacac
ctattgagac
ctatctgtca
attgcgataa
tggaccccca
gcaagtggat
ttcgcaagac

atttttatca
cctccattga
tcttgttcta
atctaaggg

gatcacccat
gtctcgaagc
aaccagccgce
atctgtattt
aatagacatt
catgaaaaat
acagaaagtc
tttttttttt
ttgtttattc
cccctceccecatt
atcattatcg
aatagtgaaa
ttgataaatt
tctectetttt
aaatcattga

gagtctttta
tctggtctac
ttttcaacaa
cttcatcgaa
aggaaaggct
cccacgagga
tgatgtgaca
ccttcectcecta

cgtttctttt
tatttaagtt
ttacaacttt

acatcactct
ggagatccgg
acatggccgg
cctaatgcgg
ttcagaatgt
ctctcgagac
tgaagaagct
tacctctgtg
caattatgac
agtttcgatt
tctaacatct
atcttttttt
ttttctttaa
atacacacat
aaagaataag

cgactcaatg
tccaaaaatg
aggataattt
aggacagtag
atcattcaag
gcatcgtgga
tctccactga
tataaggaag

gatccgaaag ttgtattcaa caagaatgcg caaatatgtc aacgtatttg gaagtcatct
tatgtgcgct gctttaatgt tttctcatgt aagcggacgt cgtctataaa cttcaaacga

240
300
360
409

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
936

60
120
180
240
300
360
420
480
504

60
120



aggtaaaagg
acgttttcgce
taattgaata
gcacagacta
tcaaattggt
tgaattgtcg
gcttcatctc
aatgtttaaa
tccettagge

<210>
<211>
<212>
<213>

23
1501
ADN

<220>
<223>

<400> 23
gaattcggaa
acgagtacct
tcgacatctc
ataaactcgg
taaacagcga
cgaaacgttg
cctgaataag
tatctacaca
aaccagactt
tacaacgact
ttcttgatca
gcttctgctyg
ctttctggta
cttcaaacgt
gcttttcggt
tcctgtaata
agagctcatc
agcaaccaaa
cactcatctg
ctgtccatga
ccgtcagcaa
tcatacgccc
tataaatgtg
aaaacctcga
aatctataaa
a

<210>
<211>
<212>
<213>

24
384
ADN

<220>

<223>

<400> 24

ttcatagcgce
atagaacgca
ggcaatctct
aatttatgat
caccttactt
aaatgaaacg
tcatgagaat
tctgttgttt
aaactagccg

Promoteur d’une

gactcagact
ctgtaacgta
gcagggcacc
atttgtcaag
tccaccgagg
agtttcccce
aaaagagaga
taaaattccg
ttcaagaagg
tgcececttgtg
caggcttctc
ctgcttctgce
cttctcgtcce
cttggagcaa
attcttcttg
acaaatattt
gcaagttaaa
agagaatgaa
catcaatgta
gagcacttat
tggagggaaa
tcgaggaact
cgtcacgtgg
ttaaagtaga
caaacaatcg

tttttctttyg
actgcacaat
aaatgaatcg
tctggtccect
ggcaaggcat
tatataagcg
aagaacaaca
attcaatttt
atg

Saccharomyces cerevisiae

11

tctgcacaaa
gccaaaaaaa
atacaacctt
gttttcgaag
atacccattt
ctgatgtttt
acaaatagag
agccgcttcet

protéine de liaison a

tcccaacagg
cgtgtacata
cactcagggg
ggccaggcca
aactatactc
tctcgtceget
aaaaagatga
attattcctt
tcttttttge
aagctcgata
cactttcttt
tgctgcttct
tcgctgatgce
tctatgcatg
ggcacadgtat
cttgactgag
aattttcaat
cctttatttt
gtagtcacaa
tttaggaagt
aggcattcct
cttgttttcg
ccttgtgtct
aaaaaaggat
cataaccgca

Saccharomyces cerevisiae

Promoteur putatif CYC1

cccgggagca agatcaagat gttttcaccg
ggacgatgac cgaagaccaa gcgccagctc
ccacgcgtag gcaatcctcg agcagatccyg
caactttagt gctgacacat acaggcatat

cagaaaattc
aaagctacga
gatcttccga
agtcacagaa
gctacagtcg
aaaccaattc
aaccgagtaa
tgcatacctg
ccectttatcee
ccgttcgagg
gcaggagttg
gcttctgcett
aagacgtgtg
tatagtacgc
cattgcacac
accgtttgcet
tttttttcac
tgatttattt
agctaatatt
taaatgagac
tttccatagg
ctttactatg
cttatttcca
ataataggag
cgtatataca

atctttccgg
atttggcgag
ccaggcgtgt
atatatgtgt

gaaatatata
gtaaaagtga
ggcactcaca
agatcgcaca
gggataaggg
gctaagtcga
caagcaaatt
ttggccaatg

1’actine

agaagtcata
ggatgattct
tgattattcg
gtcatatatg
aaactaccgg
tataacaaaa
gctgctacat
atttgcccct
ttcatggttt
tcttttccac
ccactgctgg
cttgttgccce
attcttgtaa
gttaggacat
ctcacagttg
gttgtataca
tttttcecegt
attatgagat
tagacgttac
agtcaatagt
attttaatcg
caaccattga
cttgtttttt
tataccatat
cgcacacacc

tctctttgge
cgttggttgg
atatagcgtg
gcgacgacac

ttaaattagc
ttaaaagagt
cgtgggacta
tgccaaatta
taaacatctt
ggttagtatg
cgagattacc
caggtaccat

aaggaccttt
gggttgtggt
ataatggact
cgcccgttcet
aatacctctt
tcgctaaaag
aatgtctata
cagaatccac
tcaaattttg
tttctctgee
tgctggtgcect
ttgtacaacg
ctcacgccat
ctataataat
aacgtaacca
gaatactctt
caaggcaaaa
gctgctagtc
tttgatatct
tcacaatatc
ttttcaagca
tgtatttctg
cacaatgcgg
tggatagttc
tatcaatcac

cggggtttac
tggatcaagc

gatggccagg
atgatcatat

180
240
300
360
420
480
540
600
623

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1501

60
120
180
240
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ggcatgcatg tgctctgtat gtatataaaa ctcttgtttt cttcttttct ctaaatattc
tttccttata cattaggtcc tttgtagcat aaattactat acttctatag acacgcaaac
acaaatacac acactaaatt aata

<210>
<211>
<212>
<213>

25
444
ADN

<220>
<223>

<400> 25

atcataccaa
atcagccaat
ttcagacacg
tgtttttact
atgtcattcc
gtcgacttcc
gaatttgtgg
tccttagcaa

<210>
<211>
<212>
<213>

26
159
ADN

<220>

<223>

<400> 26

Promoteur CYCI1

gaccaaccac
tccagtttte
gtatacaacc
ttaacgaagg
gcggagagct
accgcatccc
tttttaaatc
tttattaatt

promoteur ADH2

Schizosaccharomyces pombe

acatgctgaa
caacgattac
ttaattatgt
ttatcgcacg
catgaaccaa
aacttactct
ttcttctcta
caaa

Saccharomyces cerevisiae

gatgcattgc
tgcactctaa
ttaatacggc
caaaaaaggt
tgaaataagg
caacgtacat
caaatactaa

atgccacgaa
cgatatctat
tgctcgtcat
aaacattgga
gcgaaaaaat
cttctcacta
actcttaagc

atcattgcat
tttccttatt
caccaaatcc
ttggctcgcee
aaatttaaag
acttcgcggt
ctatttcctt

cctatcacat ataaatagag tgccagtagc gacttttttc acactcgaga tactcttact
actgctctct tgttgttttt atcacttctt gtttcttctt ggtaaataga atatcaagct
acaaaaagca tacaatcaac tatcaactat taactatat

<210>
<211>
<212>
<213>

27
1617
ADN

<220>
<223>

<400> 27

atgaagatga
tccttectge
ctcagcccta
agtccggagc
ctccagccac
ccggaggaca
ggtaccagga
gagggctcct
gagcgcctgg
tggcacgggce
gaacgcctgg
gagttcgacc
gtctgtgaat
ctgaccaatg

Mus musculus

gacgctacaa
acttctttaa
acctcgtatc
cgggtggccece
tgtccccgag
ccacggagta
tgctggagaa
cagccegggyg
gcagccgggg
ccagttgcgg
tacccaggga
tgctggatgt
ctaatttcac
gcaccttcga

gctctttcte
gaccttatcc
cagcttcttc
cgacctattg
caaggccaca
ttttgtgcgce
accttcgcca
acctgctcgg
cactaggcgc
ggtgcccacyg
ggtaccgagg
gcgtttceccat
cgcctacggg
gtacatccgce

atgttctgta
tatgtcacct
tggaacaatg
cggacacccce
gaggaactgc
accaaagctg
gggcggacag
aggcccatga
aagtgggttg
gtggtgcagt
cgggttatca
gagctgggag
gagcctcggce
cacaaggtgc

beta-1,4 N-acetylglucosaminyltransferase III

tggctggcect
tcccgagaga
cccctgtceac
tctactccca
accgggtgga
gtggtgtgtg
aggagaagcc
ggcacgtgtt
agtgtgtgtg
attccaacct
acgccatcaa
atgttgtgga
cgctcaagtt
tctatgtctt

gtgcctcata
actggcctcc
tcececaggece
ctctccectg
cttcgtgttg
cttcaaacca
cgaagtgtct
gagtacgcgg
cctgccaggce
gcccaccaag
catcaaccac
cgccttcgtg
ccgagagatg
cctggaccat

300
360
384

60
120
180
240
300
360
420
444

60
120
159

60
120
180
240
300
360
420
480
540
600
660
720
780
840



ttcccacctg
acccaggatg
gatgcggacg
acagagccct
ggcacactgg
gatggcatcc
aaccgcaccg
tggcattgct
aatggcgact
agcttgatcc
cccagtgagc
ttgctggaaa
ggctcagatg

gtggccgtca
gcgtctcccg
agatccctgce
tcgecttceca
aggtggtgtc
gcctgcgecg
gccacatcct
cctggtgcett
tcceeecgetg
gcactggggyg
acatgtatgc
atccctaccg
gaaggccatc

ggacggctgg
cctgcgcaac
gcgtgatggt
catgcggaag
aggctgcacc
ccgccagtac
agtgcagtgg
cacacccgag
gggtgactat
atggttcgac
tcctaaatac
ggagcccaag
tgctgtcagg

13

attgcggatg
ctgcggecceccg
gtgctgttcc
tccectgtatg
atggacatgc
tacaccatgc
tctctcggcea
ggcatctact
gaggacaagda
ggaacgcagc
ctgctcaaga
agcactgaag
ggcaagttgg

actacctgcg
atgacgtctt
tcaaactcta
gtttcttctyg
tgcaggccgt
ccaacttccg
gccceccectgcea
ttaaactcgt
gggacctcaa
aggagtaccc
actatgacca
agggtgggcyg
atacagtgga

caccttcctce
tatcatcgac
cgatggctgg
gaagcagccyg
gtatgggctg
gcagtatgag
cttcgcgggce
gtcagcccag
ttacatccge
tcectgcggac
gttccgcectac
ccggaaccag

gggctag

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1617



