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Streptoverticillium ladakanum

1

Ser Asp

BAsp

Tyr

Gln

50

Gly

Phe

Arg

.ys

Ala
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Tyr

Pro

Ile

35
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Val

Ala

Pro
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115

Leu

Glu

Tyr

20

Arg

Met

Thr

Phe
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100

Val

Asp
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Lys
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Trp

Phe

85
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Met

Asn

vVal
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Trp

Glu

Val

70

Asp

Gly
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Asn

Leu
150

Thr

Gln

Glu

55
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Glu

Lys
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Lys

Pro

Tyr

Gln

40

Gln
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Thr

Ala

120

Ala

Lys

Fro

Gly

25

Val

Arg
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Lys
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Lys

Leu

Glu

Ala
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Arg

Tyr

Glu

Gln
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Ala
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Glu

Leu

Glu

Ala
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Trp

Tyr
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Lys

Glu

Fhe

Asn
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Fro

Glu
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Leu
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Ero

Asn

Fhe

Gln
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Asn

Leu

Thr

Arg

45

Thr

Glu

Glu

Arg
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His

Gly

Asp

Ile
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Asp

Tyr

Asn

Leu

Gly
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Ala

Lsp

Asn

Arg
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Val

Gly

Gly

Arg

Lys

85

Arg

Arg

Glu
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Met

Asn

Arg
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Leu
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Val
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Gly
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_eu

Thr

Met

Ser

Pro

225

Pro

Gly

Thr
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Phe
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Thr

Arg
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oys

Gly
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Arg
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Val
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Asp
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<400>

Asn

Arg

Gly
275

Tyr

Arg

Pro
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Glu

Phe
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Gly
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Gly
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Glu

Gly
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Asp
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Lys

Ile
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Thr
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Ala
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Ala
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5

Ala
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Tyr

Lys
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Arg
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Leu
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Thr

His

Phe

295

Val

Lys

Asn
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Val

Gly

Glu

Ala

280

Arg

Val
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Gly
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Fro
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Thr

Gly
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Gly

Fhe
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Ser

250
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Asn

Trp

Fhe

Trp
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Tyr

Asn

Trp

Asp

Ser

235

Fhe

Ala

Gly

Ser

Val

315

Ero

Ser

His

Ser

Ero
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Arg

Val

Asp

Ser

Asp

300

Ero

Ala

Asp

Gly

205

Glu

Asp

Asn

Lys

Leu
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Gly

Lys

Leu

Pro

150

Gln

Ala

Arg

Phe

Thr

270

Gly

Tyr

Arg

175

Asp

Phe

Asn
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Trp

Asn

Lys

Arg
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Ile
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Trp
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Asp
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Ala
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Ile
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Val

Ala

Pro

Glu
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Leu

Asn

Pro

Tyr
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Arg

Met

Thr

vVal

Asp

Glu

Phe
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Val

Ala

Gly

Pro

Arg

Lys

Thr

Trp

Phe
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Phe

Met

Asn

Asp
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Lys

Asp

Thr

Thr

Pro

Trp

Glu

Val
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Asp
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Glu
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Glu

Glu

Arg
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Lys

Arg

Arg
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Leu
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Gln

40

Gln
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Glu
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Ala

Lys
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Lys
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Lys

Val

Gly

Gly
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Val

Arg

Gly

Arg

Arg

105

Lys

Leu

Glu

Ero

Gly

185

His

Tyr

Asp

Glu

Arg

Tyr

Glu

Gln

Fhe
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Ala

Gly

Glu

Leu
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Gly

Fhe

Gly
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Gly

Ala
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Trp

Tyr
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Glu

Fhe
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Tyr
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Trp
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Fhe

Glu
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Leu
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Arg

Val

Thr

Arg
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Thr

Glu

Glu

Arg
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Gly

Ala

Lsp

Gly
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Asp

Asp

Asn

Val

30

Asp

Tyr

Asn

Leu

Gly
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Ala

Asp

Asn

Leu

Pro

150

Gln

Ala

Arg

Phe

Val

Gly

Gly

Arg

Lys
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Arg

Arg

Glu

Asp

Arg
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Asp

Phe

Asn

Asp

Asn

Arg

Cys

Leu

80

Asn

Val

Glu

Ser

Ala
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Asn

Arg

Arg

Arg

Ile
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Tyr



Gly

Thr

His

Phe

305

Thr

Trp

His

Val

290

Asp

Ala
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<220>
<223>

<400>

Phe Gly
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Gly Asn
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Tyr Glu

Arg Gly

Pro Asp

3
380
PRT

245

Ala

His

Ala

Lys
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Artificial

Gln

Tyr

Lys

Tyr
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vVal

Thr
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Phe
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Val

Lys

Glu

Ala
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Arg

Ile

Gln

Ala
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Trp
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Gly
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Ser

Ero

Tyr

Gln

Glu
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Val

Ala

Ero

Gly

Val
90

Glu

Asp

Gly

Ala

Arg
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Tyr

Lys

Asp

Ero

Glu
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Ser

Lys Thr
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Leu Gly
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Gly Tyr

Lys Ser
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Val
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Trp

Trp

Met
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Arg
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Val
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Arg

Arg

Ile
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Trp
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Val

Ala

130

Gly

Ala
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210

Thr

Met

Pro

Pro

290

Gly

Thr

Gln

Gly

115

Phe

Arg

Lys

Ala

Tyr
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Arg

Pro

Lys

Gln
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Val

Ala
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Asp

Ser
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Leu

Asn
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Gly Ser

Asp
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Arg

Trp
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Phe

Gly

Met

Thr

Phe

Arg

Val

Asp

Glu

Gly

Pro

Gly

Asn

Thr

Trp

Phe

Ser
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r Phe

Met
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Asp

Lys
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Ile

Lsp

Thr

Thr

Ala
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His

Glu

Val

Asp
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Gly

Asp

Asn

Leu

Ala

215

Asp

Tyr

Lys

Gly

Ser

295

Gln

Tyr

Glu

Asn

120

Glu

Glu

Glu

Lys

Lys
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Arg

Arg

Arg

Leu

280

Pro

Thr

His

Gln

105

Ser

Asp

Thr

Ala

Ala

185

Lys

Ser

Asn

Lys

Lys

265

Val

Gly

Glu

Ala

Arg

Gly

Lys

Arg

Lys

170

Leu

Glu

Fro

Gly

His

250

Tyr

Asp

Glu

Ala

Ero

Glu

Gln

Tyr

Ala

155

Gly

Glu

Leu

Fhe

Gly

235

Fhe

Gly

Vet

Ser

Asp

315

Asn

Trp

Tyr

Lys

140

Glu

Fhe

Asn

Ala

Tyr
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Asn

Trp

Asp

Ser

Fhe

300

Ala

Gly

Leu

Pro
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Asn

Gln

Ala

Asn
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Pro

Arg
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vVal

Asp

Ser
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Thr

Glu

Glu

Arg
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Gly
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Asp
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Glu
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Asp

Asn

Lys

Leu

Tyr

Asn

Leu

Gly

Ala
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Lsp
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Leu
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Gln
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Arg

Phe
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Gly
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Arg
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370

<210>
<z211>
<212>
<213>

<220>
<223>

<400>

Gly

Arg

Val

Gly

Gly
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Val Tyr Glu Ser Lys Phe Arg
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Tyr

Gln

Gly

Phe
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Pro
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Arg
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Phe

Arg
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Trp

Phe
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Trp
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350
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Lys

Arg
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Trp

Phe
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Leu

Pro
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Phe
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Leu
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Thr

Arg
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Arg

Glu
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Asp

Arg

Ser

Lsp

Phe
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Asn

Asp
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Trp

Lsp
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Gly

Ala
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Arg
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Arg

Tyr

Trp

Met
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<213>

Val
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Leu

Thr
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Pro
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Tyr

Arg
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Lys
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Arg
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Val
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Ala

Leu
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Arg

Ser
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Phe

Gly

Tyr

Arg

Pro
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artificial

Val
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Glu
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Gly

Asn

Glu
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Asp

Met
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Asn

Asp

Lys

Ile

Lsp
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Thr

Thr
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Ser
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Lys
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Leu
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Tyr
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Lys

Gly

Gln

Tyr
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Lys

Tyr
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Lys
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Arg

Arg

185

Ser

Arg

Leu

Fro

Thr
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Ehe

Val
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Lys

Ser
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Asn

Lys
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Val

Gly
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Glu
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Gln
330

Leu

Glu
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Fro

Gly

His

Tyr

Asp

235

Glu

Ala

Ero

Asn

Thr

315

Gly

Glu

140

Leu

Fhe

Gly

Fhe

Gly

220

Met

Ser
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Trp

300

Fhe
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Asn
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Trp
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Lsp

Ala

Gly
285

Val

Pro

Ala
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Pro

Arg
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Lsp
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Gly
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Asp

Gly

Glu
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255

Lys

Leu

Gly
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<223> pzropeptide-(3C)-MIGase from S. ladakanum
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Tyr

Gln
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Thr

Ala

Lla

Ser
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Gly

Val

Arg

Gly

130
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Arg
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Gly
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Glu

Ala

Arg

Tyr

Glu

115

Gln

Tyr

Ala

Gly

Glu
195

Arg
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Ala

vVal

Glu
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Ser

100

Trp

Phe

Lys

Glu

Phe
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Asn

Gly

Leu

Pro

Leu

Pro

Glu
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His

Leu

Pro

Asn

Gln
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Thr
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Phe

Leu
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Thr

Arg
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Leu

Gly
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Gly
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Arg

Lys

Arg

Arg
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200

Gly
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25
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Met
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Arg
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Cys
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Val

Asp
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Gly

Glu
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Val
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Asp
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Lys

Val

Ala
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Val
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Gly
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Asp
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Tyr

Gln
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Fhe
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Lys
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Asp
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Ero
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Arg
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Tyr

Arg
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Phe

Arg
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Asp
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Asn
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Arg
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Lys
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Trp
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Tyr

15

Ala
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Trp
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Glu

Asn

Glu

Glu
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Glu

Lys
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Asn
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Glu
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Arg
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Glu
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Pro

Gly

His

Tyr
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290

Glu
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Pro
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Thr
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Gly

Leu

Phe
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Gly
275

Met

Asp

Asn

Trp
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Phe

Trp

Ala

Tyr

Asn

Trp
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Asp

Phe
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Gly

340

Val

Pro

Asn

Pro

Arg

Val

Asp
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Asp

Pro

Gly
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Asp
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Lys
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Leu
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Arg
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Phe
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Tyr
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Arg
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Asn
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Lys

Arg
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Arg
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Tyr
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345
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Asn

Leu

Thr

Met
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Ser

Ero

Ero

Gly

Thr

330

His

Fhe

Thr

Arg
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235

Lys

Gly

Asp

Arg

Trp

315

His

Val

Asp
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Asn

220

Ser
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Arg

Ser

300

Fhe

Gly

Tyr

Arg

Ero
380

Glu

Phe

vVal

Gly
285
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Gly

Asn

Glu

Gly

365

Lsp

Lsp

Lys

Ile

Asp

270

Thr

Thr

Ala

His

Ser

350

Ala

Lys
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Tyr

255

Lys
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Tyr
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Lys

Tyr

Val

Arg

Arg
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Arg
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Thr
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