<110>
<120>
<130> 7¢€l4
<le60> 10
<170>
<210> 1
<211> 423
<212> ©IDNA
<213> Homo
<400> 1
catatgcaag
cagctgaaaa
gagaccaact
aacaccggta
ccgtccacca
tatgagaaaa
attcaccagce
tce
<210> 2
<211> 133
<212> PRT
<213> Homo
<400> 2
Gln Gly Gln
1
val Asp Gln
Pro Ala Pro
35
Cys Phe Gln
50

.204-%W0

saplens

gtcaagatcg
attatgtgaa
gtgagtggtc
acaacgaacg
acgcaggtcg
aaccgccgaa

acctgtectc

saplens

Asp
5

Leu
20

Glu

Arg His Met

Lys Asn Tyr

Asp Val Glu

SEQUENC

Novo Nordisk 2/S

PatentIn version 3.3

ccacatgatt
tgacctggtt
cgctttctee
tatcatcaac
tcgtcagaaa
agaattcctg

tcgtaccceac

40

Ala Gln Leu
55

Lys Lys

E LISTING

EXPRESSION OF PROTEINS IN E. COLI

agaatgcgtc
ccggaattee
tgtttcecaga
gtttccatta
caccgtctga
gaacgttteca

ggttccgaag

Ile Arg Met Arg

10

Val Asn Asp Leu

25

Thr Asn Cys Glu

Ser Ala Asn

aacttataga
tgceggetee
aagcccagct
aaaaactgaa
cctgeceegte
aatccctget

attcctgatg

Gln

Val
30

Trp
45

Leu Ile Asp

Pro Glu Phe

Ser Ala Phe

tattgttgat
ggaagatgtt
gaaatccgca
acgtaaaccg
ctgtgattct
gcagaaaatg

atttggcgga

Ile
15

Leu

Ser

Thr
60

Gly Asn Asn

Glu

300

360

420

423



Bryg Ile

65

Thr Asn Ala

Lsp

Tyr

Leu
115

Ser _eu

Ser Glu

130

Gly

<210> 3
<211> 418
<212> ©LNA
<213> Arti

<220>
<223>

<400> 3
ccaaggtcaa

gaaaaattat
caactgtgag
cggtaacaac
caccaacgca
gaaaaaaccqg
ccagcacctg
<210> 4

<211> 405
<212> PRT

<213> Arti

<220>
<223>

<400> 4

Asn Val

Gly Arg

85

Glu
100

Lys

Gln Lys

Asp

ficial

gatcgccaca
gtgaatgacc
tggtccgett
gaacgtatca
ggtcgtecgtce
ccgaaagaat

tcctetegta

ficial

Ser Ile

70

Arg Gln

Lys Pro

Met Ile

Lys

Lys

Pro

His
120

tgattagaat
tggttccgga
tctectgttt
tcaacgtttc
agaaacaccg
tcctggaacyg

cccacggtte

Lys Leu Lys

75

His Arg Leu

90

Lys Glu FPhe

105

Gln His Leu

hIL-21 Styl-BamHl nucleotide sequence

gcgtecaactt
attcctgecg
ccagaaagcc
cattaaaaaa
tctgacctge
tttcaaatce

cgaagattcc

hIL-21 Styl-BamHl nucleotide sequence,

Arg Lys Pro

Thr

Leu Glu Arg

110

Ser Ser Rrg

125

atagatattg
gctccggaag
cagctgaaat
ctgaaacgta
ccgtectgtg
ctgctgcaga

tgatgatttg

Cys Pro S

Ser
80

Pro

Cys

Phe Lys

Thr His

ttgatcagcet
atgttgagac
ccgcaaacac
aaccgcecegtce
attcttatga
aaatgattca

gcggatcee

Cys Ala Ala Gly Gly Thr Cys Ala Ala Gly Ala Thr Cys Gly Cys Cys

1

5

10

15

60

120

180

300

360

418

starting from nucleotide 2



Lla

Thr

Gly

Ala

65

Gly

Cys

Thr

Gly

Thr

145

Ala

Cys

Cys

Cys

Ala
225

Cys

Cys

Thr

50

Thr

Gly

Cys

Thr

Thr

130

Gly

Gly

Bla

Gly

Cys

210

Cys

Ala

Ala

35

Thr

Thr

Thr

Gly

Gly

115

Gly

Thr

Cys

Cys

Thr

195

Ala

Gly

Thr

20

Ala

Gly

Ala

Thr

Gly

100

Ala

Gly

Thr

Thr

Cys

180

Ala

Thr

Thr

Gly

Cys

Ala

Thr

Cys

85

Cys

Gly

Thr

Thr

Gly

165

Gly

Thr

Thr

Ala

Ala

Thr

Thr

Gly

70

Cys

Thr

Ala

Cys

Cys

150

Ala

Gly

Cys

Ala

Ala
230

Thr

Thr

Cys

Thr

Gly

Cys

Cys

Cys

135

Cys

Ala

Thr

Ala

Ala

215

Ala

Thr

Ala

40

Ala

Gly

Gly

Cys

Cys

120

Gly

Ala

Ala

Ala

Thr

200

Ala

Cys

Ala

25

Thr

Gly

Ala

Ala

Gly

105

Ala

Gly

Thr

Ala

185

Cys

Ala

Cys

Gly

Ala

Ala

Ala

90

Gly

Ala

Thr

Ala

Cys

170

Cys

Ala

Ala

Gly

Ala

Gly

Thr

Thr

75

Thr

Ala

Cys

Thr

Ala

155

Ala

Ala

Ala

Cys
235

Ala

Ala

Gly

Gly

Thr

Ala

Thr

Thr

140

Ala

Gly

Ala

Cys

Cys

220

Cys

Thr

Thr

45

Ala

Ala

Cys

Gly

Gly

125

Cys

Gly

Cys

Cys

Gly

205

Thr

Gly

Gly

Ala

Ala

Cys

Ala

110

Thr

Thr

Cys

Ala

Gly

150

Thr

Gly

Thr

Cys

Thr

Ala

Cys

Thr

95

Thr

Gly

Cys

Cys

Ala

175

Ala

Thr

Ala

Cys

Gly

Thr

Ala

Thr

80

Gly

Gly

Ala

Cys

Cys

160

Ala

Ala

Thr

Ala

Cys
240



Ala

Gly

Gly

Gly

Ala

305

Cys

Thr

Thr

Gly

Gly

385

Gly

Cys

Thr

Ala

Bla

290

Ala

Cys

Cys

Gly

Thr

370

Gly

Ala

<210>
<211>
<212>
<213>

<220>
<223>

<400>
tatgaaaatg aaa

Cys

Cys

Cys

275

Thr

Cys

Thr

Cys

Ala

355

Cys

Thr

Thr

5
13
CNA

Ala

Ala

260

Cys

Thr

Cys

Gly

Cys

340

Thr

Cys

Thr

Gly

Ala

245

Gly

Thr

Cys

Gly

Gly

325

Thr

Thr

Thr

Cys

Ala
405

Artificial

MKMK

5

Cys

Ala

Gly

Thr

Cys

310

Ala

Gly

Cys

Cys

Cys
390

Gly

Ala

Cys

Thr

295

Cys

Ala

Cys

Ala

Thr

375

Gly

Cys

Ala

Cys

280

Ala

Gly

Cys

Thr

Cys

360

Cys

Ala

Ala

Cys

265

Cys

Thr

Ala

Gly

Gly

345

Cys

Gly

Ala

Gly

250

Ala

Gly

Gly

Ala

Thr

330

Cys

Ala

Thr

Gly

Gly

Cys

Thr

Ala

Ala

315

Thr

Ala

Gly

Ala

Ala
395

Thr

Cys

Cys

Gly

300

Gly

Thr

Gly

Cys

Cys

380

Thr

Cys

Gly

Cys

285

Ala

Ala

Cys

Ala

Ala

365

Cys

Thr

Gly

Thr

270

Thr

Ala

Ala

Ala

Ala

350

Cys

Cys

Cys

Thr

255

Cys

Gly

Ala

Thr

Ala

335

Ala

Cys

Ala

Cys

Cys

Thr

Thr

Ala

Thr

320

Ala

Ala

Thr

Cys

Thr
400

13



<210>
<211>
<212>
<213>

<220>
<223>

<400>

6

4

PRT
Artificial

Encoded by SEQ ID No.

6

Met _ys Met Lys

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

7
13

CNA
Artificial

MKSK

7

tatgaaaagc aaa

<210>
<211>
<212>
<213>

<220>
<223>

<400>

8

4

PRT
Artificial

Encoded by SEQ ID No.

8

Met _ys Ser Lys

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

9

13

CNA
Artificial

MKTK

9

tatgaaaacc aaa

<210>
<211>
<212>
<213>

10

4

PRT
Artificial

7

13

13



<220>
<223> Encoded by SEQ ID No. 9

<400> 10

Met ys Thr Lys
1



