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Universitdt GOttingen

<120>

in transgenen Organismen

<130>

<150>
<151>

<160>
<170>
<210> 1

<211> 1350

<212> DNA
<213>

N 77

2007
43

<220>
<221>
<222>
<223>

<400> 1
atgtgtcctc

Nuk1
.

ctgagcgcag
tgggtgaggg
gtcatcttct
cacatgcgca
acccccagga
cagctcgaaa
gagcttgcgg
gcttccatcg
gggcacaact
ggctttggat
acgccgcaga
aagacggcgg
gcgtggactt
ctccacccgce
tcccacgtge
tacctgtggt
acctcacaca
gcggtagatc

tacctcaatt

64

EP 07 103 183.5

-02-27

einsadure
. (1350)

ccaaggaatc
acctcgccaa
taggtgacgt
acatgctctc
gccccaagge
gccaagaccc
aagaggggtt
cgatgttcgc
tgttcggegce
ccctgacggg
tgtcaacctc
aggtgcgcca
tggaggacaa
tcgttcctgt
gccaggtggc
tgcgcaccgc
tcagcttcgg
cccacctcga
acacagtgga

gccaggtcat

PatentIn version 3.3

Mantoniella squamata

deltab-Desaturase

cacgaggaag
gctggaaccg
cgagtacgac
aaacaccggc
ctggaagatg
agacgggccg
tttcaagccc
cctgggctge
cttcttcggc
gaacatctgg
gggcgacatg
cgacatggac
ccgaccgagg
cacgtctggt
gcgcaagaag
gaccatcaag
caactggatc
agtcgtgccc
catcgacccc

ccaccacctc

Norddeutsche Pflanzenzucht (NPZ)

aacgccgggg

cacaagcttg
gtcaccaact
gccgacgceca
ctgaaagccc
atgctggaag
agcatcgctc
tacatcatgt
gcgaggtgcg
ctggacaagc
tggaaccaga
ctcgacacca
ggattcagcc
ctcctggtgce
aactacgagg
tacgcggagy
gcatacatgt
agcgataagc
tccaagggtt

ttcccggaca
Seite 1

Xt

gcccgetgac
cccaaacgtt
tcaaacaccc
ccgaagcctt
tgcccaatcg
atttcgccaa
acgtcgcata
cgctgggcta
ggtgggtgca
ggatccaagc
tgcacaacaa
cacccgcggt
gcgcgtggtc
agatgttctg
aggccagctg
gatactcgtg
acctctttge
acatcagctg
acgtcaactg

tgccgcagtt

ccgcggcaag
cgatacgcga
gggcggceage
caacgagttc
cccecgeggag
gtggcgcgct
ccgcatcgcec
cccegtegtce
gcacgaggga
ggcgacgtgc
gcaccacgcc
ggcgttcttc
ccgtgctcag
gatctacgtg
gatgatctta
gccegtegeg
tcacttctcg
ggtcaactac
gctcatggga

ccgccagcecc

Verfahren zur Herstellung von mehrfach ungesdttigten Fettsduren
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N 7764 ST25.txt

gaggtgagca gacggttcgt cgcctttgcc aaaaagtgga acctcaacta caaggtgctc

acctactacg gcgcgtggaa ggctaccttc actaacctcg acaccgtggg gcaacactac

tacaagcacg ggaaggcgca cgctcactag

<210> 2

<211> 449

<212> PRT

<213> Mantoniella squamata

<220>

<221> Aminosduresequenz

<222> (1)..(449

<223> Mantoniella squamata delta6-Desaturase

<400> 2

Tet Cys Pro Pro Lys Glu Ser Thr Arg i%s Asn Ala Gly Gly
5

Thr Arg Gly Lys Leu Ser Ala Asp Leu Ala Lys Leu
20 25

Leu Ala GIn Thr Phe Asp Thr Arg Trp val Arg val
35 40

Tyr Asp val Thr Asn Phe Lys His Pro Gly Gly Ser
50 55 60

Met Leu Ser Asn Thr Gly Ala Asp Ala Thr Glu Ala
65 70 75

His Met Arg Ser Pro Lys Ala Trp Lys Met Leu Lys
85 90

Arg Pro Ala Glu Thr Pro Arg Ser GIn Asp Pro Asp
100 105

Glu Asp Phe Ala Lys Trp Arg Ala Gln Leu Glu Lys
115 120

Lys Pro Ser Ile Ala His val Ala Tyr Arg Ile Ala
130 135 140

Met Phe Ala Leu Gly Cys Tyr Ile Met Ser Leu Gly
145 150 155

Ala Ser Ile val Phe Gly Ala Phe Phe Gly Ala Arg
165 170

Gln His Glu Gly Gly His Asn Ser Leu Thr Gly Asn
180 185

Seite 2

Glu

Gly

45

val

Phe

Ala

Gly

Tyr

Cys

Ile

Pro

30

Asp

Ile

Asnh

Leu

Pro

110

Gly

Leu

Pro

Gly

Trp

Pro

15

His

val

Phe

Glu

Pro

95

Met

Phe

Ala

val

Trp

175

Leu

Leu

Lys

Tyr

Phe

80

Asn

Leu

Phe

Ala

val

160

val

Asp

1260
1320
1350



N 7764 ST25.txt
Lys Arg Ile GIn Ala Ala Thr Cys Gly Phe Gly Leu Ser Thr Ser Gly
195 200 205

Asp Met Trp Ash Gln Met His Asn Lys His His Ala Thr Pro Gln Lys
210 215 220

val Arg His Asp Met Asp Leu Asp Thr Thr Pro Ala val Ala Phe Phe
225 230 235 240

Lys Thr Ala val Glu Asp Asn Arg Pro Arg Gly Phe Ser Arg Ala Trp
245 250 255

Ser Arg Ala GIn Ala Trp Thr Phe val Pro val Thr Ser Gly Leu Leu
260 265 270

val Gln Met Phe Trp Ile Tyr val Leu His Pro Arg Gln val Ala Arg
275 280 285

Lys Lys Asn Tyr Glu Glu Ala Ser Trp Met ITe Leu Ser His val Leu
290 295 300

Arg Thr Ala Thr Ile Lys Tyr Ala Gly Gly Tyr Ser Trp Pro val Ala
305 310 315 320

Tyr Leu Trp Phe Ser Phe Gly Asn Trp Ile Ala Tyr Met Tyr Leu Phe
325 330 335

Ala His Phe Ser Thr Ser His Thr His Leu Glu val val Pro Ser Asp
340 345 350

Lys His Ile Ser Trp val Asn Tyr Ala val Asp His Thr val Asp Ile
355 360 365

Asp Pro Ser Lys Gly Tyr val Asn Trp Leu Met Gly Tyr Leu Ash Cys
370 375 380

Gln val Ile His His Leu Phe Pro Asp Met Pro GIn Phe Arg GIn Pro
385 390 395 400

Glu val Ser Arg Arg Phe val Ala Phe Ala Lys Lys Trp Asn Leu Asn
405 410 415

Tyr Lys val Leu Thr Tyr Tyr Gly Ala Trp Lys Ala Thr Phe Thr Asn
420 425 430

Leu Asp Thr val Gly Gln His Tyr Tyr Lys His Gly Lys Ala His Ala
435 440 445

His
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<210> 3
<211>
<212>
<213>

DNA

<220>
<221>
<222>
<223>

<400> 3
atgcccecgce

tccctceactg
aaacactcca
tccttegtgce
acgcagcttt
atcggcgagg
atgaaaaagg
accaagcagg
ggcgtcgecg
gtcttcgecg
gccaaccacg
gacgtcgtgg
tacaccaacg
cgcgtcaacg
ttcgcgtatg
agcgggcegea
tggggctcca
cactcgggcc
ctggcgttca
gaggagggca
gcgcacgggt
catctcttcc
gtcgcgaagg
gcacacttca
atcgggtga
<210> 4

<211> 482

<212> PRT
<213>

1449

NukTeinsaure
.

delta5-Desaturase

. (1449)

gcgagaccac
gcggcgeegy
cccccgatga
ccagacaccc
tcgattcgta
tacagcgcgt
ggaaatttta
acccccgegt
tctgtcacta
cgcttcatgg
gcgcgtacgg
gcgccagceag
tggagggggt
aacatcagcc

gcttgctctc

tcggctgggt
aggtgctgtg
tgaggatcgt
tgtttcaagt
agctgaacct
caaaattctg
cgggggtcty
agtacggcct

cccacctgaa

Mantoniella squamata

caccccttct
cgccggcgta
ctgttggctc
gggagggaac
ccatcccatt
gagcggggat
catggattgt
gcacgtcgag
ctgcagcttc
gatgtggaaa
taagagcagg
cttcatgtgg
agacccggat
gcacgagagt
cttcaagagc
gaaggttgcg
ggcgttttat
ggcgcttgtc
ggcgcacgtg
cggatgggga
gatgcacttc
ccactgccac
tgagtacgcc

aaacgtggga

Mantoniella squamata

N 7764 ST25

gtggaccacc
ccccgcaaat
atcgtccacg
atgatctggg
aagacccagg
gagaaaaaga
aaagtcgccg
atgtacgtca
ttcctcacct
gccgaggtgg
gggttcctge
cgccagcaac
atccgatgcg
taccaccccc
tgcttcgegg
aagttcacgc
tacctctatt
accatcaccg
gtgggcgacy
gagtcgcagc
tcecggeggge
tacccggcga
gtgtacccca

caaaagacat
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Xt

ccgtgatgga
acaccaccgc
gcaaggtgta
tcaaagccgg
ctgtgctgga
tcattgagta
tagagaagta
agaccttcgt
cttcgttcct
gcgtctccat
acgccatgca
acgtcgtggg
ccccagagaa
tgcagcacgt
acgacttcaa
ggggcgaggc
tgcccgecac
aggtgatcac
tgaggttctt
tgtactcgag
tcaactacca
tcgcgeccat
cgttttggtc

acgtgcccag

ccgcatcacg
ggacgtcgag
cgacgtcacc
tggggactgc
caagtactac
caacgacgac
cttcaaggac
catcctcgceg
cgtctctgcec
ccaacacgat
gctcaccctt
gcaccacgcg
ggacatccgc
ctacctcttc
cgcgtgggcyg
ggtttccttc
gtactcccct
gggctggctc
caaactgtca
cgccgacttt
ggtagctcac
catcatgaag
cgcgeteteg

ccttcaaacc
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N 7764 ST25.txt

<220>

<221> Aminosduresequenz

<222> (1)..(482)

<223> Mantoniella squamata delta5-Desaturase

<400> 4

Met Pro Pro Arg Glu Thr Thr Thr Pro Ser val Asp His Pro val Met
1 5 10 15

Asp Arg Ile Thr Ser Leu Thr Gly Gly Ala Gly Ala Gly val Pro Arg
20 25 30

Lys Tyr Thr Thr Ala Asp val Ggu Lys His Ser Thr Pro Asp Asp Cys
35 4 45

Trp L8u Ile val His Gly Lys val Tyr Asp val ggr Ser Phe val Pro
5 55

Arg His Pro Gly Gly Asn Met Ile Trp val Lys Ala Gly Gly Asp Cys
65 70 75 80

Thr Gln Leu Phe Asp Ser Tyr His Pro Ile Lys Thr Gln Ala val Leu
85 90 95

Asp Lys Tyr Tyr Ile Gly Glu val GIn Arg val Ser Gly Asp Glu Lys
100 105 110

Lys Ile Ile Glu Tyr Asn Asp Asp Met Lys Lys Gly Lys Phe Tyr Met
115 120 125

Asp Cys Lys val Ala val Glu Lys Tyr Phe Lys Asp Thr Lys Gln Asp
130 135 140

Pro Arg val His val Glu Met Tyr val Lys Thr Phe val Ile Leu Ala
145 150 155 160

Gly val Ala val Cys His Tyr Cys Ser Phe Phe Leu Thr Ser Ser Phe
165 170 175

Leu val Ser Ala val Phe Ala Ala Leu His Gly Met Trp Lys Ala Glu
180 185 190

val Gly val Ser Ile Gln His Asp Ala Asn His Gly Ala Tyr Gly Lys
195 200 205

Ser Arg Gly Phe Leu His Ala Met Gln Leu Thr Leu Asp val val Gly
210 215 220

Ala Ser Ser Phe Met Trp Arg Gln GIn His val val Gly His His Ala
225 230 235 240
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Tyr Thr Asn val Glu Gly val Asp Pro Asp Ile Arg Cys Ala Pro Glu
245 250 255

Lys Asp Ile Arg Arg val Asn Glu His Gln Pro His Glu Ser Tyr His
260 265 270

Pro Leu Gln His val Tyr Leu Phe Phe Ala Tyr Gly Leu Leu Ser Phe
275 280 285

Lys Ser Cys Phe Ala Asp Asp Phe Asn Ala Trp Ala Ser Gly Arg Ile
290 295 300

Gly Trp val Lys val Ala Lys Phe Thr Arg Gly Glu Ala val Ser Phe
305 310 315 320

Trp Gly Ser Lys val Leu Trp Ala Phe Tyr Tyr Leu Tyr Leu Pro Ala
325 330 335

Thr Tyr Ser Pro His Ser Gly Leu Arg Ile val Ala Leu val Thr Ile
340 345 350

Thr Glu val Ile Thr Gly Trp Leu Leu Ala Phe Met Phe Gln val Ala
355 360 365

His val val Gly Asp val Arg Phe Phe Lys Leu Ser Glu Glu Gly Lys
370 375 380

Leu Asn Leu Gly Trp Gly Glu Ser GIn Leu Tyr Ser Ser Ala Asp Phe
385 390 395 400

Ala His Gly Ser Lys Phe Trp Met His Phe Ser Gly Gly Leu Ash Tyr
405 410 415

Gln val Ala His His Leu Phe Pro Gly val Cys His Cys His Tyr Pro
420 425 430

Ala Ile Ala Pro Ile Ile Met Lys Val Ala Lys Glu Tyr Gly Leu Glu
435 440 445

Tyr Ala val Tyr Pro Thr Phe Trp Ser Ala Leu Ser Ala His Phe Thr
450 455 460

His Leu Lys Asn Vval Gly Gln Lys Thr Tyr val Pro Ser Leu GIn Thr
465 470 475 480

ITle Gly

<210> 5
<211> 1476
<212> DNA
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<213>

<220>
<221>
<222>
<223>
<300>
<308>
<309>
<313> (1)

<400> 5
atggggacga

ggcgcgacgt
acggcggegyg
ggcgtgtacy
aaagcggggg
gtgctggaga
gacatcgtgg

(D

gccggggcgy
tacgcgaaga
gcgeegggcey
gccgaggtag
acgtggttgc
aagcagcagc
attcgatgca
cacgtgttcc
ttcgtcgacy
ttcacccgceg
ctcgegttgce
gtcaccgagt
ggcgaggttc
gcacagctca
ggaggcttaa
cccgegcetceg
taccccacgt
gccgegtacg
<210> 6

<211> 491
<212> PRT

misc_feature

.. (1476)

.. (1476)

ccgcgegega
cggaggcgtc
aggtggcgac
acgtgacggc
gggagtgcac
agtacaggat
agtacgcgaa
cgaagtattt
cggcggcgat
tgagcttcgg
gggtttccat
acgcgatgca
acgtcgccgg
gcgagaagga
agcacgtgta
atttcaacgc
gcgaggcgat
cgctaaagat
tcgtcaccgg
acttcttcac
tgtcgagege
actaccaagt
cgccaattat
tttggtccge

taccgtccct

Ostreococcus tauri

Genbank / CR954212
2005-04-30

c€gcgggcegeg
gcgcgtegtce
gcacgcegegg
gttcgtgecg
ggcgcttttt
cggtgacttg
ggatgacttg
caaagaaaat
tttggtgggy
cgccgegetce
tcagcacgac
gttgaccttg
acatcacgca
tattcgtcge
cttggcgttc
ctacttctcc
cgcattttgg
gtcgcatcgg
atggctgttg
cctcgacgeg
ggatttcgcc
cgtccaccat
taaggcggca
cctgcgegeg

ccaaaccgtc

NukTeinsdure der delta5-Desaturase

gtgacgacgc
cacgccgtgg
gcggatgatt
agacatccgg
gattcgtatc
acgcgagagg
aaggacggtg
aagctcgatc
atcgtcgtcg
gcgtttgcecg
gccaatcacg
gacgtcgtcg
tacaccaacg
gtgaacgaac
atgtacggtt
ggacgcatcg
ggcaccaagc
ccgctcggag
gcgttcatgt
aagaaccgcg
cacggatcca
ctcttecccgg
gctgagaagc
cacttccggc

ggatga
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999¢gcggcyg
acgcggacgc
gctgggtgat
gtgggaacat
atccggagaa
aggggtcggce
cgttctttgc
cgcgcgtgea
ggcactatta
cgttgcacgg
gggcgtacgg
gcgcgtcgag
tcgaggggat
accaacccca
tgctatcgct
gctgggtcaa
tcttgtgggc
aactcctcge
tccaagtcgc
tgaacttggg
agttttggac
gcgtctgeca
acggcctcca

acctcgccaa

ccgagggacg
gcggacgtac
cgtgcgeggc
gatttacgtc
99¢gcggagyg
ggcggatggg
cgattgcaaa
ctgggagatg
ctcgttcttc
cacgtgtaag
gaacagccgc
cttcatgtgg
cgacccggac
cgagccctat
caagtcgtgc
ggtgatgaag
cgcgtattac
actctgggec
ccacgtcgtc
atggggagag
gcacttctcc
cgtgcactat
ctaccagatt

cgtcggecgc

60
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180
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300
360
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<213>

<220>
<221>
<222>
<223>

<400>

Ostreococcus tauri

Aminosduresequenz

(1)..(491)
Aminosduresequenz der delta5-Desaturase

6

Met Gly Thr Thr
1

Arg

val

Ala

val

65

Lys

Lys

Glu

Asp

Lys

145

Tyr

Tyr

Ala

His

Ala
225

Arg

Asp

Arg

50

Thr

Ala

Ala

Glu

Leu

130

Tyr

Ala

Ser

Ala

Asp

210

Met

Gly

Ala

35

Ala

Ala

Gly

Arg

Lys

Phe

Lys

Phe

Leu

195

Ala

Gln

Thr

20

Asp

Asp

Phe

Gly

Gly

100

Ser

Asp

Lys

Thr

Phe

180

His

Ash

Leu

N 7764 ST25.txt

Ala Arg Asp Ala Gly
5

Gly

Ala

Asp

val

Glu

85

val

Ala

Gly

Glu

Ala

165

Ala

Gly

His

Thr

Ala

Arg

Cys

Pro

70

Cys

Leu

Ala

Ala

Asn

150

Ala

Pro

Thr

Gly

Leu
230

Thr

Thr

Trp

55

Arg

Thr

Glu

Asp

Phe

135

Lys

Ile

Gly

Cys

Ala

215

Asp

Ser

Tyr

40

val

His

Ala

Lys

Gly

Phe

Leu

Leu

val

Tyr

val

Glu

25

Thr

Ile

Pro

Leu

Tyr

105

Asp

Ala

Asp

val

Ser

185

Ala

Gly

val

Ala val Thr

10

Ala

Ala

val

Gly

Phe

90

Arg

Ile

Asp

Pro

Gly

Phe

Glu

Asnh

Ser

Ala

Arg

Gly

75

Asp

Ile

val

Cys

Gly

val

Ser

Arg

Glu

Gly

60

Asnh

Ser

Gly

Glu

Lys

140

val

val

Ala

Gly

Arg
220

Gly Ala Ser

Seite 8

235

Thr

val

val

45

Gly

Met

Tyr

Asp

Tyr

Ala

His

val

Ala

val

205

Thr

Ser

Arg

val

30

Ala

val

Ile

His

Leu

110

Ala

Gly

Trp

Gly

Leu

190

Ser

Trp

Phe

Ala

15

His

Thr

Tyr

Tyr

Pro

95

Thr

Lys

Ala

Glu

His

175

Ala

Ile

Leu

Met

Arg

Ala

His

Asp

val

80

Glu

Arg

Asp

Ala

Met

160

Tyr

Phe

Gln

His

Trp
240
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Lys GIn Gln His val Ala Gly His His Ala Tyr Thr Asn val Glu Gly
245 250 255

Ile Asp Pro Asp Ile Arg Cys Ser Glu Lys Asp Ile Arg Arg val Asn
260 265 270

Glu His GIn Pro His Glu Pro Tyr His val Phe GIn His val Tyr Leu
275 280 285

Ala Phe Met Tyr Gly Leu Leu Ser Leu Lys Ser Cys Phe val Asp Asp
290 295 300

Phe Asnh Ala Tyr Phe Ser Gly Arg Ile Gly Trp val Lys val Met Lys
305 310 315 320

Phe Thr Arg Gly Glu Ala Ile Ala Phe Trp Gly Thr Lys Leu Leu Trp
325 330 335

Ala Ala Tyr Tyr Leu Ala Leu Pro Leu Lys Met Ser His Arg Pro Leu
340 345 350

Gly Glu Leu Leu Ala Leu Trp Ala val Thr Glu phe val Thr Gly Trp
355 360 365

Leu Leu Ala Phe Met Phe Gln val Ala His val val Gly Glu val His
370 375 380

Phe Phe Thr Leu Asp Ala Lys Asn Arg val Asn Leu Gly Trp Gly Glu
385 390 395 400

Ala GIn Leu Met Ser Ser Ala Asp Phe Ala His Gly Ser Lys Phe Trp
405 410 415

Thr His Phe Ser Gly Gly Leu Asn Tyr Gln val val His His Leu Phe
420 425 430

Pro Gly val Cys His Vval His Tyr Pro Ala Leu Ala Pro Ile Ile Lys
435 440 445

Ala Ala Ala Glu Lys His Gly Leu His Tyr GIn Ile Tyr Pro Thr Phe
450 455 460

Trp Ser Ala Leu Arg Ala His Phe Arg His Leu Ala Asn val Gly Arg
465 470 475 480

Ala Ala Tyr val Pro Ser Leu Gln Thr val Gly
485 490

<210> 7
<211> 1371
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<212> DNA
<213> Ostreococcus tauri

<220>

<221> misc_feature

<222> (1)..(137D)

<223> Nukleinsduresequenz der delta6-Desaturase

<400> 7
atgtgcgtgg agacggaaaa taacgatggg atccccacgg tggagatcgc gttcgacggt 60

gagcgcgagc gggcggaggc aaacgtgaag ctgtccgcgg agaagatgga gccggcggcg 120
ctggcgaaga cgttcgcgag gcggtacgtc gtgatcgagg gggtggagta cgatgtgacg 180
gattttaagc acccgggagg aacggttatt ttctatgcgt tgtcaaacac cggggcggac 240
gcgacggaag cgttcaagga gtttcatcat cggtcgagaa aggcgaggaa agccttggcg 300
gcgctcccgt ctcgaccggc caagacggcc aaggtggacg acgcggagat gctccaagat 360
ttcgccaagt ggcggaaaga attggagaga gatggattct tcaagccctc tccggcegcac 420
gtggcgtatc gcttcgccga gctcgeggeg atgtacgctc tcgggacgta cctgatgtac 480
gctcgatacg tcgtctcctc ggtgctcgtg tacgcttgct ttttcggcge ccgatgeggt 540
tgggtgcagc acgagggcgg acacagctcg ctgacgggca acatttggtg ggacaagcgc 600
atccaggcct tcacagccgg gttcggtctc gccggtagcg gcgacatgtg gaactcgatg 660
cacaacaagc atcacgcgac gcctcaaaag gttcgtcacg acatggatct ggacaccacc 720
cccgeggtgg cgttcttcaa caccgeggtg gaagacaatc gtccccgtgg ctttagcaag 780
tactggttgc gccttcaggc gtggaccttc atccccgtga cgtccggctt ggtgctcctt 840
ttctggatgt ttttcctcca cccctccaag gctttgaagg gtggcaagta cgaagagttg 900
gtgtggatgc tcgccgcgca cgtcatccgc acgtggacga tcaaggcggt gaccggattc 960
accgcgatgc agtcctacgg cttatttttg gcgacgagct gggtgagcgg ctgctatctg 1020
tttgcacact tctccacgtc gcacacgcac ctggatgtgg tgcccgcgga cgagcatctc 1080
tcctgggttc gatacgccgt cgatcacacg atcgacatcg atccgagtca aggttgggtg 1140
aactggttga tgggctacct caactgccaa gtcatccacc acctctttcc gagcatgccg 1200
cagttccgec agcccgaggt atctcgecge ttcgtcgect ttgcgaaaaa gtggaacctc 1260
aactacaagg tcatgaccta cgccggtgcg tggaaggcaa cgctcggaaa cctcgacaac 1320
gtgggtaagc actactacgt gcacggccaa cactccggaa agacggcgta a 1371
<210> 8

<211> 456

<212> PRT )
<213> Ostreococcus tauri

<220>

<221> Aminosduresequenz

<222> (1)..(456)

<223> Aminosduresequenz der deltab-Desaturase

Seite 10



<400>

Met Cys val
1

Ala

Ala

Tyr

Pro

65

Ala

Lys

Asp

Glu

Phe

145

Ala

Ala

Gly

Gly

His

225

Pro

Gly

Phe

Glu

val

50

Gly

Thr

Ala

Asp

Arg

Ala

Arg

Arg

Asn

Leu

210

Ala

Ala

Phe

Asp

Gly

Glu

Leu

Ala

115

Asp

Glu

Tyr

Cys

Ile

195

Ala

Thr

val

Ser

Glu

Gly

20

Met

Ile

Thr

Ala

Ala

100

Glu

Gly

Leu

val

Gly

Trp

Gly

Pro

Ala

Lys

Thr

Glu

Glu

Glu

val

Phe

85

Ala

Met

Phe

Ala

val

165

Trp

Trp

Ser

Gln

Phe

245

Tyr

Glu

Arg

Pro

Gly

Ile

70

Lys

Leu

Leu

Phe

Ala

150

Ser

val

Asp

Gly

Trp

Asnh

Glu

Ala

val

55

Phe

Glu

Pro

Gln

Ser

Gln

Lys

Asp

val

Ash

Leu

Asn

Arg

Ala

40

Glu

Tyr

Phe

Ser

Asp

Pro

Tyr

val

His

Arg

Met

Arg

Thr

Arg

N 7764

Asp

Ala

25

Leu

Tyr

Ala

His

Ser

Ala

Leu

Glu

185

Ile

Trp

His

Ala

Leu
265

Gly
10

Glu
Ala
Asp
Leu
His
90

Pro
Ala
Pro
Leu
val
170
Gly
Gln
Asn

Asp

val
250

ST25.txt

Ile Pro Thr

Ala

Lys

val

Ser

75

Arg

Ala

Lys

Ala

Gly

Tyr

Gly

Ala

Ser

Met

235

Glu

Asn

Thr

Thr

60

Ash

Ser

Lys

Trp

His

140

Thr

Ala

His

Phe

Met

220

Asp

Asp

Gln Ala Trp

Seite 11

val

Phe

45

Asp

Thr

Arg

Thr

Arg

val

Tyr

Cys

Ser

Thr

205

His

Leu

Asnh

Thr

val

Phe

Gly

Lys

Ala

110

Lys

Ala

Leu

Phe

Ser

190

Ala

Asnh

Asp

Arg

Phe
270

Glu

15

Leu

Arg

Lys

Ala

Ala

95

Lys

Glu

Tyr

Met

Phe

175

Leu

Gly

Lys

Thr

Pro

255

Ile

Ile

Ser

Arg

His

Asp

80

Arg

val

Leu

Arg

Tyr

160

Gly

Thr

Phe

His

Thr

240

Arg

Pro



N 7764 ST25.txt

val Thr Ser Gly Leu val Leu Leu Phe Trp Met Phe Phe Leu His Pro
275 280 285

Ser Lys Ala Leu Lys Gly Gly Lys Tyr Glu Glu Leu val Trp Met Leu
290 295 300

Ala Ala His val Ile Arg Thr Trp Thr Ile Lys Ala val Thr Gly Phe
305 310 315 320

Thr Ala Met Gln Ser Tyr Gly Leu Phe Leu Ala Thr Ser Trp val Ser
325 330 335

Gly Cys Tyr Leu Phe Ala His Phe Ser Thr Ser His Thr His Leu Asp
340 345 350

val val Pro Ala Asp Glu His Leu Ser Trp val Arg Tyr Ala val Asp
355 360 365

His Thr Ile Asp Ile Asp Pro Ser Gln Gly Trp val Asn Trp Leu Met
370 375 380

Gly Tyr Leu Asn Cys Gln val Ile His His Leu Phe Pro Ser Met Pro
385 390 395 400

Gln Phe Arg Gln Pro Glu val Ser Arg Arg Phe val Ala Phe Ala Lys
405 410 415

Lys Trp Asn Leu Asn Tyr Lys val Met Thr Tyr Ala Gly Ala Trp Lys
420 425 430

Ala Thr Leu Gly Asn Leu Asp Asn val Gly Lys His Tyr Tyr val His
435 440 445

Gly Gln His Ser Gly Lys Thr Ala
450 455

<210> 9

<211> 1434

<212> DNA

<213> Phaeodactylum tricornutum

<220>

<221> misc_feature

<222> (1)..(14348)

<223> Nukleinsdure der delta6-Desaturase

<300>

<308> Genbank / AY082393
<309> 2002-04-01

<313> (1)..(1434)

<400> 9
atgggcaaag gaggggacgc tcgggcctcg aagggctcaa cggcggctcg caagatcagt 60

Seite 12



tggcaggaag
gtctacgacg
ggtgacgaca
aagaagttct
gcctttgaaa
tccaacaagt
tgtgctctcg
ggaacattct
accaagcgca
tccgtacagt
tcctecgeag
tccgtccagce
gtcaagttca
ctgtcgtggt
gctgctctcg
ctgctgcact
tacaccgcat
tttggcctcg
aagctccaag
gtcgactggt
ccccgacaca
gtccagtacc
agcgtggcecg
<210>
<211>

<212>
<213>

10
477
PRT

<220>
<221>
<222>
<223>

<400> 10

tcaagaccca
tgtccaactg
tgacggacat
acattggcga
agggctaccg
ggttctacgt
tcttttactc
ttcagcagtc
agcacgggga
ggtggaaaaa
tcgcgcaaga
aagcccagtc
tgatccgtaa
tgaacgagtc
aactcaaggc
acgcttggat
tttactttct
gccacaacgg
tcaccacgac
tctgtggtgg
atctggccaa
acgaagccga

gcgaattcgt

.(477)

cgcgtctecg
gcacgaacat
tttcgctgcec
attgctcccg
cgatctgege
ctacaagtgc
ggaccgcttc
gggatggttg
tctcggagga
caagcacaac
tggggacccg
ttaccgggaa
ccaatcctac
cttcaagtgc
caagggtctt
gcttacagtt
aaccgcgacc
catggccacc
tcgcaacgtc
cctccagtac
gacacacgca
ccttgtggac

cgtggatttt

Phaeodactylum tricornutum

Aminosduresequenz
.

Aminosduresequenz der delta6-Desaturase

N 7764 ST25.txt

gaggacgcct
cccggaggcg
tttcacgcac
gaaaccaccg
tccaaactca
ctcagcaaca
tgggtacacc
gcacacgact
ctcttttggg
ggacaccacg
gacatcgata
ctccaagccg
ttttactttc
gcctttggge
cagtaccccc
tcgteccggcet
gcgtecctgtg
tacaatgccg
acgggcggac
caagtcgacc
ctggtcgaat

gggaccatgg
gtacgcgatg

ggatcattca
ccgtcatttt
ccggatcgeca
gcaaggagcc
tcatgatggg
tggccatttg
tggccagegc
ttctgcacca
ggaacctcat
ccgtccccaa
ccatgccect
acggaaagga
ccatcttgtt
ttggagctgce
ttttggaaaa
ttggacgctt
gattcttgct
acgcccgtcec
acggttteccc
accacttatt
cgttctgcaa
aagtcttgca

gacccgccat

ctccaataag
cacgcacgcc
gtcgctcatg
gcagcaaatc
catgttcaag
ggccgecgcec
cgtcatgctg
ccaggtcttc
gcagggttac
cctccactgce
tctecgectgg
ttcgggtttg
gctcgeeege
gtcggagaac
ggctggcatc
ctcgttcgeg
cgccattgtc
ggacttctgg
ccaagccttt
ccccagectg
ggagtggggt
ccatttgggc

gtaa

?et Gly Lys Gly Gly Asp Ala Arg Ala SSr Lys Gly Ser Thr §1a Ala
5 1 5

Arg Lys Ile Ser Trp Gln Glu val Lys Thr His Ala Ser Pro Glu Asp
20 30

25

Seite 13

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1434



N 7764 ST25.txt

Ala Trp Ile Ile His Ser Asn Lys val Tyr Asp val Ser Asn Trp His
35 40 45

Glu His Pro Gly Gly Ala val ITe Phe Thr His Ala Gly Asp Asp Met
50 55 60

Thr Asp Ile Phe Ala Ala Phe His Ala Pro Gly Ser Gln Ser Leu Met
65 70 75 80

Lys Lys Phe Tyr Ile Gly Glu Leu Leu Pro Glu Thr Thr Gly Lys Glu
85 90 95

Pro Gln GIn Ile Ala Phe Glu Lys Gly Tyr Arg Asp Leu Arg Ser Lys
100 105 110

Leu Ile Met Met Gly Met Phe Lys Ser Asn Lys Trp Phe Tyr val Tyr
115 120 125

Lys Cys Leu Ser Asn Met Ala Ile Trp Ala Ala Ala Cys Ala Leu val
130 135 140

Phe Tyr Ser Asp Arg Phe Trp Vval His Leu Ala Ser Ala val Met Leu
145 150 155 160

Gly Thr Phe Phe Gln Gln Ser Gly Trp Leu Ala His Asp Phe Leu His
165 170 175

His Gln val Phe Thr Lys Arg Lys His Gly Asp Leu Gly Gly Leu Phe
180 185 190

Trp Gly Asn Leu Met Gln Gly Tyr Ser val Gln Trp Trp Lys Asn Lys
195 200 205

His Asn Gly His His Ala val Pro Asn Leu His Cys Ser Ser Ala val
210 215 220

Ala Gln Asp Gly Asp Pro Asp Ile Asp Thr Met Pro Leu Leu Ala Trp
225 230 235 240

Ser val Gln GIn Ala GIn Ser Tyr Arg Glu Leu Gln Ala Asp Gly Lys
245 250 255

Asp Ser Gly Leu val Lys Phe Met Ile Arg Asn Gln Ser Tyr Phe Tyr
260 265 270

Phe Pro Ile Leu Leu Leu Ala Arg Leu Ser Trp Leu Asn Glu Ser Phe
275 280 285

Lys Cys Ala Phe Gly Leu Gly Ala Ala Ser Glu Asn Ala Ala Leu Glu
290 295 300

Seite 14
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Leu Lys Ala Lys Gly Leu Gln Tyr Pro Leu Leu Glu Lys Ala Gly Ile
305 310 315 320

Leu Leu His Tyr Ala Trp Met Leu Thr val Ser Ser Gly Phe Gly Arg
325 330 335

Phe Ser Phe Ala Tyr Thr Ala Phe Tyr Phe Leu Thr Ala Thr Ala Ser
340 345 350

Cys Gly Phe Leu Leu Ala Ile val Phe Gly Leu Gly His Asn Gly Met
355 360 365

Ala Thr Tyr Asn Ala Asp Ala Arg Pro Asp Phe Trp Lys Leu Gln val
370 375 380

Thr Thr Thr Arg Asn val Thr Gly Gly His Gly Phe Pro Gln Ala Phe
385 390 395 400

val Asp Trp Phe Cys Gly Gly Leu GIn Tyr GIn val Asp His His Leu
405 410 415

Phe Pro Ser Leu Pro Arg His Asn Leu Ala Lys Thr His Ala Leu val
420 425 430

Glu Ser Phe Cys Lys Glu Trp Gly val Gln Tyr His Glu Ala Asp Leu
435 440 445

val Asp Gly Thr Met Glu val Leu His His Leu Gly Ser val Ala Gly
450 455 460

Glu Phe val val Asp Phe val Arg Asp Gly Pro Ala Met
465 470 475

<210> 11

<211> 1410

<212> DNA

<213> Phaeodactylum tricornutum

<220>

<221> misc_feature

<222> (1)..(1410)

<223> Nukleinsaure der delta5-Desaturase

<300>

<308> Genbank / AY082392
<309> 2002-04-01

<313> (1)..(1410)

<400> 11
atggctccgg atgcggataa gcttcgacaa cgccagacga ctgcggtagc gaagcacaat 60

gctgctacca tatcgacgca ggaacgcctt tgcagtctgt cttcgctcaa aggcgaagaa 120

gtctgcatcg acggaatcat ctatgacctc caatcattcg atcatcccgg gggtgaaacg 180

Seite 15



atcaaaatgt
accgagaagc
tacaagttcg
cgaggcaagg
ttcttctacc
tacggaatct
acctccaagc
tccaagtggc
atggatcccg
catcccgctce
ggatactggt
ctttccgtcg
ttctggcggg
ctcgaatggt
gcgctggcegg
gccccactga
tgcacttacg
caccacttgt
gaaatttgcg
ctctccaccy
agagaaaatc
<210>
<211>

<212>
<213>

12
469
PRT

<220>
<221>
<222>
<223>

<400> 12

Met Ala Pro Asp A

1

ttggtggcaa
atttggaaaa
ataccgaatt
atttcggtac
tgcagtacca
cccaagcgat
gtccctgggt
tctggcagga
atagctttgg
gtacctggct
tgtccgetgt
gtatccgtct
ctgtgtacat
cctggegtgt
tcctgtttte
aaaagacggg
gtggattcct
tcccacgceat
ccaaacacgg
tccgctacat

ccttgaccgg

. (469)

5

cgatgtcact
gatgaagcgt
tgaacgcgaa
tttgggatgg
ttgggtcacc
gattggcatg
caacgacatg
acaacactgg
tgccgaacca
acatcgcttt
cttcaatcca
cgacaacgct
tgcggtgaac
ctttggaaac
gttgtcgcac
agaaccagtc
ttcecggttge
gagcagcgct
cgtccactac
gcacgcggcec

acgggcgtaa

Phaeodactylum tricornutum

Aminosduresequenz
(D).

Aminosduresequenz der delta5-Desaturase

N 7764 ST25.txt

gtacagtaca
gtcggcaagg
atcaaacgag
ttcttccgty
acgggaacct
aatgtccagc
ctaggcctcg
acccaccacg
atgctcctat
caagcattct
caaattcttg
ttcattcact
gtgattgctc
atcatgctca
aatttcgaat
gactggttca
ttcacgggag
tggtatccct

gcctactacc

gggaccggtg

agatgattca
tgacggattt
aagtcttcaa
cgttttgcta
cttggctgcet
acgatgccaa
gtgcggattt
cttacaccaa
tcaacgacta
tttacatgcc
acctccagca
cgcgacgcaa
cgttttacac
tgggtgtggc
ccgcggatcg
agacacaggt
gtctcaactt
acattgcccc
cgtggatcca

ccaactggcg

la Asp Lys Leu Arg Gln Arg Gln Thr Thr
10

cccgtaccat
cgtctgcgag
gattgtgcga
cattgccatt
ggccgtggec
ccacggggcc
tattggtggt
tcacgccgag
tccecttggat
cgtcttggct
acgcggcgea
gtatgcggtt
aaactccggc
ggaatcgctc
cgatccgacc
cgaaacttcc
tcaggttgaa
caaggtccgc
ccaaaacttt

ccagatggcc

Ala val
15

Ala Lys His Asn Ala Ala Thr Ile Ser Thr GIn Glu Arg Leu Cys Ser
30

25

Leu Ser Ser Leu Lys Gly Glu Glu val Cys Ile Asp Gly Ile Ile Tyr

35

40

45

Seite 16

240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1410
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Asp Leu Gln Ser Phe Asp His Pro Gly Gly Glu ggr ITe Lys Met Phe
50 55

Gly Gly Asn Asp val Thr val Gln Tyr Lys Met Ile His Pro Tyr His
65 70 75 80

Thr Glu Lys His Leu Glu Lys Met Lys Arg val Gly Lys val Thr Asp
85 90 95

Phe val Cys Glu Tyr Lys Phe Asp Thr Glu Phe Glu Arg Glu Ile Lys
100 105 110

Arg Glu val Phe Lys Ile val Arg Arg Gly Lys Asp Phe Gly Thr Leu
115 120 125

Gly Trp Phe Phe Arg Ala Phe Cys Tyr Ile Ala Ile Phe Phe Tyr Leu
130 135 140

GIn Tyr His Trp val Thr Thr Gly Thr Ser Trp Leu Leu Ala val Ala
145 150 155 160

Tyr Gly Ile Ser Gln Ala Met Ile Gly Met Asn Val Gln His Asp Ala
165 170 175

Asn His Gly Ala Thr Ser Lys Arg Pro Trp val Asn Asp Met Leu Gly
180 185 190

Leu Gly Ala Asp Phe Ile Gly Gly Ser Lys Trp Leu Trp GIn Glu Gln
195 200 205

His Trp Thr His His Ala Tyr Thr Asn His Ala Glu Met Asp Pro Asp
210 215 220

Ser Phe Gly Ala Glu Pro Met Leu Leu Phe Ash Asp Tyr Pro Leu Asp
225 230 235 240

His Pro Ala Arg Thr Trp Leu His Arg Phe Gln Ala Phe Phe Tyr Met
245 250 255

Pro val Leu Ala Gly Tyr Trp Leu Ser Ala val Phe Asn Pro Gln Ile
260 265 270

Leu Asp Leu GIn GIn Arg Gly Ala Leu Ser val Gly ITe Arg Leu Asp
275 280 285

Asn Ala Phe Ile His Ser Arg Arg Lys Tyr Ala val Phe Trp Arg Ala
290 295 300

val Tyr Ile Ala val Asn val Ile Ala Pro Phe Tyr Thr Asn Ser Gly
305 310 315 320

Seite 17



Leu Glu Trp

Ala Glu Ser

Ala
355

Glu Ser

val
370

Pro Asp

Gly Phe Leu

His His Leu

Pro Lys val

Tyr Pro Trp

Ala
450

Ala Gly

Leu Thr

465

Gly

<210>
<211>
<212>
<213>

13
873
DNA

<220>
<221>
<222>
<223>

<400> 13
atggaggtcg

gcattgctgg

.

ctcgttgaca
ggagggcttt
ctccaagctt
gtgggcatcg
cctaaacata

ttcatggata

Ser Trp

325

Leu Ala

340

Asp Arg

Phe

Trp

Ser Gly

Arg

Leu

Asp

Lys

Cys

val Phe

val

Ala

Thr
360

Pro

Thr GlIn

375

Phe Thr

390

Phe Pro

405

Arg Glu

Ile His
Thr Gly

Arg Ala

misc_feature

.(873)

Arg

Ile

Gln

Ala

Met Ser

Ala

Cys

Phe
440

Asn

Asn
455

Trp

Physcomitrella patens

Ala

val

N 7764 ST25.txt

Gly Asn Ile
330

Leu Phe Ser

345

Pro Leu

Glu Thr

Gly Gly Leu

395

Ala
410

Ser Trp

Lys His Gly

Leu Ser Thr

Arg Gln Met

Nukleinsdure der delta6-Elongase

tggagagatt ctacggtgag ttggatggga

gtagttttgg
gtcccacacc
tgtggataaa
tggtgcttgt
cttatcaggc
aagagatggc
ccgttatcat

ggtggagttg
catcgtcctc
ggccagggat
gcacaacctg
tattacctgg
gattctggta
gatactgaag

acggatacgc
ggtgtttctg
ctgaaaccgc
ttctgtttty
cggtactctc
tacttgttct

cgcagcacca

Met Leu Met

His
350

Leu Ser

Lys Thr

Ser Thr

380

Cys

Asn Phe Gln

Tyr Pro Tyr

val His Tyr

430

val Arg Tyr

Ala Glu

460

Arg

aggtctcgca
ccactaccaa
tatacttgac
gcgcctcgga
cgctcagtct
tctggggcaa
acatgtctaa

ggcaaataag

Seite 18

Gly val

Asn Phe
Gly Glu
Gly

Tyr

Glu
400

val

Ile
415

Ala Tyr

Met His

Asn Pro

gggcgtgaat
aggcttgecc
tattgtcatt
gccatttttg
gtatatgtgc
tgcatacaat
gtacgtggaa

cttcctccac

60
120
180
240
300
360
420
480



gtttatcatc
ggtgaagcat
tacttcttgg
ggcaggtact
tacgacatga
atgatctcgt
gacggaaagc
<210>
<211>

<212>
<213>

14
290
PRT

<220>
<221>
<222>
<223>

<400>

.

14

Met Glu val val Glu Arg Phe
1

GIn Gly val

Thr
35

Thr Pro

val Leu

50

Gly

Trp Ile

65

Lys

Leu Gln Ala

Leu Tyr Met

Leu

Ser

val
130

Leu Tyr

val Ile

145

Met

attcttcaat
attggtctgc
ctgcctgect
tgacacaatt
aaacgaatgc
tgctgtttct

aaaagggagc

Physcomitrella

. (290)

5

Asn Ala

20

Thr Lys

val Ser
Ala

Arg

val
85

Leu

Cys val

100

Gly Asn

Phe

Leu

Ile Leu

Leu

Gly

val

Asp

70

Leu

Gly

Ala

Tyr

Lys

ttccctcatt
ggctctgaac
tcgaagtagc
ccaaatgttc
gccatatcca
tttcggcaat

taaaactgag

patens

Aminosduresequenz

Tyr
Leu

Gly

Pro
40

Leu

Tyr Leu

55

Leu Lys

val His
Ala

Ile

Asn
120

Tyr

Met
135

Ser

Arg Ser

150

N 7764 ST25.txt

tggtgggcta
tcaggagtgc
ccaaagttaa
cagtttatgc
caatggctga
ttttacgtac

tga

Aminosduresequenz der delta6-Elongase

Glu Leu
10

Gly

Ser Phe

25

Gly

Leu val Asp

Thr ITe val

Ala
75

Pro Arg

Leu Phe

90

Asn

Tyr Gln Ala

105

Pro Lys His

Lys Tyr val

Thr Arg Gln

155

ttgctcatca
atgttctcat
aaaataagta
tgaacttagt
tcaagatttt

aaaaatacat

Asp Gly Lys

val Glu Leu

30

Pro Thr

45

Ser

Ile
60

Gly Gly

Ser Glu Pro

Cys Phe Ala

Ile Thr Trp

110

Lys Met

Glu
140

Met

Ile Ser Phe

Seite 19

cgctcctggc
gtatgcgtat
ccttttttyg
gcaggcttac
gttctactac

caaaccctct

val
15

Ser

Thr Asp

Pro Ile

Leu Leu

Phe Leu

80

Leu Ser

95

Arg Tyr

Ala Ile
Thr

Asp

His
160

Leu

540
600
660
720
780
840
873



N 7764 ST25.txt

Leu Ile
170

Trp

Trp Ser Ala

185

Tyr Phe Leu

Tyr Leu Phe

Met Asn

235

Leu

Pro Gln

250

Tyr

Leu Phe Leu

265

Asp Gly Lys

atcgcgtccg
aatggcatcg
gcgatcgcga
cgcgaggcegt
aacgtcgtcg
gggtcaacca
cactacaaca
acgaagcagt

ttggtgtgtc

Trp Ala Ile

Ala Asn

190

Leu

Ala
205

Ala Cys

Gly Arg

220

Leu val Gln

Trp Leu Ile

Phe Asn

270

Gly

Gln Gly

ccgcgtacgc
acaacgtcga
cgacgatgta
tcgacccgaa
tgctcgggat
tgccgtggag
acaaatattt
tgagcttctt

acttgatggc

val Tyr His His Ser Ser Ile Ser
165
His Ala Pro Gly Gly Glu Ala Tyr
180

val His val Leu Met Tyr Ala Tyr
195 200

Ser Ser Pro Lys Leu Lys Ash Lys

210 215

Thr Gln Phe Gln Met Phe GIn Phe

225 230

Tyr Asp Met Lys Thr Asn Ala Pro

245
Leu Phe Tyr Tyr Met Ile Ser Leu
260

val Gln Lys Tyr Ile Lys Pro Ser
275 280

Thr Glu

290

<210> 15

<211> 903

<212> DNA )

<213> Ostreococcus tauri

<220>

<221> misc_feature

<222> (1)..(903)

<223> Nukleinsduresequenz der delta5-Elongase

<400> 15

atgagcgcct ccggtgcgcet gctgeccgeg

tacgcctacg cctttgagtg gtcgcacgcg

tggatcggtg cgctgtcgtt gaggctcccg

tgcctggtcg gaccgaggtt gatggcgaag

ctggcgtaca atgcgtatca gacggcgttc

gagatctcgg ggctggggca gcccgtgtgg

tcgtttaaga tcctcctcgg ggtgtggttg

gacactgtgt tcatggttgc gcgcaagaag

catcacgccc tgttgatctg ggcgtggtgg

tgtatcgatg cctacttcgg cgcggcgtgce

aactcgttca

ttcacatcgt

Seite 20

Ala His

175

Ser Gly

Leu Arg

Tyr Leu

Ala Tyr

240

Lys Ile

Phe Tyr

Ala Lys

gtacgcgacg
cgcgcgcegag
cctgttgttc
ggggttcatg
gttcgcgcga
cgatagaaaa
ggagctattg
gcacgtttat
cacgaacgat

gatgtactcg

60
120
180
240
300
360
420
4380
540
600



tattatctca
caaatgctcc
tgcccggtca
gggaacttct
aaaccagccg
taa

<210>
<211>

<212>
<213>

16
300
PRT

<220>
<221>
<222>
<223>

<400>

.

16

Met Ser Ala Ser Gly Ala Leu

1

Ala Tyr Ala

Ile Asn

35

Asp

Pro Ala

50

Leu

Pro Leu

65

Arg

Leu Ala Tyr

Met Phe Ala

Thr Met Pro

115

Leu His

130

Trp

Met val Ala

145

His His Ala

tgtcggegcet
aattcgtcat
cccttecttg
acctcaaggc

agaccacgcg

. (300)

5

Thr Al

20

Tyr

val Asp Al

Ile Ala Th

Ala

Met

Ala
85

Ash Ty

Arg Glu I1

Trp Ser As

Tyr Asn As

Arg Lys Ly

15

Leu I1

165

Leu

cggcattcga
tgtcttcgeg
ggcgcaaatg
gtactcgaac

cgcgcccage

Ostreococcus tauri

Aminosduresequenz

Leu
Ala

a Tyr

Glu
40

a Arg

r Thr
55

Met
s Arg Glu
Thr

r Gln

e Ser Gly

p Arg
n Lys

Tyr

s Thr
0

Lys

e Trp Ala

N 7764 ST25.txt

tgcccgtgga
cacgccgtgt
ttcgtcatga
aagtcgcgeg

gtgcgacgca

Aminosduresequenz der delta5-Elongase

Ala Ile
10

Pro

Phe Glu

25

Trp

Trp Ile Gly

Tyr Leu Leu

Ala Phe Asp

75

Phe
90

Ala Asn

Leu Gly Gln

105

Ser Phe Lys

Leu Glu Leu

Gln Ser

155

Leu

Trp Trp Leu

170

agcgatacat
tcgtgctgcey
cgaacatgct
gcgacggcgc
cgcgatctcg

Ala Ser Ala

Ala
30

Ser His

Ala Leu Ser

45

Phe
60

Cys Leu

Pro Lys Gly

val val val

Pro val Trp

110

Ile Leu Leu

125

Leu Thr

140

Asp

Phe Leu His

val Cys His

Seite 21

cacccaggct
tcagaagcac
cgtgctcttc
gagttccgtg

aaaaattgac

Ala
15

Tyr

Asn Gly

Leu Arg

val Gly

Phe Met

80

Leu
95

Gly

Gly Ser

Gly val

val Phe

val Tyr

160

Leu Met

175

660
720
780
840
900
903



Ala

Phe

Ile

Phe

225

Cys

Leu

Arg

Pro

Thr

Ile

Arg

val

Pro

val

Gly

Ser
290

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>
catccgggceg gcagcgtcat cttctac

Asn

His

195

Cys

Ile

val

Leu

Asp

val

17
27
DNA

Asp

Ile

Pro

val

Thr

Phe

260

Gly

Arg

Cys

val

Trp

Phe

Leu

245

Gly

Ala

Arg

Artificial

DNA Primer

misc_feature

(D..27)

Ile

Met

Lys

Ala

230

Pro

Asn

Ser

Thr

5'-RACE-Primer

17

<210> 18

<211> 25

<212> DNA

<213> Artificial
<220>

<223> DNA Primer
<220>

<221> misc_feature
<222> (1)..(25)
<223> 3'-RACE-Primer
<400> 18

Asp

Tyr

Arg

His

Trp

Phe

Ser

Arg

ggagaagagg tggtggatga cctgg

Ala

Ser

200

Tyr

Ala

Ala

Tyr

val

280

Ser

N 7764 ST25.txt

Tyr

185

Tyr

Ile

val

Gln

Leu

265

Lys

Arg

Phe

Tyr

Thr

Phe

Met

250

Lys

Pro

Lys

Seite 22

Gly Ala Ala

Leu

Gln

val

235

Phe

Ala

Ala

Ile

Met

Ala

220

Leu

val

Tyr

Glu

Asp
300

Ser

205

Gln

Arg

Met

Ser

Thr
285

Cys

190

Ala

Met

Gln

Thr

Asn

270

Thr

Asnh

Leu

Leu

Lys

Asnh

255

Lys

Arg

Ser

Gly

Gln

His

240

Met

Ser

27

25
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<210> 19

<211> 25

<212> DNA

<213> Artificial

<220>
<223> DNA Primer

<220>

<221> misc_feature
<222> (1)..(25)
<223> 5'-RACE-Primer

<400> 19
ccgagtgagg ggagtacgtg gcggg 25

<210> 20

<211> 24

<212> DNA

<213> Artificial

<220>
<223> DNA Primer

<220>

<221> misc_feature
<222> (D..(2%)
<223> 3'-RACE-Primer

<400> 20
cactctccgg cgggctcaac tacc 24

<210> 21

<211> 36

<212> DNA

<213> Artificial

<220>
<223> DNA Primer

<220>

<221> misc_feature

<222> (1)..(36)

<223> Primer MSdelta6 forward

<400> 21
atgcgcggcc gcacataatg tgtcctccca aggaat 36

<210> 22

<211> 29

<212> DNA

<213> Artificial

<220>
<223> DNA Primer

<220>
<221> misc_feature
<222> (1)..(29)

Seite 23



<223>
<400>

Primer Msdeltab reverse

22

gcattctaga ctagtgagcg tgcgccttc

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

23

38

DNA
Artificial

DNA Primer

misc_feature

(D..(38

Primer Msdelta5 forward

23

N 7764 ST25.txt

atgcccatgg acataatgcc cccgcgcgag accaccac

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

24

30

DNA
Artificial

DNA Primer

misc_feature

(D..30)

Primer Msdelta5 reverse

24

gcataccggt tcacccgatg gtttgaaggc

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

25

37

DNA
Artificial

DNA Primer

misc_feature

(D..37)

Primer Ptdelta6 forward

25

atgcgcggcec gcacataatg ggcaaaggag gggacgc

<210>
<211>
<212>
<213>

<220>
<223>

26

33

DNA
Artificial

DNA Primer

Seite 24

29

38

30

37
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<220>

<221> misc_feature

<222> (1)..(33)

<223> Primer Ptdeltab reverse

<400> 26
gcattctaga ttacatggcg ggtccatcgc gta 33

<210> 27

<211> 37

<212> DNA

<213> Artificial

<220>
<223> DNA Primer

<220>

<221> misc_feature

<222> (1)..(37)

<223> Primer Ptdelta5 forward

<400> 27
atgcccatgg acataatggc tccggatgcg gataagc 37

<210> 28

<211> 30

<212> DNA

<213> Artificial

<220>
<223> DNA Primer

<220>

<221> misc_feature

<222> (1..(30)

<223> Primer Ptdelta5 reverse

<400> 28
gcatgcgatc gcttacgccc gtccggtcaa 30

<210> 29

<211> 30

<212> DNA

<213> Artificial

<220>
<223> DNA Primer

<220>

<221> misc_feature

<222> (1)..(30)

<223> Primer PSE1l forward

<400> 29
agtcggatcc tatggaggtc gtggagagat 30

<210> 30

<211> 31

<212> DNA

<213> Artificial

Seite 25
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<220>
<223> DNA Primer

<220>

<221> misc_feature

<222> (D..(3D

<223> Primer PSEl reverse

<400> 30
gactgctagc tcactcagtt ttagctccct t

<210> 31

<211> 38

<212> DNA

<213> Artificial

<220>
<223> DNA Primer

<220>

<221> misc_feature

<222> (1)..(38)

<223> Primer Otdelta6 forward

<400> 31
atgcgcggec gcacataatg tgcgtggaga cggaaaat

<210> 32

<211> 32

<212> DNA

<213> Artificial

<220>
<223> DNA Primer

<220>

<221> misc_feature

<222> (1..(32)

<223> Primer Otdelta6 reverse

<400> 32
atgctctaga ttacgccgtc tttccggagt gt

<210> 33

<211> 35

<212> DNA

<213> Artificial

<220>
<223> DNA Primer

<220>

<221> misc_feature

<222> (1..(35

<223> Primer Otdelta5 forward

<400> 33
atgcccatgg acataatgtg gacgcccgcg cgcga

Seite 26
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<210> 34
<211> 30
<212> DNA
<213> Artificial

<220>
<223> DNA Primer

<220>

<221> misc_feature

<222> (1..(30)

<223> Primer Otdelta5 reverse

<400> 34
atgcaccggt tcatccgacg gtttggaggg 30

<210> 35

<211> 34

<212> DNA

<213> Artificial

<220>
<223> Klonierungsprimer

<400> 35
gggaattcat gtgtcctccc aaggaatcca cgag 34

<210> 36

<211> 35

<212> DNA

<213> Artificial

<220>
<223> Klonierungsprimer

<400> 36
gggcggccge ctagtgagcg tgcgccttcc cgtge 35

<210> 137

<211> 29

<212> DNA

<213> Artificial

<220>
<223> Klonierungsprimer

<400> 37
gcatagatct ctagtgagcg tgcgccttc 29

<210> 38

<211> 34

<212> DNA

<213> Artificial

<220>
<223> Klonierungsprimer

<400> 38
atgcggatcc acataatgcc cccgcgcgag acca 34

<210> 39
<211> 29
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<212> DNA
<213> Artificial

<220>
<223> Klonierungsprimer

<400> 39
gcatgctagc tcacccgatg gtttgaagg 29

<210> 40

<211> 36

<212> DNA

<213> Artificial

<220>
<223> Klonierungsprimer

<400> 40
atgcgcggec gcacataatg gctccggatg cggata 36

<210> 41
<211> 31
<212> DNA
<213> Artificial

<220> . ]
<223> Klonierungsprimer

<400> 41
gacttctaga ttacgcccgt ccggtcaagg ¢ 31

<210> 42

<211> 26

<212> DNA

<213> Artificial

<220> )
<223> Klonierungsprimer

<400> 42
ggggatccat ggaggtcgtg gagaga 26

<210> 43

<211> 27

<212> DNA

<213> Artificial

<220>
<223> Klonierungsprimer

<400> 43
gggctagctc actcagtttt agctccc 27
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