<110>

<120>

<130> 25977W0O
<160> 11
<170>

<210> 1

<211> 817
<212> PRT
<213>

<400> 1

Met Lys Leu Pro
1

Gly Ser Leu Ala
20

Asp Leu Val Arg
35

Leu Val Gly Arg
50

Thr Asn Glu Tyr
65

Lys Ala Pro Lys

Ala Asp Val Ala
100

Thr Thr Glu Asn
115

Leu His Arg Pro
130

Gly Pro Ala Pro
145

Leu

Gly

Gln

Ser

Ala

Glu

85

Lys

Ala

Asn

Thr

Ser

Asp

Lys

Asn

Ser

70

Asn

Trp

Gly

Lys

Arg
150
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Aspergillus nidulans

Phe

Val

Ser

Gln

55

Pro

Val

Leu

Glu

Ser

135

His

ZGR

Ser

Val

Arg

40

His

Cys

Trp

Phe

Trp

120

Glu

Ala

Gly

Ala

25

Gly

Ile

Gln

Tyr

Gly

105

Asgp

Ala

His

Gly

10

Thr

Arg

Thr

Ile

Gly

80

Arg

Asn

Ile

Val

Ile

Lys

Lys

His

Thr

75

Leu

Pro

Thr

Pro

Arg
155

Ala

Leu

Asn

Gln

60

Pro

Thr

Glu

Ile

Tyr

140

Leu

Leu

Asp

Gln

45

Ser

Pro

Asp

Leu

Ala

125

Leu

Asn

Leu

Pro

30

Met

Arg

Gln

Asp

Asn

110

Leu

Agp

Asn

Leu

15

Ser

Arg

Pro

Glu

Glu

95

Leu

Ile

Gly

Arg

Ile

Arg

Ser

Tyr

Ile

80

Thr

Thr

Glu

Ser

Ala
160



Thr

Ser

Thr

Ser

Agp

225

Ile

Trp

Leu

Pro

Glu

305

Lys

Gly

Pro

Trp

Thr

Asn

Gln

Glu

210

Leu

Trp

Asp

Leu

Ser

290

Thr

Leu

Pro

Asp

Met
370

Asp

Ala

Gly

195

Trp

Trp

Gly

Met

Pro

275

Gln

Thr

Lys

Val

Gly

355

Asp

Pro

Thr

180

Gln

Leu

Asn

Ile

Phe

260

Leu

Trp

Glu

Pro

Pro

340

Ala

Phe

Tyr

165

Thr

Val

Phe

Gly

Asp

245

Trp

Gly

Lys

Glu

Asn

325

Pro

Arg

Ser

Phe

Trp

Arg

Lys

Thr

230

Pro

Asn

Leu

Leu

Phe

310

Val

Gln

Tyr

Phe

Ala

Glu

Asn

Ile

215

Ala

Leu

Met

Tyr

Leu

295

Arg

Agp

Asp

Ser

Tyr
375

Asp

Pro

Val

200

Ser

Leu

Trp

Ala

Leu

280

Lys

Gly

Arg

Val

360

Ile

Ile

Leu

185

Glu

Ala

Gly

Gln

Asp

265

Lys

Trp

Ala

Ala

Lys

345

Asp

Ala

Leu

170

Glu

Pro

Ser

Leu

Asp

250

Asp

Ser

Met

Tyr

Trp

330

Gln

Ala

Phe

Val

Phe

Asp

Ile

Glu

235

Asp

Glu

Asp

Tyr

Trp

315

Ala

Pro

Glu

Asn

Gly

Pro

Gly

Ala

220

Asn

Gly

Phe

Val

Asn

300

Ser

His

Pro

Arg

Arg
380

Pro

Tyr

Glu

205

Asp

Agp

Arg

Asp

Thr

285

Asp

Pro

Thr

Val

Lys

365

Asp

Leu

Thr

190

Thr

Ile

Thr

Ile

Ser

270

Gly

Ile

Gly

Glu

Met

350

Tyr

Thr

Pro

175

Arg

Val

Thr

Leu

Ile

255

Glu

Arg

Phe

Phe

Gln

335

Ile

Val

Gly

Val

Lys

Tyr

Leu

Agp

240

Arg

Thr

Asp

Tyr

Val

320

Arg

Ala

Thr

Leu



Ser

385

Gly

Ser

Phe

Asn

Leu

465

Thr

Ser

His

Gln

Asp

545

Asp

Val

Thr

Leu

Leu

Ser

Glu

Thr

450

Cys

Ser

Val

Met

Ser

530

Ser

Phe

Pro

Met

Phe

Gln

Val

Leu

435

Ser

Leu

Glu

Ser

Asp

515

Ala

Leu

Asp

Val

Gln
595

Asp

Glu

Ala

420

Leu

Phe

Phe

Phe

Thr

500

Gly

Tyr

Ser

Ile

Thr

580

Leu

Ile

Ala

405

Tyr

Lys

Tyr

Glu

Val

485

Ile

Thr

Tyr

Gly

Leu

565

Lys

Gly

Lys

390

Leu

Leu

Gly

Lys

Phe

470

Ser

Gly

Ile

Ala

Ser

550

Gly

Gln

Arg

Tyr

Ala

Agp

Tyr

Asp

455

Asp

Val

Asn

Gly

Asn

535

Met

Pro

Phe

Ser

Lys

His

Ser

Asp

440

Glu

Ala

Thr

Tyr

Val

520

Asn

His

Asn

Ser

Phe
600

Gly

Tyr

Tyr

425

Cys

Glu

Asp

Lys

Agp

505

Glu

Gln

Asp

Asn

Trp

585

Ile

Gln

Ala

410

Tyr

Pro

Thr

Tyr

Asn

490

Tyr

Val

Asp

His

Thr

570

Ser

His

Arg

395

Ala

Gly

Ser

His

Pro

475

Val

Met

Arg

Phe

Val

555

Ile

Gly

Ser

Val

Asn

Phe

Tyr

Thr

460

Met

Tyr

Phe

Ala

Gly

540

Leu

Glu

Asn

Glu

Leu

Asp

Gly

Ala

445

His

Ala

Phe

Ser

Ser

525

Tyr

Asn

Leu

Lys

Asp
605

Tyr

Pro

Pro

430

Ser

Val

Arg

Thr

Tyr

510

Gly

Gln

Phe

Val

Thr

590

Glu

Glu

Val

415

Tyr

Tyr

Asp

His

Leu

495

Asn

Tyr

Ile

Lys

Ser

575

Arg

Ala

Leu

400

Gln

Ala

Leu

Ser

Ser

480

Arg

Phe

Ile

His

Ala

560

Val

Asn

Arg



Leu Asn
610

Asp Lys
625

Ser Ala

His Ala

Asp Phe

Asn Pro

690

Gln Thr
705

His Thr

Val Ala

Thr Val

Val Arg

770

Pro Val

785

Lys Phe

Ala

<210>

2

Trp

Pro

Gly

Ala

Glu

675

Pro

Asp

Gly

Phe

Asn

755

Thr

Glu

Pro

Gly

Asn

Thr

His

660

Pro

Val

Leu

Asp

Thr

740

Met

Phe

Asn

Tyr

Phe

Lys

Ala

645

Trp

Thr

Agp

Val

Leu

725

Pro

Val

Gly

Glu

Asp
805

Asn

Phe

630

His

Ala

Ser

Phe

Val

710

Pro

Leu

Arg

Gln

Leu

790

Pro

Gly

615

Gly

Leu

Glu

Ala

Ser

695

Trp

Asn

Asn

Val

Ser

775

Trp

Asn

Gln

Glu

Thr

Tyr

His

680

Thr

Leu

Thr

Tyr

Asp

760

Asn

Ser

Asp

Thr

Pro

Val

Asp

665

Pro

Phe

Asn

Val

Leu

745

Tyr

Glu

Tyr

Pro

Gln Leu

Arg Gly
635

Leu Asn
650

Val Gln

Tyr Asn

Phe Asn

Leu Gly
715

Phe Thr
730

Pro Gly

Ser Asp

Thr Cys

Gln Gly

795

Phe Tyr
810

His

620

Tyr

Ser

Val

Ser

Gly

700

Met

Thr

Asp

Gly

Ser

780

Asp

Glu

Val

Arg

Ser

Thr

Gln

685

Glu

His

Ala

Pro

Ala

765

Val

Val

Thr

Val

Ile

Asn

Arg

670

Asp

Ser

His

His

Ser

750

Ala

Val

Val

Asp

Asn

Leu

Leu

655

Gln

Ile

Leu

Val

Ser

735

Arg

Thr

Leu

Val

Ser
815

Gln

Pro

640

Val

His

His

Asn

Pro

720

Gly

Glu

Ala

Gln

Arg

800

Asp



<211> 801
<212> PRT
<213>

<400> 2
Met Arg Ala

1

Pro Ser Pro

Pro His Arg
35

Ser Pro Thr
50

Asn Asp Glu
65

Leu Asn Leu

Thr Val Val

Met Asp Gly
115

Leu Cys Gly
130

Pro Leu Pro
145

Thr His Ala

Ser Glu Phe

Asp Ile Leu
195

Ile

Lys

20

Arg

Thr

Ala

Thr

Asp

100

Asn

Ala

Val

Pro

Leu

180

Asn

Cryptococcus

Ala

Ile

Asp

Ser

Ala

Ala

85

Leu

Gly

Thr

Ser

Asp

165

Ser

Ala

neoformans ZGT

Leu

Ser

Ile

Ala

Gly

70

Val

Leu

Thr

Glu

Glu

150

Ala

Asp

Thr

Leu

Asn

Val

Pro

55

Ile

Asn

Pro

Lys

Glu

135

Val

Lys

Ile

Ile

Tyr

Val

Thr

40

Lys

Ile

Asp

Pro

Pro

120

Pro

Thr

Ile

Ala

Asp
200

Leu Leu
10

Lys Lys
25

Asn Glu

Asp Asn

Ala Phe

Ala Gly
90

Asn Lys
105

Glu Arg

Tyr Ala

Ile Tyr

Arg Val
170

Met Ser
185

Thr Ala

Pro

Val

Ile

Leu

75

Asp

Thr

Trp

Gln

Tyr

155

Tyr

Met

Asp

Thr

Gly

Asp

Trp

60

His

Trp

Glu

Gly

Agp

140

Pro

Asp

Lys

Asp

Ala

His

Ala

45

Asn

Ser

Asp

Ala

Ile

125

Leu

Tyr

Met

Asp

Leu
205

Phe

Tyr

30

Ser

Phe

Gln

Asn

Leu

110

Ala

Val

Thr

Asp

Ile

150

Ala

Ala

15

His

Ala

Leu

Thr

Thr

95

Ser

Ser

Val

Tyr

Asp

175

Ile

Asp

Val

His

Ser

Ser

Glu

80

Ile

Tyr

Leu

Gly

Gly

160

Asn

Ser

Thr



Phe

Gly

225

Ser

Leu

Ser

Ser

Phe

305

Agp

Gly

Met

Leu

Leu

385

Gly

Ser

Asp

210

Asn

Leu

Pro

Lys

Val

290

Thr

Val

Gly

Asp

Tyr

370

Gln

Thr

Gln

Ile

Asp

Gln

Gln

Trp

275

Asp

Pro

Met

Gln

Phe

355

Asp

Glu

Ala

Val

Trp

Arg

Met

Gly

260

Ala

Glu

Asn

Pro

Arg

340

Ser

Val

Ala

Tyr

Pro
420

Gly

Val

Glu

245

Leu

Leu

Phe

Tyr

Phe

325

Phe

Phe

Lys

Ile

Leu

405

Gly

Ile

Ile

230

Asn

Tyr

Met

Arg

Ser

310

Glu

Lys

Tyr

Phe

Ala

390

Agp

Phe

Asp

215

Tyr

Ser

Ile

Gly

Ala

295

Gly

Thr

Val

Leu

Lys

375

His

Thr

Asp

Pro

Trp

Thr

Gln

Ile

280

Ala

Asp

Glu

Asp

Thr

360

Gly

Tyr

Tyr

Met

Leu

Ala

Ile

Thr

265

Leu

Trp

Trp

Ala

Glu

345

Phe

Glu

Ala

Tyr

Pro
425

Trp

Gly

Asn

250

Asp

Tyr

Arg

Ile

Pro

330

Asp

Thr

Arg

Gly

Gly

410

Leu

His

Phe

235

Phe

Ile

Gly

Lys

Gly

315

Pro

Asn

Arg

Ile

Asn

395

Phe

Tyr

Gln

220

Trp

Agp

Thr

Asp

Pro

300

Thr

Met

Lys

Asp

Ile

380

Asp

Gly

Ala

Pro

Arg

Gly

Gly

Asp

285

Gly

Asp

Asn

Tyr

Thr

365

Tyr

Pro

Pro

Tyr

Asp

Tyr

Glu

Arg

270

Tyr

Phe

Gln

Val

Val

350

Gly

Glu

Val

Tyr

Cys
430

Glu

Pro

Thr

255

Asp

Tyr

Lys

Thr

Gln

335

Glu

Met

Leu

Gln

Ala

415

Met

Asn

Asp

240

Leu

Arg

Thr

Lys

Gly

320

Pro

Trp

Arg

Gly

Ser

400

Phe

Asn



Thr

Ser

Met

465

Ile

Leu

Ser

Ser

Phe

545

Pro

His

Trp

Pro

Gly

625

Asn

Asp

Ser

Ile

450

Asn

Ser

Asp

Ala

Leu

530

Asp

Lys

Leu

Ser

Asn

610

Gly

Ser

Ser

Phe

435

Phe

Tyr

Thr

Gly

Phe

515

Ser

Ile

Glu

Val

His

595

Lys

Ser

Gln

Glu

His

Glu

Val

Val

Thr

500

Tyr

Gly

Ala

Ile

Arg

580

Asn

Tyr

Gly

Gly

Leu

Ala

Ala

Ser

Gly

485

Ile

Ala

Ser

Gly

Lys

565

Lys

Gly

Gly

Met

Phe

645

Arg

Ala

Asp

Ala

470

Asn

Glu

Asn

Met

Val

550

Tyr

Glu

Gln

Glu

His

630

Ala

Ala

Glu

Gln

455

Thr

Tyr

Thr

Asn

His

535

Glu

Lys

Ile

Glu

Pro

615

Leu

Thr

Ser

Leu

440

Asn

Lys

Asp

Val

Thr

520

Asp

Asn

Trp

Thr

Gln

600

Lys

Thr

His

Asn

Ser

Tyr

Asn

Tyr

Val

505

Glu

His

Thr

Asn

Asn

585

Val

Gly

Ile

Gln

Ala

Thr Ser

Pro Ile

Ile Ala
475

Asn Phe
490

Arg Ala

Tyr Gly

Val Leu

Leu Val
555

Asn Leu
570

Glu Asp

Val Ile

Tyr Lys

Thr Asn
635

Tyr Tyr
650

Trp Asn

His

Gln

460

Leu

Asp

Ser

Tyr

Asn

540

Lys

Thr

Glu

Val

Ile

620

Ser

Val

Asp

Arg

445

Arg

Thr

Tyr

Gly

Gln

525

Phe

His

Arg

Gly

Asn

605

Met

Ser

Leu

Tyr

Cys

His

Leu

Asn

Tyr

510

Ile

Lys

Ile

Ser

Lys

580

Lys

Pro

Asn

Lys

Asp

Gly

Ser

Arg

Phe

495

Ile

His

Val

Val

Thr

575

Met

Agp

Ser

Leu

Arg

655

Thr

Ile

Asn

Ser

480

Tyr

Gln

Agp

Asp

Glu

560

Met

Asn

Ala

Arg

Phe

640

Lys

Gln



His

Gln

His

705

Met

Ala

Val

Gln

Lys

785

Val

Pro

Glu

690

Thr

Met

Thr

Tyr

Ile

770

Phe

<210>
<211>
<212>
<213>

<400>

Met

675

Agp

Gly

Ile

Gln

Ser

755

Thr

Pro

3
797
PRT

660

Ile

Ile

Agp

Leu

Gln

740

Trp

Trp

Tyr

Fusarium

Met Gly Lys Glu

1

Gln Ala Ala Ser

20

Ser Asp Gly Pro

35

Asp

Val

Leu

Pro

725

Ile

Ala

Asgp

Asp

Phe

Met

Pro

710

His

Arg

Ser

Pro

Pro
790

Ser

Tyr

695

Asn

Asn

Ile

Gln

Tyr

775

Gln

graminearum

Lys Thr Glu

5

Leu Ile Phe

Ala Ala Arg

Lys

680

Phe

Thr

Tyr

Asp

Ala

760

Thr

Asn

GLO1

Leu

665

Tyr

Asn

Val

Leu

Tyr

745

Ala

Tyr

Pro

Thr

Phe

Leu

Phe

Leu

730

Asn

Thr

Asgp

Phe

Asp

Gly

Ser

715

Ser

Val

Gly

Gly

Asn
795

Gly

Met

700

Thr

Asp

Asn

Glu

Asgp

780

Asn

Met Arg Leu

10

Glu

685

His

Ala

Pro

Ser

Leu

765

Val

Thr

Ile

Asp Arg Arg Val Leu Ala

25

670

Asp Ile

His Val

Gln Ser

Ser Arg
735

Thr Thr
750

Asp Phe

Ser Val

Glu Ser

val Cys
15

Arg Ser
30

Glu

Pro

Gly

720

Gln

Asp

Ser

Arg

Ile
800

Leu

Thr

Tyr Asn Ser Leu Asn Arg His Lys Val

40

45



Glu

Trp

65

Thr

Asn

Pro

Pro

Pro

145

Ser

Arg

Leu

Gly

Asp

225

Tyr

Ser

Thr

50

Lys

Ala

Ser

Asn

Ala

130

Tyr

Thr

Ile

Ala

Thr

210

Pro

Thr

Leu

Ser

Asn

Tyr

Thr

Lys

115

Arg

Ile

Arg

Asn

Val

195

Ala

Leu

Ala

Gln

Gln

Val

Leu

Ser

100

Thr

Tyr

Gln

Tyr

Val

180

Gly

Thr

Ile

His

Phe
260

Cys

Phe

His

85

Trp

Asp

Ala

Glu

Glu

165

Tyr

Thr

Gly

His

Thr

245

Lys

Asp

Gln

70

Lys

Asp

Ala

Arg

Tyr

150

Glu

Asn

Glu

Ala

Asn

230

Gly

Val

Ser

55

Ser

Gln

Asn

Leu

Ala

135

Met

Leu

Ala

Ile

Lys

215

Asp

Gln

Asp

Asn

Leu

Glu

Val

Thr

120

Thr

Val

Asn

Asp

Gln

200

Asp

Asp

Phe

Ile

Lys

Thr

Glu

Ile

105

Tyr

Leu

Gly

Tyr

Thr

185

Asn

Asp

Arg

Phe

Thr
265

Glu

Asp

Leu

90

Val

Leu

Gln

Pro

Met

170

Glu

Ile

Ser

Val

Ser

250

Gly

Val

Gln

75

Asn

Ser

Glu

Phe

Leu

155

Phe

Ala

Thr

Leu

Tyr

235

Glu

Arg

Gly

60

Glu

Leu

Met

Gly

Asn

140

Pro

Ser

Ile

Lys

Leu

220

Gln

Thr

Asp

Val

Tyr

Thr

Asp

Asn

125

Ser

Val

Ser

Ala

Gln

205

Ile

Trp

Ile

Pro

Lys

Ala

Ala

Leu

110

Gln

Gln

Gly

Glu

1390

Leu

Ala

Asn

Leu

Ser
270

Ala

Asp

Ile

95

Leu

Pro

Leu

Glu

Arg

175

Phe

Leu

Gly

Glu

Pro

255

Lys

Pro

Val

80

Val

Gln

Ala

Gln

Gly

160

Gly

Asn

Asn

Ser

Phe

240

Thr

Trp



Lys

Glu

Val

305

Leu

Phe

Phe

Arg

Met

385

Leu

Gly

Ile

His

Ser

465

Gly

Ile

Val

Phe

290

Asp

Asp

Arg

Phe

Tyr

370

Ala

Asp

Phe

Ser

Asp

450

Ala

Asn

Ser

Val

275

Lys

Gly

His

Val

Ile

355

Arg

His

Thr

Asp

Glu

435

Thr

Thr

Tyr

Val

Gly

Glu

Leu

Leu

Asp

340

Ser

Gly

Tyr

Ser

Cys

420

Met

Gly

Lys

Asp

Thr

Trp

Gly

Trp

Gln

325

Arg

Asn

Glu

Ala

Tyr

405

Pro

Thr

Tyr

Asn

Tyr

485

Val

Tyr

Ser

Thr

310

Pro

Glu

His

Arg

Ser

390

Gly

Ser

His

Pro

Ile

470

Leu

Arg

Tyr

Lys

295

Ser

Pro

Glu

Lys

Ile

375

Gln

Ile

His

Ile

Ile

455

Val

Phe

Ala

Asp

280

Thr

Thr

Thr

Asn

Glu

360

Ile

Asp

Gly

Ser

His

440

Gln

Phe

Glu

Ser

Gly

Leu

Asp

Ala

Tyr

345

Thr

Tyr

Pro

Thr

Thr

425

Pro

Arg

Thr

Tyr

Gly

Ser

Lys

Gln

Val

330

Ile

Gly

Glu

Leu

Ser

410

Tyr

Asn

His

Val

Thr

490

Tyr

10

Tyr

Arg

Gln

315

Gln

Glu

Leu

Leu

His

395

Gln

Leu

Ser

Leu

Arg

4775

Phe

Ile

Trp

Lys

300

Gly

Pro

Trp

Gln

Gly

380

Ala

Trp

Asn

Leu

Thr

460

Ser

His

Gln

Ser

285

Pro

Asp

Asp

Met

Leu

365

Leu

Ser

Asn

Thr

Cys

445

Gly

Val

Tyr

Gly

Thr

Gly

Lys

Gly

Asp

350

His

Gln

Ser

Leu

Ser

430

Leu

Thr

Ser

Asp

Ala

Thr

Pro

Leu

Pro

335

Phe

Agp

Glu

Ala

Val

415

Phe

Phe

Tyr

Thr

Gly

495

Phe

Ala

Asn

Pro

320

Arg

Ser

Val

Ala

Tyr

400

Asp

Tyr

Glu

Val

Val

480

Ser

Trp



Ser

Ser

Gly

545

Val

Arg

Asn

Phe

Gly

625

Trp

Lys

Asp

Val

Leu

705

Pro

Gly

Met

530

Arg

Tyr

Ser

Gly

Gly

610

His

Ala

Ser

Phe

Leu

690

Pro

Gln

Asp

515

His

Lys

Pro

Tyr

Ala

595

Glu

Leu

Asn

Ala

Asn

675

Tyr

Asn

Asn

500

Gly

Agp

Asn

Trp

Ile

580

Ala

Ala

Thr

His

Tyr

660

Lys

Phe

Thr

Tyr

Asp

His

Ser

Ser

565

Ala

Ala

Pro

Val

Asn

645

Ala

Phe

Asn

Val

Phe
725

Tyr

Val

Val

550

Glu

Ser

Tyr

Gly

Gln

630

Ile

Phe

Phe

Leu

Thr

710

Ser

Gly

Ile

535

Leu

Gly

Glu

Ala

Tyr

615

Ser

Phe

Asn

Asn

Gly

695

Thr

Phe

520

Asn

Lys

Gln

Asp

Val

600

Ala

Ser

Ala

Ser

Gly

680

Met

Lys

Asp

505

His

Phe

Thr

Ser

Glu

585

Val

Ile

Thr

Leu

Tyr

665

Glu

His

Ala

Ile

Ile

Lys

Glu

Ile

570

Gly

Asn

Ser

Ala

Gln

650

Asp

Ser

His

Val

Ser
730

1

His

Leu

Phe

555

Asn

Lys

Lys

Pro

Leu

635

Gln

Pro

Leu

Leu

Ser

715

Arg

Asp

Agp

540

Val

Thr

Ile

Asp

Asn

620

Gly

His

His

Asp

Pro

700

Ser

Arg

Asn

525

Leu

Pro

Met

Thr

Ala

605

Ser

Gln

Asp

His

Gln

685

Asn

Met

Thr

510

Leu

Agp

Val

Lys

Trp

590

Leu

Gly

Ser

Thr

Pro

670

Glu

Thr

Met

Met

Ser

Ile

Ser

Ala

575

Ala

Asn

Ser

Ala

Glu

655

Ala

Asp

Ala

Ile

His
735

Gly

Lys

Val

560

Asn

Lys

Asp

Thr

Asn

640

Pro

Val

Ile

Asgp

Ser

720

Gln



Val Arg Val

Phe Gly Thr
755

Pro Lys Leu
770

Phe Asn Pro

785

«210> 4

<211> 821

<212> PRT

<213>

<400> 4

Met Gly Phe

1

Leu Leu Leu

Asp Pro Lys
35

Met Ala Asn
50

Glu Thr Pro
65

Lys Pro Asn

Val Glu Trp

Glu Ala Gly
115

Ser

740

Lys

Asp

Ser

Phe

Thr

20

Ala

His

Phe

Val

Leu

100

Gly

Phe Asp Asp

Gln Pro Thr

Thr Phe Val

775

Gly Ser Leu

Asp

Ser

Pro

Leu

Cys

Trp

85

Phe

Trp

790

Ser

Phe

Trp

Lys

Ser

70

Gly

Ala

Asp

Leu

Ala

Val

Arg

55

Glu

Pro

Gln

Asn

Lys

Cys

760

Gly

Gln

Podospora anserina ZGY

Ser

Gln

Lys

40

Ala

Thr

Leu

Ala

Thr
120

Ser

745

Ala

Glu

Thr

Pro

Agp

25

Asn

Ile

Leu

Val

Agp

105

Ile

Asn

Phe

Leu

Asn

Arg

10

Ala

Thr

Met

Ala

Asp

S0

Leu

Gln

12

Val

Asp

Gln

Pro
795

Ala

Leu

Gly

Gly

Thr

75

Val

Asn

Leu

Thr

Met

Ile

780

Gly

Val

Ala

Leu

Asp

60

Glu

Glu

Leu

Val

Ala

Ala

765

Pro

Gly

Ala

Arg

Gly

45

Arg

Ile

Val

Thr

Glu
125

Val Asn Met

750

Lys

Lys

Thr

Pro

30

Lys

Arg

Lys

Ala

Val

110

Ala

Ala

Phe

Ser

15

Asn

Lys

Ala

Ala

Ser

95

Thr

Met

Ala

Pro

Ala

Pro

Lys

Val

Pro

80

Val

Glu

Trp



Pro

Pro

145

Pro

Thr

Gly

Trp

Trp

225

Gly

Thr

Pro

Lys

Thr

305

Gly

Thr

Gly

Asn

130

Thr

His

Ala

Lys

Leu

210

Asn

Ile

Phe

Leu

Trp

290

Glu

Pro

Pro

Ala

Lys

Lys

Tyr

Lys

Val

195

Phe

Gly

Asp

Trp

Gly

275

Glu

Glu

Asn

Glu

Arg

Thr

Tyr

Ala

Trp

180

Arg

Lys

Thr

Pro

Asn

260

Leu

Leu

Phe

Val

Met

340

Phe

Asgp

Ala

Asp

165

Glu

Asn

Ile

Ala

Leu

245

Ile

Tyr

Arg

Arg

Asp

325

Asp

Ala

Val

His

150

Ile

Pro

Leu

Gly

Met

230

Trp

Pro

Phe

Gly

Ala

310

Gly

Lys

Val

Leu

135

Val

Ile

Leu

Asp

Ala

215

Gly

Gln

Thr

Ser

Trp

295

Ala

Asp

Ala

Asp

Ala

Val

Val

Glu

Ala

200

Ser

Leu

Asp

Gly

Ser

280

Leu

Tyr

Trp

Gln

His

Phe

Leu

Gly

Tyr

185

Asp

Val

Glu

Asp

Asp

265

Glu

Tyr

Trp

Ala

Gly

345

Lys

13

Val Asp

Asn Asn
155

Pro Leu
170

Pro Tyr

Ser Asp

Ala Asp

Asn Asp
235

Gly Glu
250

Phe Asp

Val Ser

Asn Ser

Ser Glu

315

Arg Thr
330

Pro Val

Glu Lys

Gly

140

Arg

Pro

Thr

Arg

Ile

220

Thr

Ile

Asp

Gly

Val

300

Asp

Asp

Ile

Tyr

Asp

Ala

Leu

Lys

Leu

205

Thr

Leu

Ile

Met

Arg

285

Phe

Phe

Lys

Val

Val

Gly

Thr

Asp

Gln

150

Tyr

Leu

Ser

Arg

Thr

270

Asp

Tyr

Val

Asn

Ala

350

Glu

Pro

Glu

Asn

175

Asn

Ser

Agp

Ile

Trp

255

Leu

Pro

Ala

Lys

Gly

335

Pro

Trp

Ala

Thr

160

Ala

Gly

Glu

Leu

Trp

240

Asp

Phe

Ser

Thr

Asn

320

Glu

Ala

Met



Asp

Phe

385

Gln

Thr

Leu

Ser

Leu

465

Asp

Ala

Asp

Ala

Leu

545

Asp

Val

Trp

370

Asp

Glu

Ala

Val

Phe

450

Phe

Tyr

Thr

Gly

Tyr

530

Ser

Val

Ser

355

Ser

Ile

Ala

Tyr

Lys

435

Tyr

Glu

Val

Ile

Ser

515

Phe

Gly

Leu

Arg

Phe

Arg

Leu

Leu

420

Gly

Val

Tyr

Ser

Gly

500

Phe

Ala

Ser

Gly

Ser
580

Tyr

Tyr

Ala

405

Asp

Tyr

Asn

Val

Val

485

Asn

Ala

Gly

Met

Thr

565

Tyr

Val

Lys

390

His

Ser

Asp

Glu

Ala

470

Thr

Tyr

Val

Asn

His

550

Asn

Pro

Gly

375

Gly

Tyr

Phe

Cys

Glu

455

Asgp

Lys

Asp

Glu

Glu

535

Asgp

Asn

Trp

360

Phe

Glu

Ala

Tyr

Pro

440

Thr

Tyr

Asn

Tyr

Val

520

Asp

His

Ser

Ser

Asn

Arg

Gly

Gly

425

Ala

Arg

Pro

Thr

Gln

505

Arg

Tyr

Val

Ile

Ala
585

Arg

Leu

Asn

410

Phe

Tyr

Thr

Met

Tyr

490

Gln

Ala

Gly

Leu

Glu

570

Gly

14

Asp

Val

385

Asp

Gly

Ala

His

Gln

475

Phe

Ser

Ser

Phe

Asn

555

Leu

Lys

Thr

380

Tyr

Pro

Pro

Thr

Ile

460

Arg

Val

Phe

Gly

Lys

540

Phe

Met

Val

365

Gly

Glu

Met

Tyr

Tyr

445

Asp

His

Ile

Ser

Tyr

525

Ile

Lys

Ser

Arg

Pro

Leu

Asn

Thr

430

Met

Ser

Thr

Arg

Phe

510

Ile

His

Ala

Met

Asn
590

Gly

Ser

Ser

415

Phe

Asn

Leu

Thr

Ser

495

Phe

Gln

Asp

Asgp

Val

575

Thr

Leu

Leu

400

Gly

Glu

Thr

Cys

Ser

480

Ile

Met

Ser

Asn

Phe

560

Pro

Met



Ala

Trp

Arg

625

Gly

Ala

Glu

Pro

Asp

705

Gly

Phe

Asn

Phe

Lys

785

Asp

Leu

Gly

610

Asn

Thr

Gln

Gln

val

690

Ile

Asp

Met

Gln

Gly

770

Leu

Val

Glu

595

Pro

Lys

Ala

Trp

Lys

675

Asn

Val

Leu

Pro

Val

755

Gln

Asn

Val

Arg

Asn

His

His

Ala

660

Ala

Phe

Leu

Pro

Ser

740

Arg

Phe

Tyr

Ile

Lys

Ser

Gly

Leu

645

Asn

Tyr

Asp

Trp

Asn

725

Asn

Ile

Lys

Thr

Arg
805

Phe

Ala

Glu

630

Thr

His

Hisg

Lys

Leu

710

Thr

Tyr

Asn

Val

Pro

790

Lys

Ile

Thr

615

Met

Val

Agp

Ala

Tyr

695

Asn

Val

Phe

Tyr

Gly

775

Leu

Phe

Glu

600

Gln

Arg

Gln

Val

Phe

680

Phe

Leu

Gln

Agp

Phe

760

Ser

Glu

Pro

Thr

Val

Gly

Asn

Gln

665

Asn

Asp

Gly

Thr

Ile

745

Asn

Ser

Pro

Phe

Glu

Leu

Tyr

Ser

650

Ile

Thr

Gly

Met

Thr

730

Agp

Gly

Glu

Glu

Asp
810

15

Asp

Ile

Arg

635

Thr

Thr

Gln

Glu

His

715

Ala

Gln

Ser

Gly

His

795

Pro

Glu

Val

620

Val

Asn

Lys

Asp

Ser

700

His

His

Ser

Ala

Thr

780

Gln

Asn

Ser

605

Asn

Leu

Leu

Tyr

Val

685

Val

Val

Ser

Arg

Glu

765

Cys

Gly

Asn

Arg

Glu

Pro

Gly

Lys

670

His

Arg

Pro

Gly

Arg

750

Val

Ser

Tyr

Pro

Phe

Asn

Tyr

Val

655

Agp

Agp

Asn

His

Ile

735

Thr

Glu

Thr

Lys

Phe
815

Asn

Glu

Met

640

Ala

Ser

Pro

Glu

Thr

720

Gln

Val

Glu

Cys

Gly

800

Tyr



Ala Thr Ser

<210> 5

<211> 770
<212> PRT
<213>

<400> 5
Met Arg Pro

1

Leu Ala Arg

Ser Cys Ser
35

Trp Gly Ser
50

His Arg Asp
65

Ser Arg Asp

Ser Asp Thr

Tyr Ala Leu
115

Gln Glu Phe
130

Thr Pro Phe
145

Val Val Asn

Met Lys Glu

Gly
820

Fusarium

Ser

Ala

20

Ser

Leu

Thr

Asn

Leu

100

Ala

Lys

Thr

Pro

Ala

Ile

graminearum GLO2

Gly Leu Leu

Phe Pro Pro

Val Gln Pro

Thr Lys Lys
55

Thr Gly Phe
70

Lys Ile Met
85

Pro Phe Leu

Ala Val Met

Val Gly Pro
135

Phe Ala Asn
150

Asp Ala Glu
165

Glu Asp Val

Val

Ala

Ser

40

Glu

Asn

Ser

Ser

Phe

120

Leu

Thr

Asp

Thr

Ser

Arg

25

Ala

Thr

Leu

Val

Asp

105

Gly

Pro

Lys

Tyr

Lys

Leu

10

Leu

Ser

Ala

Thr

Glu

S0

Lys

Val

Ile

Lys

Gly

170

Leu

16

Ser

Glu

Ala

Asp

Val

75

Leu

Ala

Pro

Thr

Gly

155

Asn

Leu

Leu

Ser

Pro

Val

60

Ala

Met

Gly

Glu

Asn

140

Asp

Phe

Trp

Val

Arg

His

45

Leu

Glu

Met

Ser

Lys

125

Ala

Gly

Asn

Asn

Pro

Lys

30

Lys

Ala

Asn

Pro

Pro

110

Ala

Ser

Lys

Leu

Leu

Leu

15

Glu

Asn

Phe

Ala

Asn

95

Thr

Tyr

Ser

Ile

Lys

175

Thr

Ala

Asp

Phe

Leu

Thr

80

Lys

Arg

Leu

Val

Ala

160

Ile

Val



Asp

Thr

Ser

225

Thr

Val

Val

Trp

Ala

305

Glu

Ile

Lys

Ala

Ser

385

Pro

Asp

Asp

210

Ile

Asp

Tyr

Ala

Ala

2590

Pro

Asp

Thr

Arg

Gly

370

Gly

Ala

Gly

195

Gly

Tyr

Ile

Gly

Lys

275

His

Pro

Glu

Arg

Ile

355

Ile

Phe

Tyr

180

Leu

Lys

Agp

Thr

Asn

260

Pro

Thr

Ala

Ser

Asp

340

Leu

Asgp

Gly

Ser

Gln

Val

Thr

Gly

245

Glu

Asp

Asn

Asn

Tyr

325

Asn

Tyr

Pro

Pro

His
405

Ile

Ile

Ile

230

Arg

Phe

Phe

Lys

Val

310

Val

Gly

Glu

Val

Ala

390

Tyr

Pro

Met

215

Ser

Asp

Tyr

Lys

His

295

Gln

Thr

Leu

Leu

Gln

375

Met

Ser

Leu

200

Trp

Leu

Pro

Lys

Pro

280

Gly

Ser

Trp

Arg

Gly

360

Ser

Ile

Asn

185

Ala

Gln

Leu

Ser

Asp

265

Leu

Asgp

Gly

Met

Leu

345

Leu

Gly

Ser

Val

Phe

Gly

Pro

Gln

250

Leu

Gly

Asgp

Lys

Asp

330

Tyr

Asp

Ile

Leu

Thr
410

17

Ala

Phe

Leu

235

Trp

Asp

Met

Leu

Ser

315

Phe

Asp

Glu

Cys

Val

395

Gln

Ala

Asn

220

Gly

Lys

Gly

Asn

Pro

300

Arg

Ser

Val

Ala

Tyr

380

Lys

Thr

Pro

205

Ala

Leu

Val

Leu

Leu

285

Leu

Phe

Phe

Lys

Ile

365

Phe

Gly

Thr

150

Ile

Pro

Tyr

Thr

Arg

270

Asp

Agp

Ala

Tyr

Tyr

350

Ala

Agp

Tyr

Gly

Asn

Val

Leu

Gly

255

Ala

Gln

Asgp

Val

Thr

335

Lys

His

Ser

Agp

Glu
415

Val

Thr

Arg

240

Trp

Ala

Pro

Glu

Asgp

320

Ser

Gly

Tyr

Met

Cys

400

Thr



Thr

Phe

Asn

Tyr

465

Val

Asp

His

Ser

Ser

545

Asn

Tyr

Gly

Asp

Tyr
625

Phe

Pro

Ile

450

Met

Arg

Tyr

val

Leu

530

Asp

Glu

Ala

Tyr

Ser

610

Ala

Thr

Ile

435

Ala

Met

Ala

Gly

Ile

515

Gln

Gln

Agp

Val

Arg

595

Ser

Thr

Gln

420

Gln

Phe

Thr

Ser

Phe

500

Thr

Lys

Thr

Agp

Val

580

Val

Val

Arg

Lys

Arg

Asn

Tyr

Gly

485

Lys

Phe

Ile

Arg

Ala

565

Asn

Ala

Met

Gln

Asp

His

Ile

Gln

470

Tyr

Ile

Lys

Asp

Asn

550

Lys

Lys

Pro

Gln

Lys
630

Ala

Ser

Arg

455

Phe

Ile

His

Ala

Ile

535

Thr

Ile

Agp

Ala

Asn

615

Asp

Leu

Trp

440

Ala

His

Ser

Asp

Asp

520

Lys

Met

Asn

Glu

Ser

600

Ala

Asn

Cys

425

Ala

Ile

Leu

Ser

Ser

505

Phe

Pro

Lys

Trp

Lys

585

Gly

Gly

Glu

Met

Gly

Tyr

Asp

Ala

430

Leu

Asp

Ser

Ala

Ser

570

Asn

Val

His

Leu

18

Phe

His

Thr

Gly

475

Phe

Ser

Ile

Thr

Val

555

Pro

Pro

Ala

His

Tyr
635

Glu

Thr

Ile

460

Ser

Tyr

Gly

Leu

Glu

540

Lys

Asn

Tyr

Tyr

Thr

620

Ala

Ile

Thr

445

Gly

Ile

Ala

Ser

Gly

525

Lys

Ser

Gly

Gly

Leu

605

Thr

Val

Asp

430

Val

Asn

Glu

Glu

Leu

510

Glu

Tyr

Phe

Ala

Glu

530

Thr

His

Gly

Lys

Thr

Tyr

Ile

Asn

435

His

Lys

Lys

Ile

Thr

575

Ser

Val

His

Ala

Gly

Lys

Asp

Asp

480

Glu

Agp

Asn

Trp

Asp

560

Met

Pro

Gln

Leu

Tyr
640



Asn Ser Leu

Asn Ser Glu

His
675

Gly Met

Thr
690

Ser Ala

Gly
705

Agsp Pro

Lys Asp Gly

Cys Ala Ile

Ile
755

Asn Ser

Leu
770

Arg

<210> 6

<211> 2481
<212> DNA
<213>

<400> 6
ttaattaaca

ctgattggat
gttcgecaga
cagcacatca
accecteece
gaaaccgctg

gagaacgctg

Thr Pro

645

Ser Leu

660

His Met

Ser

His

Ser Gln

Glu

Asp

Pro

Ala

Ala

Asp Pro

Gln

Glu

Thr
680

His

Met
695

Leu

Ser Ser

710

Pro
725

Lys

Asp Met

740

Ser Vval

ccgtcaaaat
cgcttgctyag
agtcccegegy
ctcaccagtce
aggagattaa

acgtggccaa

gcgaatggga

Glu

Ala

Leu

Ile Val

Gln Leu

Lys Tyr

760

gaagctccct
agatgtggtg
ccgtaagaac
tcgecectac
ggcgectaag
gtggcttttc

taacaccatc

19

Gln Val

650

Asp

Asp Ile val

665

Gly Asp Lleu

Ile Glu Pro

Gln Gln Val

715

Thr Tyr

730

Gly

Asn Pro

745

Asp

Pro Phe Asp

ctgtegttet
gccaccaagt
cagatgcgcet
accaacgaat
gaaaacgtct

ggccgteccg

gctcttateg

Phe Asn Glu

Phe
670

Leu Trp

Asn Thr

685

Pro

Phe
700

Asn Tyr

Leu Ile Lys

Ala Lys Asn

Asn
750

Leu Ser

Ser
765

Gly Lys

Agpergillus nidulans ZGR synthetic DNA

ccggtggtat
tggatcctag
cgctggtegg
acgcttetec
ggtacggtct
agcttaacct

agctgcaccg

Tyr Phe

655

Asn Leu

Val Phe

Leu Met

Thr Lys

720

Ala
735

Thr

Tyr Ser

Pro Asp

tgcgttgctce
ccgtgatcete
ccgtagcaac
ctgccagatce
cactgacgac
caccaccacc

ccctaacaag

60

120

180

240

300

360

420



agcgaggceca
cgtctcaaca
ccegteteca
ggtcaggtcc
atctctgect
gagaacgaca
attcgetggg
ccteteggee
ctgggttgga
tggtcccceg
cagcgeggte
ggcgetagtt
tacatcgett
cgtgtgetcet
gtccagtact
cttctcaagg
gacgaagaga
cctatggece
ctgcgtageg
gacggtacta
aacaaccagg
gtcttgaact
tcegtegtte
cagctgggac
ggccagacce
ggttaccgca
cttgttcacg
gagcctactt

tcecaccttet

tceettactt
accgagecac
acgctactac
gcaacgtcga
ctatcgcgga
ctetegacat
acatgttctg
tctacctcaa
tgtacaacga
gtttcgttaa
ccgtgeecce
actctgtcga
tcaaccgega
acgaactcgg
ccgttgegta
gctacgactg
cccacacccea
gccacagcac
tttcgaccat
ttggcegtcga
acttcggceta
tcaaggctga
ccgtcaccaa
gttottteat
agctccacgt
tcetececte
ctgceccactg
ccgcetcacee

tcaacggtga

ggatggcagce
caccgatcce
ttgggagcct
acccgacgga
catcaccctyg
ctggggaatce
gaacatggcc
gtcegacgte
cattttctac
gctgaagecc
ccaggaccegt
cgcegagegt
taccggtctg
tcttcaggag
cctegattee
cccetegtac
cgttgactet
ctcegagtte
cggaaactac
ggteegegece
ccagatccac
cttegacate
gcagttctcc
ccactccgag
cgtgaaccag
cgcceggtace
ggcggagtac
ctacaactct

atccctgaac

20

ggtceegege
tacttcogeeg
ctggaattcce
gagaccgtet
gacctttgga
gatceettgt
gatgacgagt
actggccgeg
gagactactg
aacgttgacg
aagcagcccc
aagtacgtta
tcectetteg
gctctggece
tactacggtt
gcgtectace
ctctgecetgt
gtcagcegtcea
gactacatgt
tctggctaca
gattccocetgt
cttggtccta
tggtcgggta
gatgaggccc
gacaagccca
gcteacttga
gacgtgcagg
caggatatcc

cagactgacc

ccaccegtea
acattctegt
cttacactcg
actcggagtg
acggtaccgce
ggcaggatga
tcgactcgga
atcctageca
aggaattccg
gcgettggge
cecgtcatgat
cctggatgga
acatcaagta
actacgctge
tcggccccta
tcaacactte
tcgagttcga
ccaagaacgt
tctcectacaa
tccagagege
ctggtteceat
acaacactat
acaagacccg
gcctcaactg
acaagttcgg
ccgttetgaa
ttacccgceca
acaacccccce

tcgtcegtetg

cgcocacgtt
gggtceccctyg
taagactcag
gcttttcaag
ccttggtcetg
cggacgcatc
gaccttgctg
gtggaagttyg
taaggcctac
ccacaccgag
cgctectgac
tttctectte
caagggtcag
caacgatccc
cgecttcegag
cttctacaag
tgcegattac
ctacttcacc
cttceacatg
ctactacgcc
gcacgaccac
tgagctegte
caacaccatg
gggtttcaac
cgagcctegt
ctceagcaac
gcacgatttc
cgtegactte

gctgaacctce

480

540

600

660

720

780

840

800

860

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160



ggtatgcacc
agcggegteg
aacatggtgc
tccaacgaaa
ggtgatgtcg
tcocgacgett
<210> 7

<211>

<212>
<213>

DNA
<400> 7

ttaattaaca
gctgttecta
cgtecgtgaca
cccaaggata
ctccactcete
accattaccg
ggcaacggaa
gagccctacg
tacccctaca
gataactcgg
ctgaacgcta
gacccectet
ttctggegtt
accctectee
tgggcgetcea
gctgeetggce
ggcaccgacc
cagcccggeg

ttcagettet

2433

acgttcctca
cctteaccec
gtgtcgacta
cttgcagegt
tcgtecgtaa

aaaggcgegc

ccgtcaaaat
gccctaagat
tcgtcactaa
acatctggaa
agaccgaget
ttgtcgaccet
ctaagcccga
ctcaggattt
cttacggtac
aattccttag
ccattgacac
ggcaccagac
accctgattce
cccagggttt
tgggtatcet
gtaagcecegg
agaccggtga
gccagcgett

acctgacctt

caccggagac
tcttaactac
ctcggatgge
tgtgctgeag

gttecccettac

gcgegetatt
ttcgaacgtyg
cgaggtcgat
cttcctetee
gaacctcact
gctteccect
gcgetgggac
ggtggtggga
ccacgcetece
cgatatcgee
tgccgacgac
tgatgagaac
cctgcagatg
gtacatccag
gtacggtgat
tttcaagaag
tgtcatgece
caaggtcgac

cacccgegac

21

ttgcccaaca
ctcceceagty
gccgecaccyg
ccogtogaga

gaccccaacg

gccctocttt
aagaagcccg
gcgtecgett
aacgatgaag
gccgtgaacg
aacaagaccg
atcgectete
cctetgectyg
gacgccaaga
atgagcatga
ctcgecgaca
ggtaacgatc
gagaactcca
actgacatca
gactactaca
ttcactccca
ttcgagaccyg
gaagacaaca

accggaatgce

ctgtcttcac
accccteteg
ccgttegeac
acgagctotg

atcccttcta

Cryptococcus neoformans ZGT synthetic DNA

acttgctggg
gccactacca
cctetceecac
cggctggaat
acgctggaga
aagcccttte
tecetttgegg
ttagcgaggt
tcecgegtgta
aggacatcat
cetteogacat
gtgtcatcta
ctatcaactt
ccggtcegega
ccteagtgga
actacagcgg
aagcccctec
agtacgttga

gtctttacga

caccgcteac
tgagaccgtc
cttcggecag
gtcttaccag

cgagaccgac

caccgectte
ccacaaccac
cacttcggec
tatcgegttc
ttgggacaac
ttacatggac
tgccaccgag
taccatctac
cgacatggac
ctcegatatce
ttggggtatt
ctgggctagt
cgacggcgag
ccgttcecaag
cgaattccge
cgattggatc
tatgaacgtc
gtggatggac

cgtraagttce

2220

2280

2340

2400

2460

2481

60

120

180

240

300

360

420

480

540

600

660

720

780

840

800

960

1020

1080

1140



aagggtgagc
aacgaccccyg
gctttetece
ttccacgetyg
cagaactacc
gctetgacte
ttctaccteg
ttctacgcta
cacgatcacg
gtcaagcaca
accatgcacc
cacaacggac
cccaagggcet
aacagctcca
cgtaaggact
atgattgact
tacttcaacc
tccaccgece
cgccaggceca
tcoctgggect
tacacctacg
aacaacaccg
<210> 8

<211> 2762
<212> DNA
<213>

<400> 8

gtatcatcta
tcecagtctygg
aggtccctygg
ccgagctete
ccatccageg
tgegetecat
acggtaccat
acaacaccga
ttttgaactt
tcgttgaacc
tggtgcgcaa
aggagcaggt
acaagattat
acctcttcaa
ctgaactgeg
tcagcaagta
tcggcatgea
agtccggaat
ctcagcagat
cgcaggcetge
atggtgacgt

agtccatcgt

cgagttggga
cactgcgtac
tttcgacatg
tacctcccac
ccactcgaac
ctccacegtt
tgagaccgtc
gtacggctac
caaggttgat
taaggaaatc
ggagatcacc
cgtgatcgte
gceetetege
ctcgcaggge
tgcgtccaac
cttcgacggt
ccacgttcece
gatgatcctt
ccgtattgat
cactggcgag
cagcgttege

ctaaaggcge

Fusarium graminearum GLO1

ttaattaact cataggcatc atgcgattaa

ttgataggag agttttgget cgttctacct

tgaaccgtca caaagtcgaa acgtcacaat

22

cttcaggagg
ctggatacct
cccectctacg
cgctgceggea
atgaactacg
ggtaactacg
gtccgtgect
cagatccacg
ttcgatateg
aagtacaagt
aacgaggacg
aacaaggacg
ggtggttctg
ttcgetacce
gcttggaacg
gaggatatcg
cacaccggtg
cctcacaact
tacaacgtca
ctcgatttet
aagttccect

gcc

genomic DNA

ccatcgctca
actacggett
cctactgeat
tctecatttt
tetetgecac
attacaactt
cgggttacat
actccctceag
ccggtgtcga
ggaacaacct
agggcaagat
ccectaacaa
gtatgcactt
accagtacta
actacgatac
agcaggaaga
acctccccaa
acctgcetgag
actccaccac
ctcagatcac

acgaccctca

ctacgcceggt
cggcecctac
gaacacttcg
cgaggccgat
taagaacatc
cgactacaac
tcagtcecget
cggttecatyg
gaacaccctg
caccaegtage
gaactggtcc
gtacggtgag
gaccatcact
cgteettaag
tcagcacccce
categttatg
caccgtgttce
cgacccctet
cgacgtttac
ctgggaccet

gaacccctte

tcgtotgett acaagetget tcogcttatat

ccgatggtec agcagcaagg tacaattoct

gtgattccaa caaggaagtt ggtgtcaagg

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2433

60

120

180



ccccatggaa
atcttcacaa
tgaacttttt
cctttgeaca
atggacttgt
gctecagete
caagagtaca
aattacatgt
attgctgagt
aatggcgtaa
agactgctac
acaacgatga
tttcagagac
cttccaaatg
agtttaaaga
ggaccteecac
ctgttcaacc
gtaagtgcac
agcttttteca
ggcgagegta
gatcegetge
tggaaccttyg
tacatcagcg
ggatatccta
tttactgttec
cattacgacg
tggtccggag

gaccatgtca

aaatgttttc
gcaggaagaa
actttctcca
tcaacaagtc
tgcagccaaa
gatatgegeg
tggttggcec
tctecatctgg
tcaaccttge
gtaaccgatg
aggtgctaaa
cagggtctat
gatccteect
gaaggtggtc
gggatctaag
tgaccagcaa
cgatggtcca
attgtaatgt
tctcaaacca
tcatctatga
atgcctegte
tcgacggett
agatgactca
tacagcgaca
gcagecgtete
ggtcecattag
atggcgatta

ttaactttaa

cagagcctga
ctcaacctga
tcctactgat
ttggetgact
caagactgat
ggccacgctyg
attacctgtt
acgtggtege
tgttggaacg
tccggatteg
gacgacagtc
cagtggaacg
accagtctgc
ggttggtatt
acgctcaaga
ggtgacaagt
cgatttegtg
tttgaatcac
caaagagact
gcttggecte
agcatatctg
tgattgtcct
catccaccce
tttgacaggg
tacagttggc
cgtcactagtt
tggctttcat

gctcgatctg

23

cagatcaaga
ccgctattgt
tttttcgaaa
ttataaagtt
goccttgacat
caattcaact
caggaagggt
attaacgtgt
gaaatacaga
ttttcgatge
ttctaatcge
agttctacac
agttcaaagt
acgacggcag
gaaagccagg
taccgcttga
tggatagaga
gctttagttg
ggtctgcaac
caggaagcga
gacacttcat
tctcactcca
aacagcttgt
acgtatgttt
aactatgact
agagcgtcetyg
atccatgata

gatatcaaag

gtatgctgat
gaactcgaca
atcctttget
gggataatgt
atctcgaagg
cgcaactgca
ccactcgata
acaacgctga
acataaccaa
tccatgctaa
aggcagtgat
tgctcacacg
cgatatcacc
ctattggtcg
gcccaacgtt
ccacctgcaa
ggagaattac
acaaccgtat
tccatgatgt
tggctcatta
acggcattgg
cctacctcaa
gtcttttega
ccgcgaccaa
atttgttega
gctatatccea

acctgtcagg

gcaggzaagaa

gttactgcat
tcgtgagtet
ctgctgtceta
catcgtgtet
taatgggcca
accatacatt
cgaagagctc
tactgaggcc
gcagcttctc
tgacgccaac
cctetgatee
ggtcaattct
ggtcgagatc
acgaccgecg
gatgggcttt
cceectactg
attgagtgga
agtggacttt
cagatataga
cgctteccag
caccagccag
cacatctttt
acatgatact
gaacattgta
gtataccttt
gggagcgttt
ttctatgeat

tagtgtgtta

240

300

360

420

480

540

600

660

720

780

840

800

860

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860



aagactgagt
gtactaactt
accggtegta
ctgcatatge
cgatttctce
cgcagacagce
cgcaaactgg
cgcttacgcet
caatggggag
ctattacccg
aatacggctyg
cctcagaatt
ttcgatgaca
gcgtttgata
cctaaatttce
cc

<210> 9
<211>

<212>
<213>

DNA
<400> 9

ttaattaaca
tcggetetec
aaggccceect
cgcgccatca
accgagatca
tocegttgteg
g9gaggctygcg
ctcgeetteg

aaccgtgcta

2493

ttgtgceegt
gaacagatac
tatcgceagt
agttgtcaac
aagtaagtat
ggtagcacag
gccaatcaca
ttcaatagtt
agtctcgatc
agactaacag
atctgcccaa
acttttcagg
agtcaaatgt

tggccaaggc

ctttcaaccc

ccgtcaaaat
ttttgacctce
gggtcaagaa
tgggtgaccg
aggcccccaa
aatggctett
ataacaccat
tggacggtga

ccgagactcec

ctcagtagtyg
cactggtetyg
gaggacgagg
aaggatgctc
cccctacatg
ggcacttgac
acattttcge
atgatccgeca
aagaagacat
ttacgcaaga
cactgtgacg
cgatatctca
cactgctgte
cgcacccaag

aagtggaagt

gggcttette
cttegcccag
caccggtctyg
tcgegetgtt
gcctaacgtt
cgcccaggcet
ccagettgte
cggaccegeyg

ccactacgce

24

tacgttgttt
agggacaatc
gcaagattac
tgaatgattt
gatacaaacc
ggtgcagtca
cctgcagcaa
ccacccaget
cgttttgtaa
tacttcaacc
acgaaagccg
cgacggacca
aacatgtttg
ttggatacct

cttcagacaa

Podospora anserina ZGY synthetic DNA

gactctctgt
gacgctcteg
ggaaagaaga
gaaaccccet
tggggtccte
gatctgaacc
gaggctatgt
cccactaagt

gacattatcg

tccatccatt
aatcaatact
atgggcgaag
cggagaggca
tggacgacac
tctacagetce
cacgacaccg
gtagacttca
gtaaccctta
tcggcatgea
tttegtogat
tgcatcaagt
gaacgaagca
tcgttgggga

accccggtgg

ccectegege
cgcgteccaa
agatggccaa
tctgcagcga
tecgtcegatgt
tgaccgtgac
ggcctaacaa
acgctcacgt

tgggtccect

atactaccat
atgaaggcca
aatggagcag
cctggctacg
taaccggcett
ttggacagtc
agccgaaaag
ataaattctt
ctgagcatta
ccacctaccet
gatgatttca
gcgtgtctece
gcctacttge
gcttcagatt

ttaaggcgeg

ggtggctact
ccecgatect
ccaccttaag
aactttggcc
cgaggtcgcet
tgaggaggct
gaccgatgte
tgttctcaac

ccecttggac

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2762

60

120

180

240

300

360

420

480

540



aacgccactyg
gttegeaace
gcetetgteg
gacaccctgt
tgggatacct
ggcctetact
tggctgtaca
gaagatttcg
ggtgagacce
cgtttegetg
ggtttecaacc
gtctacgage
tcecggtacceg
aagggttacg
gaaacccgca
cagcgccaca
tcgatcgeta
tcettegegg
gaggactacg
aacttcaagg
gtceecegtet
gagcgcaagt
acccaggtte
cgtgtgctce
gtcgetgege
aaggcttacc
tacttcgacg
caccacgtge

atccagttca

ccaagtggga
tggacgctga
ccgacatcac
ccatttgggg
tctggaacat
tctegtecga
acagcgtett
tgaagaacgg
ccgaaatgga
tcgatcacaa
gcgacaccgg
tttcteteea
cctacctgga
actgccccge
ctcacatcga
ccacctctga
ccatcggcaa
tcgaggttcg
gcttcaagat
ccgacttcga
ccegetecta
tcatcgagac
tcatcgttaa
cttacatggg
agtgggccaa
acgccttcaa
gagaatctgt
ctcacaccgg

tgccctecaa

gectettgag
ctcegategt
ccttgaccte
catcgaccct
ccctaccggat
agtctetggt
ctacgcgace
tccecaacgte
caaggcccag
ggaaaagtac
tcceggecte
ggaggcccty
cagcttctac
ctacgccacc
ttccctetge
ttacgtgage
ctacgactac
cgcctecgga
ccacgataac
cgtgttggge
cccetggtet
tgaagatgag
cgagaacgag
caccgcccac
ccacgacgtt
cactcaggac
ccgcaacgag
tgacctcece

ctacttcgac

25

tacccctaca
ctgtacageg
tggaacggta
ctctggcagg
gatttcgacg
cgtgacccect
accgaggagt
gatggtgact
ggceetgtta
gttgaatgga
ttcgatatcee
gcgcactacg
ggtttcggec
tacatgaaca
ctcttegagt
gtcaccaaga
cagcagagcet
tacattcagt
cttagceggat
accaacaact
gctggtaagg
togogtttea
cgtaacaagc
ctgactgtcc
cagatcacca
gtccacgate
gatattgtcc
aacactgttc

atcgatcagt

ctaagcagaa
agtggetgtt
ccgccatggg
atgacggcga
acatgaccct
ccaagtggga
tecegegetge
gggctegeac
ttgtcgetcec
tggattggtc
gttacaaggg
ccggcaacga
cctacacttt
cctecttcta
acgtcgctga
acacttactt
tctetttett
ccgcettactt
cgatgcacga
ccattgagcet
tcegtaacac
actggggtcec
acggcgaaat
agaacagcac
agtacaagga
cceccegttaa
tctggctgaa
agaccaccgce

cgcgecgtac

cggtggcaag
caagattgga
cctecgagaac
gattatccgt
gttcceecttg
gcttegegge
ctactggagc
tgacaagaac
tgceggaget
gttctacgtc
tgagegtttg
ccetatgaac
cgagctegtt
cgtgaacgag
ctaccccatg
cgtcatcegt
catggacggt
cgceggtaac
ccacgtectg
tatgtctatg
catggccctg
taactccget
gcgeggcetac
caacttgggt
ttccgageag
cttegacaag
ccttggtatg
ccacagcegge

cgtcaaccag

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280



gtgcgtatta
ggtagctctg
caccagggtt
ttctacgeca
<210>
<211>

<212>
<213>

10

<400> 10
ttaattaact

ctetggetet
gttecgteggt
agaaagagac
ccgttgeaga
agttcattat
tcaactcaca
tceecattett
ttggcgtacc
atgcatcaag
cagtcgtcaa
cagaggatgt
tctttatcta
gceectatea
accagcatct
accggecgeg
aaggatctcg
aacttggacc
gaagctccac
agctatgtga

cgatacgtca

2965
DNA
Fusarium graminearum GLO2

actacttcaa
agggcacctg
acaagggcga

ccteeggtat

cataggcatc
agccagaget
ccagccgtet
tgctgatgtt
gaatgctact
agtcgcgata
aggttttagc
gtcagacaaa
tgaaaaggcet
tgttacacct
ccetgacgea
gaccaagctt
acatattcaa
atgtcaccga
acgacacaat
atcctagtca
atggtttgeg
agcettggge
cagccaatgt
cttggagtga

gtggactttt

cggtteeget
ctcecacttge
cgttgtcatce

ctaaaggcge

atgcgtceect
tttccteeeg
gcgagtgetc
ctegoatttt
aggtatttat
acaagatgtg
atgtccgttg
gcgggtagece
tatctccagg
tttacttttg
gaggattatg
ctctggaatt
gacggtcgat
tggaaaggtc
ctcactgett
atggaaagtc
tgcagctgtce
ccacacaaac
tcaatccgga
gtagcttctg

ctttctacac

26

gaggtcgagg aattcggaca gttcaaggtce

aagctgaact acaccecctet cgagcccgag

cgcaagttceo ccttegacce taacaacccce

gce

genomic DNA

caggtctect
caaggttgga
ctcacaagaa
tgcatcgega
tggatcctat
agtcttgtac
agctcatgat
caacacgata
aattcaaagt
caaatacgaa
gcaacttcaa
tggtgagtta
gatggactcc
atcatgtgge
ccactgggte
actggttggg
gccaagaccg
aaacacggcg
aagtcgagat
attttgacta

tagcattact

ggtctegett
aagtcgcaag
cttetggggt
tacaacaggt
gtgattttga
tatgaaccat
gcccaacaag
cgccectaget
tggtcegttg
gaagggcgac
cctcaagatt
tgtgttttga
aaatccegtt
aaggcttcaa
tgtatttgcg
tatacggtaa
atttcaaacc
atgatctgcee
ttgctgttga
actgttacac

cgagacaatg

tcgetggtge
gaggactctt
tctetgaccea
ttcaatctga
aaccactaac
gattttaacc
agtgatactc
gcggtcatgt
cccatcacta
ggtaagatcg
atgaaggagg
attccatgtt
agcctttgea
cgcgacagtt
aacagacatc
tgaattctac
cctgggaatg
cctggacgat
tgaagatgag
tttactaatt

gactacgact

2340

2400

2460

2493

60

120

180

240

300

360

420

480

540

600

660

720

780

840

800

860

1020

1080

1140

1200

1260



gtatgatgtt
gactacgtct
taagttgtga
gatcctgtac
atctcteteg
acacgataca
aggtgaaacg
attccacgcet
gacactcttg
tctacacaat
tcgaaatcga
actacggttt
tcaaagccga
catcaactga
ggaatagata
tcgacaacga
tggtaaacaa
gttagtctca
tgtggcatat
gcatcatctc
ttcgottact
tgaccaagag
tgatacagtg
cccaacaccg
atgggtgatc
aagcctgaga
accttgatgt

ctgatcttte

aagtacaagg
taaactaaca
aagtaccctg
aatccggaat
tgaaaggtaa
ggttacgact
acgttcactc
aatgaataat
ggccggecac
cggaaactac
tgtcagagca
caagatccac
ctttgacatc
gaagtgagta
caagtggtet
agatgacgcece
agacgagaag
accgaacagg
ctcacagtcc
tacgccactc
ccegaggace
gatatgtaag
ttetttggtt
ttttctcaac
cttegcagge
ttgttactta
ctgtggtttt

gaactattct

gcaagaggat
tttctagett
gccteacgcece
ttgttatttc
gaattaaaaa
gcceegecta
agaaggacgc
caaggcatgt
accaccgtga
gactacatga
tcaggctaca
gacagccttt
ttgggcgaga
tccattttgt
gatcagacac
aagatcaact
aacccctatg
tgaaaaatac
aggattccte
gacaaaagga
ctcaggttga
tattgtattt
caacctggga
cgcccactee
cagctctceag
tggcgctaag
ttaccatgct

aacagtatta
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tctctacgag
gggctggacyg
actgttattg
gacagcatgt
tgactcgaga
ctcegeactac
tctttgtagg
ttgagatcga
caaagaacat
tgacctacca
tctegtegge
ccggatetet
agaactettt
aacagggttt
grcaacactat
ggtcteccaa
gagaaagccc
gacatceccga
ggttatgcaa
caacgagctc
ctttaatgag
cccaccatgg
atgcaccaca
gctatgctcea
caagtcttaa
aatgcgacat
aacatgactg

gtgttctcaa

gtatgcatga
aggcgattgce
acaccatttg
ctggattcgg
attgttttat
agcaatgtca
ttgagatctc
caagggcttce
tgcocttcaac
gtttcacctc
cttctacget
tcatgatcat
gcaaaagatt
cttttacatc
gaaggcagtc
tggcgcaaca
cgggtacagg
ctaacatcca
aacgccggte
tacgctgttg
tatttcaaca
catagacctg
tgcctcacac
ttgagccatt
tcaagactaa
gtgcgattga
attttaggca

gtacccette

attgcaaaat
acattatgcg
cagcggtatc
acccgceaatg
cacattgcta
ctcagactac
atgtcaagca
cccatccaac
atccgtgeca
gacggttcta
gagaacgaag
gtcatcacat
gatatcaagc
ttactaatct
aagagcttca
atgtatgcetg
gttgcaccag
aagcttctgg
accacacaac
gagcgtataa
gcgagtceget
ggctgacttg
aggtgatctt
caactatctt
gaaggatggc
tatggtatgt
caactgaacc

gatgggtcaa

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940



agccagaccqg tctttgaggce gegece

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Ile His Asp Xaa Leu Ser Gly Ser Met His Asp His Val Xaa Asn Phe

1

Lys

11

17

PRT
Artificial

Consensus motif

misc feature
(4)..(4)

Xaa can be Asn or Ser

misc feature
(14)..(14)
Xaa can be Ile or Leu

11

5

28

2965



