SEQUENCE LISTING
<110> Universitat Gottingen
<120> Method of producing hydroxy fatty acids
<130> U 7101
<160> 7

<170> PatentIn version 3.3

<210> 1
<211> 590
<212> PRT

<213> Streptococcus pyogenes

<220>

<221> Protein

<222> (1) ..(590)

<223> Protein sequence SpHyd (NCBI database entry YP 279840); fatty
acid hydratase

<400> 1
Met Tyr Tyr Thr Ser Gly Asn Tyr Glu Ala Phe Ala Thr Pro Arg Lys
1 5 10 15

Pro Glu Gly Val Asp Gln Lys Ser Ala Tyr Ile Val Gly Thr Gly Leu
20 25 30

Ala Gly Leu Ala Ala Ala Val Phe Leu Ile Arg Asp Gly His Met Ala
35 40 45

Gly Glu Arg Ile His Leu Phe Glu Glu Leu Pro Leu Ala Gly Gly Ser
50 55 60

Leu Asp Gly Ile Glu Lys Pro His Leu Gly Phe Val Thr Arg Gly Gly
65 70 75 80

Arg Glu Met Glu Asn His Phe Glu Cys Met Trp Asp Met Tyr Arg Ser
85 90 95

Ile Pro Ser Leu Glu Ile Pro Gly Ala Ser Tyr Leu Asp Glu Phe Tyr
100 105 110

Trp Leu Asp Lys Asp Asp Pro Asn Ser Ser Asn Cys Arg Leu Ile His
115 120 125

Lys Arg Gly Asn Arg Val Asp Asp Asp Gly Gln Tyr Thr Leu Gly Lys
130 135 140

Gln Ser Lys Glu Leu Val His Leu Ile Met Lys Thr Glu Glu Ser Leu



145

Gly

Asn

Ser

Asp

Tyr

225

Val

Thr

Glu

Asn

Ala

305

Leu

Asp

His

His

Asn
385

Asp

Phe

Ala

Gly

210

Asp

Asp

Ala

Ala

Gly

290

Lys

Ala

Leu

Pro

Asp

370

Trp

Gln

Trp

Val

195

Leu

Ser

Ile

Gly

Lys

275

Ser

Pro

Ala

Pro

Ala

355

Gly

Met

Thr

Val

180

Glu

Pro

Met

Gln

Lys

260

Ala

Ile

Thr

Gln

Ala

340

Ile

Lys

Met

Ile

165

Tyr

Met

Asp

Val

Phe

245

Lys

Ile

Thr

Lys

Ser

325

Glu

Glu

Val

Ser

150

Glu

Trp

Arg

Phe

Lys

230

Asp

Val

Glu

Glu

Ala

310

Asp

Ser

Pro

Asn

Phe
390

Glu

Ala

Arg

Thr

215

Pro

Thr

Ala

Leu

Ser

295

Leu

Asp

Trp

Tyr

Thr

375

Ala

Phe

Thr

Tyr

200

Ser

Ile

Lys

Lys

Thr

280

Ser

Gly

Phe

Phe

Ile

360

Gly

Ile

Phe

Met

185

Ala

Leu

Ile

Val

Thr

265

Pro

Thr

Gly

Gly

Val

345

Glu

Gly

His

Ser

170

Phe

Met

Lys

Ala

Thr

250

Ile

Asp

Tyr

Ser

His

330

Ser

Arg

Ile

Arg

155

Glu

Ala

Arg

Phe

Tyr

235

Asp

His

Asp

Gly

Trp

315

Pro

Ala

Leu

Ile

Gln
395

Asp

Phe

Phe

Asn

220

Leu

Ile

Met

Leu

Ser

300

Asn

Lys

Thr

Thr

Thr

380

Pro

Phe

Glu

Ile

205

Lys

Glu

Gln

Thr

Val

285

His

Leu

Val

Ala

His

365

Ile

His

Phe

Lys

190

His

Tyr

Ser

Val

Val

270

Phe

His

Trp

Phe

Thr

350

Arg

Thr

Phe

Lys

175

Trp

His

Asn

His

Glu

255

Ser

Val

Glu

Glu

Tyr

335

Ile

Asp

Asp

Lys

160

Ser

His

Ile

Gln

Asp

240

Gln

Gly

Thr

Val

Asn

320

Gln

Lys

Leu

Ser

Glu
400



Gln Lys Asp Asn Glu Thr Thr Val Trp Ile Tyr Gly Leu Tyr Ser Asn
405 410 415

Ser Glu Gly Asn Tyr Val His Lys Lys Ile Glu Glu Cys Thr Gly Gln
420 425 430

Glu Ile Thr Glu Glu Trp Leu Tyr His Leu Gly Val Pro Val Asp Lys
435 440 445

Ile Lys Asp Leu Ala Ser Gln Asp Tyr Ile Asn Thr Val Pro Val Tyr
450 455 460

Met Pro Tyr Ile Thr Ser Tyr Phe Met Pro Arg Val Lys Gly Asp Arg
465 470 475 480

Pro Lys Val Ile Pro Asp Gly Ser Val Asn Leu Ala Phe Ile Gly Asn
485 490 495

Phe Ala Glu Ser Pro Ser Arg Asp Thr Val Phe Thr Thr Glu Tyr Ser
500 505 510

Ile Arg Thr Ala Met Glu Ala Val Tyr Ser Phe Leu Asn Val Glu Arg
515 520 525

Gly Ile Pro Glu Val Phe Asn Ser Ala Tyr Asp Ile Arg Glu Leu Leu
530 535 540

Lys Ala Phe Tyr Tyr Leu Asn Asp Lys Lys Ala Ile Lys Asp Met Asp
545 550 555 560

Leu Pro Ile Pro Ala Leu Ile Glu Lys Ile Gly His Lys Lys Ile Lys
565 570 575

Asp Thr Phe Ile Glu Glu Leu Leu Lys Asp Ala Asn Leu Met
580 585 590

<210> 2
<211> 1773
<212> DNA

<213> Streptococcus pyogenes

<220>

<221> DNA

<222> (1)..(1773)

<223> DNA sequence SpHyd 5°-3° (Accession number U09352); fatty acid
hydratase

<400> 2

atgtattata ctagtggtaa ttacgaagct tttgcaacac ctcgaaaacc tgaaggggta 60



gatcagaaat
cttattcgcg
gcaggtggtt
cgtgagatgg
gaaattcctg
tcatccaact
acgctcggta
ggagaccaaa
tattgggcaa
gcgatgaggt
aaatataacc
gttgacatcc
aaggtagcaa
cctgatgatt
catcacgaag
ctagctgctc
gaaagctggt
gaacgtttga
attacagatt
caaaaagata
tacgtccaca
caccttgggg
gttcctgttt
ccgaaagtta
ccatctcgag
tatagcttct
cgtgaattgc
ttgccaattc
gaagaattgc
<210> 3
<211> 35

<212> DNA
<213>

cagcttatat
atgggcatat
ctttagatgg
aaaatcattt
gtgcgtctta
gtcgtttgat
aacagtcaaa
ccattgaaga
ccatgtttgce
ttatccacca
aatatgactc
aatttgacac
aaaccatcca
tggtttttgt
tggctaagcc
aatcagatga
ttgtgtctgce
cccaccgtga
ctaactggat
atgaaaccac
agaaaattga
tacctgttga
acatgcctta
tcccagatgg
atacggtctt
tgaatgtgga
tcaaagcctt
ctgcactgat

tcaaagatgc

Artificial

tgttggcact
ggctggggaa
tattgaaaag
tgagtgtatg
tttagatgaa
tcacaagaga
agaattagtc
gttcttctca
ttttgaaaaa
tattgatggt
tatggtcaaa
aaaagtcact
tatgacggtg
gaccaatggt
aaccaaagcg
ttttggtcat
cacagcaacc
cttgcacgat
gatgagcttt
tgtctggatt
ggagtgtaca
taaaatcaag
tattacgagt
ttcagtcaac
tacgactgag
acgaggcatt
ttattacctt
tgagaaaatc

taatcttatg

ggtttagctg
cgcattcatc
cctcatcttg
tgggacatgt
ttttattggt
ggaaatcgtg
catttaatca
gaagatttct
tggcactctg
ttgccagatt
ccgattattg
gatattcagg
tctggggagg
tctattactg
ttaggtggtt
cctaaagtgt
ataaaacacc
ggcaaagtga
gccattcacc
tacggtcttt
ggtcaagaaa
gacttagcga
tactttatgc
ttggccttta
tattctattc
ccagaagtct
aatgataaaa
ggacataaaa

taa

gtttagcagc
tgtttgagga
gttttgtgac
atcgctctat
tggataagga
tggatgatga
tgaagacaga
ttaagagtaa
ctgtagaaat
ttacctccct
cttacctaga
tggaacaaac
ctaaggcgat
aaagcagcac
cttggaattt
tttaccagga
cagctatcga
acactggcgg
gtcaacctca
attccaatag
tcacagaaga
gtcaggacta
cacgtgtcaa
ttggtaactt
gtactgccat
ttaattcagc
aggcaatcaa

aaatcaagga

agctgttttce
attgccttta
ccgtggtggt
tccctcecactg
tgatcctaac
cggccagtat
agaatctcta
tttttgggtg
gcggcgctat
caagttcaac
atcacacgac
agctggtaaa
tgagctaaca
atacggtagt
atgggaaaat
cttgcctgcet
gccttatatt
catcatcact
ttttaaagaa
tgagggcaat
atggttgtac
tatcaataca
aggagaccgt
tgcggaatct
ggaagcagtg
ctatgatatt
ggatatggat

tacctttatc

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1773



<220>
<223> Oligonucleotide; Primer sequence

<400> 3
tggatccatg tattatacta gtggtaatta cgaag

<210> 4
<211> 36
<212> DNA

<213> Artificial

<220>
<223> Oligonucleotide; Primer sequence

<400> 4
tgtcgactac ataagattag catctttgag caattc

<210> 5
<211> 34
<212> DNA

<213> Artificial

<220>
<223> O0Oligonucleotide; Primer sequence

<400> 5
aaagctagca tgtattatac tagtggtaat tacg

<210> ©
<211> 36
<212> DNA

<213> Artificial

<220>
<223> Oligonucleotide; Primer sequence

<400> 6
aaagcggccg cttacataag attagcatct ttgagc

<210> 7
<211> 22
<212> DNA

<213> Artificial

<220>
<223> O0Oligonucleotide; Primer sequence

<400> 7
agaatctcta ggagatcaaa cc

35

36

34

36

22



