SEQUENCE LISTING
<110> 1Integragen
<120> Human diabetes susceptibility TNFRSF10A gene
<130> BO579W0O
<160> 18

<170> PatentIn version 3.3

<210> 1
<211> 1447
<212> DNA

<213> Homo sapiens

<220>
<221> CDS
<222> (23)..(1l420¢)

<400> 1
gtacaaaaaa gcaggctcca cc atg gcg cca cca cca gct aga gta cat cta 52

Met Ala Pro Pro Pro Ala Arg Val His Leu

1 5 10
ggt gcg ttc ctg gca gtg act ccg aat ccc ggg agc gca gcg agt ggg 100
Gly Ala Phe Leu Ala Val Thr Pro Asn Pro Gly Ser Ala Ala Ser Gly

15 20 25
aca gag gca gcc gcg gcc aca ccc agc aaa gtg tgg ggc tct tcc gcg 148
Thr Glu Ala Ala Ala Ala Thr Pro Ser Lys Val Trp Gly Ser Ser Ala
30 35 40
ggg agg att gaa cca cga ggc ggg ggc cga gga gcg ctc cct acc tcc 196
Gly Arg Ile Glu Pro Arg Gly Gly Gly Arg Gly Ala Leu Pro Thr Ser
45 50 55
atg gga cag cac gga ccc agt gcc cgg gcc cgg gca ggg cgc gcc cca 244
Met Gly Gln His Gly Pro Ser Ala Arg Ala Arg Ala Gly Arg Ala Pro
60 65 70
gga ccC agg ccg gcg cgg gaa gcc agc cct cgg ctc cgg gtc cac aag 292
Gly Pro Arg Pro Ala Arg Glu Ala Ser Pro Arg Leu Arg Val His Lys
75 80 85 90
acc ttc aag ttt gtc gtc gtc ggg gtc ctg ctg cag gtc gta cct agc 340
Thr Phe Lys Phe Val Val Val Gly Val Leu Leu Gln Val Val Pro Ser
95 100 105
tca gct gca acc atc aaa ctt cat gat caa tca att ggc aca cag caa 388
Ser Ala Ala Thr Ile Lys Leu His Asp Gln Ser Ile Gly Thr Gln Gln
110 115 120
tgg gaa cat agc cct ttg gga gag ttg tgt cca cca gga tct cat aga 436
Trp Glu His Ser Pro Leu Gly Glu Leu Cys Pro Pro Gly Ser His Arg
125 130 135

tca gaa cat cct gga gcc tgt aac cgg tgc aca gag ggt gtg ggt tac 484

Ser Glu His Pro Gly Ala Cys Asn Arg Cys Thr Glu Gly Val Gly Tyr



acc
Thr
155

aaa
Lys

gca
Ala

atg
Met

aag
Lys

ggc
Gly
235

ccg
Pro

ggt
Gly

ttg
Leu

att
Ile

atg
Met
315

cca
Pro

cag
Gln

act
Thr

tcc
Ser

140

aat
Asn

tca
Ser

tgt
Cys

tgc
Cys

gat
Asp
220

aat
Asn

ttg
Leu

tgt
Cys

ggt
Gly

ctg
Leu
300

gaa
Glu

999
Gly

agg
Arg

ctg
Leu

tgg
Trp
380

gct
Ala

gat
Asp

cag
Gln

cgg
Arg
205

tgt
Cys

gga
Gly

ctg
Leu

gga
Gly

ctc
Leu
285

agc
Ser

agc
Ser

gag
Glu

agg
Arg

atg
Met
365

gac
Asp

tcc
Ser

gaa
Glu

tgc
Cys
190

aag
Lys

acg
Thr

cat
His

ttg
Leu

999
Gly
270

cta
Leu

aac
Asn

cag
Gln

gca
Ala

agg
Arg

350

ctg
Leu

cag
Gln

aac
Asn

gaa
Glu
175

aaa
Lys

tgc
Cys

ccc
Pro

aat
Asn

gtg
Val
255

gac
Asp

cga
Arg

gca
Ala

gag
Glu

cag
Gln
335

ctg
Leu

ttc
Phe

ctc
Leu

aat
Asn
160

gag
Glu

cca
Pro

agc
Ser

tgg
Trp

ata
Ile
240

gct
Ala

ccc
Pro

999
Gly

gac
Asp

ccg
Pro
320

tgt
Cys

ctg
Leu

ttt
Phe

atg
Met

145

ttg
Leu

aga
Arg

gga
Gly

aga
Arg

agt
Ser
225

tgg
Trp

gtg
Val

aag
Lys

cct
Pro

tcg
Ser
305

gca
Ala

ctg
Leu

gtt
Val

gac
Asp

agg
Arg
385

ttt
Phe

agt
Ser

act
Thr

999
Gly
210

gac
Asp

gtg
Val

ctg
Leu

tgc
Cys

999
Gly
290

ctg
Leu

gat
Asp

ctg
Leu

cca
Pro

aag
Lys
370

cag
Gln

gct
Ala

ccc
Pro

ttc
Phe
195

tgc
Cys

atc
Ile

att
Ile

att
Ile

atg
Met
275

gct
Ala

tcc
Ser

ttg
Leu

gga
Gly

gca
Ala
355

ttt
Phe

ctg
Leu

tgc
Cys

tgc
Cys
180

€99
Arg

ccc
Pro

gag
Glu

ttg
Leu

gtc
Val
260

gac
Asp

gag
Glu

act
Thr

aca
Thr

ccg
Pro
340

aat
Asn

gca
Ala

gac
Asp

ctc
Leu
165

acc
Thr

aat
Asn

aga
Arg

tgt
Cys

gtt
Val
245

tgt
Cys

agg
Arg

gac
Asp

ttc
Phe

ggt
Gly
325

gca

Ala

ggt
Gly

aac
Asn

ctc
Leu

150

cca
Pro

acg
Thr

gac
Asp

999
Gly

gtc
Val
230

gtg
Val

tgt
Cys

gtg
Val

aat
Asn

gtc
Val
310

gtc
Val

gaa
Glu

gct
Ala

atc
Ile

acg
Thr
390

tgt
Cys

acc
Thr

aat
Asn

atg
Met
215

cac
His

act
Thr

tgc
Cys

tgt
Cys

gct
Ala
295

tct
Ser

act
Thr

gct
Ala

gac
Asp

gtg
Val
375

aaa
Lys

aca
Thr

agg
Arg

tct
Ser
200

gtc
Val

aaa
Lys

ttg
Leu

atc
Ile

ttc
Phe
280

cac
His

gag
Glu

gta
Val

gaa
Glu

ccc
Pro
360

ccc
Pro

aat
Asn

gct
Ala

aac
Asn
185

gct
Ala

aag
Lys

gaa
Glu

gtt
Val

ggc
Gly
265

tgg
Trp

aac
Asn

cag
Gln

cag
Gln

g9g9
Gly
345

act
Thr

ttt
Phe

gag
Glu

tgt
Cys
170

aca
Thr

gag
Glu

gtc
Val

tca
Ser

gtt
Val
250

tca
Ser

cgc
Arg

gag
Glu

caa
Gln

tcc
Ser
330

tct

Ser

gag
Glu

gac
Asp

atc
Ile

532

580

628

676

724

772

820

868

916

964

1012

1060

1108

1156

1204



gat
Asp
395

atg
Met

acc
Thr

aag
Lys

gat
Asp

gtg
Val

ctg
Leu

ctg
Leu

att
Ile

ggc
Gly
460

<210>
<211>
<212>
<213>

<400>

gtc
Val

atg
Met

ctg
Leu

cag
Gln
445

aca
Thr

468
PRT
Homo

Met Ala Pro

1

Thr

Thr

Gly

Ser

65

Glu

Val

Leu

Pro

Pro

Gly

50

Ala

Ala

Gly

His

Asn

Ser

35

Gly

Arg

Ser

Val

Asp
115

aga
Arg

aaa
Lys

gat
Asp
430

gac

Asp

ggc
Gly

gct
Ala

tgg
Trp
415

gcc
Ala

ctc
Leu

tct
Ser

sapiens

Pro

Pro

20

Lys

Arg

Ala

Pro

Leu

100

Gln

Pro

Gly

Val

Gly

Arg

Arg

Leu

Ser

ggt
Gly
400

gtc
Val

ttg
Leu

ttg
Leu

gcc
Ala

Ala

Ser

Trp

Ala

Ala

70

Leu

Gln

Ile

aca
Thr

aac
Asn

gag
Glu

gtg
Val

gtg
Val
465

Arg

Ala

Gly

Leu

55

Gly

Arg

Val

Gly

gca
Ala

aaa
Lys

agg
Arg

gac
Asp
450

tcc
Ser

Val

Ala

Ser

40

Pro

Arg

Val

Val

Thr
120

ggc
Gly

act
Thr

atg
Met
435

tct

Ser

ttg
Leu

His

Ser

25

Ser

Thr

Ala

His

Pro

105

Gln

cca
Pro

gga
Gly
420

gaa

Glu

gga
Gly

gag
Glu

Leu

10

Gly

Ala

Ser

Pro

Lys

90

Ser

Gln

999
Gly
405

cgg
Arg

gag
Glu

aag
Lys

gat
Asp

aac
Asn

aga
Arg

ttc
Phe

gcc
Ala

gcc
Ala

cat
His

atc
Ile
455

ttg
Leu

tcg
Ser

gca
Ala
440

tac
Tyr

tat
Tyr

atc
Ile
425

aaa

Lys

tta
Leu

gca
Ala
410

cac

His

gag
Glu

gaa
Glu

ttggacccag ctttcttgta ¢

Gly

Thr

Gly

Met

Gly

75

Thr

Ser

Trp

Ala

Glu

Arg

Gly

60

Pro

Phe

Ala

Glu

Phe

Ala

Ile

45

Gln

Arg

Lys

Ala

His
125

Leu

Ala

30

Glu

His

Pro

Phe

Thr

110

Ser

Ala

15

Ala

Pro

Gly

Ala

Val

95

Ile

Pro

Val

Ala

Arg

Pro

Arg

80

Val

Lys

Leu

1252

1300

1348

1396

1447



Gly

Cys

145

Leu

Arg

Gly

Arg

Ser

225

Trp

Val

Lys

Pro

Ser

305

Ala

Leu

Val

Asp

Glu

130

Asn

Phe

Ser

Thr

Gly

210

Asp

Val

Leu

Cys

Gly

290

Leu

Asp

Leu

Pro

Lys

Leu

Arg

Ala

Pro

Phe

195

Cys

Ile

Ile

Ile

Met

275

Ala

Ser

Leu

Gly

Ala

355

Phe

Cys

Cys

Cys

Cys

180

Arg

Pro

Glu

Leu

Val

260

Asp

Glu

Thr

Thr

Pro

340

Asn

Ala

Pro

Thr

Leu

165

Thr

Asn

Arg

Cys

Val

245

Cys

Arg

Asp

Phe

Gly

325

Ala

Gly

Asn

Pro

Glu

150

Pro

Thr

Asp

Gly

Val

230

Val

Cys

Val

Asn

Val

310

Val

Glu

Ala

Ile

Gly

135

Gly

Cys

Thr

Asn

Met

215

His

Thr

Cys

Cys

Ala

295

Ser

Thr

Ala

Asp

Val

Ser

Val

Thr

Arg

Ser

200

Val

Lys

Leu

Ile

Phe

280

His

Glu

Val

Glu

Pro

360

Pro

His

Gly

Ala

Asn

185

Ala

Lys

Glu

Val

Gly

265

Trp

Asn

Gln

Gln

Gly

345

Thr

Phe

Arg Ser

Tyr Thr
155

Cys Lys
170

Thr Ala

Glu Met

Val Lys

Ser Gly

235

Val Pro
250

Ser Gly

Arg Leu

Glu Ile

Gln Met

315

Ser Pro

330

Ser Gln

Glu Thr

Asp Ser

Glu

140

Asn

Ser

Cys

Cys

Asp

220

Asn

Leu

Cys

Gly

Leu

300

Glu

Gly

Arg

Leu

Trp

His

Ala

Asp

Gln

Arg

205

Cys

Gly

Leu

Gly

Leu

285

Ser

Ser

Glu

Arg

Met

365

Asp

Pro

Ser

Glu

Cys

190

Lys

Thr

His

Leu

Gly

270

Leu

Asn

Gln

Ala

Arg

350

Leu

Gln

Gly

Asn

Glu

175

Lys

Cys

Pro

Asn

Val

255

Asp

Arg

Ala

Glu

Gln

335

Leu

Phe

Leu

Ala

Asn

160

Glu

Pro

Ser

Trp

Ile

240

Ala

Pro

Gly

Asp

Pro

320

Cys

Leu

Phe

Met



370

Arg Gln Leu

385

Thr Ala Gly

Asn Lys Thr

Glu Met

435

Arg

Val Asp Ser

450

Val
465

Ser Leu

<210> 3

<211> 1001
<212> DNA
<213> homo

<220>
<221>
<222>
<223>

misc
(501
SNP3

<400> 3
ctgcagccgg

atttgcatcc
agtttgagaa
agagggaagce
ttgtttcagg
atttgagaaa
aggaagcacc
ttgtattatg
cagtaaactt
tttgctgctg

ctaagcagca

Asp Leu

Thr

375

Lys Asn

390

Pro Gly

405

Gly
420

Arg

Glu Glu

Gly Lys

Glu

sapiens

feature

) .. (501)
00=C/T
ccccaaccac
agacaggtga
atttttaaag
actctgcctt
gcaagtgagt
tttgaaagca
ctgcctgttt
ttttggtgat
ggtattcttt
aatgagaaag

ttgggcctga

Asp

Asn

Arg

Phe

Ala Leu

Ala Ser

Ala
440

His

Ile
455

Tyr

attcctgatt
ttgtcctttg
gaatttccat
tcagtctgga
gtcttttgtg
atttttgttg
cagtctggac
tatttctatg
ygtaatactg
taggatggag

ttagttggtt

Glu Ile Asp

395

Ala
410

Tyr Met

Ile
425

His Thr

Lys Glu Lys

Leu Glu Asp

acttccgaag
tgggcccaga
ttgcaggttg
cactcttgga
ggtaccaggc
gcaggttgat
actcttggag
tgtttgctag
tttggctcca
ttcctgtatce

ctaggtggtg

380

Val Val Arg

Leu Met Lys

Leu Leu Asp

430

Ile Gln

445

Asp

Gly Thr

460

Gly

aactgccttt
cagcaggatc
aacaggccca
ggcttgtttyg
agcacgactg
caaacctaac
cttgtttgtt
agtcatggga
atattgcttg
caggctttta

ttctctgcga

Ala Gly

400

Trp Val

415

Ala Leu

Leu Leu

Ser Ala

gaaatttgac
tgctcttctce
agtgactgtg
taattgtgtg
gctcctctca
caatggagag
gctgcagcag
aattggaatt
gaaactgaag
tgttgctgtt

tgctgtttgg

60

120

180

240

300

360

420

480

540

600

660



agtctgcaga
ttgggttcac
atatttgtag
tattggatct
ttaagttaca
gtaaataatt
<210> 4

<211> 693

<212>
<213>

<220>

DNA
homo sapiens

ggtttggcct
aaccttcact
actggtgagt
ttgtgtgtgc
tgttgtgtct

ccaagcaatt

<221>
<222>
<223>

<400>

miscfeature
(201) ..(201)
SNP299=A/G

4

cgtgcccttt gactcctggg

cgatgtggtc
atgggtcaac
gatggaagag
catctactta
cagaggtttc
tgtatacaaa
gggaggctga
cgtgaaatgc
atattctcgg
gctgagattyg
aaataaaata
<210> 5

<211>

<212>
<213>

DNA

1001

agagctggta
aaaactggac
agacatgcaa
gaagatggca
ctcttaggtg
gtaaattctt
ggcgggtgga
cgtctttaca
ctactcggga
caccactgca

aacttgaaag

homo sapiens

<220>

<221> miscfeature
<222> (501)..(501)
<223> SNP301=C/T

ttaaaaatca
gaattatcta
ttgtattact
atataggtct
accaaattga

ttcaagttca

accagctcat
cagcaggccc
ggaacgcctc
ragagaagat
caggctctgc
ttaggagtta
agccaggtgt
tcacttgagg
aaaaaataca
ggctgaggca
ctccagcctg

aattattgcc

aactgccatg
ttggagctaa
gtctcatgga
agatgtgttt
cttataagta

tgtgacttaa

gaggcagctg
aggggatgce
gatccacacc
tcaggacctc
cgtgtccttg
atacatatta
agtggctcat
tcagaagttc
aaaattaact
ggagaatcac
ggacacagag

cga

gaaactgctt
caaatttcag
gagagttcaa
atgtgtatgt
aaagagtact

g

gacctcacga
ttgtatgcaa
ctgctggatg
ttggtggact
gagtgaaaga
ggtttttttt
gcctgtaatc
aagaccagcc
ggatgtgatg
ttgaacccac

caagactctg

tacctaaaat
ccatgtgaac
aggtaaaagc
acatttatta

cataaataaa

aaaatgagat
tgctgatgaa
ccttggagag
ctggaaagtt
ctctttttac
ttttttaaca
ccagcacttt
tgaccaacat
gtgtgtgcat
gaggcagtga

tctcaagata

720

780

840

900

960

1001

60

120

180

240

300

360

420

480

540

600

660

693



<400> 5
atttttaaag

actctgcctt
gcaagtgagt
tttgaaagca
ctgcctgttt
ttttggtgat
ggtattcttt
aatgagaaag
ttgggcctga
ggtttggcct
aaccttcact
actggtgagt
ttgtgtgtgc
tgttgtgtct
ccaagcaatt
aattattggt

tgggcttata

<210> 6

gaatttccat
tcagtctgga
gtcttttgtg
atttttgttg
cagtctggac
tatttctatg
tgtaatactg
taggatggag
ttagttggtt
ttaaaaatca
gaattatcta
ttgtattact
atataggtct
accaaattga
ttcaagttca
aaaataagaa

tttgtctttg

<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

1001
DNA
homo sapiens

misfeature
(501)..(501)
SNP302=C/T

6

tgggcctgat tagttggttc

gtttggcctt
accttcactg
ctggtgagtt
tgtgtgtgca
gttgtgtcta

caagcaattt

taaaaatcaa
aattatctat
tgtattactg
tataggtcta
ccaaattgac

tcaagttcat

ttgcaggttg
cactcttgga
ggtaccaggc
gcaggttgat
actcttggag
tgtttgctag
tttggctcca
ttcctgtatce
ytaggtggtg
aactgccatg
ttggagctaa
gtctcatgga
agatgtgttt
cttataagta
tgtgacttaa
aacagaagtg

ctagatattt

taggtggtgt
actgccatgg
tggagctaac
tctcatggag
gatgtgttta
ttataagtaa

gtgacttaag

aacaggccca
ggcttgtttg
agcacgactg
caaacctaac
cttgtttgtt
agtcatggga
atattgcttg
caggctttta
ttctctgcga
gaaactgctt
caaatttcag
gagagttcaa
atgtgtatgt
aaagagtact
gtaaatcctt
tcttcagaat

tgagatatca

tctctgcgat
aaactgcttt
aaatttcagc
agagttcaaa
tgtgtatgta
aagagtactc

taaatcctta

agtgactgtg
taattgtgtg
gctcctctca
caatggagag
gctgcagcag
aattggaatt
gaaactgaag
tgttgctgtt
tgctgtttgg
tacctaaaat
ccatgtgaac
aggtaaaagc
acatttatta
cataaataaa
actaaacaag

tgtcagcata

g

gctgtttgga
acctaaaatt
catgtgaaca
ggtaaaagct
catttattat
ataaataaag

ctaaacaagt

agagggaagc
ttgtttcagg
atttgagaaa
aggaagcacc
ttgtattatg
cagtaaactt
tttgctgctg
ctaagcagca
agtctgcaga
ttgggttcac
atatttgtag
tattggatct
ttaagttaca
gtaaataatt
tcagctttaa

catttttgtc

gtctgcagag
tgggttcaca
tatttgtaga
attggatctt
taagttacat
taaataattc

cagctttaaa

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1001

60

120

180

240

300

360

420



attattggta
gggcttatat
ctacaagccc
ttaatgttgt
tatatttaac
gctgacaaag
aatctggata
atttttcata
actgaaagac

gaggccaagyg

<210> 7

<211> 601
<212> DNA
<213>

<220>

aaataagaaa
ttgtctttge
aaccaaaaca
tggtttaatg
tttgaagctc
aaattaacta
aacttaaaaa
taattaaaaa
caatgtgtgg

caggcgaatg

homo sapiens

<221>
<222>
<223>

miscfeature
(301)..(301)
SNP303=C/G

<400> 7
tctacagtag

aagcttctac
gtctgaatgt
acaagacact
ttttcctaaa
saaaatacat
tgtgtgggta
tatgtgcgtg
ttggaatcct
ttaatgcaat
c

<210> 8
<211> 601

<212> DNA
<213>

tgagcaatga
acctgaaaat
gagaaaaagc
gatcttacgc
tagcaaaaaa
gaactggtac
cgtgcatgtg
tacacagtaa
ccatacaacc

aataatttca

homo sapiens

acagaagtgt
vagatatttt
aaatgatctt
aaaacagctg
ttaggtgagc
actttaaatg
tgaaagaatt
ttgttgtcat
ccaggcgcat

tctatcactt

aaaggtaaaa
attagaacaa
atgagtagga
aaaaacagtg
aagaaaaaaa
aaaccaacac
tgtgtgcatg
gcagcactgt
atatgcagaa

gagtaaattt

cttcagaatt
gagatatcag
tgagtcaagc
agtcttctga
acctgatgtt
atggtgtcta
gagtaaatgt
tggattacag
tggctcatgt

gaggccagga

gtatctacag
aaaggggcaa
gagcaggcct
aaaacaaaga
aagaaaagaa
tagggggctyg
tgtgtacatg
tacaggctga
atttgggcag

aaaatccctg

gtcagcatac
tttggcacaa
ttttgataag
cttattggtg
cactggctat
atatctcaat
aaatgggatg
agaaaacttc
ctgtaatccc

g

atttcactgg
gaagaaatta
tctcataaag
aatgttcgtt
aaagcccttce
tgtgcatgtg
catgtgtgtg
cttggaaatt
agatttagat

ctgttatgag

atttttgtct
aaacttaaga
taagattaaa
aaaatatcta
taaaaaaatg
tttcagaagc
ttttaagtaa
cagtgcagta

agcactttgg

ttaaaaatta
ggaatctact
actctgagag
taaaacaatg
aatgtcaaat
tgtacctgta
catgtgcgtg
gtgcttcttc
ccaaatatgt

caagggctcc

480

540

600

660

720

780

840

900

960

1001

60

120

180

240

300

360

420

480

540

600

601



<220>
<221>
<222>
<223>

miscfeature

(301)..(301)

SNP305=C/T

<400> 8
gtctgcgttg

acccaagcgc
gggctcccca
aggtcactcc
ggtgctgggce
yctgggetgt
gggcctgtgt
ccatgagagc
gcccectgatg
cctccacaac
c

<210> 9
<211> 601

<212>
<213>

<220>

DNA
Homo sapiens

ctcagaatct
cagaaacaca
cggggtccgt
aggaagtcca
ttgggggctc
aggaagcaca
cccccatagt
acggggaccc
cccccagcete

ctagaagaga

<221>
<222>
<223>

miscfeature

(301)..(301)

SNP306=C/T

<400> 9
tcacaaggag

ttctgtctgt
cagcacctac
acaaccaaag
gaaaagacag
ygggctttgt
tgaccttgac
tgatggaaag

agaaggcgtc

gaagatagag
gggaacagaa
ctgagccgat
tcacaaccaa
gagtctcggg
acctgattct
catccctctg
ctggccaggt

aggggaagga

cgttgtgagc
ccttaggaag
agggcacggce
tgctcagcac
accccatccc
gggctacaga
caatgcacag
acccacctgg
ctggagaaat

agacggttcc

cccggcecaga
gaaggcaggyg
gcaacaacag
aatcacccat
ctgctggtcc
ttgtggacac
gggcacctgg

gggatgaaag

tagtctcctce

attgtcctca
gcaaagagcc
tggacctgct
atccaggacc
cagggtacag
atggcccacc
catccaggcc
actacactgt
caactcaccc

cttagtggcc

gacactagga
cagagagtgc
acaatcagca
atattatgtc
ctgtctcctce
actcgatgtc
gtacacacag
aggagccact

gtatctgcag

gccccaggcece
aactcagaag
gccaccaccc
tgctgctggg
gctgtggggt
agcctgtatg
acttcagaga
gggcaagaag
tgtccatgca

agggaggggc

cttggggcag
ccagagccct
cagccaccaa
cattgcctga
tgcagctggg
actccagggc
ggagggaggyg
ctccctgecce

ggggtccccce

ctcgtaggag
cccacaccca
cctcccagtg
gccaggccect
aagggtctca
atgctcaaaa
ctcagggcag
cagttcctga
cttggggtcc

ccatgcagca

gggtgagcgt
tgccctcage
cagcaacgga
gaaaagacag
gcttccccag
gtacaatcct
gggggactct
aatgtccctg

tatgctccct

60

120

180

240

300

360

420

480

540

600

601

60

120

180

240

300

360

420

480

540



10

tgtttaggct ggggaagggt ctgagcatgc acactttacc cccttggcect ccctgctctg

g

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

10
401
DNA

homo sapiens

miscfeature

(201) ..(201)

SNP307=G/T

<400> 10
cagggcgtac

ggaggggggyg
ctgcccaatg
tcceectatg
tggcctceccct
ctaatcttcc
atcacaagcc
<210> 11

<211> 690

<212> DNA
<213>

<220>

aatccttgac
gactcttgat
tccectgagaa
ctcccttgtt
gctctggggt
ctgggctgca

cgtgtggcca

homo sapiens

<221>
<222>
<223>

miscfeature

(201) ..(201)

SNP308=C/T

<400> 11
agaccaagtt

tgcccectcac
tacatgggag
accggttaca
aatgaatgaa
ttggccatca
attctgcatc
tgcaaaattc

taattttaac

gggctggaac

tccacctctg
gcaagcaaac
ggctccagga
ttgccacaga
gtagacccca
tatacacacc
aaattctatg

aatgtacttt

cttgaccatc
ggaaagctgg
ggcgtcaggg
kaggctgggg
cagagctgca

ggggaggcct

caagctgagc

ttggttccct
gacaagaggt
aaattgttgg
ygttctgatc
gttcccagag
gacagagaaa
tctgactggc
agagccatat

ttggacctaa

cctctggggce
ccaggtggga
gaaggatagt
aagggtctga
gttccaggag
gcgttaggag

cccttectece

gactcacatt
ccacacattc
aagcattggt
tatgagatcc
gatcgtggcg
tceccatcttce
gctgctgaca
taaaatagta

aatatccaaa

acctgggtac
tgaaagagga
ctcctecgtat
gcatgcacac
ccttcectgtgce
gaatcacact

a

ggctaccact
tgtacctgat
gtaacccaca
tgggaaggga
gtggctagga
ttggcttggt
gaaatacaat
aaaagagaat

acattagcat

acacagggag
gccactctcc
ctgcaggggyg
tttacccect

tgggcacaca

ccaggggaag

cccacctcac
ttacaagctg
ccctectgtge
gagaaaagcc
aactcttctt
cttgtcgtca
acaaaccaca
gaggtcaaat

ttcaacatgt

600

601

60

120

180

240

300

360

401

60

120

180

240

300

360

420

480

540



11

aaacaagata aaacattgag atattttctt ttattttgaa tactaagtgt tcgaaaccca

gagtgtattt ttcactcact gcacatctca attcaaagtg gctgtgtttt aagtgattaa

tggccacata ggcctagaga ccagggcaat

<210> 12

<211> 601

<212> DNA

<213> homo sapiens
<220>

<221> miscfeature
<222> (301)..(301)
<223> SNP309=C/T
<400> 12

aggctggagt tcagtggcgt
gattctcctg cctcagcectce
ctaatttttt gtatttttag
atctcctgac ctcatgatcc
agccaccgtg ccactgtgaa
ycgatgataa aaatgtgatt
aaataataaa gcttcttgcect
ggtgtcaact gtaaagtatg
ttggagagag aaaggacctt
tatatgaaaa ttaggaagaa
a

<210> 13

<211> 601

<212> DNA

<213> homo sapiens
<220>

<221> miscfeature
<222>  (301)..(301)
<223> SNP310=C/T
<400> 13

gatcttggct
ccgagtagct
tagagacggg
acctgcctcg
ggaaaaactt
attcagtaat
tatgctctcc
aaatcacaca
ctcagtctca

aactgcatgg

cactgtaacc
gggactacag
gtttcactag
gcctcccaaa
ccttgctgat
ggcgctgggyg
ctataaggaa
agtactgcat
cgagaaacta

aagaaatctt

tccgectect
gagcgtgcca
gtttcaccag
gtgctgggat
gtgttatgat
caactaaggt
atagagacta
gagaaatttt
aaaagttgca

gactaagatg

gggttcaagc
ccacgcctgg
gatggtctcg
tacaggagtg
gatgacacta
tactgctgaa
ggtctatcaa
tcttacaagt
taaagttaac

aaaacaaagt

ggtttcacca ggatggtctc gatctcctga cctcatgatc cacctgcecctc ggcctcccaa

agtgctggga ttacaggagt gagccaccgt gccactgtga aggaaaaact tccttgcectga

tgtgttatga tgatgacact atcgatgata aaaatgtgat tattcagtaa tggcgctggg

600

660

690

60

120

180

240

300

360

420

480

540

600

601

60

120

180



12

gcaactaagg ttactgctga aaaataataa agcttcttgc ttatgctctc cctataagga 240
aatagagact aggtctatca aggtgtcaac tgtaaagtat gaaatcacac aagtactgca 300
ygagaaattt ttcttacaag tttggagaga gaaaggacct tctcagtctc acgagaaact 360
aaaaagttgc ataaagttaa ctatatgaaa attaggaaga aaactgcatg gaagaaatct 420
tgactaagat gaaaacaaag taggagaaaa tacttgcaat gaaaaccaca ctgcaaagca 480
tagtttcctt aacctatagg aattcatacc aaaaaaatct agaaagaaca tcaacaagaa 540
agtagtagac ttgaacaaca ctattaacaa ctagactgga cagatgtcta taaaacactc 600
t 601
<210> 14

<211> 1983

<212> DNA

<213> homo sapiens

<220>

<221> miscfeature

<222> (660)..(660)

<223> SNP311=C/G

<400> 14

aagtagtgtt ttttaagaaa tttgtctatt taatccaagt tgtcaaattg attggcataa 60
agttattcat aagatcccac tattttcctt ttaatggctg tagagtttgt aataacatcc 120
catcattaat tcttgatatt ggtatttcat gctgttgttc tttttttctt ttaaagtttg 180
gtttattact tttttttttt tttcctgaga tggagtttta ctcttgttgc ccaggctgga 240
gtgcagtggc gtgatctcgg ctcactgcaa cctcggtctc ctgggttcaa gcgattctcc 300
tgcctcagce tccggagtag ctgggattac aggcatgtgc caccacgcct ggctaatttt 360
gtatttttag tagagatggg gtttctccat gttggtccgg ctggtctcaa actccagacc 420
tcaggtgaat cgcctgcctc ggcecctcecccaa agtgctggga ttacagggat gagccatctce 480
gtccggccag tttattactt ttattaattt tgttgatcat ttctgagaac caactcttag 540
cttgttgatt ccttttattg tttgaattct atttcattga tttcagtctt attatttcct 000
tgtcatgttg ttactacctt tgagtttaat ttatacttat tttacgggta agtaatgcas 660
acctctgagt cattgatttt gataccattc ttcttttaat ccttaagaac tttactgaga 720
tatactttat atatgatgta attctttcct ttaaatatat ttatagaagt gtataaccat 780
caataaaatc aatttttgaa gattttcatc atcatcccca aaagaaactc caggccaggc 840
acggtggctc acgcctgtaa tcccagcact ttgggaggcec gaggtgggtg gatcacgagg 900
tcaggagttc aagaccagcc tgtgcaacat ggtgaaaccc tatctgtact aaaaatacaa 960



aaatgagccg
gagaatcact
ccagcctagg
tctctttgat
tttttggagt
aacatatttt
ggtctatctt
tatatgctct
tactgttttc
aatccttttg
atgattatta
tctgttgcca
ggttcaagtyg
ccacacccag
tggtctcgat
acaggggtga
aaaaaaaatc
cct

<210>
<211>

<212>
<213>

15
401

<220>
<221>
<222>
<223>

<400> 15
caaggaatcg

gttcccaggg
gaggtgacaa
agagggaaaa
gggcagtcaa

ggagatggaa

DNA
homo sapiens

ggcgtgctgg
tgaacccggg
cgacagagca
ttcattcgtg
ccttctagat
atattatttt
ggtgaagtac
ataaatgtca
atctgatcgt
agcgttgctt
tgccttctga
ggctggagtyg
attctcctge
ctaatttttg
ctccttgacc
gccactgcgc

tctactaata

miscfeature
(201) ..(201)
SNP312=C/G

tggggtatca
agatgaggca
atgccactgg
gtccacacag
aacaagtgat

ggtgaggtca

caggtgccta
aggcagaggt
agaagccaat
aactatgagt
attgttattg
gttttaaatg
catgttcata
gttaagtcaa
tctatcagtt
catttatttt
tgaattcatt
cagtggcaca
ctcagccctc
tatttttagt
tcgtgatctg
ccggcctgaa

gcaagtgaaa

agaaaaaggc
cagccatcaa
tggcagggac
scaggttcct
gctgggacac

gagaagtgag

13

tagtcccagce
tgcagtgaac
tcaaaaaaaa
tatttataag
cttaacactt
tatttagatt
gaagagaagg
ggtggttgac
gctgagaagg
aaagctctac
ttttttttet
atctctgctc
cccagtagcet
agagatgggg
cccacctcag
ttcacttcta

acctgacaac

acgaccctcc
taacccgagt
accggtagac
aggcagatac
aactctgagg

gttctcagtt

tactcgggag
cgggatcacg
aaaaaagaaa
tatgttgcectt
taatttcatt
tgttttatag
aatctcccat
aatgttcaga
gggtgacatg
tattagacat
tttttgagac
actgcaacct
gagattacag
tttcaccatg
cctceccgaag
acactaaaaa

gagctcctgg

ctttccttag
cacgaggggce
atagagggaa
gaagtcaagg
tttgtgggcyg

cacagatttg

gctgagacag
ccactgcatt
tattttgaat
aatattcaca
gagatcagag
ttcacaatgt
agatgttgca
tctgttattt
atctcccttt
atacacattt
ggagtcttgc
ccgaatccect
gcaaatgcca
ttggtcagga
tgctgggatt
tagtacctta

tgactctgga

gacagttcca
tgcccaggca
aggtccacat
cagtcgggga
tctgattaag

ggctcatggg

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

1983

60

120

180

240

300

360



14

ggtgtgaggt tgtgtgtgtg tttgtgtgtg tgagagagag a

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

16
1030
DNA

homo sapiens

miscfeature

(201) ..(201)

SNP313=A/G

<400> 16
gccagtccag

catctgatgt
gggtggcagg
tcttecectge
tcaaaaaatt
gaggtctatc
tgcagggaca
cagtcgccca
ggttcacgcc
cgtgcctggce
atggtctgga
acaggcgtta
gcacaatctt
ctcatgtacc
tatggacata
aaagcaggac
cacgccatgt
ttgcatgtac
<210>
<211>

<212>
<213>

17
701
DNA
homo

<220>
<221>

<222> (201

cattgacaga
catcctgaca
aactggcccc
tcececteeccca
cctggatcct
attttttacc
cgggcacgct
ggctggagtyg
attctcctge
taattttttt
tctectgacce
gccaccgcac
ctcccgaagt
taaaaattcc
tgacacatac
ataatgttaa

gtttcaccca

sapiens

miscfeature

) .. (201)

gccaggacct
gtctgaggac
agccgaccac
rcggtctaat
tgaaaatctc
tcttagagta
tgtgtattct
cagtggcgag
ctcagcctcc
caatttttag
tcgtgatcca
ccggccacac
acaatttagc
tcttctaaag
aagggttctc
caattgccca

tgcactaaat

ggggtgagaa
agagacatta
agtttcctaa
ctggagtctc
taataacact
gcaaagaatg
tttttetttet
atctcggctc
cgagtagctg
tagagacggg
cctgtctcgg
ttttgtattc
aatatccaaa
ggctgcccga
actacaatgc
tgggatggaa

attatgatgc

actgagctca
tctccattca
gtgcagaggt
taggtcatct
gaaacaaaaa
aaagttccat
tcttgaaacg
actgcaagct
ggactacagg
gtttcaccgt
cctcccaaag
ttggtgtgag
caaaattcta
tacttcaggg
tgctggaatt
gattaaaatt

tgttaaaaag

gctccaggct
caggcatggc
gcgactgcag
actcccagtc
atacaacatt
gtagtaaggg
gagtctcgct
ctgcctececeg
cgcccgecac
gttagccagg
tgctgggatt
agtaaaactg
cattgatgag
aacattgaca
agaaaaaaca
aactgtggtt

aatgagatac

401

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1030



<223>
<220>
<221>
<222>
<223>

<400> 17
tgccgctgca

gttgacctca
tgggtggcgyg
cggcctcecte
tttgagatgg
ctgcaacctc
gattacaggt
ggtttcactg
gccttacaaa
gtttcaggtc
agcccgaggg
aagtccttaa
<210>
<211>

<212>
<213>

18

<220>
<221>
<222>
<223>

<400> 18
ctcccgaaag

gctgaggagt
atggtgttcc
ctgtaatccc
gaccagcctg
gtggtggcgg
acccgggagg

caagagggaa

(201)
n is a, c,

4433
DNA
homo sapiens

SNP314=G/T

misc feature

.. (201)
°r
ttcggagtcg
gcctttetgt
aatgaaggac
cgtcactacc
agtcaagctc
cgcctceccag
gcccgccace
ttttggccag
gtgctgggat
tccatgccag
acccaattct

accacgggag

miscfeature
(2274) .. (2274)
SNP315=A/T

ccacgcgagt
gggtaagaga
ggtaccattt
agcactttgg
accgacatgg
atgcctgtaa
cagaggctgc

actccgtctce

or t

ttttgccact
gacccagttc
acagaggcca
nggcgagtga
tgtcgcccag
gttcaagcga
acgtccggcet
gctggtctcg
tacaagcgtg
tgaaatgtca
gcectttette

actatctggc

cacggtcctg
aagggggcgce
gttgaaaaga
gaggccgagg
agaaacgcag
tcccagceccac
ggggagccga

aaaaaaaaaa

15

tggtcccagce
ctggcaccca
ctgcggggte
ttcagcctge
gctggagtge
ttttcctgee
aatttttttt
agctcctgat
agccaccgtg
cctcaactcc
tggattttcce

acatgacacg

cctgcgaaga
tgattgatgt
ctcttttcga
cgggcggatce
cctctactaa
tcgggagact
gatggagcca

aaaaaaaada

gccaggcttc
gcaggcgctc
tggcctctaa
cttttttttt
agtggcacga
tcagcctcect
ctatttttag
ctcgtgatcc
cccggctcecat
accgtccctg
taacctgtta

g

actcccaggg
tcatttttct
ccgggcgcegyg
acctgaggtc
aaatacaaaa
gaggcaggag
ttgcgctcca

ctttttttce

tcggtcggga
ggtggacgga
gaggctttta
ttteeeeett
tctcggcectca
gagtaactgg
tagagacggg
gcccgcectteg
cctgcttttg
gtgtcaggca

agagtcttga

cgaccttggg
ccatatttta
tggctcacgc
aggagttcga
ttagcgggge
aatcgcttga
gcctgggceca

ttatccaata

60

120

180

240

300

360

420

480

540

600

660

701

60

120

180

240

300

360

420

480



gccttatcac
tctattctgt
tatgagctgt
tcccaaatgg
agcctactgg
attttaacaa
aagcttgaca
atttctaact
attgtttgtt
tggtactgct
tgtaagcaat
taccttctat
atagaaatag
atcaccatta
gtcctctceca
tcactctttc
tcctgggtte
gctgccgtgce
aggctggtca
ggattatagg
gttgcccaag
tcaagcgatt
cacacccagc
ggtggggcct
gctattgtct
gtttggcatg
ttgtgtggtg
ctgtaagaaa
gaaatggagt
tttttaccat

cgtatcaaat

ttttgttgaa
tcecgtttatt
atagtcagtc
tttgcatttc
aattttaatt
ttttgagtct
atattttgca
atttttgtta
gcaactatac
aaattgatat
cctattgtca
tcatctttgt
ttaaagcaga
gatatgatgt
aaactcatgt
gcccaggctg
aagcaattct
ctggctaatt
caaactcctg
cttgagacac
ctagactgca
ttcctgecte
taatttttgt
ttaagaggtg
caggactggg
atttcctccce
accctcacca
taaatttctt
gagacaatgc
taatagaatg

gttatttttt

attaaattga
tatttggcta
ttgaaatcag
cgtatatatt
gggattgcat
ttcaatccat
aactttccat
ctattgctaa
agaaatacag
atttctagtt
gtaaccaaaa
tgctgaattg
catgcttatc
tagttatagt
tgaatttttt
gagtgcagtg
tctgccceccag
tttgtatttt
agctcaggca
catgcccgcece
gtggtgcgat
agcctcccca
atttgtagta
atttagctta
ttaattttca
tctctctecac
gaggacagct
tataagttgc
cctttaccag
tgaaatataa

ggcgtctatt

16

ccatatatat
ttctcatgcet
gcagttcaag
aaatatagaa
tgaatgtaga
gaaatttatt
gtacaaatct
tggaattgat
ttgatttttg
gttattttat
actgtctcag
ccctggatag
ttattccata
ttcctcatag
tttttttttt
gcctgatctce
cctcecececcagt
cagtagaaac
acctgcctgce
aatttttttt
ctcggctcac
gtagctgtca
gagacgggat
tgagggctcc
tgtgagtggg
ctaggcctgce
tcatgctctt
ccagtctgtg
atcaaattcc
caataaacaa

gagatgatta

gtatgtgtcc
aattaccaca
tcecteccect
taattttttt
gatgaatgag
tatttagata
ttcatatctt
ttagcttccce
tccatcggcece
agattattta
ttcttcettt
gatttccagt
tcttagaaca
atgcctgcetg
tttttttttg
ggctcattgc
agctgggact
ggggtttcac
cttggcgtcc
ttttagatga
tgcaacctct
gtacaggcac
ttcaccatgt
atcttcatga
ttcctgataa
ttcggcectte
ggacttccca
gtatttggtt
ctttcatttc
taacgtttga

tattgttttt

atttccggac
ttgtcctaat
actacccacc
cagttaaaaa
aataattgac
tttgttactt
ttgtaaacat
ttattttcaa
ttgtatgcta
ggattttcta
ccaatcttta
acaatgttaa
catctaatta
tagtttgaat
agacagagtc
aacctccacc
acaggcacat
cgtgttgccc
caaggtgctg
gtctcgcetgt
gtctctgggt
gcaccaccac
tgaccaggga
atggattaac
aaaataatga
tgctcttctg
gcctcaagaa
atagcagcag
tactttgctg
cacwttgaaa

ctcttttatg

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340



ctattcaaat
caaatttcac
tactttctta
ttttctgtaa
tcagtttcct
tcaccagtaa
atgtgtctga
ttttctatta
ttatctgagt
agcaatcata
gatgagtttc
tattactttc
ttatacttat
ctcactctgt
ctcccaggtt
tgccaccacg
agggtttcac
cagcctccca
ctttagcttt
gagcactcat
tcatcattta
gtttaaactg
actgcaacta
cgtaggccca
cattctacag
attttttcag
gctctgttgc
ccgggttcaa
caccatgccc

gctggtcttyg

gtttaatcaa
ttgtcatgat
agcatatttt
tgtctttcta
gagagtctta
caccatctgg
aggtttttga
ttttatatgt
tcttaaatat
gtgatgtcct
gctaatgatt
agggtttttce
tctgggttta
cgcccaggcect
caagcgattc
cctggctaat
cacgttagcc
aagtgctggg
taagtggaaa
actctctatg
gtttgaaata
caaatatgaa
aagaaagtgt
gaatagggtc
ttgttgggta
attgtctgtg
ccaggctaga
atgattctcc
agctaatttt

aactcctgac

attgactttc
gtattatctt
tgtgtctgta
agtttgggta
taagattagc
acttggtgat
taataaattc
ctcttttggce
attggcataa
ctcttttatt
tattattctt
tgttttctat
tattgctctt
ggagtgcagt
tcctgectca
tttttttttt
aagatggtct
attacaggag
cctagatcat
tccttcectgta
ttttctgatt
agtctttttt
tctgtatgat
taccttagta
tagtattcta
acttcattga
atgcagaggc
tgcctcagcec
tgtattttca

ctcaagtgat
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aaatgttgca
ttttacatat
ttcatgagag
tactcattat
attatttctt
aatttttgtt
aaatcctata
aagtaaaaat
agttgctcac
ttgataactt
ttcaaatagc
tctatagatt
ttttttttte
ggcgtgatct
gcctcccgag
tttttttttt
caatctcccg
tgagccattg
tgatttctat
gttatgtcct
tctacaggct
gtatttctta
ttcaatcctt
aacatactat
tgaatgttta
tttttctttt
accatcttgg
tcccgagtag
gcagagatga

ccgccaacct

tctaacttga
tgctaggttt
atattgattt
tctggcttta
ctttcaatgt
gtttttcttt
atagatatga
tttcaagtca
aatattccct
agttttgtct
cataatgtct
ttctctcatt
tagttttttt
tggctcactg
tagctaggac
ttggtatttt
accttatgat
ttcccagect
ccttttttgt
acaaattttg
ttctcctetg
ttgacttcta
ttaaatttat
gtgcactcaa
ttaggtcaag
tttgtttttt
ctcactgcaa
ctgggattac
ggttttacca

cggcctccca

attcctgggt
gatttgctaa
atcattgtct
taaaataaac
ttgataccat
tggggtatgt
gtttttcaga
tttgtctctt
tattatcctt
ctctctecttt
gtgttaactt
attgcctttce
gagacagagt
caacctctgc
tacaggcgcc
tagtagagac
ccgcccecgect
gctcttettt
ttactaatac
atattttgca
acccatggtg
attcaatttc
taagactctt
aaagaatgaa
gtggttgata
tgacagtctt
cctececgecta
aggcacctgc
tgttgaccag

aagtgctgag

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

3900

3960

4020

4080

4140



attacaggca
ttatatttaa
tagttgggga
gtgaaatttg

ctcaatgagt

tgagccacca
ggtgcatata
aactctgctt
gaaagttcaa

gtgaatagtg

tgcccggect
ttttagacag
tttaattgga
cctgccacaa

agtcaacagc
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ccatctttta
ttaataattt
ttgtttattc
cgtcttcact

tttctttcac

ctttcaatct
cagcttgcett
tggttacatt
tactattttt

catttcacac

atctgaagct
ttttttttcc
tgttgttgtg
aaaggatatt

atc

4200

4260

4320

4380

4433



