<110>
<120>
<130>
<160> 5
<170>
<210> 1

<211> 957
<212> DNA

<213>

<400> 1
atgaaaaatc

tcggattcta
aaagacctcg
tcatttattg
atcgacatca
aacacaacta
tctgcattaa
ctggctactt
gcttcatcac
aaaatgagac
aatctaaaag
gttagcttta
tccagcggac
tcagcatccg
ggttctttac
ttattgtcag
<210> 2

<211> 318
<212> PRT
<213>

<400> 2
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tttttttatc
gtgccaatca
gaaagactgt
tgacggccca
tcagacaggc
ccatcgcgaa
ctaaggaagt
taaacagtct
cttgcattac
agattttaat
catctaccgg
aaaattctgc
ctgtaacgga
tatcttctta
tgtatgacaa

gatgttctec

SEQUENCE LISTING
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Chryseobacterium

aatgatggca
ggatcctaat
tcecggtaggg
gttttatact
tgtaaaagat
ggttgaaaaa
acgcacagaa
gtttgcgcag
attcagatat
caacaacgga
tacttgttgt
cggagttact
tactgcctgg
tgcaaacact
taattatatc

ttcaccgget

Chryseobacterium

tttgtaacaa
ttaaccagta
atagacgatg
attgaatcca
gaatcacctg
ggaactgagg
accagcaaat
atcaaaagtc
cctgtagacg
tatgacagcg
gtagcatgga
gaaaaaagaa
agaaatgcat
gctggaaatg
aatacaaatt

cctgatgtat

Method for producing an acidified milk drink

ttttgtcatc
aagaagctaa
aaaatggaaa
ccaaggaaaa
tgcatgttta
aagatgtggc
taaccagtgt
agtcttgcgg
gatgttatgc
aaaagcagtt
gttatcatgt
ttattgaccc
gcatcaacac
tatattacag
gtgtattgac

ccagctgtgg

tactgcctge
tatcgetttg
gctgaaagtt
tcaaaagtac
cattatccct
ctatttcaaa
tattcctaat
aactaccacg
aagagctcac
tgtatacgga
agcgctattg
atcccttttt
atcttgtgge
aagtccggec
cacattttca

attttaa

Met Lys Asn Leu Phe Leu Ser Met Met Ala Phe Val Thr Ile Leu Ser
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720

780
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900

957



Ser

Ser

Val

Thr

65

Ile

Tyr

Glu

Thr

Asn

145

Ala

Ala

Ser

Cys

Asn

225

Ser

Thr

Lys

Gly

50

Ala

Asp

Ile

Glu

Glu

130

Ser

Ser

Arg

Glu

Cys

210

Ser

Ser

Ala

Glu

35

Ile

Gln

Ile

Ile

Asp

115

Thr

Leu

Ser

Ala

Lys

195

Val

Ala

Gly

Cys

20

Ala

Asp

Phe

Ile

Pro

100

Val

Ser

Phe

Pro

His

180

Gln

Ala

Gly

Pro

Ser

Asn

Asp

Tyr

Arg

85

Asn

Ala

Lys

Ala

Cys

165

Lys

Phe

Trp

Val

Val
245

Asp

Ile

Glu

Thr

70

Gln

Thr

Tyr

Leu

Gln

150

Ile

Met

Val

Ser

Thr

230

Thr

Ser

Ala

Asn

55

Ile

Ala

Thr

Phe

Thr

135

Ile

Thr

Arg

Tyr

Tyr

215

Glu

Asp

Ser

Leu

40

Gly

Glu

Val

Thr

Lys

120

Ser

Lys

Phe

Gln

Gly

200

His

Lys

Thr

Ala

25

Lys

Lys

Ser

Lys

Ile

105

Ser

Val

Ser

Arg

Ile

185

Asn

Val

Arg

Ala

Asn

Asp

Leu

Thr

Asp

90

Ala

Ala

Ile

Gln

Tyr

170

Leu

Leu

Ala

Ile

Trp
250

Gln

Leu

Lys

Lys

75

Glu

Lys

Leu

Pro

Ser

155

Pro

Ile

Lys

Leu

Ile

235

Arg

Asp

Gly

Val

60

Glu

Ser

Val

Thr

Asn

140

Cys

Val

Asn

Ala

Leu

220

Asp

Asn

Pro

Lys

45

Ser

Asn

Pro

Glu

Lys

125

Leu

Gly

Asp

Asn

Ser

205

Val

Pro

Ala

Asn

30

Thr

Phe

Gln

Val

Lys

110

Glu

Ala

Thr

Gly

Gly

190

Thr

Ser

Ser

Cys

Leu

Val

Ile

Lys

His

95

Gly

Val

Thr

Thr

Cys

175

Tyr

Gly

Phe

Leu

Ile
255

Thr

Pro

Val

Tyr

80

Val

Thr

Arg

Leu

Thr

160

Tyr

Asp

Thr

Lys

Phe

240

Asn



Thr

Asn

Tyr

Cys
305

Ser

Val

Ile

290

Ser

<210>
<211>
<212>
<213>

<400>

Cys

Tyr
275

Asn

Pro

3
12
PRT

Gly

260

Tyr

Thr

Ser

Ser

Arg

Asn

Pro

Ala

Ser

Cys

Ala
310

Chryseobacterium

3

Lys Leu Thr Ser Val Ile

1

<210>
<211>
<212>
<213>

<400>

4
186
PRT

5

Chryseobacterium

4

Lys Leu Thr

1

Ala

Cys

Lys

Phe

65

Trp

Val

Gln

Ile

Met

50

Val

Ser

Thr

Ile

Thr

35

Arg

Tyr

Tyr

Glu

Ser

Lys

20

Phe

Gln

Gly

His

Lys
100

Val

Ser

Arg

Ile

Asn

Val

85

Arg

Ile

Gln

Tyr

Leu

Leu

70

Ala

Ile

Ser

Pro

Val

295

Pro

Val

Ala

280

Leu

Asp

Ser

265

Gly

Thr

Val

Ser

Ser

Thr

Ser

Tyr

Leu

Phe

Ser
315

Ala

Leu

Ser

300

Cys

Pro Asn Leu Ala Thr Leu

Pro

Ser

Pro

Ile

55

Lys

Leu

Ile

Asn

Cys

Val

40

Asn

Ala

Leu

Asp

Leu

Gly

25

Asp

Asn

Ser

Val

Pro
105

10

Ala

10

Thr

Gly

Gly

Thr

Ser

90

Ser

Thr

Thr

Cys

Tyr

Gly

75

Phe

Leu

Leu

Thr

Tyr

Asp

60

Thr

Lys

Phe

Asn

Tyr

285

Leu

Gly

Asn

Ala

Ala

45

Ser

Cys

Asn

Ser

Thr

270

Asp

Leu

Phe

Ser

Ser

30

Arg

Glu

Cys

Ser

Ser
110

Ala

Asn

Ser

Leu

15

Ser

Ala

Lys

Val

Ala
95

Gly

Gly

Asn

Gly

Phe

Pro

His

Gln

Ala

80

Gly

Pro



Val Thr Asp

115

Ala
130

Ser Ser

Arg Ser Pro

145

Asn Cys Val

Pro Ala Pro

<210> 5

<211> 897
<212> DNA
<213>

<400> 5
tcggattcta

aaagacctcg
tcatttattg
atcgacatca
aacacaacta
tctgcattaa
ctggctactt
gcttcatcac
aaaatgagac
aatctaaaag
gttagcttta
tccagecggac
tcagcatccg
ggttctttac

ttattgtcag

Thr Ala

Val

Ser

Ala Gly

Trp

Ser

Ser

Asn
120

Arg

Tyr Ala

135

Leu Leu

150

Thr
165

Leu

Asp Val

180

gtgccaatca
gaaagactgt
tgacggccca
tcagacaggc
ccatcgcgaa
ctaaggaagt
taaacagtct
cttgcattac
agattttaat
catctaccgg
aaaattctgc
ctgtaacgga
tatcttctta
tgtatgacaa

gatgttctec

Thr

Ser

Phe Ser

Ser Cys

Chryseobacterium

ggatcctaat
tccggtaggg
gttttatact
tgtaaaagat
ggttgaaaaa
acgcacagaa
gtttgcgcag
attcagatat
caacaacgga
tacttgttgt
cggagttact
tactgcctgg
tgcaaacact
taattatatc

ttcaccgget

Ala

Asn

Tyr

Leu

Gly
185

Cys Ile

Thr

Ala

Asn
155

Asp

Leu Ser

170

Phe

ttaaccagta
atagacgatg
attgaatcca
gaatcacctg
ggaactgagg
accagcaaat
atcaaaagtc
cctgtagacg
tatgacagcg
gtagcatgga
gaaaaaagaa
agaaatgcat
gctggaaatg
aatacaaatt

cctgatgtat

Thr
125

Asn Ser

Gly Asn Val

140

Asn Tyr Ile

Gly Cys Ser

aagaagctaa
aaaatggaaa
ccaaggaaaa
tgcatgttta
aagatgtggc
taaccagtgt
agtcttgcgg
gatgttatgc
aaaagcagtt
gttatcatgt
ttattgaccc
gcatcaacac
tatattacag
gtgtattgac

ccagctgtgg

Cys Gly

Tyr Tyr

Thr
160

Asn

Pro Ser

175

tatcgetttg
gctgaaagtt
tcaaaagtac
cattatccct
ctatttcaaa
tattcctaat
aactaccacg
aagagctcac
tgtatacgga
agcgctattg
atcccttttt
atcttgtgge
aagtccggec
cacattttca

attttaa

60

120

180

240

300

360

420

480

540

600

660

720

780

840

897



