<110>
<120>
<130>
<160> 9
<170>
<210> 1
<211>

<212>
<213>

DNA
Zea

<400> 1

gaagagcgga
cgggtccttt
acctcgcaac
gacggaaccg
ccatgggtgce
cgatgctcga
acagcctcgce
agcacggcga
ccgtcgcecat
aggcgagggce
acgagagcgg
atcttttcca
atgtggcaca
atgcatacag
tgaagaacag
atcttaagac
ttgatctcct
agaactttct
ctgacttgat
tgaaaacggt
ctttgctggg
ggaaagcttt
atgatgagga
ctgagagctt
ccgcaattga
tggggcggag
caaagagagc
cacttcacaa
tggaagctgc
cctgcttgta
tattccctaa
ggctgttgtt
gaaaaaaaaa

<210> 2

<211> 491
<212> PRT
<213> Zea

<400> 2

1942

CropDesign N.V.

PF60829

mays

aaagcccatc
cttccteect
tattttagtc
tcgectgcetg
tcgctgcectcee
gaatggcgcc
cgagctccgg
gaaggcgccce
caagcgcttc
tgttgggcag
cgagcgtctc
ctgggagaca
ggcgttggaa
ggtcgtcttce
ccgtgatgga
aggcagagta
gagtggaaag
agtgctgatg
gcgattagca
ggtatccggt
gatccaacat
tgccagagca
tgacactgct
tgttgttaag
gtgttactca
atgcttcgca
cgaggttatt
cctgggaagyg
aatgaatagt
cctagatcgce
cttgtatcgg
acacctccaa
aaaaaaaaaa

mays

PF60829.ST25.txt
SEQUENCE LISTING

PatentIn version 3.3

gccaccttcc
cccagtccca
taaccgagtc
cgggctgccce
aagctctccg
gccgaagatg
gtggccaccg
aacgtggtct
ggcecgcetecyg
ctgcgcagtc
ctcgtcgecg
aatccgttga
tactgcagta
gatgcggaag
aagagctaca
agtcctgaga
cacattccac
gattcttgct
tccegetget
ctggaatgtc
gataataaaa
gacctgaatg
aatgctgagc
aggcatgcag
aggttcatcg
tatgtggtgg
gcatcggact
gaggctgaaa
agagctagaa
ctccctccaa
tatttccect
tatatttatg
aa

tcctecggatce
ctcccaacac
caaccagtgg
tacgagatct
tctgctggtg
acggcagcgg
acggcttcgce
accgcggcac
cctggeccgga
gccggcetgge
agttcatgcc
gttgggcaat
gcaaagggag
gtaacccaag
gtactaattt
gtgtggttta
caagtcatgc
tggaaggtca
tgcaatatga
tccagaaaga
actcagatcg
aggtgcacga
tatctctcca
acaacgcctt
actcaggtgc
ctggcaaccc
ggccgatggg
gccaagaagc
ctgtatagcc
tgcttcgtca
agtttcacaa
aatacaggaa

cacaacccgg
cgcccgceccece
caagcgagcyg
aggcgagcga
gcctcceecgce
cgtgccggtg
caccgaccgc
gctcttcagc
ctcacgacag
caatctgatc
gcacgagacc
gaggacgadg
ggcactctat
actatcatgt
ggccttcacg
cagttttggc
actcgacctt
tgtatccagce
agcacgtgac
tgtttctact
aatttcttta
aatattactg
gtcatggaat
taggtctaag
aggggtggcet
acaggaaggc
acactacctg
actgaagaat
ctgaatttgt
ccagtagggyg
gtcgaaaaaa
tgggcaacta

Yield enhancement in plants by modulation of ZmPKT

acgccccace
tcctecatcac
agaggtggtg
gcgagcgcgg
ttcaaatcgc
ttcgccgagt
atcgtgtcgg
tccggceccgcea
ttcctggagg
ggttgctgct
ttggcaaagc
gctgcatttt
catgacctgc
tttggtctga
cctcctgagt
actgtcttgc
ataagaggga
tccgatggaa
cggccaaatt
ccttcacaca
tccgcectattg
catgatggat
gatgatgtat
gattactcga
ccaaccatgc
cttgaggatg
caggccttgg
ggcactgcct
gataccctgt
ctgtttttgg
ctcctaggcet
gcattctgtt

Met Gly Ala Arg Cys Ser Lys Leu Ser Val Cys Trp Trp Pro Pro Arg

Page 1

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1942



Phe
Gly
Thr
Ala
65

Val
Phe
Ala
Ala
Glu
145
Val
His
Arg
Tyr
Arg
225
Asp
Ile
His
Cys
Ser
305
Leu
Ser
Glu
Glu
Val
385
Ala
Pro
Pro

Asp

Gly
465

Lys
Val
Asp
50

Pro
Ala
Leu
Asn
Glu
130
Thr
Ala
Asp
Leu
Ser
210
Val
Leu
Arg
Val
Leu
290
Gly
Leu
Ala
Ile
Leu
370
Lys
Ile
Thr
Gln
Trp

450
Arg

Ser
Pro
35

Gly
Asn
Ile
Glu
Leu
115
Phe
Asn
Gln
Leu
Ser
195
Thr
Ser
Leu
Gly
Ser
275
Gln
Leu
Gly
Ile
Leu
355
Ser
Arg
Glu
Met
Glu
435

Pro

Glu

Pro
20

Val
Phe
Val
Lys
Glu
100
Ile
Met
Pro
Ala
His
180
Cys
Asn
Pro
Ser
Lys
260
Ser
Tyr
Glu
Ile
Gly
340
Leu
Leu
His
Cys
Leu
420
Gly

Met

Ala

Met
Phe
Ala
Val
Arg
Ala
Gly
Pro
Leu
Leu
165
Ala
Phe
Leu
Glu
Gly
245
Asn
Ser
Glu
Cys
Gln
325
Lys
His
Gln
Ala
Tyr
405
Gly
Leu

Gly

Glu

Leu
Ala
Thr
Tyr
70

Phe
Arg
Cys
His
Ser
150
Glu
Tyr
Gly
Ala
Ser
230
Lys
Phe
Asp
Ala
Leu
310
His
Ala
Asp
Ser
Asp
390
Ser
Arg
Glu
His

Ser
470

Glu
Glu
Asp
55

Arg
Gly
Ala
Cys
Glu
135
Trp
Tyr
Arg
Leu
Phe
215
Val
His
Leu
Gly
Arg
295
Gln
Asp
Phe
Gly
Trp
375
Asn
Arg
Arg
Asp
Tyr

455
Gln

PF60829.ST25.txt

Asn
Tyr
40

Arg
Gly
Arg
Val
Tyr
120
Thr
Ala
Cys
Val
Met
200
Thr
Val
Ile
Val
Thr
280
Asp
Lys
Asn
Ala
Tyr
360
Asn
Ala
Phe
Cys
Ala
440

Leu

Glu

Gly
25

Ser
Ile
Thr
Ser
Gly
105
Glu
Leu
Met
Ser
Val
185
Lys
Pro
Tyr
Pro
Leu
265
Asp
Arg
Asp
Lys
Arg
345
Asp
Asp
Phe
Ile
Phe
425
Lys

Gln

Ala

10

Ala Ala Glu

Leu
Val
Leu
Ala
90

Gln
Ser
Ala
Arg
Ser
170
Phe
Asn
Pro
Ser
Pro
250
Met
Leu
Pro
Val
Asn
330
Ala
Glu
Asp
Arg
Asp
410
Ala
Arg

Ala

Leu

Ala
Ser
Phe
75

Trp
Leu
Gly
Lys
Thr
155
Lys
Asp
Ser
Glu
Phe
235
Ser
Asp
Met
Asn
Ser
315
Ser
Asp
Asp
Val
Ser
395
Ser
Tyr
Ala

Leu

Lys
475

Page 2

Glu
Glu
00

Ser
Pro
Arg
Glu
His
140
Arg
Gly
Ala
Arg
Tyr
220
Gly
His
Ser
Arg
Leu
300
Thr
Asp
Leu
Asp
Ser
380
Lys
Gly
Val
Glu
Ala

460
Asn

Asp
Leu
45

His
Ser
Asp
Ser
Arg
125
Leu
Ala
Arg
Glu
Asp
205
Leu
Thr
Ala
Cys
Leu
285
Lys
Pro
Arg
Asn
Thr
365
Glu
Asp
Ala
Val
Val
445

Leu

Gly

Asp
30

Arg
Gly
Gly
Ser
Arg
110
Leu
Phe
Ala
Ala
Gly
190
Gly
Lys
Val
Leu
Leu
270
Ala
Thr
Ser
Ile
Glu
350
Ala
Ser
Tyr
Gly
Ala
430
Ile
His

Thr

15
Gly

Val
Glu
Arg
Arg
Arg
Leu
His
Phe
Leu
175
Asn
Lys
Thr
Leu
Asp
255
Glu
Ser
Val
His
Ser
335
Val
Asn
Phe
Ser
Val
415
Gly
Ala

Asn

Ala

Ser
Ala
Lys
Thr
80

Gln
Leu
Val
Trp
Tyr
160
Tyr
Pro
Ser
Gly
Leu
240
Leu
Gly
Arg
Val
Thr
320
Leu
His
Ala
Val
Thr
400
Ala
Asn
Ser

Leu

Leu
480



Glu Ala Ala Met

<210>
<211>
<212>
<213>

<400>

Asp
Arg
Gly
Ala
Cys
65

Glu
Trp
Tyr
Arg
Leu
145
Phe
Val
His
Leu
Gly
225

Arg

Gln

Arg
Gly
Arg
Val
50

Tyr
Thr
Ala
Cys
Val
130
Met
Thr
Val
Ile
Val
210
Thr

Asp

Lys

<210>
<211>
<212>
<213>

<400>

Lys
Ile
Thr
Gln

Trp

Arg
Glu
Met
Glu

50
Pro

3
268
PRT

Zea mays

3
Ile

Thr
Ser
35

Gly
Glu
Leu
Met
Ser
115
Val
Lys
Pro
Tyr
Pro
195
Leu
Asp
Arg
Asp

4

96
PRT

Val
Leu
20

Ala
Gln
Ser
Ala
Arg
100
Ser
Phe
Asn
Pro
Ser
180
Pro
Met
Leu

Pro

Val
260

Zea mays

4
His
Cys
Leu
35
Gly

Met

Ala
Tyr
20

Gly

Leu

Gly

Asn
485

Ser
Phe
Trp
Leu
Gly
Lys
85

Thr
Lys
Asp
Ser
Glu
165
Phe
Ser
Asp
Met
Asn

245
Ser

Asp
Ser
Arg
Glu

His

Glu
Ser
Pro
Arg
Glu
70

His
Arg
Gly
Ala
Arg
150
Tyr
Gly
His
Ser
Arg
230

Leu

Thr

Asn
Arg
Arg
Asp

Tyr

His
Ser
Asp
Ser
55

Arg
Leu
Ala
Arg
Glu
135
Asp
Leu
Thr
Ala
Cys
215
Leu

Lys

Pro

Ala
Phe
Cys
Ala

55
Leu

PF60829.ST25.txt
Ser Arg Ala Arg Thr

Gly
Gly
Ser
40

Arg
Leu
Phe
Ala
Ala
120
Gly
Gly
Lys
Val
Leu
200
Leu
Ala

Thr

Ser

Phe
Ile
Phe
40

Lys

Gln

490

Glu Lys
10

Arg Thr

25

Arg Gln

Arg Leu
Leu Val
His Trp
Phe Tyr
105

Leu Tyr
Asn Pro

Lys Ser

Thr Gly
170

Leu Leu

185

Asp Leu

Glu Gly
Ser Arg

Val Val

250
His Thr
265

Arg Ser
10

Asp Ser

25

Ala Tyr

Arg Ala

Ala Leu

Val

Ala
Val
Phe
Ala
Ala
75

Glu
Val
His
Arg
Tyr
155
Arg
Asp
Ile
His
Cys
235

Ser

Leu

Lys
Gly
Val
Glu

Ala

Page 3

Pro
Ala
Leu
Asn
00

Glu
Thr
Ala
Asp
Leu
140
Ser
Val
Leu
Arg
Val
220
Leu

Gly

Leu

Asp
Ala
Val
Val

60
Leu

Asn
Ile
Glu
45

Leu
Phe
Asn
Gln
Leu
125
Ser
Thr
Ser
Leu
Gly
205
Ser

Gln

Leu

Tyr
Gly
Ala
45

Ile

His

Val
Lys
30

Glu
Ile
Met
Pro
Ala
110
His
Cys
Asn
Pro
Ser
190
Lys
Ser

Tyr

Glu

Ser
Val
30

Gly
Ala

Asn

Val
15

Arg
Ala
Gly
Pro
Leu
95

Leu
Ala
Phe
Leu
Glu
175
Gly
Asn
Ser

Glu

Cys
255

Thr
15

Ala
Asn

Ser

Leu

Tyr
Phe
Arg
Cys
His
80

Ser
Glu
Tyr
Gly
Ala
160
Ser
Lys
Phe
Asp
Ala

240
Leu

Ala
Pro
Pro
Asp

Gly



65

70

PF60829.ST25.txt

75

80

Arg Glu Ala Glu Ser Gln Glu Ala Leu Lys Asn Gly Thr Ala Leu Glu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Asp
1
Arg
Asn
Ala
Cys
65
Glu
Trp
Tyr
Arg
Leu
145
Phe
Val
His
Leu
Gly
225

Arg

Gln

Arg
Gly
Arg
Val
50

Cys
Thr
Ala
Cys
Ile
130
Met
Thr
Val
Ile
Val
210
Thr

Asp

Lys

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

5
268
PRT

85

Artificial sequence

Consensus Protein Kinase

Ile
Thr
Ser
35

Gly
Glu
Leu
Met
Ser
115
Leu
Lys
Pro
Tyr
Pro
195
Leu
Asp
Arg
Asp

§

96
PRT

Val
Leu
20

Ala
Gln
Gly
Ala
Arg
100
Ser
Phe
Asn
Pro
Ser
180
Pro
Met
Leu

Pro

Thr
260

Ser
Phe
Trp
Leu
Gly
Lys
85

Leu
Lys
Asp
Ser
Glu
165
Phe
Ser
Asp
Val
Asn

245
Ser

Glu
Ser
Pro
Arg
Glu
70

His
Arg
Gly
Gln
Arg
150
Tyr
Gly
His
Ser
Arg
230

Leu

Ile

His
Asp
Asp
Ser
55

Arg
Leu
Val
Arg
Asp
135
Asp
Leu
Thr
Ala
Cys
215
Leu

Lys

Pro

Artificial sequence

Consensus TPR Domain

UNSURE
(83)..(83)

Gly
Gly
Ser
40

Glu
Leu
Phe
Ala
Ala
120
Gly
Gly
Lys
Leu
Leu
200
Leu
Ala

Ser

Ser

90

Domain

Glu
Arg
25

Arg
Arg
Leu
His
Leu
105
Leu
Asn
Lys
Thr
Leu
185
Asp
Glu
Ser

Leu

His
265

Lys
10

Thr
Gln
Leu
Val
Trp
90

Tyr
Tyr
Pro
Ser
Gly
170
Leu
Leu
Gly
Arg
Val

250
Val

Ala
Val
Phe
Ala
Ala
75

Glu
Leu
His
Arg
Tyr
155
Arg
Asp
Ile
His
Cys
235

Ser

Leu

Page 4

Pro
Ala
Leu
Asn
00

Glu
Thr
Ala
Asp
Leu
140
Ser
Val
Leu
Arg
Val
220
Leu

Ala

Leu

Asn
Ile
Glu
45

Leu
Phe
Gln
Gln
Leu
125
Ser
Thr
Ile
Leu
Gly
205
Ser

Gln

Leu

Val
Lys
30

Glu
Ile
Met
Pro
Ala
110
Asn
Cys
Asn
Pro
Ser
190
Lys
Ser

Tyr

Ala

95

Val
15

Arg
Ala
Gly
Pro
Leu
95

Leu
Ala
Phe
Leu
Glu
175
Gly
Asn
Ser

Glu

Pro
255

Tyr
Phe
Arg
Cys
His
80

Ser
Glu
Tyr
Gly
Ala
160
Ser
Lys
Phe
Asp
Ala

240
Leu



<223> Unknown amino acid

<400>
Lys Lys His

1
Ile

Thr
Gln
Trp

65
Met

Glu
Met
Glu
50

Pro

Asp

<210>
<211>
<212>
<213>

<400>

Met
1
Phe
Gly
Thr
Ala
65
Val
Phe
Ala
Ala
Glu
145
Val
His
Arg
Tyr
Arg
225
Asp
Ile
His

Cys

Gly
Lys
Val
Asp
50

Pro
Ala
Leu
Asn
Glu
130
Thr
Ala
Asp
Leu
Ser
210
Val
Leu
Arg

Val

Leu

6

Cys

Leu

35

Ala

Thr

Xaa
7

488
PRT

Gly
Tyr
20

Ala
Leu

Ala

Asp

Asp
5

Ser
Arg
Gly
His

Ala
85

Oryza sativa

-
Ala

Ser
Pro
35

Gly
Asn
Ile
Glu
Leu
115
Phe
Lys
Gln
Leu
Ser
195
Thr
Ile
Leu
Gly
Ser

275
Gln

Arg
Pro
20

Val
Phe
Val
Lys
Glu
100
Ile
Met
Pro
Ala
His
180
Cys
Asn
Pro
Ser
Lys
260

Ser

Tyr

Cys
5
Leu
Phe
Ser
Val
Arg
85
Ala
Gly
Pro
Leu
Leu
165
Ala
Phe
Leu
Glu
Gly
245
Asn

Ser

Glu

Ser
Arg
Arg
Asp
Tyr

70
Gln

Ser
Leu
Ala
Pro
Tyr
70

Phe
Arg
Cys
His
Ser
150
Glu
Tyr
Gly
Ala
Ser
230
Lys
Tyr

Asp

Gly

Ala
Phe
Cys
Ala
55

Leu

Glu

Lys
Glu
Glu
Glu
55

Arg
Gly
Ala
Cys
Glu
135
Trp
Tyr
Arg
Leu
Phe
215
Val
His
Leu

Gly

Arg

PF60829.ST25.txt

Phe
Ile
Leu
40

Met
Gln

Ser

Leu
Asn
Tyr
40

Arg
Gly
Arg
Val
Cys
120
Thr
Ala
Cys
Val
Met
200
Thr
Val
Ile
Val
Thr

280
Asp

Lys Ser
10

Asp Ser

25

Cys Tyr

Gln Ala
Ala Ala

Leu Lys
90

Ser Val
10

Gly Ala

25

Ser Leu

Ile Val
Thr Leu

Ser Ala
90

Gly Gln

105

Glu Asn

Leu Ala
Met Arg

Ser Ser
170

Leu Phe

185

Lys Asn

Pro Pro

Tyr Ser

Pro Pro
250

Leu Met

265

Glu Leu

Arg Pro

Lys
Gly
Leu
Gln
Ala

75
Asp

Cys
Ala
Asp
Ser
Phe
75

Trp
Leu
Gly
Lys
Val
155
Lys
Asp
Ser
Glu
Phe
235
Ser
Asp

Ile

Asn

Page 5

Asp
Thr
Met
Val
60

Leu

Gly

Trp
Ala
Glu
Glu
60

Ser
Pro
Arg
Glu
His
140
Arg
Gly
Val
Arg
Tyr
220
Gly
His
Ser

Arg

Leu

Phe
Met
Ala
45

Ile

Phe

Thr

Trp
Asp
Leu
45

His
Thr
Asp
Ser
Arg
125
Leu
Ala
Arg
Asp
Asp
205
Leu
Thr
Ala
Cys
Leu

285
Lys

Ser
Val
30

Gly
Ser

Ser

Ala

Pro
Asp
30

Arg
Gly
Gly
Ser
Val
110
Leu
Phe
Ala
Ala
Gly
190
Gly
Lys
Ile
Leu
Leu
270

Ala

Ser

Thr
15

Ser
Met
Pro

Leu

Leu
95

Pro
15

Gly
Val
Glu
Arg
Arg
95

Arg
Leu
His
Phe
Leu
175
Asn
Lys
Thr
Leu
Asp
255
Glu

Ser

Val

Ala
Pro
Pro
Glu
Gly

80
Glu

His
Ser
Ala
Lys
Thr
80

Gln
Leu
Val
Trp
Tyr
160
Tyr
Pro
Ser
Gly
Leu
240
Leu
Gly

Arg

Val



Ser
305
Leu
Ser
Glu
Glu
Leu
385
Thr
Ser
Lys
Pro
Met

465
Leu

290
Ala

Leu
Ala
Met
Val
370
Val
Ala
Pro
Leu
Glu
450
Gly

Glu

<210>
<211>
<212>
<213>

<400>
Met Gly Pro

1
Leu

Asp
Thr
Ala
05

Ala
Leu
Asn
Glu
Ser
145
Ala
Asp

Leu

Ser

Lys
Leu
Cys
50

Pro
Val
Glu
Leu
Phe
130
Gln
Gln
Leu

Ser

Thr

8
4

Leu
Gly
Ile
Leu
355
Ser
Lys
Val
Thr
Gln
435
Trp

Met

Ala

89

PRT
Arabidopsis thaliana

8

Ser
Pro
35

Gly
Asn
Lys
Glu
Ile
115
Met
Pro
Ala
Asn
Cys

195
Asn

Gly
Ile
Ala
340
Glu
Phe
Lys
Glu
Met
420
Glu
Pro

Glu

Glu

Arg
Thr
20

Ser
Phe
Val
Arg
Ala
100
Gly
Pro
Met
Leu
Ala
180

Phe

Leu

Asn
Gln
325
Lys
Asn
His
His
Cys
405
Leu
Gly
Thr

Pro

Arg
485

Cys
5
His
Phe
Ser
Val
Phe
85
Lys
Phe
Phe
Lys
Glu
165
Tyr
Gly

Ala

Leu
310
His
Val
Asp
Ser
Gly
390
Tyr
Ala
Leu
Ala
Glu

470
Asn

Ser
Asn
Thr
Thr
Tyr
70

Asn
Ala
Cys
Glu
Trp
150
Tyr
Arg

Leu

Phe

295
Gln

Asp
Tyr
Gly
Trp
375
Asp
Ser
Arg
Ala
His
455
Gly

Ala

Lys
Glu
Glu
Asp
55

Lys
Arg
Val
Cys
Thr
135
Ser
Cys
Ile

Met

Thr

PF60829.ST25.txt

Lys
Lys
Ala
Tyr
360
Thr
Ser
Arg
Arg
Asp
440
Tyr
His

Arg

Leu
Ala
Phe
40

Ser
Gly
Ser
Gly
Glu
120
Leu
Met
Ser
Leu
Lys

200
Pro

Asp Ala

Glu Asn
330

Arg Ala

345

Cys Glu

Gly Gln
Ala Phe
Phe Ile

410
Ser Phe

425
Ala Lys

Leu Gln

Glu Glu

Ser Leu
10

Ser Asp

25

Ser Phe

Ile Val
Arg Leu
Ala Trp
Gln Leu
105
Gly Asp
Ser Lys
Arg Leu
Ser Lys
170
Phe Asp
185

Asn Ser

Pro Glu

Ser
315
Thr
Asp
Asp
Gln
Gln
395
Asp
Val
Lys

Gly

Leu
475

Cys
Leu
Asp
Ser
Glu
75

Pro
Arg
Glu
His
Arg
155
Gly
Gln

Arg

Tyr

Page 6

300
Ala

Glu
Leu
Glu
Val
380
Ser
Thr
Tyr
Ala
Met

460
Lys

Trp
Asp
Gln
Glu
60

Asp
Asp
Asn
Arg
Leu
140
Val
Arg
Asp

Asp

Leu

Pro
Arg
Asp
Arg
365
Ser
Lys
Gly
Met
Ala
445

Ala

Gln

Trp
Asn
Leu
45

His
Asp
Thr
Glu
Leu
125
Phe
Ala
Ala
Gly
Gly

205
Arg

Ser
Ile
Glu
350
Ala
Asp
Asp
Val
Val
430
Asp

Tyr

Gly

Pro
Gly
30

Arg
Gly
Arg
Arg
Arg
110
Leu
His
Leu
Leu
Asn
190

Lys

Thr

His
Ser
335
Val
Thr
Ser
Phe
Met
415
Leu
Ile

Leu

Ala

Thr
15

Thr
Ala
Val
Trp
Gln
95

Leu
Val
Trp
Tyr
Tyr
175
Pro

Ser

Gly

Ala
320
Leu
His
Phe
Ile
Ala
400
Val
Gly
Ser

Ala

Ala
480

His
Asp
Ala
Lys
Ile
80

Phe
Ala
Ala
Asp
Leu
160
His
Arg
Tyr

Arg



Val
225
Leu
Arg
Phe
Leu
Ser
305
Met
Thr
Glu
Glu
Ser
385
Ala
Pro
Pro
Glu
Gly

465
Glu

210
Ile

Leu
Gly
Ser
Gln
290
Leu
Gly
Pro
Ile
Leu
370
Lys
Val
Thr
Gln
Trp
450

Met

Ala

<210>
<211>
<212>
<213>

<400>

Met
Leu
Arg
Gln
Glu
65

Asp
Asp

Ser

Arg

Gly
Lys
Asp
Leu
50

His
Asp
Ser

Glu

Leu

Pro
Ser
Lys
Asn
275
Tyr
Ala
Ile
Leu
Leu
355
Ser
Lys
Glu
Val
Glu
435
Pro
Asp
Lys
9

492
PRT

Glu
Gly
Asn
260
Asp
Glu
Pro
Pro
Gly
340
Glu
Phe
Gln
Cys
Phe
420
Ala
Thr

Lys

Lys

Ser
Lys
245
Phe
Asp
Ala
Leu
His
325
Asp
Lys
Gln
Gly
Tyr
405
Ala
Leu
Ala

Asp

His
485

Glycine max

9
Ala

Ser
Glu
35

Arg
Gly
Arg
Arg
Arg

115
Leu

Arg
Asn
20

Asn
Val
Glu
Leu
Gln
100

Leu

Val

Cys
5
Leu
Asp
Ala
Lys
Val
85
Phe
Ala

Ala

Val
230
His
Leu
Gly
Arg
Gln
310
Gly
Ala
Val
Val
Asp
390
Thr
Arg
Gly
Phe
Ala

470
Asn

Ser
His
Pro
Thr
Ala
70

Ala
Leu

Asn

Glu

215
Val

Ile
Met
Thr
Glu
295
Lys
Ala
Cys
Gly
Trp
375
Ala
Gln
Arg
Asp
Tyr
455
Cys

Asn

Lys
Asn
Arg
Ser
55

Pro
Val
Asp

Leu

Phe
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Tyr
Pro
Leu
Asp
280
Arg
Glu
Ala
Ser
Tyr
360
Thr
Ala
Phe
Cys
Ala
440
Leu

Glu

Arg

Phe
Leu
Gly
40

Gly
Asn
Lys
Glu
Val

120
Met

Ser Phe

Pro Ser
250

Met Asp

265

Leu Val

Pro Asn
Thr Asp

Ser Pro
330

Arg His

345

Lys Asp

Asp Gln
Phe Lys

Ile Glu
410

Leu Cys

425

Met Gln

Gln Ala
Thr Leu

Asn

Ser Leu
10

Ser Asp

25

Gly Phe

Phe Ser

Val Val

Arg Phe
90

Ala Arg

105

Gly Cys

Pro Asn

Gly
235
His
Ser
Arg
Val
Ile
315
Lys
Asp
Asp
Ile
Gly
395
Asp
Tyr
Ala

Ala

Lys
475

Cys
Asn
Ser
Pro
Tyr
75

Asn
Ala
Cys

Glu
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220
Thr

Ala
Cys
Leu
Lys
300
Pro
Glu
Leu
Glu
Gln
380
Lys
Gly
Leu
Gln
Ala

460
Asp

Trp
Asp
Glu
Asp
60

Arg
Lys
Val
Cys

Thr

Leu
Leu
Leu
Ala
285
Ser
Ser
Thr
Thr
Gly
365
Glu
Asp
Thr
Met
Val
445

Leu

Gly

Trp
Asp
Tyr
45

Asn
Gly
Ser
Gly
Glu

125
Leu

Leu
Asp
Asp
270
Ser
Leu
His
Thr
Ala
350
Val
Thr
Phe
Met
Ser
430
Val

Phe

Thr

Pro
Asp
30

Ser
Ile
Met
Ala
Gln
110
Gly

Ser

Leu
Leu
255
Gly
Arg
Val
Val
Ser
335
Ile
Ala
Leu
Val
Val
415
Asn
Ser

Ser

Ser

Ser
15

Gly
Leu
Val
Leu
Trp
Leu

Glu

Lys

Asp
240
Ile
His
Cys
Ser
Leu
320
Leu
His
Asn
Asn
Thr
400
Ser
Met
Pro

Leu

Leu
480

His
Lys
Asp
Ser
Glu
80

Pro
Arg

Glu

His



Leu
145
Val
Arg
Glu
Asp
Leu
225
Thr
Ala
Cys
Leu
Lys
305
Pro
Glu
Leu
Glu
Gln
385
Arg
Gly
Leu
Gln
Ala

465
Asp

130
Phe

Ala
Ala
Ala
Gly
210
Arg
Leu
Leu
Leu
Ala
290
Leu
Ser
Thr
Thr
Gly
370
Glu
Asp
Thr
Met
Ser
450

Leu

Gly

His
Leu
Leu
Asn
195
Arg
Thr
Leu
Asp
Glu
275
Ser
Leu
Asn
Val
Ala
355
Val
Thr
Phe
Met
Asn
435
Ile

Phe

Thr

Trp
Tyr
Tyr
180
Pro
Ser
Gly
Leu
Leu
260
Ser
Arg
Val
Val
Ser
340
Ile
Ala
Leu
Ser
Val
420
Asp
Ser

Thr

Thr

Glu
Leu
165
His
Arg
Tyr
Arg
Gly
245
Ile
His
Cys
Thr
Leu
325
Leu
His
Asn
Asn
Thr
405
Ser
Met
Pro

Leu

Leu
485

Ala
150
Ala
Asp
Leu
Ser
Ile
230
Leu
Arg
Phe
Leu
Ala
310
Met
Thr
Glu
Glu
Ser
390
Ala
Pro
Ala
Thr
Gly

470
Glu

135
Gln

Gln
Leu
Ser
Thr
215
Thr
Leu
Gly
Ser
Gln
295
Leu
Gly
Pro
Ile
Leu
375
Lys
Ile
Thr
Gln
Trp
455

Met

Thr
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Pro
Ala
Asn
Cys
200
Asn
Pro
Ser
Lys
Asn
280
Tyr
Thr
Ile
Phe
Leu
360
Ser
Lys
Asp
Val
Glu
440
Pro

Asp

Arg

Met Lys

Leu Glu
170

Ala Tyr

185

Phe Gly

Leu Ala
Glu Ser

Gly Lys
250

Asn Phe

265

Asp Asp

Glu Pro
Pro Leu
Pro Asp
330
Gly Asp
345
Glu Lys
Phe Gln
Leu Gly
Cys Tyr
410
Tyr Ala
425
Ala Leu
Thr Ala
Asn Asp

Lys Tyr
490

Trp
155
Tyr
Arg
Leu
Phe
Val
235
His
Leu
Gly
Arg
Gln
315
Arg
Ala
Val
Met
Asp
395
Thr
Arg
Gly
Tyr
Ala

475
Arg
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140
Ala

Cys
Ile
Met
Thr
220
Val
Ile
Leu
Thr
Glu
300
Lys
Ser
Cys
Gly
Trp
380
Ser
Gln
Arg
Asp
Tyr
460
Gln

Asn

Met
Ser
Leu
Lys
205
Pro
Tyr
Pro
Leu
Glu
285
Arg
Glu
Leu
Ser
Tyr
365
Thr
Ala
Phe
Cys
Ala
445

Leu

Glu

Arg
Ser
Phe
190
Asn
Pro
Ser
Pro
Met
270
Leu
Pro
Thr
Ser
Arg
350
Lys
Asn
Phe
Ile
Leu
430
Met

Gln

Ser

Leu
Lys
175
Asp
Ser
Glu
Phe
Ser
255
Asp
Val
Asn
Ser
Ser
335
Arg
Asp
Gln
His
Asp
415
Cys
Gln

Ala

Leu

Arg
160
Glu
Gln
Arg
Tyr
Gly
240
His
Ser
Arg
Val
Val
320
Lys
Asp
Asp
Ile
Ala
400
Gly
Tyr
Ala

Ala

Lys
480



