<110>

<120>

<130> PF60

<150>
<151>

Us 6
2007

<1le60> 16

<170>

<210> 1

<211> 1415
<212> DNA
<213> 7Zea

<400> 1

tcatctttgce
tttggtcaac
ccagcagttg
gattcaacaa
gaattgcagc
ccttctggtg
tcacctaatc
cctccatcca
ggcgggcttyg
acaaatcttc
aattttcaaa
aggccaccag
attggtggta
tatggtctac
gatagttttg
agttccgceccce
aaaggcactt
ttgagccaca
ggacatatgt
aatctagtgg
attggtttat
ttcagtttaa
tcttttectg
cgatttattc

<210> 2

<211> 305
<212> PRT
<213> 7Zea

<400> 2

Met Pro Asp Ser

1
Ser Asn Met

Leu Gly Thr Leu

35

CropDesign N.V.

880

0/941,300
-06-01

mays

gagtggctge
ccatatacaa
gaggattgca
gcacattggg
aacagccaga
tagttatgtc
aaaatccctt
tgaaacatga
atatggttaa
ctggtctcat
gtggaaatat
gtgttctaaa
gcaccagtgt
tgcagaatca
gaaattctct
ttgggaagtt
gcattccaag
gcattggaaa
gaaactttct
tttgatgaat
aaagggaata
aggacttaaa
taattaccaa
ccggccaaaa

mays

5
Leu
20
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SEQUENCE LISTING

PatentIn version 3.3

aaccaaagga
gtgtcagaat
accttttgca
aaatgtgggc
caccttgctg
atctcagtcg
gattatacca
atctcttctt
tcaagcttca
gaaccgtagc
tcattatgtt
gaccgagagc
ggactctggc
aaatgatgtt
tgggcaaggc
gcctgaccaa
ccgctttgca
cagtggagac
tgaatttgta
ggttgctagt
atctatgtgg
attggtcagt
ttgtagcatt
aaaaaaaaaa

40

aacaagcacc
aatgcatatg
gcttggccca
aattctcaaa
ttaggaaccc
ttaaatacat
tctcaacccc
ggattacctt
acaagtcagg
tcaaatgcaa
gttaatcaga
actgactcac
ttgttctctt
aacggcagct
caccctggta
ggacgaggga
gtggatgagg
atagtgaacc
agtagcgttg
aatttcgttt
cagcatgtgg
cccttgtcecat
atttttatga
aaaaa

10

25

Page 1

atgaagaaag
gtgcattccc
ataacaaagt
atagcaatat
ttcacaatat
tcceggcetag
caagttttgt
caacgtcaac
ctttgattag
tcecttecacce
acgctatggg
tgagttgtag
ctcagtccaa
ggtcgceccttce
ccacttcatc
gaaatcatgg
ttgaatctcc
ccgacatatt
atcagtgagc
cttctttttt
aatcttactt
atagcttctt
ccgtcgtaat

30

45

agaaatagca
tcaaagcagc
tggtatgcect
gctattgcat
tgatgccaaa
tgagggtatc
gtcatcaatt
cagtctgttg
tagccatgga
aggaattagt
agttagctct
ttatggctat
aaatccacag
acaagatttt
taacttccag
gtttgtcggg
aactaataac
tggatttagt
actggaaaca
ttcttctgta
tataagtttg
ttctttgtte
tcagcctagt

Thr Ser Thr Leu Gly Asn Val Gly Asn Ser Gln Asn

15

Leu His Glu Leu Gln Gln Gln Pro Asp Thr Leu Leu

His Asn Ile Asp Ala Lys Pro Ser Gly Val Val Met

Yield enhancement in plants by modulation of GARP transcription
factor ZmRR10 p

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1415



Ser
Asn
65

Ser
Thr
Thr
Met
Gln
145
Ser
Ser
Leu
Gln
Phe
225
Phe
Asn

Val

Asn

Ser
50

Gln
Ile
Ser
Ser
Asn
130
Ser
Ser
Cys
Phe
Asn
210
Gly
Gln
His
Asp

Ser

Gln
Asn
Pro
Thr
Gln
115
Arg
Gly
Arg
Ser
Ser
195
Asp
Asn
Ser
Gly
Glu

275
Gly

Ser
Pro
Pro
Ser
100
Ala
Ser
Asn
Pro
Tyr
180
Ser
Val
Ser
Ser
Phe
260

Val

Asp

Leu
Leu
Ser
85

Leu
Leu
Ser
Ile
Pro
165
Gly
Gln
Asn
Leu
Ala
245
Val

Glu

Ile

Asn
Ile
70

Met
Leu
Ile
Asn
His
150
Gly
Tyr
Ser
Gly
Gly
230
Leu
Gly

Ser

Val
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Thr
55
Ile

Pro Ser

Lys His Glu
Leu
105
His

Gly Gly
Ser
120
Ile

Ser

Ala
135
Tyr

Pro

Val Val

Val Leu Lys

Ile Gly Gly
185
Asn Pro
200

Trp

Lys
Ser Ser
215
Gln

Gly His

Gly Lys Leu
Thr
265

Asn

Lys Gly
Thr
280
Pro

Pro

Asn Asp

Gln
Ser
90

Asp
Gly
Ser
Asn
Thr
170
Ser
Gln
Pro
Pro
Pro
250
Cys

Asn

Ile

Phe Pro Ala Ser

Pro
75

Leu
Met
Thr
Pro
Gln
155
Glu
Thr
Tyr
Ser
Gly
235
Asp
Ile

Leu

Phe

Glu
60

Pro
Leu
Val
Asn
Gly
140
Asn
Ser
Ser
Gly
Gln
220
Thr
Gln
Pro

Ser

Gly

Gly
Ser
Gly
Asn
Leu
125
Ile
Ala
Thr
Val
Leu
205
Asp
Thr
Gly
Ser
His

285
Phe

Ile
Phe
Leu
Gln
110
Pro
Ser
Met
Asp
Asp
190
Leu
Phe
Ser
Arg
Arg
270

Ser

Ser

Ser
Val
Pro
95

Ala
Gly
Asn
Gly
Ser
175
Ser
Gln
Asp
Ser
Gly
255
Phe

Ile

Gly

Pro
Ser
80

Ser
Ser
Leu
Phe
Val
160
Leu
Gly
Asn
Ser
Asn
240
Arg
Ala

Gly

His

290
Met
305

<210> 3

<211> 2060
<212> DNA
<213> Zea

<400> 3

atggcggcgyg
gacgacgacc
gtgacaacat
tttgatgtta
cttgtaggcc
attgtaatga
gaggagctga
catgagcatt
gaatacgctt
agagagaaag
aaaccaagag
ctcgggatag
accagggaaa
cagcatcatg
ccgttaggag
ctggctgcett
agggaccagt
gaaatagcat

mays

cagaggcgcg
cgacgtgcct
gtcctcaggce
taataagtga
ttgagatgga
acggagttaa
aaaacatctg
ctggtagcct
cctccgcgaa
aagatgatga
ttgtttggtc
acaaagctgt
atgttgccag
caggaatacc
gactggaatt
tgcaggatga
catctttgcg
ttggtcaacc

295

gggaggggag
cgttgtgctc
tacaagagca
tgtccacatg
ccttccagtt
gcatggagca
gcaacatgtt
agatgacacc
tgatggaggt
aactgacctc
agttgagctt
cccaaagaaa
ccatttgcag
tcatccattt
ccaagctttg
actccttggt
agtggctgca
catatacaag

ttcceegtgg
aagaggatgc
ctaactatgt
ccggatatgg
atcatgatgt
tgtgactatt
attaggaaaa
gatcgtaaca
gatggcagct
gaaaatggtg
catcaacaat
attttggaat
aaattcagac
gttgcgcctg
gctgcttctg
cgacctacaa
accaaaggaa
tgtcagaata
Page 2

300

gcatgaaggt
tccttgagtyg
tgcgagagaa
acggattcag
ctgctgattc
taataaaacc
aatttaatga
gaccaaccaa
ggaaatctca
atccttcttce
ttgtgaatgc
tgatgaatgt
tctacctgaa
tatctagtgc
gtcagatccc
gcagtttggc
acaagcacca
atgcatatgg

gctggttgtg
ccgatatgac
taggcgtggt
gctacttgaa
aagaacggat
tgtcagaatg
aaacaaggac
taatgataat
gagaaagaaa
tacatcaaag
agtcaatcac
ccctggcetta
gagaattgct
taacgttgct
tcctcaaget
gttgcctgga
tgaagaaaga
tgcattccct

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080



caaagcagcc
ggtatgcctyg
ctattgcatg
gatgccaaac
gagggtatct
tcatcaattc
agtctgttgg
agccatggaa
ggaattagta
gttagctcta
tatggctata
aatccacagt
caagattttg
aacttccaga
tttgtcggga
actaataact
ggatttagtg

<210> 4

<211> 686
<212> PRT
<213> 7Zea

<400> 4
Met Ala Ala
1
Val

Leu Val

Met Leu
35

Leu

Leu

Ala
50
Ser

Arg

Ile
65
Leu

Asp

Val Gly

Ser Arg Thr
Ile
115

Ile

Tyr Leu
Val
130
Ser

His

Gly
145
Glu

Leu

Tyr Ala

Gln Arg Lys

Gly Pro
195
His

Asp

Glu Leu

210

Lys Ala Val

225

Thr Arg Glu

Lys Arg Ile

Pro Val Ser

cagcagttgg
attcaacaag
aattgcagca
cttctggtgt
cacctaatca
ctccatccat
gcgggcttga
caaatcttcc
attttcaaag
ggccaccagg
ttggtggtag
atggtctact
atagttttgg
gttccgceccct
aaggcacttg
tgagccacag
gacatatgtg

mays

Ala Glu
Val
20

Glu

Asp
Cys

Thr Met

Val His
Glu
85

Ile

Leu

Asp
100
Lys Pro

Arg Lys

Asp Asp

Ala
Asp
Arg
Leu
Met
70

Met
Val
Val
Lys

Thr

PF60880.ST25.txt

aggattgcaa
cacattggga
acagccagac
agttatgtca
aaatcccttg
gaaacatgaa
tatggttaat
tggtctcatg
tggaaatatt
tgttctaaag
caccagtgtg
gcagaatcaa
aaattctctt
tgggaagttyg
cattccaagc
cattggaaac

Arg Gly

Asp Pro

Tyr Asp
40
Arg Glu
55
Pro Asp

Asp Leu

Met Asn

Met
120
Asn

Arg

Phe
135

Asp Arg

150

Ser
165
Arg

Ser

Lys
180
Ser Ser

Gln Gln

Pro Lys

Ala
Glu
Thr
Phe

Lys

Asn Asp

Lys Glu

Ser Lys
200
Val Asn
215

Ile Leu

230

Val
245
Gln

Asn

Ala
260

Ser Ala

Ala

His

Asn

Ser His

His Ala

Val Ala

ccttttgcag
aatgtgggca
accttgctgt
tctcagtcgt
attataccat
tctcttettg
caagcttcaa
aaccgtagcet
cattatgttg
accgagagca
gactctggct
aatgatgtta
gggcaaggcc
cctgaccaag
cgctttgcag
agtggagaca

Glu
10
Cys

Gly Phe
Thr
25

Val

Leu

Thr Thr

Asn Arg Arg

Met Asp Gly
75
Val Ile
90

Val

Pro

Gly
105
Glu

Lys

Glu Leu

Glu Asn Lys
Pro
155

Asp

Asn Arg

Gly Gly
170
Asp Asp Glu
185
Lys

Pro Arg

Ala Val Asn

Glu Met
235

Lys

Leu

Gln
250
Ile

Leu

Gly Pro
265

Pro Leu Gly

Page 3

cttggcccaa
attctcaaaa
taggaaccct
taaatacatt
ctcaaccccc
gattaccttc
caagtcaggc
caaatgcaat
ttaatcagaa
ctgactcact
tgttctcttce
acggcagctg
accctggtac
gacgagggag
tggatgaggt
tagtgaaccc

Pro Val Gly

Val Val Leu
30
Pro Gln
45

Phe

Cys

Gly
60
Phe

Asp

Arg Leu

Met Met Ser
Ala
110

Ile

His Gly

Asn
125
His

Lys
Asp Glu
140
Thr

Asn Asn

Gly Ser Trp

Thr Leu
190

Trp

Asp
Val Val
205
His Leu
220
Asn

Gly

Val Pro

Phe Arg Leu
Phe
270

Glu

His Pro

Gly Leu

taacaaagtt
tagcaatatg
tcacaatatt
cccggctagt
aagttttgtg
aacgtcaacc
tttgattagt
cccttcacca
cgctatggga
gagttgtagt
tcagtccaaa
gtcgccttca
cacttcatct
aaatcatggg
tgaatctcca
cgacatattt

Met
15
Lys

Lys
Arg
Ala Thr
Val Ile
Glu

80
Asp

Leu

Ala
95
Cys Asp

Trp Gln

His Ser

Asn
160
Ser

Asp

Lys
175
Glu Asn

Ser Val

Ile Asp

Leu
240
Leu

Gly

Tyr
255
Val Ala

Phe Gln

1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2060



Ala
Gln
305
Arg
His
Asn
Leu
Ser
385
Leu
Leu
Ser
Pro
Pro
465
Ser
Ala
Ser
Asn
Pro
545
Tyr
Ser
Val
Ser
Ser
0625
Phe

Val

Asp

Leu
290
Asp
Asp
Glu
Asn
Gln
370
Thr
Leu
His
Leu
Leu
450
Ser
Leu
Leu
Ser
Ile
530
Pro
Gly
Gln
Asn
Leu
610
Ala
Val

Glu

Ile

<210>
<211>
<212>
<213>

<400>
Met Ala Ala Ala

275
Ala

Glu
Gln
Glu
Ala
355
Pro
Ser
His
Asn
Asn
435
Ile
Met
Leu
Ile
Asn
515
His
Gly
Tyr
Ser
Gly
595
Gly
Leu
Gly

Ser

Val
675

5
684
PRT

Ala
Leu
Ser
Arg
340
Tyr
Phe
Thr
Glu
Ile
420
Thr
Ile
Lys
Gly
Ser
500
Ala
Tyr
Val
Ile
Lys
580
Ser
Gln
Gly
Lys
Pro

660
Asn

Zea mays

5

Ser
Leu
Ser
325
Glu
Gly
Ala
Leu
Leu
405
Asp
Phe
Pro
His
Gly
485
Ser
Ile
Val
Leu
Gly
565
Asn
Trp
Gly
Lys
Gly
645

Thr

Pro

Gly
Gly
310
Leu
Ile
Ala
Ala
Gly
390
Gln
Ala
Pro
Ser
Glu
470
Leu
His
Pro
Val
Lys
550
Gly
Pro
Ser
His
Leu
630
Thr

Asn

Asp

Gln
295
Arg
Arg
Ala
Phe
Trp
375
Asn
Gln
Lys
Ala
Gln
455
Ser
Asp
Gly
Ser
Asn
535
Thr
Ser
Gln
Pro
Pro
615
Pro
Cys

Asn

Ile

Glu Ala Arg

PF60880.ST25.txt

280

Ile Pro Pro Gln Ala

Pro Thr Ser

Val Ala Ala
330
Phe Gly Gln
345
Pro Gln Ser
360
Pro Asn Asn

Val Gly Asn

Gln Pro Asp
410
Pro Ser Gly
425
Ser Glu Gly
440
Pro Pro Ser

Leu Leu Gly

Met Val Asn
490
Thr Asn Leu
505
Pro Gly Ile
520
Gln Asn Ala

Glu Ser Thr

Thr Ser Val
570
Tyr Gly Leu
585
Ser Gln Asp
600
Gly Thr Thr

Asp Gln Gly

Ile Pro Ser
650
Leu Ser His
065
Phe Gly Phe
680

Ser
315
Thr
Pro
Ser
Lys
Ser
395
Thr
Val
Ile
Phe
Leu
475
Gln
Pro
Ser
Met
Asp
555
Asp
Leu
Phe
Ser
Arg
635
Arg

Ser

Ser

300
Leu

Lys
Ile
Pro
Val
380
Gln
Leu
Val
Ser
Val
460
Pro
Ala
Gly
Asn
Gly
540
Ser
Ser
Gln
Asp
Ser
620
Gly
Phe

Ile

Gly

285
Leu

Ala
Gly
Tyr
Ala
365
Gly
Asn
Leu
Met
Pro
445
Ser
Ser
Ser
Leu
Phe
525
Val
Leu
Gly
Asn
Ser
605
Asn
Arg
Ala

Gly

His
685

Gly Ala Asp Phe Pro Val
Page 4

Ala
Leu
Asn
Lys
350
Val
Met
Ser
Leu
Ser
430
Asn
Ser
Thr
Thr
Met
510
Gln
Ser
Ser
Leu
Gln
590
Phe
Phe
Asn
Val
Asn

070
Met

Ala
Pro
Lys
335
Cys
Gly
Pro
Asn
Gly
415
Ser
Gln
Ile
Ser
Ser
495
Asn
Ser
Ser
Cys
Phe
575
Asn
Gly
Gln
His
Asp

655
Ser

Leu
Gly
320
His
Gln
Gly
Asp
Met
400
Thr
Gln
Asn
Pro
Thr
480
Gln
Arg
Gly
Arg
Ser
560
Ser
Asp
Asn
Ser
Gly
040
Glu

Gly

Gly Met Lys



Val
Met
Arg
Ile
65

Leu
Ser
Tyr
His
Gly
145
Glu
Gln
Gly
Leu
Ala
225
Arg
Arg
Ala
Leu
Asp
305
Asp
Gly
Asn
Pro
Ser
385
Leu
His
Leu

Leu

Ser
465

Leu
Leu
Ala
50

Ser
Val
Arg
Leu
Val
130
Ser
Tyr
Lys
Asp
His
210
Val
Glu
Ile
Ser
Ala
290
Glu
Gln
Glu
Thr
Ser
370
Asn
His
Asn
Asn
Val

450
Met

Val
Leu
35

Leu
Asp
Gly
Thr
Ile
115
Val
Leu
Ala
Lys
Pro
195
Gln
Pro
Asn
Ala
Ser
275
Ala
Leu
Ser
Arg
Tyr
355
Phe
Thr
Glu
Ile
Val
435

Ile

Lys

Val
20

Glu
Thr
Val
Leu
Asp
100
Lys
Arg
Asp
Ser
Lys
180
Ser
Gln
Lys
Val
Gln
260
Ala
Ser
Leu
Ser
Glu
340
Gly
Ala
Leu
Leu
Asp
420
Phe

Pro

His

Asp
Cys
Met
His
Glu
85

Ile
Pro
Lys
Asp
Ser
165
Arg
Thr
Phe
Lys
Ala
245
His
Lys
Gly
Gly
Leu
325
Ile
Ala
Ala
Gly
Gln
405
Val
Pro

Ser

Glu

Asp
Arg
Leu
Met
70

Met
Val
Val
Lys
Thr
150
Ala
Glu
Ser
Val
Ile
230
Ser
His
Val
Gln
Arg
310
Arg
Ala
Phe
Trp
Asn
390
Gln
Lys
Ala

Gln

Ser
470

Asp
Tyr
Arg
55

Pro
Asp
Met
Arg
Phe
135
Asp
Asn
Lys
Lys
Asn
215
Leu
His
Ala
Ala
Ile
295
Pro
Leu
Phe
Ser
Pro
375
Val
Gln
Pro
Ser
Ser

455
Leu
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Pro
Asp
40

Glu
Asp
Leu
Lys
Met
120
Asn
Arg
Asp
Glu
Lys
200
Ala
Glu
Leu
Gly
Pro
280
Pro
Thr
Ala
Gly
Gln
360
Asn
Gly
Pro
Ser
Glu
440

Pro

Leu

Thr
25

Val
Asn
Met
Pro
Gly
105
Glu
Gly
Asn
Gly
Asp
185
Pro
Val
Leu
Gln
Ile
265
Leu
Pro
Ser
Ala
Gln
345
Ser
Asn
Asn
Asp
Gly
425
Gly

Ser

Gly

10

Cys Leu Val

Thr
Arg
Asp
Val
90

Ile
Glu
Asn
Arg
Gly
170
Asp
Arg
Asn
Met
Lys
250
Pro
Gly
Gln
Ser
Ile
330
Pro
Ser
Lys
Ser
Thr
410
Val
Ile

Phe

Ser

Thr
Arg
Gly
75

Ile
Lys
Leu
Lys
Pro
155
Asp
Glu
Val
His
Asn
235
Phe
His
Gly
Ala
Leu
315
Lys
Ile
Pro
Leu
Gln
395
Leu
Val
Ser

Leu

Pro
475

Page 5

Cys
Gly
00

Phe
Met
His
Lys
Asp
140
Thr
Gly
Thr
Val
Leu
220
Val
Arg
Pro
Leu
Leu
300
Ala
Gly
Tyr
Ala
Gly
380
Asn
Leu
Met
His
Ala

460
Ser

Val
Pro
45

Phe
Arg
Met
Gly
Asn
125
His
Asn
Ser
Asp
Trp
205
Gly
Pro
Leu
Phe
Glu
285
Ala
Leu
Asn
Lys
Val
365
Met
Ser
Ser
Pro
Asn
445

Ser

Pro

Leu
30

Gln
Asp
Leu
Ser
Ala
110
Ile
Glu
Asn
Trp
Leu
190
Ser
Ile
Gly
Tyr
Val
270
Phe
Ala
Pro
Lys
Cys
350
Gly
Thr
Asn
Gly
Ser
430
Gln

Val

Ser

15
Lys

Ala
Val
Leu
Ala
95

Cys
Trp
His
Asp
Lys
175
Glu
Val
Asp
Leu
Leu
255
Ala
Gln
Leu
Gly
Pro
335
Gln
Gly
Asp
Met
Thr
415
Gln
Asn

Pro

Thr

Arg
Thr
Ile
Glu
80

Asp
Asp
Gln
Ser
Asn
160
Ser
Ser
Glu
Lys
Thr
240
Lys
Ser
Ala
Gln
Arg
320
His
Asn
Leu
Ser
Leu
400
Leu
Ser
Pro

Pro

Ser
480



Leu
Leu
Ser
Ile
Pro
545
Gly
Gln
Ser
Leu
Ala
625
Val

Glu

Val

Leu
Ile
Asn
Pro
530
Gly
Tyr
Ala
Ser
Gly
610
Leu
Gly

Ser

Asn

<210>
<211>
<212>
<213>

<400>

Met
Glu
Ala
Ser
Cys
65

Gly
Glu
Arg
Arg
Asn
145
Ala

Val

Glu

Arg
Cys
Leu
Trp
Leu
Ala
Pro
Ala
Val
130
Leu
Thr

Ile

Leu

Gly
Ser
Ala
515
Tyr
Val
Ile
Lys
Ser
595
Gln
Gly
Lys

Pro

Pro
675

6
733
PRT

Gly
Ser
500
Met
Val
Leu
Gly
Asn
580
Trp
Gly
Lys
Gly
Thr

660
Asp

Zea mays

6
Ala

Cys
Pro
35

Ile
Leu
Trp
Glu
Ser
115
Leu
Leu
Ala

Ser

Val
195

Arg
Cys
20

Leu
Ser
Pro
Phe
Pro
100
Gly
Ala
Leu
Leu
Asp

180
Gly

Leu
485
His
Pro
Val
Lys
Gly
565
Pro
Leu
His
Leu
Thr
645

Asn

Ile

Ala
Leu
Leu
Arg
Ala
Leu
85

Pro
Gly
Val
Arg
Lys
165

Val

Leu

Asp
Gly
Ser
Asn
Thr
550
Ser
Gln
Ser
Pro
Pro
630
Cys

Leu

Phe

Arg
Pro
Pro
Ile
Tyr
70

Gly
Glu
His
Asp
Cys
150
Leu
His

Glu

Met
Ala
Pro
Gln
535
Glu
Thr
Tyr
Ser
Gly
015
Asp
Ile

Ser

Gly

Glu
Leu
Cys
Gln
55

Val
Ser
Met
Asp
Asp
135
Gln
Leu

Met

Met
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Val Asn Gln Ala Ser

Asn
Gly
520
Asn
Cys
Ser
Gly
Gln
600
Ser
Gln
Pro
His

Phe
680

Cys
Ser
Phe
40

Thr
Gln
Ala
Thr
Ala
120
Asp
Tyr
Arg

Pro

Asp
200

Leu
505
Ile
Ala
Thr
Val
Leu
585
Asp
Thr
Gly
Ser
Asn

665
Ser

Ile
Leu
25

Asp
Thr
Glu
Ala
Val
105
Lys
Pro
His
Glu
Asp

185
Leu

490
Pro

Ser
Met
Glu
Asp
570
Leu
Phe
Ser
Arg
Arg
650

Ile

Gly

Ala
10

Cys
Leu
Ala
Gly
Phe
90

Asp
Asp
Thr
Val
Lys
170
Met

Pro

Gly
Asn
Gly
Ser
555
Ser
Gln
Asp
Ser
Gly
635
Phe

Val

Gln

Val
Leu
Pro
Leu
Pro
75

Ala
Glu
Gln
Cys
Thr
155
Lys

Asp

Val

Page 6

Leu
Phe
Val
540
Leu
Ser
Ser
Ser
Asn
620
Arg
Ala

Asn

Met

Asp
Arg
Pro
Val
60

Cys
Ala
Leu
Phe
Leu
140
Thr
Asp

Gly

Ile

Thr
Met
Gln
525
Ser
Thr
Leu
Gln
Phe
605
Phe
Asn

Val

Ser

Gly
Ser
Phe
45

Ser
Leu
Val
Lys
Pro
125
Lys
Met
Gln

Phe

Met
205

Ser
Asn
510
Ser
Ser
His
Leu
Asn
590
Gly
Gln
His
Asp

Gly
670

Leu
Pro
30

Pro
Leu
Gly
Gly
Leu
110
Val
Ile
Gly
Phe
Lys

190
Leu

Gln
495
Arg
Gly
Arg
Ser
Ser
575
Asp
Asn
Ser
Gly
Glu

655
Asp

Val
15

Gly
Thr
Pro
Asp
Phe
95

Gln
Gly
Leu
Gln
Asp
175

Leu

Ser

Pro
Ser
Asn
Pro
Tyr
560
Ser
Val
Ser
Ser
Phe
640

Val

Ile

Ser
Ala
Val
Ser
Pro
80

Ala
Ala
Met
Glu
Ala
160
Leu

Leu

Ala



Asn
Asp
225
Gln
Asp
Asp
Asp
Asn
305
Glu
Lys
Thr
Lys
Phe
385
Arg
His
Gly
Gln
Gly
465
Cys
Ser
Pro
Phe
Cys
545
Ile
Ser
Met
Pro
Ser
625
Asn

Gln

Gln

Gly
210
Tyr
His
Asn
Asn
Asp
290
Gly
Leu
Ala
Arg
Arg
370
Gly
Gln
Ser
Met
Asn
450
Asn
Phe
Thr
Ser
Asn
530
Asn
Gly
Ser
Gln
Phe
610
Arg
Ser

Thr

Asp

Glu
Leu
Val
Asp
Gly
275
Asn
Asp
His
Val
Glu
355
Leu
Gly
Tyr
Gln
His
435
Asn
Leu
Pro
Gln
Asn
515
Ser
Thr
Gln
Phe
Ser
595
Thr
Glu
Thr

Leu

Gly

Thr
Leu
Val
Asp
260
Gly
Gly
Ser
Arg
Pro
340
Asn
Ser
Arg
Asn
Pro
420
Gly
Leu
Ile
Thr
Leu
500
Gln
Phe
Thr
Lys
Thr
580
His
Gln
Met
Leu
Gly

660
Arg

Gln
Lys
Arg
245
Ser
Val
Asp
Ser
Lys
325
Lys
Val
Ala
Asn
Ala
405
Asn
Leu
Ser
Arg
Gly
485
Val
Gln
Val
Trp
Asp
565
Glu
Gln
Glu
Leu
Pro
645
Gly

Ile

Thr
Pro
230
Arg
Gly
Asn
Asp
Ser
310
Phe
Lys
Ala
Asp
Pro
390
Tyr
Asn
Leu
Thr
Gly
470
Pro
Thr
His
Gly
Pro
550
Arg
Ala
Val
Ala
Asn
630
Asn

Ser

Asp

Val
215
Val
Arg
Lys
Arg
Gly
295
Gln
Val
Ile
Ser
Ala
375
Ala
Gly
Leu
Pro
Ser
455
Ala
Ser
Thr
Leu
Glu
535
Thr
Ile
Ser
Ala
Val
015
Asn
Leu

Asn

His
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Met Lys
Arg Ile
Ser Cys

Lys Leu
265

Asn Lys

280

Asp Asp

Lys Lys
Ala Ala

Leu Asp
345

His Leu

360

Ser Arg

Tyr Val
Arg Tyr

Leu Ala
425

Ser Gln

440

Leu Gly

His Met
Gly Asn

Asn Asn
505

Gly Arg

520

Pro Pro

Ala Val
Val Asn
Ser Gln
585
Ser Leu
600
Pro Phe
Asn Leu
Arg Ile
Ser Gly

665
Gln Ala

Gly
Glu
Asp
250
Gln
Arg
Ser
Pro
Val
330
Leu
Gln
Gln
Asn
Arg
410
Arg
Pro
Asn
Pro
Ser
490
Leu
Leu
Gln
Ser
Arg
570
Ile
Ala
Ala
Ala
Asp
650
Gly

Val

Ile
Gln
235
Ala
Val
Ile
Asp
Arg
315
Asn
Met
Lys
Ala
Met
395
Pro
Met
Leu
Val
Leu
475
Phe
Pro
His
Phe
Ser
555
Pro
Pro
Ser
Tyr
Leu
635
Gly

Cys

Ser
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Thr
220
Leu
Lys
Val
Ser
Asp
300
Val
Gln
Asn
Tyr
Asn
380
Gly
Val
Asn
Gln
Gly
460
Gln
Ala
Leu
Ser
Ala
540
Ser
Lys
Leu
Asn
Gly
620
Ser
Ser

Val

Ser

His
Arg
Asn
Ser
Arg
285
Asn
Val
Leu
Val
Arg
365
Leu
Leu
Pro
Ser
Ile
445
Gly
Asp
Asn
Gln
Ser
525
Asp
Asn
Leu
Leu
Gly
605
Ser
Asn
Val

Val

His

Gly
Thr
Ser
Ala
270
Lys
Ser
Trp
Gly
Glu
350
Leu
Thr
Asp
Thr
Pro
430
Gly
Met
Thr
Ile
Ser
510
Ala
Leu
Val
Glu
Gly
590
Leu
Ser
Ser
Val
Pro

670
Leu

Ala
Ile
Gly
255
Glu
Gly
Asn
Ser
Ile
335
Asn
Tyr
Ala
Ala
Thr
415
Ala
His
Asn
Ser
Ser
495
Leu
Asp
Gly
Gln
Pro
575
Asn
Pro
Thr
Gly
Pro
655

Pro

Asn

Cys
Trp
240
Asn
Gly
Arg
Glu
Val
320
Asp
Ile
Leu
Ala
Phe
400
Asn
Phe
Asn
Asn
Lys
480
Asn
Glu
Pro
Arg
Glu
560
Leu
Glu
Met
Asn
Val
640
Gly

Leu

Tyr



675

Asn Asn Glu Leu

690

Gly Leu Asp Asp

705

Asp Gly Val Ser

<210>
<211>
<212>
<213>

<400>
Met Lys Val Leu

1
Lys

Ala
Val
Leu
65

Ala

Cys

Trp

Arg
Thr
Ile
50

Glu
Asp

Asp

<210>
<211>
<212>
<213>

<400>
Lys Lys Pro

1

7
113
PRT

Zea mays

7

Met
Arg
35

Ile
Leu

Ser

Tyr

8
59
PRT

Leu
20

Ala
Ser
Val

Arg

Leu
100

Zea mays

8

Asn Ala Val

Leu Glu Leu

35

His Leu Gln

50

<210>
<211>
<212>
<213>

<400>

Met
1
Ser

Ser

Pro

Thr
Asn
Gly

Ser

9
304
PRT

Arg
Asn
20

Met

Lys

Zea mays

9
Asp

Met
Thr

35
Gln

Ser
Leu
20

Leu

Ser

Met
Ile

Phe
725

Val
Leu
Leu
Asp
Gly
Thr

85
Ile

Val
His
Asn

Phe

Ser
Leu
His

Leu

Gly
Val

710
Ile

Val
Glu
Thr
Val
Leu
70

Asp

Lys

Val
Leu
Val

Arg

Asn
His
Asn

Asn

Thr
695
Val

Asp

Asp
Cys
Met
His
55

Glu

Ile

Pro

Trp
Gly
Pro

Leu
55

Thr
Glu
Ile

Val
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680
Gly Arg Leu Gln

Asp Met Phe Arg

715

Gly Asp Trp Glu
730

Asp Asp Pro Thr
10
Arg Tyr Asp Val
25
Leu Arg Glu Asn
40
Met Pro Asp Met

Met Asp Leu Pro
75
Val Met Asn Gly
90
Val Arg Met Glu
105

Ser Val Glu Leu
10
Ile Asp Lys Ala
25
Gly Leu Thr Arg
40
Tyr Leu Lys Arg

Leu Gly Asn Val
10
Leu Gln Gln Gln
25
Asp Val Lys Pro
40
Phe Pro Ala Ser
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Arg
700
Pro

Leu

Cys
Thr
Arg
Asp
60

Val

Val

Glu

His
Val

Glu

Gly
Pro
Ser

Glu

685
Gly

Asp

Val

Leu
Thr
Arg
45

Gly
Ile

Lys

Leu

Gln
Pro

Asn
45

Asn
Asp
Gly

45
Gly

Leu Ser Gly

Arg Ala Asp

Val
Cys
30

Gly
Phe
Met
His

Lys
110

Gln
Lys

Val

Ser
Thr
30

Val

Ile

Val
15

Pro
Phe
Arg

Met

Gly
95
Asn

Phe
15
Lys

Ala

Gln
15
Leu

Val

Ser

720

Leu
Gln
Asp
Leu
Ser
80

Ala

Ile

Val
Ile

Ser

Asn
Leu
Met

His



Asn
65

Ser
Pro
Thr
Met
Gln
145
Ser
Thr
Leu
Gln
Phe
225
Phe
Asn

Val

Ser

50
Gln

Val
Ser
Ser
Asn
130
Ser
Ser
His
Leu
Asn
210
Gly
Gln
His
Asp

Gly
290

<210>
<211>
<212>
<213>

<400>

Met
1
Lys
Arg
Thr
Ile
65
Glu
Asp
Asp
Gln
Ser

145
Asn

Ala
Val
Met
Arg
50

Ile
Leu
Ser
Tyr
His
130
Gly

Glu

Asn
Pro
Thr
Gln
115
Arg
Gly
Arg
Ser
Ser
195
Asp
Asn
Ser
Gly
Glu

275
Asp

10
691
PRT

Pro
Pro
Ser
100
Pro
Ser
Asn
Pro
Tyr
180
Ser
Val
Ser
Ser
Phe
260

Val

Ile

Leu
Ser
85

Leu
Leu
Ser
Ile
Pro
165
Gly
Gln
Ser
Leu
Ala
245
Val

Glu

Val

Oryza sativa

10
Pro

Leu
Leu
35

Ala
Ser
Val
Arg
Leu
115
Val

Ser

Tyr

Val
Val
20

Leu
Leu
Asp
Gly
Thr
100
Ile
Ile

Leu

Ala

Glu
5
Val
Glu
Thr
Val
Leu
85
Asp
Lys
Arg

Asp

Ser

Val
70

Met
Leu
Ile
Asn
Pro
150
Gly
Tyr
Ala
Ser
Gly
230
Leu
Gly

Ser

Asn

Asp
Asp
Cys
Met
His
70

Glu
Ile
Pro
Lys
Asp

150
Ser

55
Ile

Lys
Gly
Ser
Ala
135
Tyr
Val
Ile
Lys
Ser
215
Gln
Gly
Lys
Pro

Pro
295

Gly
Asp
Arg
Leu
55

Met
Met
Val
Val
Lys
135

Thr

Ala
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Pro Ser Gln Ser

His
Gly
Ser
120
Met
Val
Leu
Gly
Asn
200
Trp
Gly
Lys
Gly
Thr

280
Asp

Gly
Asp
Tyr
40

Arg
Pro
Asp
Met
Arg
120
Phe

Asp

Asn

Glu
Leu
105
His
Pro
Val
Lys
Gly
185
Pro
Leu
His
Leu
Thr
265

Asn

Ile

Gly
Pro
25

Asp
Glu
Asp
Leu
Lys
105
Met
Asn

Arg

Asp

Ser
90

Asp
Gly
Ser
Asn
Thr
170
Ser
Gln
Ser
Pro
Pro
250
Cys

Leu

Phe

Val
10

Thr
Ala
Asn
Met
Pro
90

Gly
Glu
Glu

Thr

Gly

75
Leu

Met
Ala
Pro
Gln
155
Glu
Thr
Tyr
Ser
Gly
235
Asp
Ile

Ser

Gly

Glu
Cys
Thr
Arg
Asp
75

Val
Ile
Glu
Asn
Arg

155
Ala
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00
Pro

Leu
Val
Asn
Gly
140
Asn
Cys
Ser
Gly
Gln
220
Ser
Gln
Pro
His

Phe
300

Phe
Leu
Thr
Arg
00

Gly
Ile
Lys
Leu
Lys
140

Pro

Glu

Ser
Gly
Asn
Leu
125
Ile
Ala
Thr
Val
Leu
205
Asp
Thr
Gly
Ser
Asn

285
Ser

Pro
Ala
Cys
45

Gly
Phe
Met
His
Lys
125
Glu

Thr

Gly

Phe
Ser
Gln
110
Pro
Ser
Met
Glu
Asp
190
Leu
Phe
Ser
Arg
Arg
270

Ile

Gly

Val
Val
30

Ser
Phe
Arg
Met
Gly
110
Asn
His
Asn

Ser

Leu
Pro
95

Ala
Gly
Asn
Gly
Ser
175
Ser
Gln
Asp
Ser
Gly
255
Phe

Val

Gln

Gly
15

Leu
Gln
Asp
Leu
Ser
95

Ala
Ile
Glu

Asn

Trp

Ala
80

Ser
Ser
Leu
Phe
Val
160
Leu
Ser
Ser
Ser
Asn
240
Arg
Ala

Asn

Met

Met
Lys
Ala
Val
Leu
80

Ala
Cys
Trp
His
Asp

160
Lys



Ser
Ser
Val
Asp
225
Leu
Leu
Pro
Gln
Leu
305
Gly
Pro
Gln
Gly
Asp
385
Ile
Thr
Gln
Asn
Pro
465
Ser
Gln
Asn
Thr
Ser
545
Asn
Gly
Gln

Tyr

Phe
025

Gln
Gly
Glu
210
Lys
Thr
Lys
Pro
Ala
290
Gln
Arg
His
Asn
Met
370
Ser
Val
Leu
Ser
Thr
450
Pro
Ser
Pro
Arg
Pro
530
Lys
His
Leu
Asp
Gly

610
Gln

Lys
Asp
195
Leu
Ala
Arg
Arg
Ala
275
Leu
Asp
Asp
Gly
Asn
355
Pro
Thr
Leu
His
Leu
435
Leu
Ser
Leu
Leu
Asn
515
Asn
Gln
Ser
Leu
Asp
595

Asn

Ser

Lys
180
Pro
His
Val
Glu
Ile
260
Ser
Ala
Glu
Gln
Glu
340
Ala
Ser
Gly
His
Ser
420
Asn
Met
Met
Leu
Ile
500
Pro
Asn
Pro
Tyr
Ser
580
Ile

Thr

Ser

165
Lys

Ser
Gln
Pro
Asn
245
Ala
Ser
Ala
Leu
Ser
325
Arg
Tyr
Phe
Thr
Glu
405
Leu
Thr
Ile
Lys
Gly
485
Ser
Asn
Pro
Pro
Gly
565
Ser
Thr

Val

Asn

Arg
Ser
Gln
Lys
230
Val
Gln
Gly
Ser
Leu
310
Ser
Glu
Gly
Ser
Leu
390
Leu
Asp
Phe
Pro
His
470
Gly
Ala
Val
Tyr
Gly
550
Tyr
Gln
Gly

Gly

Val
630

Asp
Thr
Phe
215
Lys
Ala
His
Lys
Gly
295
Gly
Leu
Ile
Ala
Ala
375
Gly
Gln
Val
Ser
Ala
455
Glu
Ile
His
Val
Leu
535
Val
Leu
Ser
Ser
Leu

615
Ala

PF60880.ST25.txt

Lys
Ser
200
Val
Ile
Ser
His
Val
280
Gln
Arg
Arg
Ala
Phe
360
Trp
Gly
Gln
Lys
Ala
440
Gln
Pro
Asp
Gly
Pro
520
Val
Leu
Gly
Lys
Trp
600

Ser

Leu

170
Asp Asp
185
Lys Lys

Asn Ala
Leu Glu

His Leu
250

Ala Gly

265

Gly Ser

Ile Pro
Pro Thr

Leu Ala
330

Phe Gly

345

Pro Gln

Pro Asn
Met Ser

Gln Pro
410

Pro Ser

425

Ser Glu

Ser Ser
Val Leu

Leu Val
490

Gly Gly

505

Ser Gln

Ser Pro

Lys Thr

Gly Ser
570

Asn Thr

585

Ser Pro

His Pro

Gly Lys

Asp
Pro
Val
Leu
235
Gln
Ile
Leu
Pro
Asn
315
Ala
Gln
Ser
Asn
Asn
395
Asp
Gly
Gly
Gly
Ala
475
Asn
Asn
Gly
Asn
Glu
555
Asn
Gln
Leu

Gly

Leu
635
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Asp
Arg
Asn
220
Met
Lys
Ala
Gly
Gln
300
Ser
Val
Pro
Ser
Lys
380
Ser
Ala
Ile
Leu
Phe
460
Thr
Gln
Leu
Ile
Ser
540
Asn
Pro
Phe
Pro
Ser

620
Pro

Gly
Val
205
His
Asn
Phe
Asn
Gly
285
Ala
Leu
Lys
Ile
Pro
365
Leu
Gln
Met
Val
Ser
445
Leu
Ser
Ala
Ser
Ser
525
Met
Ser
Pro
Gly
Asn
605

Ser

Asp

Glu
190
Val
Leu
Val
Arg
Pro
270
Leu
Leu
Val
Gly
Tyr
350
Ala
Gly
Asn
Leu
Met
430
Pro
Ala
Gln
Ser
Gly
510
Thr
Gly
Asp
Met
Leu
590
Val

Ser

Gln

175
Leu

Trp
Gly
Pro
Leu
255
Phe
Asp
Ala
Leu
Asn
335
Lys
Val
Met
Ser
Ser
415
Pro
Asn
Ala
Pro
Thr
495
Leu
Phe
Met
Ala
Asp
575
Leu
Asp

Ser

Gly

Glu
Ser
Ile
Gly
240
Tyr
Cys
Phe
Ala
Pro
320
Lys
Cys
Gly
Ala
Asn
400
Gly
Ser
Gln
Met
Ser
480
Ser
Val
His
Gly
Leu
560
Ser
Gly
Ser

Ser

Arg
640



Gly
Phe
Ile

Gly

Lys
Ala
Gly

Gln
690

<210>
<211>
<212>
<213>

<400>

Met
1
Met
Gln
Ala
Leu
65
Leu
Ala
Cys
Trp
Val
145
Glu
Asp
His
Val
Glu
225
Val
His
His
Thr
Ser
305

Asn

Leu

Thr
Arg
Thr
Gln
50

Val
Glu
His
Asp
Gln
130
Ser
Gln
Pro
Asn
Pro
210
Asn
Ser
Phe
His
Met
290
Leu
His

Gln

Asn

Val

Ser
675
Met

11
552
PRT

His Gly Phe Val

645

Asp Glu Ile Glu

660

Ser Gly Asp Ile

Arabidopsis thaliana

11
Met

Val
Leu
35

Thr
Ile
Leu
Ser
Tyr
115
His
Asn
Tyr
Thr
Lys
195
Lys
Val
Asp
Met
Arg
275
Met
Gly

Asn

Ile

Glu
Leu
20

Leu
Ala
Ser
Val
Asp
100
Leu
Val
Gly
Glu
Ala
180
Phe
Lys
Ala
Asp
Gln
260
Gly
Arg
Ala

Asp

Asn
340

Gln
5
Ala
Gln
Leu
Asp
Gly
85
Pro
Leu
Val
Ser
Glu
165
Gln
Leu
Ile
Ser
Ala
245
Met
Ile
His
Gly
Gly

325
Asn

Glu
Val
Arg
Glu
Val
70

Leu
Lys
Lys
Arg
Gly
150
Glu
Lys
Ala
Leu
His
230
Ile
Asn
Pro
Tyr
Met
310
Gly

Asn

Ile
Asp
Cys
Leu
55

Asp
Glu
Tyr
Pro
Lys
135
Asn
Glu
Lys
Ala
Asp
215
Leu
Gln
Ser
Val
Ser
295
Phe

Asn

Ile
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Gly Lys Gly

Ser

Met
680

Glu
Asp
Gln
40

Leu
Met
Met
Val
Val
120
Ser
Cys
Glu
Pro
Val
200
Leu
Gln
Gln
Gln
Gly
280
Ser
Gln

Ile

Asn

Pro
065
Ser

Val
Asp
25

Tyr
Arg
Pro
Asp
Met
105
Arg
Lys
Asp
Glu
Arg
185
Asp
Met
Lys
Ala
Lys
265
Ser
Asn
Pro

Leu

Arg
345

650
Thr

Pro

Leu
10

Gln
His
Glu
Asp
Leu
90

Lys
Ile
Leu
Lys
Glu
170
Val
His
Asn
Phe
Asn
250
Gly
Gly
Arg
Val
Gln

330
Ala

Thr Cys Ile

Asn Asn Leu

Asp Ile Phe

Asp
Thr
Val
Asn
Met
75

Pro
Gly
Glu
Lys
Ala
155
Arg
Leu
Leu
Val
Arg
235
Arg
Leu
Gln
Asn
Ser
315
Gly

Phe
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Gln
Cys
Thr
Lys
60

Asp
Val
Val
Glu
Lys
140
Asn
Gly
Trp
Gly
Asp
220
Val
Ala
Gly
Phe
Leu
300
Ser

Leu

Pro

685

Phe
Leu
Thr
45

Asn
Gly
Ile
Lys
Leu
125
Asn
Arg
Asn
Thr
Val
205
Lys
Ala
Ala
Gly
His
285
Gly
Ser

Pro

Ser

Pro
Ser

670
Gly

Pro
Arg
30

Thr
Lys
Phe
Met
His
110
Lys
Lys
Lys
Asp
His
190
Glu
Leu
Leu
Ile
Phe
270
Gly
Arg
Phe

Leu

Phe
350

Ser
655
His

Phe

Val
15

Ile
Asn
Phe
Lys
Leu
95

Gly
Asn
Ser
Arg
Asn
175
Glu
Arg
Thr
Lys
Asp
255
Tyr
Gly
Leu
Pro
Glu

335
Thr

Arg
Ser

Ser

Gly
Leu
Gln
Asp
Leu
80

Ser
Ala
Ile
Asn
Lys
160
Asp
Leu
Ala
Arg
Lys
240
Ser
His
Thr
Asn
Arg
320
Glu

Ser



Gln Gln Asn

355

Gly Asn Pro
370

His Phe Glu

385

Ser

Thr Asn

Glu Trp Asn
Thr
435

Ala

Leu Asp

Thr Asn
450
Gln Pro
465

Ser

Ala

Ser Asn

Ser Gly Leu
Met
515

Leu

Ser Leu

Trp Asp
530
Phe

His Pro

545

12
2055
DNA
Zea

<210>
<211>
<212>
<213>

<400> 12

atggcggcgyg
gacgacgacc
gtgacaacat
tttgatgtta
cttgtaggcc
attgtaatga
gaggagttga
catgagcatt
gaatacgctt
agagagaaag
ccaagagttg
gggatagaca
agggaaaatg
catcatgctg
ttaggaggac
gctgctttgc
gaccagtcat
atagcatttg
agcagcccag
atgactgatt
ttgcatgaat
gtcaaacctt
ggcatctcac
tcagttcctc
ctgttgggtg
catggagcaa

Ser Pro

Gln Ser

Ile Ser

Met
Ser

Lys
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Val

360
Ser Leu
375

Arg Leu

390

Ile Pro
405
Ala Phe
420
Asn Pro

Ala Gln

Asn Asn

Gln
Cys
Ala
Thr

Ser

Ser Asp

Asp Ser
Leu
440
Phe

Ser

Asp
455

Gly Pro

470

Asn
485
Ala

Pro

Met
500
Thr Gln

Asp Gly

Phe Ser

Glu

Ser

Glu

Leu

Leu

Gly Leu

Asp Ala

Gln Ser
520
Ala His
535

Ser Ala

550

mays

cagaggcgcg
cgacgtgcct
gtccgcaggce
taataagtga
ttgagatgga
agggaattaa
aaaacatctg
ctggtagcct
cctctgcaaa
aagatgatga
tttggtcagt
aagctgttcc
ttgccagcca
gaatacctca
tggaattcca
aggatgaact
ctttgcgact
gtcaacccat
cagttggagg
catcaaacac
tgcagcaaca
ctggtgtagt
ataatcaaaa
catccatgaa
ggcttgatat
atcttcctgg

gggagcggac
cgtcgtgcetce
tacaagagca
tgtccacatg
tcttceggtt
gcatggagca
gcaacatgtt
agatgatacc
tgatggaggt
aactgaccta
tgagcttcat
aaagaaaatt
tttgcagaaa
tccatttgtt
agctttggct
ccttggtcga
ggctgcaatc
atacaagtgt
attgccatct
attgggaaat
gccagacacc
tatgccatct
tccattggtt
acatgaatcc
ggttaatcaa
tctcatgaac

Pro
Glu
Val
Ala
425
Cys
Phe
Val
Leu
Gly
505
Gln

Ser

Ala Pro Ser Asn Leu

Ser Asn

His Trp
395
His Ser
410
Ser Pro

Arg Asn

Tyr Pro

Thr Glu
475
Met Gly
490
Ser Leu

Ser Asp

Glu His

ttcceecgtgg
aagaggatgc
ctaactatgt
ccggatatgg
atcatgatgt
tgtgactatt
gttaggaaaa
gatcgtaaca
gatggcagct
gaaagtggcyg
caacaatttg
ttggaattga
ttcagactct
gcgtctgcett
gcttctggtc
cctacaagca
aaaggaaaca
cagaataaca
tttgcagctt
gtgggcaatt
ttgctgtcag
cagtcgttaa
ataccatctc
cttcttggat
gcttcaacaa
cgcagctcaa

Page 12

Leu Leu

365

Pro Gly Phe

380
Ser

Asn Ala

Lys Pro Asp

Val Asn
430
Phe

Leu
Thr Gly
445
Leu Gln Met
460
Ala

Gln Leu

Gln Gln Lys
Ile
510

Glu

Asp Asp

Phe Ser
525
Ala Tyr
540

Glu

ggatgaaggt
tccttgagtg
tgcgagaaaa
atggattcag
ctgctgattc
taataaaacc
aatttaatgg
gaccaaccaa
ggaaatctca
atccttctac
tgaatgcagt
tgaatgtccc
acctgaagag
ctagtgctaa
agatccctcc
gtttggcatt
agccccatgg
cgtatggtgc
ggcccaataa
ctcaaaatag
gaacccttca
atgtgttccc
aatccccaag
caccttcacc
gtcagccttt
atgcaatgcc

Leu Glu

Ser Pro

Ala Leu
400
Thr Leu
415
Pro Asn

Gly Ser

Asn Gln

Phe Arg
480
Leu Gln
495
Val Asn

Gly Asp

Lys Leu

tctggttgtg
ccggtacgac
taggcgtggt
gctacttgaa
aagaacggat
tgtcagaatg
aaacaaggat
taatgataat
gaaaaagaaa
atcaaagaaa
caatcacctc
tggcttaacc
aattgcacag
agttgctccg
tcaagctctg
gcctggaaga
agagagagaa
attttctcaa
caaacttggt
caatatgtta
caatattgat
ggctagtgaa
ctttctggca
atcaaccagt
gattagtagc
ttcaccagga

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560



attagtaatt
agctcaagac
ggctatattg
ccacagtatg
gattttgata
ttccagagtt
gtcgggaaag
aacttgagtc
agtggacaga

<210>
<211>
<212>
<213>

13

Zea

<400> 13
ggaggatgag
gctgcctgcec
gcttcgacct
ttgtgagcct
atccgggtgce
agccgccgga
acgccaagga
gcctcaagat
aggcagccac
gcgacgtcca
tggacctccce
ttacccatgg
tatggcagca
atgattcggg
gcaacaagag
atgacaacag
ctgttgaatt
ttccaaagaa
gtcatctgca
ctaacctaac
ccttcaggca
agccaaacaa
cttcgcagcec
tcggggggat
gcaaatgctt
aactggttac
ttggtcggct
ttgcagatct
aggagattgg
ttacagaagc
catcactagc
atggaagcag
gcgtcaactc
tgggtggtag
accaagctgt
aaaggggact
cagacgatgg
tctacatcaa
cgcttgattg
ttggtttttc
tttgctacct
atatatacag
aaa

2523
DNA

ttcaaagtgg
caccaggtgt
gtggtagcac
gtttattgca
gttttggaaa
ccgctcecttgg
gcacttgcat
acaacattgt
tgtga

mays

ggcacgggca
cctctctcecte

cccgcecttte
gccttectge
ctggtttctc
gatgaccgtc
ccagttcccce
cctcgagaac
ggccctgaag
catgccggac
ggtcattatg
agcatgtgac
tgtggttagg
taaaaagttg
aatttcacgc
taatgagaat
gcaccgaaag
aatattggat
gaagtatcgg
tgctgcattt
gtacaatgca
cctecttgea
acttcagatt
gaacaacggc
tcctactgge
gacaaacaac
gcattcctct
tggaaggtgce
ccagaaggac
atccagtcag
cagcaacggt
cacgaactcg
tacattgccg
caattcaggt
cagcagtcat
tagtggtggt
cgtctccttce
gtctgccttce
gtccaaagtt
agtttagcga
taactcgtat
catggttatg
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gaatattcct
tctaaagact
cagtgtggac
gagtcaaaat
ttctcttggg
caaattgcct
tccaagtcgce
aaacagtgga

agagagtgca
tgcctgcegtt
cccaccgttt
ctactacctg
ggttccgegyg
gacgagctga
gtcggcatgc
ctcttgctcce
ctgctgaggyg
atggacggct
ctgtctgcaa
tacctgctga
cggaggagtt
caggtggtga
aagggtaggg
ggagactcgt
tttgtggctg
cttatgaatg
ctgtatctga
ggaggaagaa
tatgggagat
aggatgaact
ggacacaacc
aacctgatca
ccttctggta
ttgccattac
gcagaccctt
aacaccacct
aggatcgtga
atccctttge
cttccgatge
agagagatgc
aaccttcgca
ggttgtgttg
ctaaactaca
ctggatgaca
attgatgggg
gtgtgagatt
gtttatagta
ccaggttcca
gactatgttt
agccaaggaa

tatgtggtta
gagtgcactg
tctagcttge
gatgttagca
caaggccacc
gaccaaggac
tttgcggtygg
gacatagtga

tcgcggtgga
ctcctggtgce
cttggatttc
cgtacgtaca
ctttcgctge
agctgcaggc
gcgtgctcege
gctgccagta
agaagaagga
tcaagctcct
atggggagac
agccagtgcg
gtgacgccaa
gcgctgaagg
atgataatgg
cgagccagaa
ctgtcaacca
ttgagaacat
aaagactcag
accctgctta
accggccagt
ctcctgecatt
agaacaatct
ggggtgcgea
attcgttcge
agtctcttga
tcaactcatt
ggccaaccgce
ataggcccaa
tgggaaatga
cgttcactca
tgaataacaa
tagacggttc
tcceecectet
acaacgaact
ttgtcgtgga
actgggaact
ttccgecattt
gcaagattgc
gtgtcacgtc
tcaagtcagg
tgatgtcctg
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atcagaatgc
aatcgctgac
tctcttctea
gcagctggtt
ctggttccac
gagggaggaa
atgaggttga
acccggacat

cggtctcgtg
tgctctcect
taggatccag
ggagggacct
tgttggattc
gagggccagce
cgtcgacgac
ccatgtgaca
ccagtttgac
cgagcttgtg
acagacagtc
tattgagcag
gaacagtggc
tgacaatggc
tgatgacggt
gaagccaagg
gcttggcatt
cacaagggag
cgcagatgca
tgtgaacatg
tccaaccact
tggtatgcat
gagcacttcc
tatgccactg
gaacatatca
gccaagcaac
tgttggtgag
ggtctcatca
gcttgagcct
aatgcagagc
ggaagcggtyg
ccttgecgett
tgttgttcca
gcaagatggc
catggggaca
catgtttagg
ggtctagcaa
gtggttgtgg
atcacaaatg
cgaatatcaa
tgttaactgt
tttcectcettg

tatgggagtt
tcatagttat
ggccaaaaat
gtcttcacaa
ttcgtctaac
tcatgggttt
atctccaact
attcggattt

agtgagtgct
ctcctcecect
acaaccgccce
tgcttgggtyg
gccgagccgyg
ggcggccacg
gacccgacct
acaatgggac
cttgtgatca
ggcctcgaga
atgaagggga
ctgaggacta
aatgacaacg
ggtgttaatc
gatgattctg
gttgtgtggt
gacaaggctg
aacgttgcaa
agcaggcagg
ggactagacg
aaccattcac
ggtctgctgc
ctagggaatg
caggatacta
aacagcacac
caacaacacc
ccceccecccagt
tccaatgttc
ctctcaagct
caccaagtag
cccttegett
agtaattcag
gggcagacac
aggattgatc
ggtaggctgce
ccggaccgcyg
gtttcagttc
aggggttcgg
ccctttgcat
ctatgtggta
ggctatcgtg
gaaaaaaaaa

1620
1680
1740
1800
1860
1920
1980
2040
2055

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2523



<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Leu
Leu
Ala
Ser
Val
65

Arg

Leu

Val

Val
Leu
Leu
Asp
50

Gly

Thr

Ile

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Trp Ser Val Glu Leu His Gln Gln Phe Val

1

14
113
PRT

Artificial sequence

PF60880.ST25.txt

consensus receiver domain

UNSURE
(11) ..(11)
Unknown amino acid

UNSURE
(28) ..(28)
Unknown amino acid

14
Val

Glu
Thr
35

Val
Leu

Asp

Lys

15
49
PRT

Asp
Cys
20

Met
His
Glu

Ile

Pro
100

Asp
5

Arg
Leu
Met
Met
Val

85
Val

Asp
Tyr
Arg
Pro
Asp
70

Met

Arg

Pro
Asp
Glu
Asp
55

Leu

Lys

Met

Artificial sequence

Thr
Val
Asn
40

Met
Pro

Gly

Glu

Cys Leu
10

Thr Thr

25

Arg Arg

Asp Gly

Val Ile

Ile Lys
90

Glu Leu
105

consensus MYB DNA binding domain

15

5

10

Gly Ile Asp Lys Ala Val Pro Lys Lys Ile

20

25

Pro Gly Leu Thr Arg Glu Asn Val Ala Ser

Leu

<210>
<211>
<212>
<213>

35

16
312
PRT

Artificial sequence

40

Xaa
Cys
Gly
Phe
Met
75

His

Lys

Asn
Leu

His

Page 14

Val
Xaa
Phe
Arg
60

Met

Gly

Asn

Ala
Glu

Leu

Leu
Gln
Asp
45

Leu
Ser

Ala

Ile

Val

Leu

Lys
Ala
30

Val
Leu
Ala

Cys

Trp
110

Asn

Arg
15

Thr
Ile
Glu
Asp
Asp

95
Gln

His
15

Met
Arg
Ile
Leu
Ser
80

Tyr

His

Leu

Met Asn Val

30

Gln Lys Phe Arg

45
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<220>
<223> consensus activation domain

<220>

<221> TUNSURE

<222>  (2)..(2)

<223> Unknown amino acid

<220>

<221> TUNSURE

<222> (6) ..(0)

<223> Unknown amino acid

<220>

<221> TUNSURE

<222>  (33)..(33)

<223> Unknown amino acid

<220>

<221> TUNSURE

<222> (53)..(54)

<223> Unknown amino acid

<220>

<221> TUNSURE

<222>  (125)..(126)

<223> Unknown amino acid

<220>

<221> TUNSURE

<222>  (153)..(153)

<223> Unknown amino acid

<220>

<221> TUNSURE

<222> (167) ..(167)

<223> Unknown amino acid

<220>

<221> TUNSURE

<222> (176)..(176)

<223> Unknown amino acid

<220>

<221> TUNSURE

222> (182) ..(182)

<223> Unknown amino acid

<220>

<221> TUNSURE

<222>  (193)..(193)

<223> Unknown amino acid

<220>

<221> TUNSURE

222> (199)..(199)

<223> Unknown amino acid
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Met
1
Ser
Xaa
Pro
Ser
65
Val
Pro
Ala
Pro
Ser
145
Met
Thr
Xaa
Gly
Gln
225
Ser
Pro

Cys

Asn

Xaa
Asn
Gly
Ser
50

Pro
Ala
Ser
Ser
Gly
130
Asn
Gly
Asp
Val
Leu
210
Asp
Thr
Asp

Ile

Leu
290

UNSURE
(213) ..(213)

Unknown amino

UNSURE
(218) ..(218)

Unknown amino

UNSURE
(250) ..(251)

Unknown amino

UNSURE
(311) ..(311)

Unknown amino

16
Asp

Met
Thr
35

Gln
Asn
Ser
Pro
Thr
115
Leu
Phe
Val
Ser
Asp
195
Leu
Phe
Ser
Gln
Pro

275
Ser

Ser
Leu
20

Leu
Ser
Gln
Ile
Ser
100
Ser
Met
Gln
Ser
Leu
180
Ser
Gln
Asp
Ser
Gly
260

Ser

His

Thr
Leu
His
Xaa
Asn
Pro
85

Thr
Gln
Asn
Ser
Ser
165
Ser
Gly
Xaa
Ser
Asn
245
Arg

Arg

Ser

acid

acid

acid

acid

Xaa Thr
His Glu
Asn Ile

Xaa Leu
55

Pro Leu

70

Pro Ser

Ser Leu
Pro Leu
Arg Ser
135
Gly Asn
150
Arg Xaa
Xaa Ser
Leu Xaa
Gln Asn
215
Phe Gly
230
Phe Gln
Gly Arg
Phe Ala

Ile Gly
295

PF60880.ST25.txt

Leu
Leu
Asp
40

Asn
Ile
Met
Leu
Ile
120
Ser
Ile
Pro
Tyr
Ser
200
Asp
Asn
Ser
Asn
Val

280
Asn

Gly Asn
10

Gln Gln

25

Ala Lys

Thr Phe
Ile Pro

Lys His
90

Gly Gly

105

Ser Ser

Asn Ala
Xaa Tyr

Pro Gly
170

Gly Tyr

185

Ser Gln

Val Xaa

Ser Leu

Ser Xaa
250

His Gly

265

Asp Glu

Ser Gly

Val
Gln
Pro
Pro
Ser
75

Glu
Leu
His
Ile
Val
155
Val
Ile
Ser
Gly
Gly
235
Xaa
Phe

Val

Asp

Page 16

Gly
Pro
Ser
Ala
60

Gln
Ser
Asp
Gly
Pro
140
Val
Leu
Gly
Lys
Ser
220
Gln
Ala
Val

Glu

Ile
300

Asn
Asp
Gly
45

Ser
Pro
Leu
Met
Xaa
125
Ser
Asn
Lys
Gly
Asn
205
Trp
Gly
Leu
Gly
Ser

285
Val

Ser
Thr
30

Val
Glu
Pro
Leu
Val
110
Xaa
Pro
Gln
Thr
Ser
190
Pro
Ser
His
Gly
Lys
270

Pro

Asn

Gln
15

Leu
Val
Gly
Ser
Gly
95

Asn
Asn
Gly
Asn
Glu
175
Thr
Gln
Pro
Pro
Lys
255
Gly
Thr

Pro

Asn
Leu
Met
Ile
Phe
80

Ser
Gln
Leu
Ile
Ala
160
Xaa
Ser
Tyr
Ser
Gly
240
Leu
Thr

Asn

Asp
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Ile Phe Gly Phe Ser Gly Xaa Met
305 310
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