1161 WO SEQ LIST.txt
SEQUENCE LISTING
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<160> 16

<170> PatentIn version 3.1

<210> 1

<211> 1158

<212> DNA

<213> Artificial
<220>

<223> Fusion between DHFR and puromycin N-acetyl transferase
<220>

<221> CDS

<222> (1)..(1155)
<223>

<220>

<221> misc_feature
<222> (1)..(597)
<223> Fragment derived from puromycin N-acetyl transferase

<220>

<221> misc_feature

<222> (598)..(1155)

<223> Fragment derived from DHFR

<400> 1

atg acc gag tac aag ccc acg gtg cgc ctc gcc acc cgc gac gac gtc 48
Met Thr Glu Tyr Lys Pro Thr val Arg Leu Ala Thr Arg Asp Asp val

1 5 10 15

CCC Cgg gCcc gta cgc acc ctc gcc gcc gcg ttc gcc gac tac ccc gcc 926
Pro Arg Ala val Arg Thr Leu Ala Ala Ala Phe Ala Asp Tyr Pro Ala
20 25 30

acg Cgc cac acc gtc gac ccg gac cgc cac atc gag cgg gtc acc gag 144
Thr Arg His Thr val Asp Pro Asp Arg His Ile Glu Arg val Thr Glu
35 40 45

Cctg caa gaa ctc ttc ctc acg cgc gtc ggg ctc gac atc ggc aag gtg 192
Leu Gln Glu Leu Phe Leu Thr Arg val Gly Leu Asp Ile Gly Lys val
50 55 60

tgg gtc gcg gac gac ggc gcc gcg gtg gcg gtc tgg acc acg ccg gag 240
Trp val Ala Asp Asp Gly Ala Ala val Ala val Trp Thr Thr Pro Glu
65 70 75 80

agc gtc gaa gcg ggg gcg gtg ttc gcc gag atc ggc ccg cgc atg gcc 288
Ser val Glu Ala Gly Ala val Phe Ala Glu Ile Gly Pro Arg Met Ala
85 90 95
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gag
Glu

ctg
Leu

Gly

ctc
Leu
145

gag
Glu

acc
Thr

atg
Met

ccg
Pro
225

tca
ser

ttc
Phe

gtt
val

gcc
Ala

gca
Ala
305

cag
Gln

atc
Ile

ttg
Leu

acg
Ala

gtc
val
130

CCC
Pro

acc
Thr

gtc
val

acc
Thr

tcc
Ser
210

ctc
Leu

gtg

tcc
ser

ctc
Leu

aaa
Lys
290

agt
ser

gaa
Glu

atg
Met

aaa
Lys

gag

agc
Ser

ccg
Pro
115

tcg
Ser

gga
Gly

tcc
ser

acc
Thr

cgc
Arg
195

caa
Gln

agg
Arg

gaa
Glu

att
Ile

agt
Ser
275

agt
ser

aaa
Lys

gcc
Ala

cag
Gln

tat
Tyr
355

gaa

ggt
Gly
100

cac
H1s

CCC
Pro

acg
Ala

gcc
Ala
180

aag
Lys

aat
Asn

aac
Asn

ggt
Gly

cct
Pro
260

aga
Arg

ttg
Leu

gta
val

atg
Met

gaa
Glu
340

aaa
Lys

aaa

tcc
ser

cgg
Arg

gac
Asp

gag
Glu

ccc
Pro
165

gac
Asp

CCC
Pro

atg
Met

gag
Glu

aaa
Lys
245

gag
Glu

gaa
Glu

gat
Asp

gac
Asp

aat
Asn
325

ttt
Phe

ctt
Leu

ggc

cgg
Arg

CCC
Pro

cac
H1s

acg
Ala
150

cgc
Arg

gtc
val

ggt
Gly

999

ttc
Phe
230

cag
Gln

aag
Lys

ctc
Leu

gat
Asp

atg
Met
310

caa
Gln

gaa
Glu

ctc
Leu

atc

ctg
Leu

aag
Lys

cag
Gln
135

gcc
Ala

aac
Asn

gag
Glu

gcc
Ala

att
Ile
215

aag
Lys

aat
Asn

aat
Asn

aaa
Lys

gcc
Ala
295

gtt
val

CcCa
Pro

agt
ser

CcCa
Pro

aag
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cag caa cag atg
Gln Gln Met

gcc

gcg

Ala Ala Gln

gag
Glu
120

ggc
Gly

gag
Glu

ctc
Leu

gtg
val

gtt
val
200

ggc
Gly

tac
Tyr

ctg
Leu

cga
Arg

gaa
Glu
280

tta
Leu

tag
Trp

ggc
Gly

gac
Asp

gaa
Glu
360

tat

105

CCC
Pro

aag
Lys

cgc
Arg

CCC
Pro

ccc
Pro
185

cga
Arg

aag
Lys

ttc
Phe

cct
Pro
265

CcCa
Pro

aga
Arg

ata
Ile

cac
H1s

acg
Thr
345

tac
Tyr

aag

acg
Ala

ggt
Gly

gcc
Ala

ttc
Phe
170

gaa
Glu

CcCa
Pro

aac
Asn

caa
Gln

att
Ile
250

tta
Leu

CcCa
Pro

ctt
Leu

gtc
val

ctc
Leu
330

ttt
Phe

CcCa
Pro

ttt

tgg
Trp

ctg
Leu

ggd
Gly
155
tac
Tyr

gga
Gly

ttg
Leu

aga
Arg
235
atg
Met

aag
Lys

cga
Arg

att
Ile

gga
315

aga
Arg

ttc
Phe

ggc

gaa
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ttc
Phe

ggc
Gly
140

gtg
val

gag
Glu

ccg
Pro

aac
Asn

gac
Asp
220

atg
Met

ggt
Gly

gac
Asp

gga
Gly

gaa
Glu
300

ggc
Gly

ctc
Leu

CcCa
Pro

gtc
val

gtc

ctg
Leu
125

agc
Ser

CCC
Pro

cgg
Arg

cgc
Arg

tgc
Cys
205

cta
Leu

acc
Thr

agg
Arg

aga
Arg

gct
Ala
285

caa
Gln

agt
ser

ttt
Phe

gaa
Glu

ctc
Leu
365

tac

gaa
Glu
110

gcc
Ala

gcc
Ala

gcc
Ala

ctc
Leu

acc
Thr
190

atc
Ile

CCC
Pro

aca
Thr

aaa
Lys

att
Ile
270

C@t
H1s

ccg
Pro

tct
ser

val

att
Ile
350

tct
ser

gag

ggc

acc
Thr

gtc
val

ttc
Phe

ggc
Gly
175

tgg
Trp

gtc
val

tgg
Trp

acc
Thr

acc
Thr
255

aat
Asn

ttt
Phe

gaa
Glu

gtt
val

aca
Thr
335

gat
Asp

gag
Glu

aag

ctc
Leu

gtc
val

gtg
val

ctg
Leu
160

ttc
Phe

tgc
Cys

gcc
Ala

cct
Pro

tct
Ser
240

tag
Trp

ata
Ile

ctt
Leu

ttg
Leu

tac
Tyr
320

agg
Arg

ttg
Leu

gtc
val

aaa

336

384

432

480

528

576

624

672

720

768

816

864

912

960

1008

1056

1104

1152



gac
Asp
385

370

taa

<210>
<211>
<212>
<213>

<220>
<223>

<400>

2
385
PRT

Artificial
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Gln Glu Glu Lys Gly ITe Lys Tyr Lys Phe Glu val Tyr Glu Lys Lys
375 380

Fusion between DHFR and puromycin N-acetyl transferase

2

Met Thr Glu Tyr
1

Pro

Thr

Leu

Trp

65

ser

Glu

Leu

Leu
145

Thr

Met

Arg

Arg

Gln

50

val

val

Leu

Ala

val

130

Pro

Thr

val

Thr

Ala val
20

His Thr

35

Glu Leu

Ala Asp

Glu Ala

Ser Gly

Pro His

115

Ser Pro

Gly val

ser Ala

Thr Ala

180

Arg Lys

Lys Pro Thr val Arg
5

Arg

val

Phe

Asp

Gly

85

ser

Arg

Asp

Glu

Pro

165

Asp

Pro

Thr

Asp

Leu

Gly

70

Ala

Arg

Pro

His

Ala

150

Arg

val

Gly

Leu

Pro

Thr

55

Ala

val

Leu

Lys

Gln

135

Ala

Asn

Glu

Ala

Ala

Asp

40

Arg

Ala

Phe

Ala

Glu

120

Gly

Glu

Leu

val

val
200

Ala

25

Arg

val

val

Ala

Ala

105

Pro

Lys

Arg

Pro

Pro

185

Arg

Leu Ala

Ala Phe

His Ile

Gly Leu

Ala val

75

Glu Ile

90

Gln Gln

Ala Trp

Gly Leu

Ala Gly

Phe Tyr

170

Glu Gly

Pro Leu

Page 3

Thr

Ala

Glu

Asp

60

Trp

Gly

Gln

Phe

Gly

val

Pro

Asn

Arg Asp Asp
15

Asp

Arg

45

Thr

Pro

Met

Leu

125

ser

Pro

Arg

Arg

205

Tyr

30

val

Gly

Thr

Arg

Glu

110

Ala

Ala

Ala

Leu

Thr

190

Ile

Pro

Thr

Lys

Pro

Met

95

Gly

Thr

val

Phe

Gly

Trp

val

val

Ala

val

Glu

80

Ala

Leu

val

val

Leu

160

Phe

Cys
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val Sser GIn Asn Met Gly Ile Gly Lys Asn Gly Asp Leu Pro Trp Pro
210 215 220

Pro Leu Arg Asn Glu Phe Lys Tyr Phe Gln Arg Met Thr Thr Thr Ser
225 230 235 240

Ser val Glu Gly Lys Gln Asn Leu val Ile Met Gly Arg Lys Thr Trp
245 250 255

Phe Ser ITe Pro Glu Lys Asn Arg Pro Leu Lys Asp Arg Ile Asn Ile
260 265 270

val Leu Ser Arg Glu Leu Lys Glu Pro Pro Arg Gly Ala His Phe Leu
275 280 285

Ala Lys Ser Leu Asp Asp Ala Leu Arg Leu Ile Glu Gln Pro Glu Leu
290 295 300

Ala Ser Lys val Asp Met val Trp Ile val Gly Gly Ser Ser val Tyr
305 310 315 320

Gln Glu Ala Met Asn GIn Pro Gly His Leu Arg Leu Phe val Thr Arg
325 330 335

Ile Met Gln Glu Phe Glu Ser Asp Thr Phe Phe Pro Glu ITe Asp Leu
340 345 350

Gly Lys Tyr Lys Leu Leu Pro Glu Tyr Pro Gly val Leu Ser Glu val
355 360 365

Gln Glu Glu Lys Gly ITe Lys Tyr Lys Phe Glu val Tyr Glu Lys Lys

370 375 380
Asp
385
<210> 3
<211> 906
<212> DNA
<213> Streptomyces alboniger
<220>
<221> ¢ene
<222> (1)..(853)
<223>
<220>
<221> CDS
<222> (254)..(853)
<223>
<400> 3
gtcgacatcg cggccgaacc ggtcgtgagc ccctgggaca tcgccgccct ccagatcctc 60

gtggaggagg cgggcggcgt ctgcaccgac ctgctcggcg gctcgcccca gcgcgggacyg 120
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ggtgccctgt ccgccaaccc ggagctgcac cggctcgccg tggaggccct cgccgccccc 180

gcggccgeca cgaccggtgc cgccaccatc ccctgaccca cgcccctgac ccctcacaag 240

gagacgacct tcc atg acc gag tac aag ccc acg gtg cgc ctc gcc acc 289
Met Thr Glu Tyr Lys Pro Thr val Arg Leu Ala Thr
1 5 10

CgC gac gac gtc ccc cgg gcc gta cgc acc ctc gcc gcc gcg ttc gcc 337
Arg Asp Asp val Pro Arg Ala val Arg Thr Leu Ala Ala Ala Phe Ala
15 20 25

gac tac ccc gcc acg cgc cac acc gtc gac ccg gac cgc cac atc gag 385
Asp Tyr Pro Ala Thr Arg His Thr val Asp Pro Asp Arg His Ile Glu
30 35 40

Ccgg gtc acc gag ctg caa gaa ctc ttc ctc acg cgc gtc ggg ctc gac 433
Arg val Thr Glu Leu Gln Glu Leu Phe Leu Thr Arg val Gly Leu Asp
45 50 55 60

atc ggc aag gtg tgg gtc gcg gac gac ggc gcc gcg gtg gcg gtc tgg 481
Ile Gly Lys val Trp val Ala Asp Asp Gly Ala Ala val Ala val Trp
65 70 75

acc acg ccg gag agc gtc gaa gcg ggg dcg gtg ttc gcc gag atc ggc 529
Thr Thr Pro Glu Ser val Glu Ala Gly Ala val Phe Ala Glu Ile Gly
80 85 90

ccg cgc atg gcc gag ttg agc ggt tcc cgg ctg gcc gcg cag caa cag 577
Pro Arg Met Ala Glu Leu Ser Gly Ser Arg Leu Ala Ala GIn Gln Gln
95 100 105

atg gaa ggc ctc ctg gcg ccg cac cgg ccc aag gag ccc gcg tgg ttc 625
Met Glu Gly Leu Leu Ala Pro His Arg Pro Lys Glu Pro Ala Trp Phe
110 115 120

ctg gcc acc gtc ggc gtc tcg ccc gac cac cag ggc aag ggt ctg ggc 673
Leu Ala Thr val Gly val Ser Pro Asp His Gln Gly Lys Gly Leu Gly
125 130 135 140

agc gcc gtc gtg ctc ccc gga gtg gag dgcg gcc gag cgc gcc ggg gtg 721
Ser Ala val val Leu Pro Gly val Glu Ala Ala Glu Arg Ala Gly val
145 150 155

CCC gCcC ttc ctg gag acc tcc gcg cCcC cgc aac ctc ccc ttc tac gag 769
Pro Ala Phe Leu Glu Thr Ser Ala Pro Arg Asn Leu Pro Phe Tyr Glu
160 165 170

cgg ctc ggc ttc acc gtc acc gcc gac gtc gag gtg ccc gaa gga ccg 817
Arg Leu Gly Phe Thr val Thr Ala Asp val Glu val Pro Glu Gly Pro
175 180 185

CgC acc tgg tgc atg acc cgc aag ccc ggt gcc tga cgcccgeccc 863
Arg Thr Trp Cys Met Thr Arg Lys Pro Gly Ala

190 195
acgacccgca gcgcccgacc gaaaggagcg cacgacccca tgg 9206
<210> 4
<211> 199
<212> PRT
<213> Streptomyces alboniger
<400> 4

Met Thr Glu Tyr Lys Pro Thr val Arg Leu Ala Thr Arg Asp Asp val
1 5 10 15
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Pro Arg Ala val Arg Thr Leu Ala Ala Ala Phe Ala Asp Tyr Pro Ala
20 25 30

Thr Arg His Thr val Asp Pro Asp Arg His Ile Glu Arg val Thr Glu
35 40 45

Leu GIn Glu Leu Phe Leu Thr Arg val Gly Leu Asp Ile Gly Lys val
50 55 60

Trp val Ala Asp Asp Gly Ala Ala val Ala val Trp Thr Thr Pro Glu
65 70 75 80

Ser val Glu Ala Gly Ala val Phe Ala Glu Ile Gly Pro Arg Met Ala
85 90 95

Glu Leu Ser Gly Ser Arg Leu Ala Ala Gln Gln Gln Met Glu Gly Leu
100 105 110

Leu Ala Pro His Arg Pro Lys Glu Pro Ala Trp Phe Leu Ala Thr val
115 120 125

Gly val Sser Pro Asp His Gln Gly Lys Gly Leu Gly Ser Ala val val
130 135 140

Leu Pro Gly val Glu Ala Ala Glu Arg Ala Gly val Pro Ala Phe Leu
145 150 155 160

Glu Thr ser Ala Pro Arg Asnh Leu Pro Phe Tyr Glu Arg Leu Gly Phe
165 170 175

Thr val Thr Ala Asp val Glu val Pro Glu Gly Pro Arg Thr Trp Cys
180 185 190

Met Thr Arg Lys Pro Gly Ala

195
<210> 5
<211> 5307
<212> DNA
<213> Mus musculus

<220>

<221> mMRNA

<222> (1)..(5307)
<223>

<220>

<221> CDS

<222> (477)..(1040)
<223>

<400> 5
aggacgcgct ggatcttagg cttcccgcag acctgaagaa ccggcttaga accgtttgcc 60

tccccgggec tgggccggeg gcagtagagc ctcccgacgc ggatttcccg cggggeattg 120
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cagtgtgcag
tgcgcgegeg
caaatagaat
gcggcgggcc
ggtgggggcyg

aaacttgacg

gtt
val

cga cca
Arg Pro

aac
Asn
20

ggc
Gly

aag
Lys

ttc
Phe
35

tac
Tyr

caa
Gln

att
Ile

ctg
Leu
50

gtg
val

tta
Leu

cct
Pro

cga
Arg

CcCa
Pro

CcCa
Pro

gaa
Glu

tta
Leu

ctt
Leu
100

aga
Arg

ata
Ile
115

gtc
val

tgg
Trp

ctc
Leu

cac
H1s

ggc
Gly
130

ttt
Phe

gac
Asp

acg
Thr

tac
Tyr

gaa
Glu

CcCa
Pro

tat
Tyr

ttt
Phe
180

aag
Lys

aagagccggc
cacgcctcaa
gcgcggceggg
ttggtagggg
gggcctaagc

gcaatcctag

ttg
Leu
5

aac
Asn

gga
Gly

gac
Asp

aga
Arg

atg
Met

atg
Met

ggt
Gly

aag
Lys

gac
Asp
70

cga
Arg
85

gga
Gly

att
Ile

gaa
Glu

gga
Gly

ggc
Gly

ctc
Leu

aga
Arg

tgc
Cys

cta
Leu

acc
Thr

agg
Arg
55

aga
Arg

gct
Ala

caa
Gln

agt
ser

ttt
Phe
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ctgctaggag
cctgtgcggg
ccttggtggg
cggagcctta
tgcgcaagtg
cgtgaaggct

atc gtc
ITe val

CCC
Pro

tgg
Trp
25

aca
Thr
40

acc
Thr

aaa
Lys

acc
Thr

att
Ile

aat
Asn

ttt
Phe

C@t
H1s

ccg
Pro

gaa
Glu
105

tct
ser
120

gtt
val

aca
Thr

gtg
val

135

ttc
Phe

cca
Pro
150

gtc
val

ggc
Gly
165

gaa
Glu

gtc
val

gaa
Glu

ctc
Leu

tac
Tyr

att
Ile

gat
Asp

tct
ser

gag
Glu

gag
Glu

aag
Lys
185

cgcgagcgeg
accggcecttg
ggcggggcect
gctgcacaaa
gtacacagct

ggtaggattt

tcc
ser

gcc
Ala
10

gtg
val

ctc
Leu

cct
Pro

ccg
Pro

tct
ser

tca
ser

gtg

ttc
Phe

tcc
ser
60

tag
Trp

ctc
Leu

ata
Ile

gtt
val
75

ctt
Leu
90

aaa
Lys

gcc
Ala

ttg
Leu

gca
Ala

agt
ser

tac
Tyr

cag
Gln

gaa
Glu

atc
Ile

atg
Met
140

agg
Arg

ttg
Leu

aaa
Lys

agd
Gly
155

gtc
val
170

cag
Gln

gag
Glu

aaa taa

Lys

gac
Asp

ctctgctccc ctcctaaagc tatgcatttt tataagacca

gatctatgag taattatttc tttagggagg ggtagttgga

cctggggatg gaacctaaga cccagtgcgt gctgagcaaa

ccaaccctag cccctatata attctaaaca atatgttgtc
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cggccgeact
ggggcggagc
tagctgcaca
taggatgcgc
cagggctgcg

tatccccgct

aat
Asn

caa
Gln

atg
Met
15

aac
Asn
30

agg
Arg

gag
Glu

aaa
Lys

ggt
Gly

gaa
Glu
45

att
Ile

cct
Pro

gag
Glu

agt
ser

aga
Arg

gaa
Glu

agt
ser

ttg
Leu

gat
Asp
95

aaa
Lys

gta
val
110

gac
Asp

aat
Asn

atg
Met

gcc
Ala
125

ttt
Phe

cag
Gln

gaa
Glu

tat
Tyr

ctt
Leu

aaa
Lys

aaa
Lys

gaa
Glu

ggc
Gly
175

caggaagatg

tgggactttt
agaattgttt
tgctatactg

atttcccagt

ttctcgegec

cttagctaca

aataggatgc

ggcgggcectt

atttcgcgcec

gccatc atg
Met
1

att
Ile

ggd
Gly

ttc
Phe

aag
Lys

aat
Asn

cag
Gln

aat
Asn
65

aag
Lys

ctc
Leu
80

aaa
Lys

gat
Asp

gcc
Ala

atg
Met

gtt
val

caa
Gln

CcCa
Pro

agt
ser
145

gaa
Glu

ctc
Leu
160

CcCa
Pro

atc
Ile

aag
Lys

ctttcaagtt

gctggcttta
gttttgtgat
ctgagccacc

aatctaacaa

180

240

300

360

420

479

527

575

623

671

719

767

815

863

911

959

1007

1060

1120

1180

1240
1300



ggttatagta
atgagacctc
gtgatgtaga
aggtaagtcc
gaaaattcca
ctgctcactc
agcaggtgga
gagattccaa
aagaaaaaac
ttgagaatgg
ataaaaaaat
cagagaaagt
gacaatttcc
ccactacctt
tcatgttcct
acacacacac
ttcagctggg
atcaccacag
ttatatatac
agtgctccct
taaacagtca
tactgaaaaa
tacagggtat
agcagtagta
ttgcagtact
ttgacaggca
aagtccataa
tccagtgaag
atgtgttgta
agagcgatgg
gccccacacc
gtccaccagt
aaccatgaac

caggtgagcc

aaagtgcctt
aagtggctcc
gcccctggag
aaagggcaga
tcaaagtaga
agacagaaaa
agattatgta
aggatagtac
taagtaatag
atactgcttg
gagcattaaa
atttctgect
tacatgttta
tgtatcttct
gcatgtgtgc
acacacacac
tgcagtctta
ctgctgtgag
atggccctat
gagccttaga
cttagtctct
aaaaaaaaaa
aaacacaggt
ggtttgtcct
agacatgaat
tgccattgtt
aagcttttct
gaggaagttt
aatgtgcctt
caaaagatgt
tggcactgag
gtgtaggatg
aaagagatga

agtttgtgtt
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aagaaatgtc acttgctata aaggtctcag

ccagcatatg
catgagcaga
aacaggtttt
gactggatta
tcagtaaatg
agatctgaaa
agtgacagaa
caagcataat
aaatgaaaat
atggctttcc
ggccttgtaa
cgatgtgtct
ttctcttttc
tgtccactgg
acacacacac
ggagcctctc
cttgtgagtg
tccccaggcet
caagtctact
acactttgat
aaaacagaac
atttagaaag
tagaacccat
tgtctcctat
gttcagtaga
ccctggtgat
ccaggcagct
caacagtagg
gttgttttgg
agtttcattt
cctccattca
actcaaagag

atgtagcagt

cacagggtac
tgtgtgggct
aaacagcaga
ttgtatgcac
gagaactcca
cactgaaatt
caagaatagg
agctactgtt
ttaataagtt
tcatctcagc
attagtatgg
taatcatacc
ataaccttct
agtacgggca
acacacagag
ctccatccaa
tggtgtccat
tcaggccttc
gatagaaatg
cagccttgtg
ttcttctcca
cactctgaaa
gacttccaca
agagccggcc
aactgtaaca
gtgctcggca
ccagattgat
ggcttgtcat
gagcctectt
aataacctag
aacttttttc
gcagagagtc
ttcctctaag
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tgtgtgtaca
cataaaagta
gctggaactc
atcacacttg
ttgtgttcca
gtctgcttct
cactctctac
aagaactcag
agaaactaaa
agggtttcag
tcttttttta
aggtcctcat
gaaaccagtc
gcctgccagt
ccatcagtta
gctagaatat
gccatgtcca
attctttcca
gtctgttcag
tctgtaagct
accagggtta
acctagccat
ccacaggcat
tcaaatccaa
tgcagggcct
ccttctggcg
tctctatgtc
ctggctacga
aactagttac
gtcttcattt
tttagttata
tgctgagcta

gtcaaaacct

tgcccctecc
agagacccca
ggagctaggc
agactataaa
cagcaaagct
tggagacgag
catcttcagt
aaaaaaaaga
agataatgaa
ctttataaaa
atcatcaggt
tcttttactt
ccccactccc
attgctttct
ggacacacac
ccaatagctc
gggtctgcag
gaaggcagca
ccacttcttc
agctgaatag
ggatgctctc
agagcactaa
ttaacaaagc
ttgaccagtt
ctaggaagca
accaccaact
ctgaaaactg
ctgcaagtaa
caggcaacca
ttttaagggt
agtaagcatt
attacctgat
gcccatgaag

gtcttagaag

1360
1420
1480
1540
1600
1660
1720
1780
1840
1900
1960
2020
2080
2140
2200
2260
2320
2380
2440
2500
2560
2620
2680
2740
2800
2860
2920
2980
3040
3100
3160
3220
3280
3340



gaagctgttt
gctgggaact
tacactagac
cacgctgagc
gtctgaagga
gcctgtaggt
tttggtgatg
catttgctcc
gcagaggcaa
ctggcagtgt
agcatctttt
aatacaatat
agaaacacac
ttgacaatat
aacttttata
tgagggtata
agaccagacc
caatagcgct
actcagtgac
tgcagagctg
tctcaccatc
acgcagcagt
acaaaagcac
ttctctccaa
cagaaagcac
tcccattgac
gttgtttgca
aactgccaag
atgtttctgc
aatatccatc
actgaaaagg
atttggtttg
aacaaaaaat

<210> 6
<211> 187

tgacataaga
tccttaagcet
tcctcectec
tgtctagaag
ggcttggacc
tgtctaatac
caattttgat
tgtctctcca
gtacagtagc
atttgcaagc
aaatttggaa
ttgcagcact
acacaaaatc
cagacttagt
gagaaattat
gagcattgag
atacaaaaga
ttcttgcaat
tcagtcagaa
aaccttctac
tttagactaa
ttcactgtgg
cctggaaatc
tgtgtattct
agttgggata
aacccgggaa
cgatgttcca
gtcccaagct
tactttctac
agggtgaggg
agacatgata
actgagactc

aaaaagcaat
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cggtatagag
cagcaaatac
ccaagcatag
accaactgag
taccgaactc
actccaggtt
ggtctccttc
ggaggtgtgt
atatgtttgt
cagactgacc
aaaagcataa
tgaaaaggat
tagtattagt
gttattttct
ttaaactatt
aggaaaaatg
aaaaagtcaa
gaacataacc
aaagaaacaa
cagaaaggag
aatgttgaca
ataagaccaa
tagacacaag
gaaacaattc
tgggaaaaca
actgagggag
cactgccagc
gctaacataa
ataaaaaaaa
taagggtgat
cgtttttgtg
attgagtttg

ggaaacatgc

gagctagaag
acaacttaga
ataagcaatg
cctcctggea
cctagaaaga
tcctgagetg
ctttgaacgt
tatacaatga
aaccctggca
caagaaagaa
atgtcaaaga
gtggccctaa
atgtctaaga
gtttgtcttc
aagtcacagc
attttccaaa
ttctatagaa
tgaaagccac
gttatttaca
agaggcaggyg
tctcccagag
gagaacacct
gaaattgtcg
agtgaaagtg
agaaacctag
gaagaaagct
ttgttgctct
atgcaaagaa
gtgcacagcc
aatcatagct
ttagaaggcg
aggtgtcttt

ddaaaaaaaa
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aagagaatat
agatcttaaa
attgccgagg
aagcagagac
gcactggaac
tgactctgct
ccatatctgg
tttggatccc
gtggtgtggt
agaaaaaatt
aataattact
caggaaagtt
gtaatatata
tatgattagg
ctttgttttc
agtcatccat
cagttgcaca
caatatccag
gaggaaattg
gaggaaatta
ctagggatgc
catacatgcc
tctggctatt
gtgtgtgtgg
ttcaaggtca
ggagtgtgta
gtgtaaaccg
tacgaaacac
cagtaattta
tccaccaaag
aggtttcagg
aggaaaggaa

aaaaaaa

tctaagggaa
attgaccagg
ggctctgaga
cagcagagct
ctgttgagct
ggaacgggct
ggttaacaga
tggtgctcag
atgggagaga
taattgtttc
atgtctataa
cttcaggaaa
ttaaaaatag
attttttgga
aacaggaaaa
caagagagag
tcaaataaag
aatttgtagg
aagtggccaa
catgtgccag
tatgctcagc
aaaacgaaag
ttagtatgag
taggatgcac
ttaagcagat
gatcctgatc
gacacactcc
tagcaattcc
tttgaaatat
cattgtgtat
tgggctttga
gaaagaaggg

3400
3460
3520
3580
3640
3700
3760
3820
3880
3940
4000
4060
4120
4180
4240
4300
4360
4420
4480
4540
4600
4660
4720
4780
4840
4900
4960
5020
5080
5140
5200
5260
5307



<212>
<213>

<400>

PRT

Mus musculus

6

Met val Arg Pro

1

Ile

Lys

Asn

Asn

65

Lys

Ala

val

Pro

Ser

145

Pro

Lys

Gly

Tyr

Leu

50

Arg

Leu

Trp

Gly

Asp

Glu

Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>
ccacctcgga atcttcaatg c

<210>
<211>
<212>
<213>

Lys Ash
20

Phe Gln
35

val ITe

Pro Leu

Pro Pro

Arg Leu
100

ITe val
115

His Leu

Thr Phe

Tyr Pro

Lys Phe
180

7
21
DNA

Leu

Gly

Arg

Met

Lys

Arg

85

Gly

Arg

Phe

Artificial

PCR primer

7

8
43
DNA

Artificial

Asn

Asp

Met

Gly

Asp

70

Gly

Glu

Gly

Leu

Pro

150

val

val

Cys

Leu

Thr

Arg

55

Arg

Ala

Gln

ser

Phe

135

Glu

Leu

Tyr
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Pro

Thr

40

Lys

His

Pro

sSer

120

val

ser

val

Trp

25

Thr

Thr

Asn

Phe

Glu

105

val

Thr

Asp

Glu

Lys

Ala

10

Pro

ser

Trp

Leu

90

Leu

Tyr

Arg

Leu

val

170

Lys
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val

Pro

ser

Phe

val

75

Ala

Ala

Gln

Ile

Gly

Gln

Asp

ser

Leu

val

ser

60

Leu

Lys

ser

Glu

Met

140

Lys

Glu

Gln

Arg

Glu

45

ser

ser

Lys

Ala

125

Gln

Tyr

Glu

Asn

Asn

30

Gly

Pro

Arg

Leu

val

110

Met

Glu

Lys

Lys

Met

15

Glu

Lys

Glu

Glu

Asp

95

Asp

Asn

Phe

Leu

Gly

Gly

Phe

Gln

Lys

Leu

80

Asp

Met

Gln

Glu

Leu

160

Ile
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<220>

<223> PCR primer

<400> 8

gatgcagttc aatggtcgaa cggcaccggg cttgcgggtc atg 43
<210> 9

<211> 43

<212> DNA

<213> Artificial

<220>

<223> PCR primer

<400> 9

catgacccgc aagcccggtg ccgttcgacc attgaactgc atc 43
<210> 10

<211> 21

<212> DNA

<213> Artificial

<220>

<223> PCR primer

<400> 10

cggaaggagc tgactgggtt g 21
<210> 11

<211> 21

<212> DNA

<213> Artificial

<220>

<223> Probe

<400> 11

tcaccgagct gcaagaactc t 21
<210> 12

<211> 17

<212> DNA

<213> Artificial

<220>

<223> Probe

<400> 12

tccgcgaccce acacctt 17
<210> 13

<211> 17

<212> DNA

<213> Artificial

<220>

<223> Nucleotidic part of TagMan probe

<400> 13

acgcgcgtcg ggctcga 17
<210> 14
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<211>
<212>
<213>

<220>
<223>

<400>

20

DNA
Artificial
probe

14

acaccgagga ccaggttgtc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

15

19

DNA
Artificial

probe

15

cccagcatca aaggtggaa

<210>
<211>
<212>
<213>

<220>
<223>

<400>

cctgcgactt caacagtgac tcccact

16

27

DNA
Artificial
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Nucleotific part of TagMan probe

16
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20

19

27



