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SEQUENCE LISTING

<110> INSTITUT NATIONAL DE LA SANTE ET DE LA RECHERCHE MEDICALE
(INSERM)
BENSUSSAN, Armand
MARIE CARDINE, Anhne

<120> Identification of new isoforms of the MHC-class I specific
receptor CD160 and uses thereof

<130> 353052

<150> EP 07301124.9
<151> 2007-06-18

<160> 24

<170> PatentIn version 3.3

<210> 1

<211> 234

<212> PRT

<213> Homo sapiens

<400> 1
Met Leu Leu Glu Pro Gly Arg Gly Cys Cys Ala Leu Ala 1Ile igu Leu
1 5 10
Ala Ile val Asp ITe Gln Ser Gly Gly Cys Ile Asn Ile ggr Ser Ser
20 25
Ala ser GIn Glu Gly Thr Arg Leu Asn Leu Ile Cys Thr val Trp His
35 40 45
Lys Lys Glu Glu Ala Glu Gly Phe val val Phe Leu Cys Lys Asp Arg
50 55 60
Ser Gly Asp Cys Ser Pro Glu Thr Ser Leu Lys Gln Leu Arg Leu Lys
65 70 75 80
Arg Asp Pro Gly ITe Asp Gly val Gly Glu Ile Ser Ser Gln Sgu Met
85 90
Phe Thr ITe Ser Gln val Thr Pro Leu His Ser Gly Thr Tyr GIn Cys
100 105 110
Cys Ala Arg Ser Gln Lys Ser Gly Ile Arg Leu Gln Gly His Phe Phe
115 120 125
Ser Ile Leu Phe Thr Glu Thr Gly Asn Tyr Thr val Thr Gly Leu Lys
130 135 140
Gln Arg Gln His Leu Glu Phe Ser His Asn Glu Gly Thr Leu Ser Ser
145 150 155 160
Gly Phe Leu GIn Glu Lys val Trp val Met Leu val Thr Ser Leu val
165 170 175
Ala Leu GIn Gly Met Ser Lys Arg Ala val Ser Thr Pro Ser Asn Glu
180 185 190
Gly Ala Ile ITe Phe Leu Pro Pro Trp Leu Phe Ser Arg Arg Arg Arg
195 200 205
Leu Glu Arg Met Ser Arg Gly Arg Glu Lys Cys Tyr Ser Ser Pro Gly
210 215 220
Tyr Pro GIn Glu Ser Ser Asn Gln Phe His
225 230

<210> 2

<211> 72

<212> PRT

<213> Homo sapiens

<400> 2

Met Leu Leu Glu Pro Gly Arg Gly Cys Cys Ala Leu Ala Ile Leu Leu

1 5 10 15

Ala Ile val Asp ITle Gln Ser Gly Glu Thr Gly Asn Tyr Thr val Thr
20 3

0
Gly Leu Lys GIn Arg GIn His Leu Glu Phe Ser His Asn Glu Gly Thr
Page 1



35

40

353052seq. txt

45

Leu Ser Ser Gly Phe Leu GIn Glu Lys val Trp val Met Leu val Thr

50

55

Ser Leu val Ala Leu Gln Ala Leu

<210> 3

<211>
<212>
<213>

<400> 3

1

27
PRT .
Homo sapiens

Glu Phe Ser His Asn Glu Gly Thr Leu Ser Ser
25

<210> 4

<211> 24

<212> PRT
<213> Artificial sequence

<220>

<223> Signal peptide

<400> 4
Met Leu Leu Glu Pro Gly Arg Gly Cys Cys Ala Leu Ala Ile Leu Leu
1 5 10

Ala I1e val Asp Ile Gln Ser Gly
20

<210> 5

<211> 21

<212> PRT
<213> Artificial sequence

<220>
<223> GPI anchor domain

<400> 5
Gly Phe Leu Gln Glu Lys val Trp val Met Leu val Thr Ser Leu val
1 5 10

Ala Leu GIn Ala Leu

<210> 6

<211> 109
<212> PRT
<213> Artificial sequence

<220>
<223> Ig domain

<400> 6

Gly
1
Asn

val
Ser
Gly

65
Leu

Cys
Leu
val
Leu
50

Glu

His

Ile
Ile
Phe
35

Lys
Ile

ser

Asn
Cys
20

Leu
Gln
Ser

Gly

Ile
Thr
Cys
Leu
Ser

Thr

Thr
val
Lys
Arg
Gln

70
Tyr

Ser
Trp
Asp
Leu
55

Leu

Gln

ser

Arg
40

Lys
Met

Cys

Ala
Lys
25

Ser
Arg
Phe

Cys

Ser Gln
10
Lys Glu

Gly Asp

Asp Pro

Thr ITe
75

Ala Arg
Page 2

60

Glu
Glu
Cys
Gly
60

Ser

ser

Gly
Ala
Ser
45

Ile
Gln

Gln

Thr
Glu
30

Pro
Asp
val

Lys

15

15

Arg
15

Gly
Glu
Gly
Thr

ser

Glu Thr Gly Asn Tyr Thr val Thr Gly Leu Lys GIn Arg Gln His Leu
5 10 15

Leu
Phe
Thr
val
Pro

Gly
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90

105

10

gccctggeca
agctcagctt
gaagaggctg
gagaccagtt
atatcatctc
ctacacagtg
tctcagttca
ccttcaaggt
tctgccacct
aaaatgttac

gccctggeca
gtgacgggat
tcaggcttcc
gctttgtaa

tcctgcetggce
cccaggaagg
aggggtttgt
taaaacagct
agttgatgtt
acgggattga
ggcttcctac
atgtccaaaa
tggttattct
tcaagccctg

tcctgcetggce
tgaaacaaag
tacaagaaaa

85
Ile Arg Leu GIn Gly His Phe Phe Ser Ile Leu Phe Thr
100
<210> 7
<211> 55
<212> PRT
<213> Artificial sequence
<220>
<223> Intracellular membrane
<400> 7
Gly Met Ser Lys Arg
1 5
Ile Phe Leu Pro Pro
20

Met Ser Arg Gly Arg

35
Glu Ser Ser Asnh Gln Phe His

50 55

<210> 8
<211> 625
<212> DNA
<213> Homo sapiens
<400> 8
atgctgttgg aacccggcag aggctgctgt
atccagtctg gtggatgcat taacatcacc
aacttaatct gtactgtatg gcataagaaa
tgcaaggaca ggtctggaga ctgttctcct
agggatcctg ggatagatgg tgttggtgaa
caagtcacac cgttgcacag agacagggaa
acaccttgag ttcagccata atgaaggcac
ctgggtaatg ctggtcacca gccttgtggce
caccccaagc aatgagggtg ctattatatt
aaggttggaa aggatgtcca gggggagaga
ggaaagttca aaccagtttc actga
<210> 9
<211> 219
<212> DNA
<213> Homo sapiens
<400> 9
atgctgttgg aacccggcag aggctgctgt
atccagtctg gtgagacagg gaactacaca
gagttcagcc ataatgaagg cactctcagt
atgctggtca ccagccttgt ggcccttcaa
<210> 10
<211> 22
<212> DNA
<213> Artificial sequence
<220>
<223> Primer
<400> 10
atgctgttgg aacccggcag ag
<210> 11
<211> 21
<212> DNA

Page 3

95

Ala val ser Thr Pro Ser Asn Glu Gly Ala Ile

15

Trp Leu Phe Ser Arg Arg Arg Arg Leu Glu Arg
25 30

Glu Lys Cys Tyr Ser Ser Pro Gly Tyr Pro Gln
40 45

aattgtggac
aacgcgacta
agtgtttttg
gagacttaaa
caccataagc
aacaaagaca
aagaaaaggt
gagccgtaag
ccaggaggag
gctatccaca

aattgtggac
acaacacctt

ggtctgggta

60
120
180
240
300
360
420
480
540
600
625

60
120
180
219

22
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<213> Artificial sequence

<220>
<223> Primer

<400> 11
ttacaaagct tgaagggcca c 21

<210> 12

<211> 27

<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 12
tcagtgaaac tggtttgaac tttcctg 27

<210> 13

<211> 24

<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 13
atggccttac cagtgaccgc cttg 24

<210> 14

<211> 47

<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 14
ggggtgctta cggctctttt ggagttgcag taaagggtga taaccag 47

<210> 15

<211> 47

<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 15
ctggttatca ccctttactg caactccaaa agagccgtaa gcacccc 47

<210> 16

<211> 14

<212> PRT

<213> Artificial sequence

<220>
<223> Polypeptide

<400> 16

Ser Ser Ala Ser Gln Glu Gly Thr Arg Leu Asn Leu Ile Cys
1 5 10
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

17
16
PRT

17

Polypeptide

Artificial sequence

353052seq. txt

Lys GIn Arg GIn His Leu Glu Phe Ser His Asn
1 5

<210>
<211>
<212>
<213> Homo

<400> 18

aacaagatgc
gaacaagaaa
tttgcttcaa
gctgctgtgc
actacacagt
ctctcagttc
cccttcaagg
ttctgccacc
aaaaatgtta
aaggcactaa
ttaggaatga
acagagggct
acagacttgg
agattgagta
tagcgttttc
tgcataacaa
tttaggcatt
tatatatatg
gctcttaata
tctaacctta
caaggaagtt
ggccaaggca
aaaccccaac
aagctaaggc
atgccactgt
aaaaaagagt
cttacactca
tcattctgag
cagtccctta
ttatctgtaa
aacatgaata
tggttaggcc
aaattgagtc
agagcaaaaa
tgaagagaat
tttaaagtta
actacttaga
ttgaaagagg
ataggtcaag
gtgcctctct
caattcagag
tttgattgtt
aatcagattt
ttcccacttt
ggacaggtga
atacaaactt
tacagcaaga

18
3389
DNA

sapiens

aaggacaatc
gaagaacttc
gttcctgggc
cctggccatc
gacgggattg
aggcttccta
tatgtccaaa
ttggttattc
ctcaagccct
ggaggaagac
aggcctgtga
acaagttgaa
tttggagatg
tattaaacac
cctattagat
gcaactgatt
cctcaaatca
taaggacttt
aatttgttaa
tacaaccctt
aaatagggcc
ggcagatcct
tatacaaaaa
atgaggatca
actccagcect
taattgttgc
gtaatgatct
attgactcct
tttgcaagtc
tccttggtaa
tgaaacagtc
actgtaacca
tagccataca
aaaaaaaaaa
gagcttttga
accaaaggaa
agctttcttt
tagtattcag
ttatcatgct
cagctcatga
ctatacgtgg
ccttccagcea
gctcaagatt
ccttttccaa
gacttcatta
tctttccaca
tgagtctgac

tgaggactga
tgtctcgaga
ctgctgacag
ctgctggcaa
aaacaaagac
caagaaaagg
agagccgtaa
tccaggagga
ggctatccac
agataaatca
gagaggcaag
gcaacagatt
ggttttgaac
atgtagctga
aacaaaaagt
caggtttttg
ataactacca
gtcttcttta
aaaacctgta
gcaagcaaac
tggtgcggtg
ttgagcctag
aatacaaaaa
cctgagccca
gggtgacagg
ccgtcacagc
actatatgca
cccctttcca
atcaaaagaa
ggatcttcca
tgacctttag
gtaaaataaa
acctactact
aaaaaatcat
atccaatttt
aaaaccaaag
tctttatcct
tagaatagta
tacatgtggg
actagtttca
aaaacctacc
aggagcgatc
acaaccctaa
tccctttaca
tatcaggtat
gctttgtaag
tatggcttag

gagccatttc
ctgaagccaa
cgtgcaggat
ttgtggacat
aacaccttga
tctgggtaat
gcaccccaag
gaaggttgga
aggaaagttc
gacttttcaa
ttagtacaac
ttcagctatt
aatgcggctc
gtcctctgaa
gaaacttcca
cctggccttg
ctgttttgaa
ccccaacgaa
tgatgaatca
atcccctggt
gctcacgcct
gagtttgagg
ttaggcatgg
ggctggttga
gtgagacact
aattaataca
aagcacctct
gaaacaggac
aacagagatt
aatttaagcc
acataatttt
ttttatttta
agttactatc
ctctggcctt
ttgttttctc
ctcaatattt
tcttccccaa
cacatgcttt
gaaaaggagg
gtgaatatcc
ttcaactttt
aaaggctagc
tttagtaata
gtcatgaggg
tttgttgcta
ccttgtgcca
tatctttctc

Page 5

Asn Glu Gly Thr Leu
15

aacgtgagcc
ggataccagc
gctgttggaa
ccagtctggt
gttcagccat
gctggtcacc
caatgagggt
aaggatgtcc
aaaccagttt
tgggtaggag
tacctctact
agaggaagaa
ctcagcaaag
aaccatttac
ataatttgtc
gcattcttaa
tggcatcaga
aagtcccaca
gatgctttac
tactcatcag
gtaatcccag
ccagtctggg
tggcacacaa
ggttgcagtg
ttctcaaagg
gatccttctc
tacatccttc
cacctaaaca
tcaaaaagaa
tatgccagtt
ttgttgactt
gaataaaaat
tttgattccc
tttttccttt
ctatattcaa
gattaaacga
ctcaaggctt
ttcaggtcca
agggagtttc
ttgtcttacc
tgagtggcat
cccctteeca
agatgcaata
cctatcacgc
ttctaagtta
aaagaaactt
attacaatag

cccagtctga
agagccaaca
cccggcagag
gagacaggga
aatgaaggca
agccttgtgg
gctattatat
agggggagag
cactgatcca
gtaagactca
cactgcatga
aaggcaagag
gctgatggcc
caatatagat
ataacgtttt
ctccatttta
atgtaagctc
catatggcag
acatgatgat
gaaacagaca
cactttggga
caacatggca
ctgtagtccc
agccatgatc
aaaaaaaaaa
actctaaaac
accaccccat
ttccctattc
aacagagacc
ttcaggagga
taaattccct
tataaagggg
aagtcatcct
tccactcagg
ttcaagtagc
gaaaatatac
agtagaatta
gaaacaccac
ctggacctct
actgtgccaa
ctattgcttc
ctcccaccag
cataaaatag
acgcatctca
taaggcagta
ttaaaacagc
gcacagagaa

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820



gaatgcaaca
gctggggcaa
cttccctect
cctcaaatat
catcaacata
tttatttaac
gaagacagcc
aacattcaac
agcaccacag
tctcttttta

<210>
<211>
<212>
<213>

<400> 19
Met Leu
1
Ala

19
125
PRT
Homo

Leu

ITe val

Gly Leu Lys
35
Ser Ser
50

Leu

Leu
Ser val
65
Ser

Asn Glu

Arg Arg Arg

Ser Pro Gly

115

<210> 20
<211> 58
<212> PRT

gggcacaggg
atcagtgtaa

aagctccagt
cggataaata
gtaaaataag
actgcaaagg
agatccagtg
aacatccata
actacaactg
aataaatgcc

sapiens

Glu Pro GI

5
Asp Ile Gl
20
Gln

Arg GI1

Gly Phe Le
Gl
70

I

Ala Leu

Ala
85
Glu

Gly
Leu Ar
100
Tyr

Pro GI

gaagagatgc
tccttgactt
aaataaacag
tatgcgtttt
tcaaacaaaa
aaagagagag
attgacttgg
cagcactgct
cccagcttca
catagcagt

y Arg Gly

h Ser Gly
Leu
40
Glu

h His
u Gln
nh Gly Met
e Ile Phe
g Met Ser

n Glu Ser

120

<213> Artificial sequence

<220>

<223> sCD160 delta Ig-GPI-Flag

<400> 20
Met
1

Ala

Gly
Leu
50

<210> 21
<211> 167
<212> PRT

20

Leu Lys GIn Arg GIn His Leu
35

Leu Leu Glu Pro Gly Arg Gly

Ile val Asp Ile Gln Ser Gly

40

Ser Ser Asp Tyr Lys Asp Asp
55

<213> Artificial sequence

<220>
<223> sCD16

<400> 21

0-Flag

Met Leu Leu Glu Pro Gly Arg Gly
1 5

Ala I1e val Asp Ile Gln Ser Gly
20

Ala ser GIn Glu Gly Thr Arg Leu Asn Leu Ile Cys Thr
Page ©
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taaatatacc
tgctcctcac
aacagctttc
tgtaccccag
tgagaacacc
aaaacaagca
catgaaaatg
ggaggaagag
tctaaatact

Cys Cys Ala

Glu Thr
25
Glu

Gly

Phe Ser

Lys val Trp

Ser Lys Arg
75
Pro Pro
90

Gly

Leu

Arg
105
Ser

Arg

Asn Gln

Cys Cys Ala
10

Glu
25
Glu

Thr Gly
Phe ser

Asp Lys

Cys Ala
10

Gly Cys 1Ile
25

Cys

aagaatctgt
catcagggca
accaaagtgg
aaaaactttt
aaattttggg
aagataggta
agaaaatgca
gaagatttgt
tgttaacctc

Leu Ala ITe
Thr
30

Glu

Asn Tyr
Ash
45
Met

His

val Leu

Ala val ser

Trp Leu Phe

Glu Lys Cys
110
His
125

Phe

Leu Ala ITe
Thr
30

Glu

Asn Tyr

ASh
45

His

Leu Ala ITe

Thr
30
val

Asn Ile

ggaaatataa
aacttgcctt
gtagtatagt
cctccctctt
ggaataaatt
ggacagaaag
gacagacctc
gcagaccaag
tttggtcatt

Leu Leu

val Thr

Gly Thr

val Thr

Thr Pro
80
Ser Arg
95

Tyr Ser

Leu Leu
15
val Thr

Gly Thr

Leu Leu
15
Ser Ser

Trp His

2880
2940
3000
3060
3120
3180
3240
3300
3360
3389



35

Lys Lys Glu
50

Ser Gly

65

Arg

Asp

Asp Pro

Phe Thr Ile

Cys Ala Arg
115
Ile Leu
130

Arg

Ser
Gln Gln
145
Asp

Tyr Lys

<210>
<211>
<212>
<213> Homo

<400> 22

atgctgttygg
atccagtctg
aacttaatct
tgcaaggaca
agggatcctg
caagtcacac
atccgccttc
acgggattga
ggcttcctac
atgtccaaaa
tggttattct
tcaagccctg

22
705
DNA

<210> 23
<211> 15
<212> PRT

Ala

Cys Ser
Ile
85
Gln

Gly

Ser
100
ser Gln

Phe Thr

His Leu

Glu
Pro
70

Asp
val
Lys
Glu

Glu

40
Gly Phe
55
Glu Thr

Gly val

Thr Pro
Gly
120
Gly

ser

Thr
135

Phe Ser

150

Asp Asp

165

sapiens

aacccggcag
gtggatgcat
gtactgtatg
ggtctggaga
ggatagatgg
cgttgcacag
agggccattt
aacaaagaca
aagaaaaggt
gagccgtaag
ccaggaggag
gctatccaca

Asp

Lys

aggctgctgt
taacatcacc
gcataagaaa
ctgttctecct
tgttggtgaa
tgggacctac
tttctccatt
acaccttgag
ctgggtaatg
caccccaagc
aaggttggaa
ggaaagttca

<213> Artificial sequence

<220>
<223> Polyp

<400> 23

eptide

353052seq. txt

val val Phe

Ser Leu Lys
75
Glu Ile
90

His

Gly
Leu Ser
105
Ile

Arg Leu

Asn Tyr Thr
Glu
155

His Asnh

gccctggeca
agctcagctt
gaagaggctg
gagaccagtt
atatcatctc
cagtgttgtg
ctattcacag
ttcagccata
ctggtcacca
aatgagggtg
aggatgtcca
aaccagtttc

45
Leu Cys
60

Gln

Lys

Leu Arg

Ser Ser Gln

Gly Thr Tyr

110

Gln Gly His
125

val Thr

140

Gly

Gly

Thr Leu

tcctgetggce
cccaggaagg
aggggtttgt
taaaacagct
agttgatgtt
ccagaagcca
agacagggaa
atgaaggcac
gccttgtggc
ctattatatt
gggggagaga
actga

Asp Arg

Leu Lys

Leu Met
95
Gln Cys

Phe Phe

Leu Lys

ser
160

ser

aattgtggac
aacgcgacta
agtgtttttg
gagacttaaa
caccataagc
gaagtcaggt
ctacacagtg
tctcagttca
ccttcaaggt
tctgccacct
aaaatgttac

val Sser Thr Pro Ser Asn Glu Gly Ala Ile Ile Phe Leu Pro Pro

1

<210> 24
<211> 15
<212> PRT

5

<213> Artificial sequence

<220>
<223> Polyp

<400> 24

eptide

10

15

Ser Arg Arg Arg Arg Leu Glu Arg Met Ser Arg Gly Arg Glu Lys

1

5

10

Page 7

15

60

120
180
240
300
360
420
480
540
600
660
705



