<110>

<120>

<130> 7497
<160> 3
<170>

<210> 1
<211> 654
<212> DNA
<213> Homo
<400> 1
atggctacag
cttcaagagg
ctccgegecc
tatatcccaa
tcagagtcta
ctgctecogea
agtgtctteg
aaggacctag
actgggcaga
gcactactca
acattcctgc
<210> 2
<211> 217
<212> PRT
<213> Homo
<400> 2

Met Ala Thr
1

Cys Leu Pro

Ser Arg Leu

.204-WO

sapiens

gctecccggac
gcagtgectt
atcgtctgea
aggaacagaa
ttccgacacc
tcteeoctget
ccaacagect
aggaaggcat
tcttcaagea
agaactacgg

gcatcgtgea

sapiens
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gtcectgetce
cccaaccatt
ccagetggec
gtattcattc
ctccaacagyg
gctcatccag
ggtgtacggc
ccaaacgctyg
gacctacage
gctgctcetac

gtgccgetet

E LISTING

ctggettttg
cccttatceca
tttgacacct
ctgcagaacc
gaggaaacac
tcgtggetgg
gcetcotgaca
atggggaggc
aagttcgaca

tgcttcagga

gtggagggca

gcoetgetetg
ggctttttga
accaggagtt
cccagacctce
aacagaaatc
agcccogtgea
gcaacgtcta
tggaagatgyg
caaactcaca
aggacatgga

gctgtggett
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cctgecoetgyg
caacgctatg
tgaagaagcc
cctetgttte
caacctagag
gttccteagg
tgacctccta
cagcccecgyg
caacgatgac
caaggtcgag

ctag

Gly Ser Arg Thr Ser Leu Leu Leu Ala Phe Gly Leu Leu

5

10

15

Trp Leu Gln Glu Gly Ser Ala Phe Pro Thr Ile Pro Leu

20

Phe Asp

25

30

Asn Ala Met Leu Arg Ala His Arg Leu His Gln

60

120

180

240

300

360

420

480

540

600

654



Leu

Glu

65

Ser

Ser

Leu

Tyr

Glu

145

Thr

His

Arg

Arg

Ala

50

Gln

Glu

Asn

Glu

Gly

130

Gly

Gly

Asn

Lys

Ser
210

<210>
<211>
<212>
<213>

<400>

35

Phe

Lys

Ser

Leu

Pro

115

Ala

Ile

Gln

Asp

Asp

195

Val

202

PRT
Homo

Met Ala Ala

1

Asp

Tyr

Ile

Glu

100

Val

Ser

Gln

Ile

Asp

180

Met

Glu

Thr

Ser

Pro

85

Leu

Gln

Asp

Thr

Phe

165

Ala

Asp

Gly

sapiens

Gly

Ser

40

Tyr Gln Glu
55

Phe Leu Gln
70

Thr Pro Ser

Leu Arg Ile

Phe Leu Arg
120

Ser Asn Val
135

Leu Met Gly
150

Lys Gln Thr

Leu Leu Lys

Lys Val Glu
200

Ser Cys Gly
215

Phe

Asn

Asn

Ser

105

Ser

Tyr

Arg

Tyr

Asn

185

Thr

Phe

Glu

Pro

Arg

90

Leu

Val

Asp

Leu

Ser

170

Tyr

Phe

Glu

Gln

75

Glu

Leu

Phe

Leu

Glu

155

Lys

Gly

Leu

Ala

60

Thr

Glu

Leu

Ala

Leu

140

Asp

Phe

Leu

Arg

45

Tyr

Ser

Thr

Ile

Asn

125

Lys

Gly

Asp

Leu

Ile
205

Ile

Leu

Gln

Gln

110

Ser

Asp

Ser

Thr

Tyr

190

Val

Pro

Cys

Gln

95

Ser

Leu

Leu

Pro

Asn

175

Cys

Gln

Lys

Phe

80

Lys

Trp

Val

Glu

Arg

160

Ser

Phe

Cys

Arg Thr Ser Leu Leu Leu Ala Phe Gly Leu Leu

10

15



Cys

Ser

Leu

Phe

65

Lys

Trp

Val

Glu

Arg

145

Ser

Phe

Cys

Leu

Arg

Ala

50

Ser

Ser

Leu

Tyr

Glu

130

Thr

His

Arg

Arg

Ser

Leu

35

Tyr

Glu

Asn

Glu

Gly

115

Gly

Gly

Asn

Lys

Ser
195

Trp

20

Phe

Asp

Ser

Leu

Pro

100

Ala

Ile

Gln

Asp

Asp

180

Val

Leu

Asp

Thr

Ile

Glu

85

Val

Ser

Gln

Ile

Asp

165

Met

Glu

Gln

Asn

Tyr

Pro

70

Leu

Gln

Asp

Thr

Phe

150

Ala

Asp

Gly

Glu

Ala

Gln

55

Thr

Leu

Leu

Ser

Leu

135

Asn

Leu

Lys

Ser

Gly

Met

40

Glu

Pro

Arg

Leu

Asn

120

Met

Gln

Leu

Val

Cys
200

Ser

25

Leu

Phe

Ser

Ile

Arg

105

Val

Trp

Ser

Lys

Glu

185

Gly

Ala

Arg

Asn

Asn

Ser

90

Ser

Tyr

Arg

Tyr

Asn

170

Thr

Phe

Phe

Ala

Pro

Arg

75

Leu

Val

Arg

Leu

Ser

155

Tyr

Phe

Pro

Arg

Gln

60

Val

Leu

Phe

His

Glu

140

Lys

Gly

Leu

Thr

Arg

45

Thr

Lys

Leu

Ala

Leu

125

Asp

Phe

Leu

Arg

Ile

30

Leu

Ser

Thr

Ile

Asn

110

Lys

Gly

Asp

Leu

Ile
190

Pro

Tyr

Leu

Gln

Gln

95

Ser

Asp

Ser

Thr

Tyr

175

Val

Leu

Gln

Cys

Gln

80

Ser

Leu

Leu

Pro

Lys

160

Cys

Gln



