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Verfahren zur Herstellung von
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<213> HCM-10

<400> 3

tcagaggctc
cggcagttcg
gtcactgtcc
tcgcggcagce
cttgccggcece
gccgggatge
gcccggaacce
gatcttgtcg
gaagtggcgc
catcgccggg
gttcggcagg
ggcggtgaag
gccgaagccece
catgttgttg
ccagttgcag
gccgtcgaac
gccgttgcecge
ggggggttcc
gcagcaacgg
gcacttgcgg
gtgcaggatc
ccagtagcgt
gttcgtggge
cccggccgcg

<210> 4

<211> 1014
<212> DNA
<213>

<400> 4

tcaaagatca
cgtgcgtgcec
caccttgcac
gccaagcacc
gatcttgatc
gtcgggaagc
ggtgcaggca
acccggctcg
gtcgaagtgc
cgcgtgggceg
ccgatgcacc
gggcgccecect
cgtgtgcacg
cgcgatcagg
tcecgtecgegyg
gtcctcgcecge
ccgcaggttce

gcttcgatct
tcgcactcct
gcttcececgge
gtttgcccat
acagcgtcgce
tcaagaccgt
cgctgcgtcet
accccgcact
cagccgaagg
ccggagtgtce
cccatctgcg
atcatgccgt
ccctgcagcg
tgcagcagcg
tcgaagacat
accgggaact
tcgaaggccyg
gccggcgcect
atcccgeget
tgcagcacgc
cgaatcgcct
cgcatgtact
gcgacattct
gccaaaggct

HCM-10

aggacgagcyg
tcggcggaca
gttccgcaca
tgcgcgatcg
tggaacccga
accggcgcge
cgtgtgcagg
taccgccgceca
atgatcacgc
ctcgacttcg
atggccttca
tcaatcagcg
cgttcgtgga
tatcgccgac
aagtacagat
acgaattcgt
agcgccegtcet

cgtcgaggceg
tcatgatcgc
tcggecggeg
cggtcgaccc
gaagcagcga
ggagggctat
cttcataagg
cctcttecect
cgatcgagtg
gctgcggagce
aaattcggat
tgttgtcatc
tcgcgecgtce
cggtgtggta
tggagaacgg
ctggcctgcg
gataggcgcc
ccagcaggct
cctggacgat
cgacgttgcc
tgggcacgtc
cgcccatcgg
gcagatctcg
ctctgttacc

tcgcgecctt
gcaagtagtc
ggccgctctg
acttgtcgtt
gcgccagcgce
cgacgaagta
cctccatgaa
gcagcgcagc
gccecttgge
cgcagtagtg
gcggcgtgat
ggaagttgtt
tcgcgatgga
gctcggcggg
ccacgtgggc
aggcgttgat
tcgggtactt

ccgcaggaca
gaaaacctgg
gcggatccgce
agccttcacg
gcgacacatg
cggccectgg
ccgatgccgg
tccacggtgce
ctcgtcgtcg
cgccgccacg
ccagacttcg
ggtcgggtge
ggcgagcttc
gtggtcgatc
gatcaaccgc
atccgceccggce
ctggcagacg
gccgtcgacyg
gccgaactcg
cctgcgatcc
ggtcagctcc
cgtgccgggg
cagccggtac
cat

cgagcgcgac
ccgatgctcg
gcacgatgtc
cggtaccgtc
atcgctgccg
ctcgaagtgc
cCccggggggyg
gatgtccagg
ggccatcggce
cagggtgtag
gccgatgccg
gcgegggtgt
acccccgege
gtcgttgcac
cccggeggtyg
gccgatcccce
gccggtgtga

tgcggcctgce
tgcgcggect
agtcgactgt
cgcaccgggt
tacacaccca
ctgacgatgg
gtctgaccga
tccgggtcga
accggcacct
atggcggcegt
tcgtccgaca
cagtcgatga
gcgtccacgce
tgattttcgt
gttccectteg
cccatgtagg
gtttccttca
tcgaagtgcce
agcgaagccce
ctgaaagcca
tgcgacaggc
cccgtacgga
ccgctgtagg

acgcaggtcg
acgtcgcccg
ggcacttcga
aggaccgttc
atgtcgtgag
accgcctcgg
ccgcagtagt
ccecttggecg
gcgagttcct
tccgecgecca
ccggccagceca
ccgaccgcga
ccattgtcgt
aacgaatact
aactcctcca
tggtaggtga
ctcaactgat

gctgcacgac
tgcggatgac
ccgacgcgta
¢gggcggcegce
cgtccgaccg
cttcgtagtce
tcaggaagtc
cctecgtegtt
gccagcgtga
tctgcatcca
ggcgecggcece
tcggcatttce
cgacgaccgt
agacctgcag
gcaacacgta
cgaacaccaa
gcttggtgtc
aaccgtggta
cgcggtgggce
ccagatcctce
ataccggctg
gaatttccag
ctgtgccctg

tcaggaactg
ccaggtagcg
tgccgtgcetce
ccgtgctggce
gtactccatc
cgggccaatt
agagctgcca
gattgccgcece
cctggaacgc
tcctttceccaa
ggacctggtg
cgagccgttg
cgcgcagcac
gtcgcacgcg
gttcgccgcece
tctgccggac
acat
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360
420
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840
900
960
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780
840
900
960
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