N3027PCT_sequ. | i st..txt
SEQUENCE LI STI NG

Dr esden

<110> Techni sche Uni versit at
Medi zi ni sche Hochschul e Hannover

<120>

<130> N3027 PCT

<150> US 60/989, 773

<151> 2007-11-21

<160> 109

<170> Patentln version 3.3

<210> 1

<211> 6351

<212> DNA

<213> Dictyosteliumdiscoi deum

<220>

<221> msc_feature

<222> (1)..(6351)

<223> Mosin-2

<400> 1

at gaat ccaa
gattctgatt
ccaaaagaaa
acattcaaaa
aat ccaat ca
gcagttttcc
ctetttttgg
gatatcttca
gttgcctatc
tctggtgctg
ggtcgtaat c
at cct t gaag
aaattcattg
taccttttag
ttctatcaac
ccagaat cat
agt gaagaat
caaat gt caa
aaaggtgctg
gtctttggtg
ggt cgt gat t

ttcatgatag
tatttaaact
gagattcata
ccgt t gat gg
aatt cgat gg
acaat ct ccg
ttgccgtcaa
aaggt cgt ag
gttcaatgtt
gt aagact ga
aagccaat gg
cttttggtaa
aaattcaatt
agaaat cacg
tcttagctgg
t caact act t
t caaaat cac
tctttaagat
gt gaaggt gc
tcaatccatc

tagttgctca

aact t cagat
tactgtttca
t gaat gt ggt
t caagacaga
t gt cgaagat
tgttcgttac
tccattcaag
aagaaat gaa
agat gat cgt
aaacaccaaa
tagtggtgta
t gccaaaacc
caacagt gct
tgtcgttttc
t gccaccgcece
aaat caaagt
t cgt caagct
catt gct ggt
t gt cct caaa
agtccttgaa

acat ctcaac

t at cacaaat
gat aagagat
gaaattgttt
caagt caaaa
at gt ct gaat
aat caagat t
agaattccaa
gttgccccac
caaaat caat
aaggtcattc
tt ggaacaac
acccgt aaca
ggtttcatta
caat ct gaaa
gaagaaaaga
gottgtgttg
atggacattg
atcttacatt
gacaaaaccg
aaggct ct ca

gt t gaaaaat
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Means for treating nyosin-rel ated di seases

act t aaaagt
acatttggta
cagaaacctc
aggat gat gc
t at cat acct
taatttacac
t ctacact ca
atattttcgc
cact ctt aat
aat atcttgc
aaattctcca
acaattcatc
gtggtgcttc
ccgaacgt aa
aagctcttca
at at caaagg
ttggtttctce
t aggt aacat
ccct caacgce
t ggaaccacg

cctcatcatc

t aaacaaggt
t aat ccagat
tgattctttc
caat caacgt
caat gaacca
ct att caggt
agagat ggt t
catttctgat
cact ggt gaa
at ct gt cgct
agccaat cca
tcgtttcggt
aat t caat cc
ttatcacatt
cttggct ggt
t gt ct ct gat
acaagaagaa
caaat t cgaa
tgctt caacc
tattttagcc

aagagacgct

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260



ctt gt caaag
ct ct gt caag
tt caaagt ca
ttcttcaatc
tggactttca
caaccaccag
aatactttaa
ccacgtttct
attcaagatt
aaagat t cat
gcaaagaaag
ct cat ggcca
aaacaatt ac
gt cct cgaag
ttcgt caaac
aaagccaccg
at caccaaga
cgtatctctg
gt ct acaaac
gcttacattg
t t aaagagaa
aaat ct aatc
act gaat cca
gct at gt acg
gaagat at gg
aaacgttcag
ttacgtaata
cgtgtcaatg
caaaaagaag
t t agaaaaga
agt gaaacca
aaacaagttc
aacaagaaat

gctcgttcaa

ctct ctat gg
agagaaaagc
attcattcga
accat at gt t
tcgattttgg
gtattttage
t caccaaact
ccaaaaccga
ggtt agaaaa
cagacaacgt
gt gcaaact t
ccct t gaaac
cagccaaact
gtattcgt at
gttactattt
atgctgttct
ttttcttecg
aaat cat caa
aagcacgt ga
atttcaaatc
gaaactttga
t caccgactc
at gt act cga
at agcaagga
aat ct gaact
t cgaagaaaa
ccctt gaaaa
acggt caatc
tt gaagaat t
ct cgt gt cag
aagacaaat c
aagaagct ct
t acaaggt ga

at gt t gaaaa

N3027PCT_sequ. | i st..txt

tcgtetttte
ttactttatt
acaat t at gt
caaat t ggaa
tcttgattca
tcttttggat
ccacagt cac
atttggtgtt
gaacaaagat
t gt caccaaa
tatcactgtc
caccaaccca
cgaagat aaa
t act cgt aaa
attagct cca
caaacat ct t
t gccggt caa
agccattcaa
acacact gt t
at ggccat gg
aaaggaaat c
taccact caa
t ct ccaacgt
tgcctt agaa
cgacgaaaag
agt cagagac
att aaagaag
t gat accat c
aact gaaagc
att acaaagt
tgaattactc
cgct get gaa
at acact gaa

at caaagaag

ctctggttgg
gotgttttgg

atcaattata
caagaagaat
caagccacta
gaacaatct g
tttagcaaga
acccattatg
ccattacaac
cttttcaatg
gccgcet caat
catttcgttc
gttgtcctcg
ggtttcccaa
aacgttccaa
aacattgatc
ttagctcgta
gctgccactc
gctgctcgt a
t ggaaact ct
aaagaaaagg
aaggat aaat
caact caaag
gct caaaaac
aaatt agct t
t t ggaagaag
aaat acgaag
tctegtttag
ttctctgaag
gaattggat g
cgt caaaaga
actgctgcta
tt aaacgaaa
accct cgaaa
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t caaaaagat
atatttcagg
ccaat gaaaa
at ctt aaaga
tcgatttaat
ttttcccaaa
agaacgccaa
ct ggt caagt
aagat ct cga
at ccaaacat
acaaggaaca
gttgtat cat
accaattacg
at cgt att at
gagacgct ga
cagaacaat a
t t gaagaagc
gt ggt t ggat
t cat ccaaca
t ct caaaggc
aaagagaaat
t agagaaat ¢
ct gaaaaaga
gt gaat t aga
t ggaaaacct
aat t acaaga
aggaatt aga
aaaaaat caa
aat ccaaaga
atttaaccgt
agaaact cga
aat t agct ca
aatt caactc

gt caat t ggt

caacaat gtc
ttttgaaatt
act ccaacaa
gaaaat caat
t gat ggt cgt
t gccaccgat
at acgaagaa
cat gt at gag
actttgcttc
t gccagt cgt
attagcct ca
t ccaaacaac
t t gcaat ggt
ct at gccgat
agact cacaa
tcgtttcggt
t cgt gaacaa
cgct cgt aaa
aaat ct ccgt
tcgtccatta
cttagaactc
act caaagat
aaccct caaa
aat ccgt gt t
ccaaaaccaa
ggaacaaaaa
agaaat gaaa
ggat gaatta
t aaaggt gt t
aagat t agat
agaagaact c
agaagct gcc
t gaagt cact

t gccgt caac

1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300



aacgaatt ag
gacgct at gt
ctctatgatc
gaact ccaat
gctcgtttac
aagaagaagg
gccaaacaag
act caact ct
gaaacctct t
ctt gaaaaga
gaagaaaaga
t ct gaact ca
aagaacaaga
tctcgtgata
aacactgctg
gaattcgatt
gct gaaaaag
gat gccaaga
tctgaattac
aagaaaaccg
gccaaagct a
gaat catt gg
gaaat cgat g
gaagat aaga
caacgt gaag
ttatcaactc
aaact cgaac
gat gaagaaa
agt gaacgtg
gat gaagt ca
aaacgt gccc
tctcgttcag
aagaaat acg
actgatgatg
tct gaacgtg

at gaagagaa
t agaggaaat
t caaagtt aa
caactattgc
aaggt gaat t
tt gaattaga
ctttagataa
ct gaagccaa
t caat aat ct
aacgt ct cgg
aacaaaaaga
aagaccaaat
aagaat ct ga
aat cagt cga
aagaagct ga
t agaagaagc
ccat gaagaa
acgtctcatc
gtagtgtctt
ct gaat ct gc
aagct gaaag
aagat aaat ¢
atttacgtgc
agaacact cg
ttgtcaccat
aat t ggat ac
aaact ct cgc
ttcgt aaaca
ctgctctcaa
aggaacaat t
t cgaagttga
aat t agaaga
at gct gaagt
tt gat act ct

ccaagaaacg
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gaagaat cgt
gaaagat caa
acaagaat ca
caaat t agaa
agaagct gaa
ttt ggaagat
att aaagaag
caacaagaat
caaat t agaa
tttagaat ct
at ccaacgaa
t gaagaagaa
act cgat gaa
acaat t aaag
aggt caatta
cgt caagaat
agct gaaact
t gaacaat ac
ggaagaagct
tttagaatca
aaaat ccaaa
t ggt accgtc
t cgt ct cgac
t aaacaattt
cgatagatta
t gaaaccaaa
t gaaagaaga
agt ct ggcaa
tgcttctgaa
agaagat gaa
att agaggaa
cagcaaacgt
cgaacaaaac
caagaaacaa

tttagaat ct

gatgcccttg
ttagaat cca
gat at ggagg
aagat t aaat
caattagcca
aaatctgctc
aaat t agaac
gtcaactctg
tt ggaagct g
gaat t aaaac
aaacgt aaag
gttgcctcca
at caagagac
accttacaag
gatcgtgctg
tt ggaagaag
gact at cgt t
gttcaaatca
gat gaacgt t
tt gaaagat g
gaat t agaag
aat gt t gaat
agagaaactg
gctgatttag
aagaagaaac
tctcgtatca
gccget gaag
gaggttgatg
aagaagat ca
at cct cgeca
gt cagagacc
cgtctcacta
accaaatt ag
tt ggaagat g

gaaaat gaag
Page 3

aaaagaagaa
ctggt ggt ga
ctttacgtaa
ccactttaga
aat ccaacgt
aat t agct ga
aagaattatc
attccaccaa
aacaaaaagc
at gt caat ga
ttgatttaga
agaaagct gt
aat at gct ga
ccaagaat ga
aaagaagcaa
aaaccgccaa
caaccaaat c
aacgt ct caa
gt aact ct gc
aaat t gat gc
ttcgtgtcge
tcattcgtaa
aaagt cgt at
aagct aaggt
t cgaat ct ga
agat t gaaaa
aaggttcatc
agttacgtgc
aat ctttggt
aagacaaat t
aat t agaaga
ct gaagt cga
at gaagccaa
aaaagaagaa

atttccttge

gaaagcttta
aaagaaat ca
t caaat ct ct
aggt gaagt t
t gaaaaacaa
agaaaccgcc
t gaagttcaa
caaacatttg
caaacaagct
acaat t ggaa
aaaggaagt ¢
cact gaagcc
tgttgtttca
agaat t aaga
gaagaaagct
gaaagt t aaa
t gaat t ggat
t gaagaact ¢
cat caaagca
t gccaacaac
t gaat t agaa
gaaggat gct
caaat ct gat
t gaagaagct
t at cat cgat
gagcaagaag
caaagct gct
t caat t agat
cgccgaagt ¢
agt caaagcc
ggaagaagat
agat at caag
gaagaaact ¢
att gaacgaa

caaact t gat

3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400



gctgaagtta
aaggat acca
gccgcecaaac
aaagccact c
gct caaat cg
gaaggt gaat
gct gaacaat
aaagaaat cg
gt cgaagcca
agaaagagac
gccaagaat ¢
aagaaatt cg
gaaacagat t
gtt gaaaacg

aagttacaac

at cgaaat gc

<210> 2

<211> 2116

<212> PRT

<213>

<220>

<221>

<222> (1).

<223> Mos

<400> 2

Met Asn Pro

p

Val Lys Gn

Arg Tyr Ile

35

Cys Ay Gu
50

Val Asp Gy

65

Asn Pro Ille

agaatcgttc
aat acaaat t
t cgaagat ca
aagccgat aa
aagat gaagg
t agaagaat t
ccaaacgttt
at gccaaaga
aaggt cgt ct
t cgaagct ga
aacaaat caa
gcgaat caga
acaagagagc
at ct ccgt aa
gt gat cacga

aaagaaagat

M SC_FEATURE

.(2118)
in-2

Hi s

Ile

Ay
20

Asp
Trp Tyr

Ile Val

G n Asp

Phe
85

Lys

Asp

Ser

Asn

Ser

Arg

70

Asp

N3027PCT_sequ. | i st..txt

acgt gct gaa
aaacgacgaa
aat cgat gaa
gagt aagaag
t aagat caag
aagagaaacc
agt cgaatta
aat cgct gaa
cgaagaagaa
aat t gat gcc
agaaaacaag
aaagaccaag
caagaaagaa
acacct cagt
t aagaccaaa

ggccgatttc

Di ct yostel i um di scoi deum

Arg Thr

Asp Leu

Pro Asp

40

Thr

Val

Gy Va

aaggat cgt a
gctgccacca
ttacgttcca
actttggaag
at gagatt ag
gtt gaagaag
gaat t agaag
gat gccaaat
tccatcgctc
ctcactgctc
aagat cgaaa
accaaagaat
gctgctgatg
gaaat ct cat
cgt gaattgg
tttggtggtt

Ser Asp
10

Phe
25

Lys Leu

Pro Lys

Ser Asp Ser

Lys Asp

75

G u Asp Met

90
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agaaat acga
agact caaac
aact t gaaca
gt gaaattga
aaaaagaaaa
ct gaagactc
at gct cgt cg
ctaacct cca
gt accaactc
aagt t gat gc
ccgaact caa
tcctcgtt gt
aacaacaaca
t act caaaga
aaacagaaac

tcaaagctta

His Lys Tyr

Thr Val Ser

30

Arg Asp Ser
45

Phe
60

Thr Phe

Asp Ala Asn

Ser Gu Leu

aaaggat ctc
cgaaat t ggt
agaacaagcc
caact t acgt
acgtgctctc
t aaat ct gaa
t aacct ccaa
acgt gaaat c
tgatcgttca
t gaacaaaaa
agaat acaga
cgaaaaact c
acgt ctt act
t gccat t gat
t gccagcaaa

a

Lys

Asp Lys

Tyr Gu

Lys Thr

Arg
80

Ser
95

Tyr

5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6351
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Leu Asn Gu Pro Ala Val Phe His Asn Leu Arg Val Arg Tyr Asn Gn
100 105 110

_k_
—
o1
—
SQ
O
—
[\
[6)]

Asp Leu Tyr Thr Tyr Ser Leu Phe Leu Val Ala Val Asn Pro

Phe Lys Arg Ile Pro Ile Tyr Thr G n Gu Met Val Asp |le Phe Lys
130 135 140

—
=Q
o<

Arg Arg Arg Asn GGu Val Ala Pro His Ile Phe Ala Ile Ser Asp
150 155 160

Val Ala Tyr Arg Ser Met Leu Asp Asp Arg G n Asn G n Ser Leu Leu
165 170 175

[le Thr Ay Gu Ser Gy Ala Gy Lys Thr Gu Asn Thr Lys Lys Val

[le Gn Tyr Leu Ala Ser Val Ala Gy Arg Asn Gdn Ala Asn Gy Ser
195 200 205

Gy Val Leu Gu Gn Gnlle Leu Gn Ala Asn Pro Ile Leu Gu Ala
210 215 220

Phe Gy Asn Ala Lys Thr Thr Arg Asn Asn Asn Ser Ser Arg Phe Gy
225 230 235 240

Lys Phe Ile Gu lle G@n Phe Asn Asn Ala Gy Phe Ile Ser Gy Ala
245 250 255

Ser Ile Gn Ser Tyr Leu Leu Gu Lys Ser Arg Val Val Phe G n Ser
260 265 270

Gu Thr Gu Arg Asn Tyr His Ile Phe Tyr G n Leu Leu Ala Gy Ala
275 280 285

Thr Ala Gu Gu Lys Lys Ala Leu His Leu Ala Gy Pro Gu Ser Phe
290 295 300

Asn Tyr Leu Asn A n Ser Ay Tyr Val Asp lle Lys Gy Val Ser Asp
305 310 315 320

Ser Gu Gu Phe Lys Ile Thr Arg G n Ala Met Asp Ile Val Gy Phe
325 330 335

Ser GGn Gu Gu Gn Mt Ser Ile Phe Lys Ile Ile Ala Gy Ile Leu
340 345 350

Hs Leu Gy Asn Ile Lys Phe Qu Lys Gy Ala Gy Gu Gy Al a Val
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Leu Lys Asp Lys Thr Ala Leu Asn Ala Ala Ser Thr Val Phe Gy Va
370 375 380

Asn Pro Ser Val Leu GQu Lys Ala Leu Met Qu Pro Arg Ile Leu Ala
385 390 395 400

Gy Arg Asp Leu Val Ala G n H's Leu Asn Val G u Lys Ser Ser Ser
405 410 415

Ser Arg Asp Ala Leu Val Lys Ala Leu Tyr Gy Arg Leu Phe Leu Trp
420 425 430

Leu Val Lys Lys Ile Asn Asn Val Leu Cys Gn Gu Arg Lys Ala Tyr
435 440 445

Phe Ile Gy Val Leu Asp Ile Ser Gy Phe Gu Ile Phe Lys Val Asn
450 455 460

Ser Phe GGu G n Leu Cys Ile Asn Tyr Thr Asn Gu Lys Leu G n dn
465 470 475 480

Phe Phe Asn His H's Met Phe Lys Leu Gu Gn Gu Gu Tyr Leu Lys
485 490 495

Gu Lys Ile Asn Trp Thr Phe Ile Asp Phe Gy Leu Asp Ser G n Al a
500 505 510

Thr Ile Asp Leu Ile Asp Gy Arg Gn Pro Pro Gy Ile Leu Ala Leu
525

Leu Asp A u Gn Ser Val Phe Pro Asn Ala Thr Asp Asn Thr Leu lle
530 535 540

Thr Lys Leu His Ser H's Phe Ser Lys Lys Asn Ala Lys Tyr Gu Gu
545 550 555 560

Pro Arg Phe Ser Lys Thr Gu Phe Gy Val Thr Hs Tyr Ala Gy Gn
565 570 575

Val Met Tyr Gu Ile Gn Asp Trp Leu Au Lys Asn Lys Asp Pro Leu
580 585 590

G@n Gn Asp Leu Gu Leu Cys Phe Lys Asp Ser Ser Asp Asn Val Va
595 600 605

Thr Lys Leu Phe Asn Asp Pro Asn Ile Ala Ser Arg Ala Lys Lys Gy
6

(o]
-
(]
o=
o110
(o]
)]
(]

Ala Asn Phe Ile Thr Val Ala Ala G n Tyr Lys GQu Gn Leu Ala Ser
625 630 635 640
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Leu

Leu

Arg

Tyr

705

Lys

Tyr

Arg

Ile

Al a

785

Al a

Al a

Lys

Thr

Val

865

Al a

Al a

Vet

Pro

Asp

Tyr

Al a

Arg

Arg

Tyr

Arg

GAu

Leu

Vet

Leu

Al a

Asn

Ay

Leu

Thr

Phe

Pro

Arg

Lys

Asp

Tyr

Arg

Thr

Asn

660

Leu

Phe

Leu

Asp

Al a

Hi s

Asp

Leu

820

Asp

Leu

Asp

Val

900

Asn

Leu

645

Lys

Arg

Pro

Al a

Al a

725

Al a

Thr

Thr

Phe

805

Leu

Lys

GAn

Ser

885

GAu

Leu

GAu

Asn

Val

Thr

Arg

Arg

Val

790

Lys

Lys

Leu

Leu

Arg

Lys

Asp

GAn

Thr

Leu

Asn

Arg

Asn

Leu

Lys

Ay

Al a

Ser

Arg

Asp

Vet

Asn

N3027PCT_sequ. | i st..txt
Thr Asn Pro Hi s Phe

Pro Al a
665

Gy Va

Val Pro

Lys Hi s

Ile Phe
745

Gn Arg

Trp Ile

Ala Arg

Trp Pro

Arg Asn

825

Leu Lys
840

Lys Ser

Leu Lys

Al a Leu

A u Ser

905

Gn Lys

650

Lys

Leu

Tyr

Arg

Leu

730

Phe

Al a

Ser

Leu

Al a

GAu

Arg

Leu

Al a

Asp

715

Asn

Arg

Ser

Arg

Asn

Lys

Al a

Leu

Ser

Page 7

GAu

Ay
6

Asp

Al a

Ile

Al a

Lys

Lys

Leu

Asp

860

Lys

Asp

Val

Val

Asp

Phe

GAu

Asp

Ay

Val

GAn

Leu

Thr
845

Thr

Lys

GAu

GAu

Arg Gy

Lys

Arg

Val

Asp

Pro

Tyr

Asn

Phe

Thr

Arg

655

Val

Ile

Lys

Ser

Leu

Lys

Lys

Leu

Ser

815

Lys

Ser

Ser

Leu

Lys

Lys

Val

Thr

Arg

GAn

Al a

Al a

GAn

Arg

Lys

Thr

Asn

Leu

Val



Arg
Leu
945

Arg

Lys

Lys

Thr

Asn

Val

Asp

Leu

Ile

Ser

Asp

GAu

Val

Asp

GAu

Ser

1010

Leu
1040

Leu
1055

915

Leu

Lys

Asn

Ser

995

GAu

Lys

Lys

Al a

Leu

Asn

Lys

Leu

Val

Leu

GAu

Leu

Asp

Leu
980

GAu

Lys

Ay

965

GAn

GAu

Lys

Lys Asp Lys

Leu

Ser

GAn

Asn

Lys

Lys

GAu

Lys

Leu

GAu

Asp

Val

Ser

Leu

Lys

Ser

Ay

Asp

Leu

Al a

Lys

Lys

Asp

Al a

Thr

GAu

Ser

GAu

N3027PCT_sequ. | i st..txt
920

Leu dn Gu Gu An Lys

925

Leu Arg Asn Thr

935 940

Lys Tyr Gu Gu Gu Leu Gu Gu Mt Lys

955 960
Ser Asp Thr Ile Ser Arg Leu Gu Lys lle
970 975
Gu Val Gu GQu Leu Thr Gu Ser Phe Ser
985 990
Gy Val Leu GQu Lys Thr Arg Val Arg Leu
1000 1005

Leu Thr Val Arg Leu Asp Ser G u Thr
1015 1020

Leu Arg Gn Lys Lys Lys Leu Gu Gu
1030 1035

GQu Aaleu Ala Ala du Thr Ala Ala
1045 1050

Ala Asn Lys Lys Leu Gn Gy Gu Tyr
1060 1065

Phe Asn Ser Gu Val Thr Ala Arg Ser
1075 1080

Lys Thr Leu Gu Ser Gn Leu Val Ala
1090 1095

GQu Gu Lys Lys Asn Arg Asp Ala Leu
1105 1110

Leu Asp Ala Met Leu Gu Gu Met Lys
1120 1125

Gy Gy Gu Lys Lys Ser Leu Tyr Asp
1135 1140

Ser Asp Met Gu Ala Leu Arg Asn Gn
1150 1155

Thr Ile Ala Lys Leu Gu Lys lle Lys
1165 1170

Val Ala Arg Leu Gn Gy Gu Leu Gu
1180 1185
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Al a

Val

Thr

Lys

Phe

Hi s

Asn

Lys

Leu

Asn
1250

Asn
1265

Al a
1280

Val
1295

Al a
1340

Tyr
1355

Al a
1400

Thr
1415

Thr
1430

Leu

Al a

Leu

Val

Asn

Leu

Asn

Lys

Lys

Al a

Thr

Al a

Al a

Asp

Leu

Asp

Lys

Ser

Asn

Leu

GAu

Arg

Ile

Asn

Asp

Leu

GAu

Phe

Lys

Tyr

Al a

Leu

Ser

Lys

Lys

Lys

Val

Ay

Asp

Lys

Arg

Lys

Al a

Val

Asp

Leu

Lys

Leu

Val

Lys

Val

Al a

Leu

Val

Ser

N3027PCT_sequ. | i st..txt

Ser
1195

Thr
1435

Asn

Lys

Asp

Thr

Thr

Leu

Leu

du

Leu

Va

Ser

Ser

Asn

Asp

du

Al a

Lys

Val Gu Lys Gn

Ser Al a

Lys Leu

G n Leu

Asn Lys

GAu Ala

Gy Leu

G u Lys

Al a Ser

GAu Leu

Arg Asp

Arg Al a

Al a Va

G u Lys

Ser Gu

Page

GAn

Lys

Ser

Hi s

GAu

Lys

GAu

Lys

Asp

Lys

Leu

GAu

Lys

Al a

Leu

1200

Leu
1215

Leu
1260

1275

Ser
1290

Ser
1365

Asn
1410

Vet
1425

Lys

Al a

Lys

Al a

GAu

Lys

Lys

Ser

Al a

Val

Asn

Ser

Leu

Lys

Asp

Lys

GAu

Leu

Asn

Thr

Al a

Leu

Val

Lys

Thr

Lys

Lys

Al a

Lys

Asn

Ser

Lys

Lys

Ser

Leu

Thr

Arg

Al a

Lys

Al a

Lys



Asn

Lys

Leu

Phe

Leu

Lys

Leu

Thr

Al a

Ser

Lys

Val
1445

Leu
1460

Asn
1475

Ser
1490

Ser

Ser

Ser

Leu

Arg

Arg

Thr

Ser

Ser

Leu

Asp

Arg

Lys

Ser

Al a

Lys

Arg

Ser

Lys

Arg

Arg

Asp

Arg

Al a

Al a

Lys

Leu

Leu

Ile

Asp

Lys

Leu

Lys

Thr

Lys

Ile

Ile

GAn

Arg

Lys

Ser

Val

Ile

Lys

Arg

Ile

Leu

Lys

Asp

N3027PCT_sequ. | i st..txt

Tyr
1450

Ser
1465

Al a
1480

Phe
1570

Val
1585

Va

Va

Lys

du

Arg

Al a

Thr

Leu

du

Al a

Lys

Ser

Leu

Ile

Gnlle Lys

Leu Au Gu

Lys Thr Ala

Ala Al a Asn

Leu Gu Va

Ser Gy Thr

[le Asp Asp

[le Lys Ser

Asp Leu Gu

Ile Asp Arg

Ser Thr Gn

Lys Ser Lys

Ala Qu Gu

Gn Val Trp

Gu Arg Al a

Val Ala du

Leu Ala Lys

Page 10

Arg
1455

Al a
1470

GAu
1485

Asn
1500

Leu

Asp

Ser

Al a

Val

Asn

Arg

Lys

Lys

Asp

Lys

Ser

Leu

Asp

Lys

Asn

Al a

Lys

Al a

Val

Al a

Asp

Val

Lys

Thr

Leu

Ser

Val

Asn

Leu

Arg

Leu

Al a

GAu

Arg

Lys

Lys

Asp

Al a

Val

Val



Lys

Lys

Asp

Lys

Lys

Asp

Lys

Asp

Leu

Ser

Leu

Ser

Ser
1790

Asn
1805

Leu
1820

Thr
1835

Lys

Thr

Lys

Arg

Lys

Leu

Asp

Al a

Val

Arg

Lys

Leu

Arg

GAu

Leu

Val

Asp

Lys

Asn

Ser

Asp

Thr

Arg

Lys

GAn

Lys

Leu

GAu

GAn

Al a

GAu

Thr

GAu

Asp

Leu

Arg

Thr

Ser

Ser

Ile

Arg

GAu

Val

Arg

Leu

GAu

Thr

Val

Asn

Asp

Al a

Lys

Ile

Lys

Lys

GAu

Al a

Al a

GAu

Asp

GAu

N3027PCT_sequ. | i st..txt
Gu Leu Gu du

1705

Asp
1720

Leu
1855

Va

Ser

Va

Thr

Thr

Ser

Leu

Lys

Lys

Al a

du

Thr

du

du

Asp

du

Lys

Va

Arg Ser

Gu Asp

Lys Leu

Leu Lys

Ala Lys

Asp Arg

Leu Asn

Ala Lys

Leu Gu

Gy Lys

Gy Gu

Ser Lys

Leu Gu

GAu Ala

GAu

Ile

Asp

Lys

Al a

Leu

Lys

Asp

Leu

GAn

Ay

Leu

Ser

Asp

Al a

Lys

Page 11

1710

Leu
1725

Lys
1740

GAu
1755

GAn
1770

Lys
1785

1890

Val

GAu

Lys

Al a

Leu

Lys

Al a

Tyr

Al a

Asp

Lys

Ile

Vet

GAu

Al a

Arg

Asp

Arg

Arg

Asp

Lys

Lys

Arg

GAu

Al a

Al a

Asp

Arg

Leu

GAu

Arg

Al a

Leu

Asp

Ser

Tyr

Lys

Asp

Leu

Val

Lys

Thr

Ile

Thr

Asn

Leu

Arg

Asn

Lys



Leu

Thr

Thr

Tyr

Leu

Leu

Thr

2000

2015

Lys
2030

Lys
2045

Thr
2060

Leu
2075

Lys
2090

<210> 3

<211>
<212>
<213>

<220>

<221>

<222> (

<223>
<400>

wW

Ser

Al a

Al a

Leu

Thr

Arg

Val

Lys

Arg

Lys

3018
DNA
Di ct yostel i um di scoi deum

atgattccaa
gaaaat gcat
attggtgatg
gat att aaag
gcaaat gat g

ggt gaat cag
gtt agt agt a

Al a

GAu

Lys Asn

GAu

Lys Gu

Ala Lys

A u Asn

Asp Al a

GAu Leu

Met Al a

agacaaaagc
t cat agagaa
tagtaatctc
cat acaat gg
cataccgttc
gt gct ggt aa

at caaagtcc

Arg

Asp

GAn

Phe

Lys

Asp

Ile

GAu

Asp

N3027PCT_sequ. | i st..txt

1960

Thr
1975

Leu
2065

Asp
2080

Thr
2095

Phe
2110

Asn

Leu

Ile

Lys

Va

Al a

Arg

Lys

Phe

agaaggt gt a
tttaactatg
aaccaat cca
t agat at aaa
aat gagacaa
aact gaagca

aaat ggt gaa

1965

Ser Asp Arg Ser Arg
1980

Thr Ala G n Val Asp
1995

Lys A u Asn Lys Lys
2010

Lys Phe Gy Gu Ser
2025

Val Gu Lys Leu Gu
2040

Ala Asp Gu G@n dn
2055

Lys His Leu Ser QGu
2070

Leu Gn Arg Asp His
2085

Thr Ala Ser Lys lle
2100

Gy Gy Phe Lys Al a
2115

ccagattttg
agacat aaat
tt caaaaatc
t at gaaat gc
agt caagaga
agt aaaaaga
agaatttcaa

Page 12

ttttgttaaa
cagacaat at
ttaatatcta
caccacat at
at caat gt gt
ttatgcaatt
agatgttatt

Lys Arg

Ala du

Ile Gu

GAu

Thr Asp

Gn Arg

Ser

Asp Lys

G u Met

t caaat caca
ct acacat at
t aaagaaagt
ttatgcact t
tattatttca
tttaacattt

agatt ccaat

60
120
180
240
300
360
420



ccattattgg
ggt aaat at a
aattatctct
atcttttatc
ccaaat gcac
gat gat agt g
agt gaccaaa
tttgcagaag
t cattggcag
tgttatcgtt
gattgtaatc
tt caatt ggt
gtgattggta
ttgaatatta
t ct gagcaag
aat aaaccaa
gaggcat gt t
tttgaaaaga
acatgtttcc
gat aagaat a
ccattggttc
act gccggt t
t caccacat t
gaggat cgt g
agagcaggt t
t gt aaaaaga
caacaacat a
aat ccaacca
acattaattc
gctgccatta
ttacatcgtg
cccaaacat c
t ggagagcag
gttatggett
gctgattatt

aagcatttgg
t ggaaat gca
t ggaaaaat ¢
aaat gtt aaa
cagcat at ga
gtgaatttaa
attcaatttg
cagcagaaca
cagcagcat c
caatt agt ac
aagcagcct a
t agt cagcaa
ttcttgatat
atttctgtaa
aggagt acgt
tttgtgagtt
tgattgccaa
atccacattt
gtttgaagca
aggat accct
aaggcttatt
cccaatttag
acgttcgttg
t acgt cat ca
t cgcaggt ag
cat ggccatc
at at cgat aa
ctctattcta
aaaagacat g
aaat ccagt t
cttttaaaga
cat ccat ct't
agaaaat gat
acgatatttt

t ggagaaacc

N3027PCT_sequ. | i st..txt

t aat gcaaaa
attcaatgca
aagagttgtt
aggtttatca
atatcttaaa
aattattgta
gagaatttta
aagaact ggt
atgtttaaag
aggt gt t ggt
ct ct agggat
aat caat acc
ctatggtttt
t gagaaatta
t agggagggt
aat t gaaaag
gagcact gat
gcaat cgt at
ttatgctggc
at t cggt gat
cccaccaact
aaat gcaatg
tattaaatca
agttcgttat
aat t gaat at
atttaatggc
agaggaaat t
ttttgaagag
gagaggt t at
att ct at cgt
t gt cgct cgt
ggat agagct
tctttctttg
ccat ggt aaa

at ccaat cca

act ctt agaa
gttggttcac
ggt agaact ¢
caat caaaat
aagagt ggt t
aaagcaat gg
gcagcaattt
act acaacag
acagat caac
aaacgttgtt
gcacttgcaa
attatcaatt
gaggtttttc
caacaact at
at cgagt gga
aaaccaattg
caaacttttt
gttgttagta
gat gt aact t
tt aat at caa
agaccagagg
aat gct ct ca
aat gat aat a
cttggtttac
accagat t ct

acagcaaaac

cgt at gggt a
aagagggagc
agagcacgt t
agct at cgt t
gat ccacaat
gtccaattaa
ggtgeceggtc
aagaaat ggg

aat caacaaa
Page 13

atgataattc
caat t ggt gg
aaggt gaaag
t aaat gaact
gttttgatgt
aaacat t agg
tacatattgg
t gaaagtatc
agtcattatc
cagttatttc
aggcattgta
gt acaacaga
aaaat aat ag
t cat agagt t
agaat at cga
gtttgatttc
t agat t caat
aggat agat c
at gacgtt ag
gt at gcaaag
at agt aagaa
tcactacatt
aacaagct gg
t t gaaaat gt
acaatcgtta
aagccact ga
aaaccaaagt
tt gaaat gcc
ccaaat ggaa
at aagaaat g
ggggt aaaca
ct cacaaaat
aaaat cat at
acttccgtcg

aat acgt at t

atcacgtttt
t aaaattaca
aagttttcat
tggattaaca
ttcaactatt
att aaaagaa
taatattaca
agat act aaa
gattgcatta
agtaccaat g
tgaacgttta
gaagggacca
tttcgaacaa
gacat t gaag
atactttaat
gttattggat
ttgtaaacaa
gat t ggggat
aggtttcctc
t agt t cagat
gagaccagag
gttggcttgt
t gt aat t gat
tagagttaga
t aaaat get t
attaatcctc
att cat ccgt
aagaattgta
t caaagaaaa
gtt cagagag
agtattttgg
t cacaat t gt
gagacaaaag
tcatttcgat

ggccat gcaa

480
540
600
660
720
780
840
900
960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520



aatcttttct
aat ccaaagg
cacgat ccaa
atctcaattt
gatttcgtat
atcgttcaac
atcacttata
aat aatgatc
atccaattta
<210> 4
<211> 1005

<212> PRT
<213>

<220>
<221>

caact t at gg
gt gt gccaca
agaattacaa
caccaat ggc
t ggat t t agg
aagt cttaaa
at aat gct cg
caaaat t aat

aagattaa

M SC_FEATURE

<222>
<223>

(1)..(1005)
Myosin-1E

N3027PCT_sequ. | i st..txt

t gacacagag gtactctttg

acgt cgt ggt

atcgttgtca

agt aaagaaa tggggt actc

tgatactttc ttggttttac

tt gt aat ggt
att aact ggt

t ccaaaaggt

t at gaagct g
gt caaat t at

tctgat acaa

tggttctcaa tttaaaaaag

Di ct yostel i um di scoi deum

<400> 4

Vet

1

Asn

Lys

Asn

Tyr

65

Al a

Val

Lys

Gy

Ile Pro Lys

Gn Thr

20

Ile

Ser Asp Asn

35

Pro Phe

50

Lys

Asn Gy Arg

Asn Asp Al a

Ser
100

Ile

Thr

GAu

Ile

Asn

Tyr

Tyr

85

Gy

Phe

Ser

Lys

Asn

Leu

Lys

Arg

Leu

Lys

Al a

Al a

Thr

Asn

55

Tyr

Ser

Ser

Thr

Vet
135

GAu

Phe

Tyr

40

GAu

Vet

Gy

Phe

120

Leu

Gy Val Pro
1

lle Gu Asn
25

l[le Gy Asp

Tyr Lys du

Met Pro

75

Pro

Arg Ser

Lys
105

Val Ser Ser

Leu Asp Ser

Page 14

ccgat t acgt
ct ggt acaaa
cattggttga
att gt aaagc
t at ct gaaat
ctgttcaatt
ttttaacttt

gt aaaggt aa

Asp Phe Va

Thr Mgt

30

Leu

Val Va

45

Ile

Ser
60

Asp

H s Tyr

Gn Asn

Thr Gu

110

Asn Ser

Asn Leu

140

t at caaagt ¢
cat ct at aaa
tgtaacttca
t ccacaaaga
tacaact gt a
cactagttca
t gct ccaat t

cCaagcaaca

Leu
Arg Hs

Ser Thr

Lys Al a

Al a Leu

80

Ser Lys

Asn

Pro

Leu

2580
2640
2700
2760
2820
2880
2940
3000
3018



N3027PCT_sequ. | i st..txt
Ala Phe Gy Asn Ala Lys Thr Leu Arg Asn Asp Asn Ser Ser Arg Phe
145 150 155 160

Gy Lys Tyr Met Gu Met G n Phe Asn Ala Val Gy Ser Pro

Gy Lys Ile Thr Asn Tyr Leu Leu Gu Lys Ser Arg Val Val Gy Arg
180 185 190

Thr Gn Gy Gu Arg Ser Phe Hs Ile Phe Tyr G n Mt Leu Lys Gy
195 200 205

Leu Ser G n Ser Lys Leu Asn Gu Leu Gy Leu Thr Pro Asn Ala Pro
210 215 220

Ala Tyr Au Tyr Leu Lys Lys Ser Gy Cys Phe Asp Val Ser Thr Ile
225 230 235 240

Asp Asp Ser Gy Gu Phe Lys Ile Ile Val Lys Ala Met Gu Thr Leu
245 250 255

Gy Leu Lys Gu Ser Asp Gn Asn Ser lle Trp Arg Ile Leu Ala Al a
260 265 270

I[le Leu Hs Ile Gy Asn Ile Thr Phe Ala Gu Ala Ala Gu Gn Arg
275 280 285

Thr Gy Thr Thr Thr Val Lys Val Ser Asp Thr Lys Ser Leu Ala Ala

Ala Ala Ser Cys Leu Lys Thr Asp G n Gn Ser Leu Ser Ile Ala Leu
305 310 315 320

Cys Tyr Arg Ser Ile Ser Thr Gy Val Gy Lys Arg Cys Ser Val Ile
325 330 335

Ser Val Pro Met Asp Cys Asn G n Ala Ala Tyr Ser Arg Asp Ala Leu
340 345 350

Ala Lys Ala Leu Tyr Gu Arg Leu Phe Asn Trp Leu Val Ser Lys Ile
355 360 365

Asn Thr Ile Ile Asn Cys Thr Thr Gu Lys Gy Pro Val Ile Gy Ile
370 375 380

Leu Asp Ile Tyr Gy Phe Gu Val Phe G n Asn Asn Ser Phe Gu Gn
385 390 395 400

Leu Asn Ile Asn Phe Cys Asn Gu Lys Leu Gn Gn Leu Phe Ile Gu
405 410 415

Leu Thr Leu Lys Ser GGu Gn GQu Gu Tyr Val Arg Gu Gy Ile Gu
Page 15



N3027PCT_sequ. | i st..txt
425

420 430

Trp Lys Asn Ile A u Tyr Phe Asn Asn Lys Pro Ile Cys GAu Leu lle
435 440 445

Gu Lys Lys Pro lle Gy Leu Ile Ser Leu Leu Asp G u Ala Cys Leu
450 455 460

[le Ala Lys Ser Thr Asp G n Thr Phe Leu Asp Ser lle Cys Lys G n
465

Phe G u Lys Asn Pro His Leu G n Ser Tyr Val Val Ser Lys Asp Arg
485 490 495

Ser Ile Gy Asp Thr Cys Phe Arg Leu Lys His Tyr Ala Gy Asp Va
500 505 510

Thr Tyr Asp Val Arg Gy Phe Leu Asp Lys Asn Lys Asp Thr Leu Phe
515 520 525

Gy Asp Leu Ile Ser Ser Met G n Ser Ser Ser Asp Pro Leu Val dn
530 535 540

Gy Leu Phe Pro Pro Thr Arg Pro Gu Asp Ser Lys Lys Arg Pro Gu
545 550 555 560

Thr Ala Gy Ser G n Phe Arg Asn Ala Met Asn Ala Leu Ile Thr Thr
565 570 575

Leu Leu Ala Cys Ser Pro His Tyr Val Arg Cys Ile Lys Ser Asn Asp
580 585 590

Asn Lys GGn Ala Gy Val Ile Asp Gu Asp Arg Val Arg Hs G n Va

Arg Tyr Leu Gy Leu Leu Gu Asn Val Arg Val Arg Arg Ala Gy Phe
610 615 620

Ala Gy Arg Ile Gu Tyr Thr Arg Phe Tyr Asn Arg Tyr Lys Met Leu
625 630 635 640

Cys Lys Lys Thr Trp Pro Ser Phe Asn Gy Thr Ala Lys G n Ala Thr
645 650 655

Gu Lleulle Leu Gn Gn Hs Asn Ile Asp Lys Gu Gu Ile Arg Met
660 665 670

Gy Lys Thr Lys Val Phe |le Arg Asn Pro Thr Thr Leu Phe Tyr Phe
675 680 685

GQu Gu Lys Arg Gu Leu Gu Met Pro Arg Ile Val Thr Leu Ile dn
690 695 700

Page 16



N3027PCT_sequ. | i st..txt

Lys Thr Trp Arg Ay Tyr Arg Ala Arg Ser Lys Trp Asn G n Arg Lys
705 710 715 720

Ala Ala Ile Lys Ile Gn Leu Phe Tyr Arg Ser Tyr Arg Tyr Lys Lys
725 730 735

Trp Phe Arg Gu Leu H's Arg Ala Phe Lys Asp Val Ala Arg Asp Pro
740 745 750

Gn Trp Gy Lys Gn Val Phe Trp Pro Lys H's Pro Ser Ile Leu Asp
755 760 765

Arg Ala Val G n Leu Thr Hs Lys Ile His Asn Cys Trp Arg Ala G u
770 775 780

Lys Met Ile Leu Ser Leu Ay Ala Gy Gn Asn Hs Met Arg G n Lys
785 790 795 800

Val Met Ala Tyr Asp Ile Phe Hs Gy Lys Lys Lys Trp Asp Phe Arg
805 810 815

Arg H's Phe Asp Ala Asp Tyr Leu Qu Lys Pro Ser Asn Pro Asn Gn
820 825 830

Gn Lys Tyr Val Leu Ala Met G n Asn Leu Phe Ser Thr Tyr Gy Asp
835 840 845

Thr G u Val Leu Phe Ala Asp Tyr Val Ile Lys Val Asn Pro Lys Gy
850 855 860

Val Pro G n Arg Arg Gy Ile Val Val Thr Ay Thr Asn Ile Tyr Lys
865 870 875 880

His Asp Pro Lys Asn Tyr Lys Val Lys Lys Trp Gy Thr Pro Leu Val
885 890 895

Asp Val Thr Ser Ile Ser Ile Ser Pro Met Ala Asp Thr Phe Leu Val
900 905 910

Leu Hs Cys Lys Ala Pro G n Arg Asp Phe Val Leu Asp Leu Ay Cys

Asn Gy Tyr Gu Ala Val Ser Gu Ile Thr Thr Val Ile Val G n Gn
930 935 940

Val Leu Lys Leu Thr Gy Val Lys Leu Ser Val G n Phe Thr Ser Ser
945 950 955 960

[le Thr Tyr Asn Asn Ala Arg Pro Lys Gy Ser Asp Thr Ile Leu Thr
965 970 975

Page 17



Lys Gy Lys Gy Asn G n Ala Thr
995

980

N3027PCT_sequ. | i st..txt
Phe Ala Pro Ile Asn Asn Asp Pro Lys Leu Ile Gy Ser G n Phe Lys

985

990

[le G n Phe Lys Asp

1000 1005
<210> 5
<211> 6925
<212> DNA
<213> G@allus gallus
<220>
<221> msc_feature
<222> (1)..(6925)
<223> nyosin VA (heavy chain 12, nyosin) (MCBA)
<400> 5
ccgccaggt a gcagcaatat ggecgcgecge gecgcecgect gagceatctte
cgccecegececeg cecgeecgecag cgeggecgeg ccecgegeca tggecgectce

accaagtatg
cttaaagatt
ct agaat at t
cttgttggtg
aacct caaag
gt ggcaat aa
agt ggccaaa
aagcagat gg
ggaaagacgg
agt gaagcca
aat gccaaaa
tttgacaaga
agagt ggt at
t ct gcagcat
acaaagcaag
accagacaag
atccttgcetg
tgcgccattc
t at gaagaga
at caagccaa
tatgctaatc

aagcaacatt

ccagggtttg

at aaacct gg
gcct cgaccce
aaaat gacct
ttcgatttat
acccttatga
at at ggggga
ccagagat ga
tttctgccaa
at gt t gagga
caacgaggaa
ggt at cgaat
ttcaggcaga
tacct gaatt
gt ggaagccc
cctgcacttt
gcatccttca
ct cccaaaca
tggctcactg
tttctaaact
tctttaactg
ctttcattgg

gat ccct gac
agat aaagt t
caagact aag
cact gcgcetc
agact ct aaa
acagct gect
t at ggat cca
gcgaaat cag
gtatgccatg
gaaagtcttg
t gacaacagc
cat t ggt gct
agaggagagg
t aaaactcta
t gt gat t gat
gct agggat t
cttgggcaac
tgatcccctc
gctttgccat
tcatgccatc
gatt gt agat
agt act ggac

ccagaggagg
ttgcagcttc
gaact cccce
agttatctcc
ctcatttata
at ct at ggeg
catatctttg
tcaatcattg
aggtactttg
gcttcaaacc
agtcgctttg
aacat gagaa
aattaccaca
cgat t aggga
ggcattgatg
agtgattcct
gtggagtttg
accatcttct
aggaagct cg
aat gccagag
cat gt gaaca
atttat ggat
Page 18

t ct ggaagtc
gactt gaaga
ccttgcgaaa
at gaacct gc
cctattgtgg
aagat at cat
cagt ggcaga
t aagt ggaga
ccacggt cag
ccat aat gga
ggaaat acat
cttatctctt
tcttttacca
atgcaaatta
at gct aagga
accagat ggg
cat ct cggga
gt gacct cat
caact gccac
at gcacttgc
aagcccttca

tt gagacat t

ccgeegecege
cgagct gt ac
agcagaact t
gggcaaggac
ccctgacatc
t gt gct acac
tatcgtctta
caat gcgt ac
agaggcat ac
at ct ggggca
t ggat ct gcc
gtccattgga
t gaaat t ggt
ggagaaat ca
act ct gt gcc
ctttcattat
aat ggt aaac
aattttccga
ttctgacagc
gggcgt ggac
t gaaacct ac
caaacatatc
ttctactgta

t gaaat caac

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440



agctt cgaac
catgtgttta
gatttctatg
ctgttagatg
tacaatactc
tttatcatca
aat aaggat a
ct gct accag
t caggccgt g
act agcaagg
at ggaaaccc
aagtttccat
ct ggagacca
ttcagccegtt
t gt aaaaat g
aaaatatttt
agagct gect
at gcgt at ga
tgct at gcca
at gt at gt gg
ctcttaagag
attattattc
aaggcaattg
aagct gaaga
aacaagat ca
ct ggagaaga
gat gt ggaga
agcctt cagg
aagacaattg
ct gaaagagc
gaccaagcaa
tt ggagct ag
cgct t ggagg
aagcct ggac

agct ct gaga

agttctgtat
agct ggaaca
acaat cagcc
aggaat gcaa
atttgaat aa
aacactttgc
cagtttatga
aattattcca
tgccattgtc
agcat aagaa
t gaacgccac
tcacatttga
t ccgaat cag
accgt gttct
t cct ggagaa
t ccggget gg
gt at ccgcat
ggagggctge
cattcctgceg
t ccgcaaaag
gttacct ggt
agaaacat gt
tttacttgca
t agaggct cg
t gcagct gca
t gaat aacct
ggct t cggat
aagagatt gc
aggaat gggc
agaacacat t
aggagat aac
acct gaacga
agcggt at ga
acaaaagaac

t cacagaagc

N3027PCT_sequ. | i st..txt

caact at gcc
agaagaat ac
ttgcat caac
gat gccaaaa
at gtgccctc
t gacaaggt g
agagcaaat t
ggat gaggag
t cgaact cct
aact gt gggg
aact ccacac
cgaaaagcga
t gcagcet ggt
cat gaagcag
gctgattctg
t caagt agcc
ccaaaagaca
cat caccat t
gagaacacgg
at accagt gc
caggaacaag
aagaggct gg
atgctgttac
gt ct gt ggaa
gcggaaaat t
ggagat caca
gagt gaggag
caagct ccgg
agacaaat ac
act gaaaaca
agagacaat g
t gagaggtta
t gat ct caag
ggat t caact

agaagactta

aat gagaaac
at gaaagaac
ct cat agaag
ggct cggat g
tttgaaaaac
gaat at cagt
aaggt cct aa
aaggccat ca
gt aaaaccag
catcagtttc
t at gt gcgct
gcagt gcagc
ttcccctcca
aaagat gt cc
gacaaggat a
tatcttgaaa
at ccgaggct
cagagat atg
gctgccat ca
at gcgagat g
t accaaat ga
ct ggct cgag
cggcgceat ga
cgct acaaga
gat gaacaga
t acagt acag
gaggct aaga
aaggagct gc
aaacat gaaa
gaaaaggagg
gagaagaagc
cggt at caga
gat gaaat ga
cacagt agca

ccact gagga
Page 19

t gcagcagca
aaat accatg
ccaaaat ggg
acact t gggc
cacgtttatc
gt gaaggct t
aat caagt aa
gt cccacgtc
ccaaggccag
gaaact ct ct
gt att aagcc
agct gagagc
ggt ggacgt a
ttagt gaccg
agt accagt t
aaat aagggc
ggctgatgag
t cagagggca
ttattcagaa
ctactattgc
tgcttcgaga
tgcact at ca
t ggccaagag
agct t cacat
acaaagagt a
agacagagaa
at gcaaccaa
accagact ca
ct gagcagct
agct gaaccg
t agt ggagga
acct gct gaa
act t aat ggt

at gaat ct ga

tggaggagcce

gttcaatatg
gaccttgatt
agtt ct ggat
ccaaaaactg
caat aaggct
t ct ggaaaag
gaagtttaag
agccacccct
gccaggt caa
tcatctgctg
taacgacttc
ttgtggtgtc
ccaagagttc
aaaacagaca
t ggt aagaca
agat aagttg
aaagaagt ac
ccaagcacga
gttccagcgt
tcttcaagct
gcacaagt ct
taggaccttg
ggagct gaag
tggct t ggag
caaatctctg
gct t cggagt
cegtgttcetce
gact gagaag
ggt gt cggaa
ccgt at ccat
aacaaagcag
t gagtt cagc
gagcat cccc
atatactttt

aagt gagaaa

1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540



aaggcaccat
caagaaaagc
aaagct aagg
aagcgt caag
aaggccct ca
gt cct cct gg
cttatcctga
aacaccat ga
gaaat agcac
cagt cgcaga
ct gaaggaag
gaggcccgca
gatttaatgg
aaggtatttg
ggacaaat ca
caggggat gt
gagct gaaac
ttcatgtgtg
acctccacta
gtgtctttct
gaagaggggt
gacttagctg
gt ccgcegt gt
act at ccagg
gct gat gaag
gtgatgtgtc
tacatcattg
agcaaaggaa
aat ct aat ga
ttgcaagt ga
ctgactactg
gagagagt ct
tctcct caac

t cct ccct gg

tggacatgtc
aat ccct gca
aggaggaaag
agcttgaatc
cagaaacacg
at cagct gac
ggt ct cagt t
cagattctac
aggcgt at at
agaagagcca
aaaacaat cg
tt gaagccag
aacaacttga
ct aagaagat
t t gat gaacc
t ggagt at aa
cacgcggggt
tacgccacgc
t caat ggcat
ggct gt ccaa
ttat gaagca
aat acagaca
t ggagaacat
gt gt ct cagg
gaacct acac
agcat ggaat
gggct gt aac
t gcagat aag
acagt ggggce
aaaagaaaac
cccagat t gt
t ggt at cgt t
t gct cat gga

cat t agaaac

N3027PCT_sequ. | i st..txt

tctgttecte
ggat gaact g
gcct ccaat a
t gagaat aaa
agct ccagag
tt cagt aagc
ggt t agccag
aatcctcttg
t ggact gaag
cgagaat gag
ccagcagcag
t ct gcagcat
aaagcaagac
t ggt gaact t
tattcgtcca
gaaagaggat
agcagt caac
agattacctt
caaaaaagtg
cacct gccgg
t aat acacct
agt cct gagt
t ct gcaaccc
ggt gaaacca
tttggactcc
ggat ccagag
actt aat aat
gtacaatgtg
caaagaaaca
agat gaagat
gaaagt actg
tatacgtaca
t gct aaacac

catccagatc

aagct gcaga
gacagaaagg
agaggt gcag
aaact gaaga
gtaactgctc
gaagaact gg
aaagaggct a
gaggat gt gc
gaaaccaaca
ct ggagt cac
ctcttggeac
gagat caccc
aaaactgttc
gaagt gggt ¢
gttaacattc
gaacaaaagc
ctgattccag
aacgat gacc
ct gaagaaaa
tttttgcact
cgt cagaat g
gacttggct a
atgattgttt
acagggct gc
attattcgac
ct gat caaac
cttctectge
agtcaacttg
ct ggagccecc
gcagaagcca
aatttgtata
at acagct gc
atctttcetg
ccagccagt t

Page 20

aacgggttac
aagaacaggc
agttggagta
at gagtt gaa
ct ggt gct cc
aagt acgcaa
ttcaacccaa
agaagat gaa
ggct gct gga
t gcgaggt ga
agaat ct gca
ggct gacaaa
gcaaatt aaa
agat ggagaa
cacggaagga
t agt caagaa
gact accagc
agaaagt gcg
gaggtgatga
gtttgaagca
agcact gect
ttcagatcta
ct ggaat gct
ggaagagaac
agttgaactc
aggtt gt caa
gcaaggacat
aagaat ggct
t cat acaggc
tttgttcaat
ctccagttaa
gt ct gcgaga

ttacttttcc

tggggct ggg

agagct ggag
tcttcgtgcec
t gagt cgct c
cgagct gcag
agcat acaga
ggaagaagtg
ggaggacaag
agacaaaggg
gtctcagctg
gat ccaaagt
gctgcecccceg
cgagaacttg
gaagcaattg
cat at cacct
aaaggacttc
tcttatatta
atatattttg
ttcattgttg
cttcgaaacg
gt acagcgga
cactaatttt
ccagcaactg
ggagcacgag
at ccagcat t
tttccattcc
gcagatgttc
gtgttcatgg
acgt gat aaa
tgcacagttg
gt gcaat gca
tgaatttgaa
caggaaggac
atttaatcca

tttcatatca

3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580



cgt gt ct gat
ttacccatta
gctcagattt
gat agaaaga
cgtttccaga
tttttagatc
cat gggcagg
attttgtagt
aat ggagaag
gtcggtttga
tgttcatttg
cttttaaatg
gtcaacctta
t ccaat at ca
t gttt agggt
agaat ct cga
agcat gt ccg
at aacagat t
tatatgtttt
agt agt gcag
tgtgatgctg

aat gacaaat

cctaaggctg
aaacat agtg
gtt gt aaaag
tgtgcatttg
gat ggaaat t
tttagtaaca
gaccaat ggg
agaat at gca
caaaaacttg
cat aaat t ct
tt agt aat gt
t at gacagt a
tttacagtcc
cct gt aaagg
tattttgttt
agcagat gat
atgtttttct
ttgttgacac
ccttccttca
ggctcattcc
tcattgactg
ggagttactt

N3027PCT_sequ. | i st..txt

ttct gt cagt
agccact gaa

t agct gggaa
tgttcagtca

gggt t t ggac
tatttaaata
gacagt ccca
gttacttggg
caat at at aa
agt gat aagt
ggtttaccaa
t cat gct agg
aat gcagt ct
aaaat ggt aa
tgttttgect
cagaaat gag
ttgtttgtag
at ct aaaaaa
tatttgtatt
tt gaaaggtt
ccattggtgc
tggctattgc

gct agat gga
aacacatttt
act acacaac
ttgcacttac
aaaaattgtg
gtgtaaatta
gt ccccacat
agcctgttac
catgatttct
cttatagett
gcat at t aaa
cact aaaaat
gttattctaa
ct aagcacaa
tttttttttt
tcacaatttt
accccaggga
aaaaaaaaaa
t gagaggaaa
ggccaacaca
tgacttaatg

acat ccagtt

gaattgtttg
t gaacaaaca
agcaccacag
gaggacatta
tcttcagctg
aact ccat gt
ggaagacgt a
ttttaatttg
t aaaccact t
act gt at gct
ttgctgcetge
aagatgcttc
ctggattttt
gt agcacact
aagt agt t at
tgtatttatt
tgacagtgtg
agaaatctta
agct aacaga
aacgcaaagt
gttggagatc
gggagggt tt

cctgat atca
gt ct ccgt at
at t gaaggct
ctgattcata
tttagagacg
at aacctt ct
aaagt aaggc
t aaaaact gg
ccttacttat
at aacat agg
atattgtgtt
atttttggtt
gcagatgtta
ggaaattatg
ct aaaaat ac
tagattttgt
tattttcagt
agaatatgta
aaact t cagc
aagtt ct gag
t ggagt gegt

tctgtctcac

actccttgga tgtgttaaag aattc

<210> 6

<211> 1830

<212> PRT

<213> G@allus gallus

<220>

<221> M SC_FEATURE

<222> (1)..(1830)

<223> nyosin VA (heavy chain 12, nyosin) (MCBA)

<400> 6

Met Ala Ala Ser Gu Leu Tyr Thr Lys Tyr Ala Arg Val Trp Ile Pro
1 5 10 15

Asp Pro Au Gu Va
20

Pro Gy Asp Lys Val

Trp Lys Ser Ala Qu Leu Leu Lys

5

Asp Tyr Lys
30

Leu G n Leu Arg Leu Au Gu Ay Lys Asp Leu
Page 21

5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780
6840
6900
6925



N3027PCT_sequ. | i st..txt
35 40 45

Gu Tyr Cys Leu Asp Pro Lys Thr Lys G u Leu Pro Pro Leu Arg Asn
50 55 60

Pro Asp Ile Leu Val Gy Gu Asn Asp Leu Thr Ala Leu Ser Tyr Leu
65 70 75 80

Hs Gu Pro Ala Val Leu His Asn Leu Lys Val Arg Phe |le Asp Ser

85 90 95
Lys Leu Ile Tyr Thr Tyr Cys Gy Ile Val Leu Val Ala Ile Asn Pro
100 105 110
Tyr Gu Gn Leu Pro Ile Tyr Gy Gu Asp Ile Ile Asn Ala Tyr Ser
115 120 125

Gy Gn Asn Met Gy Asp Met Asp Pro His Ile Phe Ala Val Ala G u
130 135 140

Gu Ala Tyr Lys Gn Met Ala Arg Asp Gu Arg Asn G n Ser lle
145 150 155

_,__
o —
([&X0]

Val Ser Ay Gu Ser Gy Ala Gy Lys Thr Val Ser Ala Lys Tyr Ala
165 170 175

Met Arg Tyr Phe Ala Thr Val Ser
180

-y
o
or<
-y
©
o

Ser Ala Ser Qu Ala Asn Va

Gu Gu Lys Val Leu Ala Ser Asn Pro Ile Met Gu Ser Ile Gy Asn
195 200 205

Ala Lys Thr Thr Arg Asn Asp Asn Ser Ser Arg Phe Gy Lys Tyr Ile
210 215 220

Gulle Gy Phe Asp Lys Arg Tyr Arg lle Ile Gy Ala Asn Mt Arg
225 230 235 240

Thr Tyr Leu Leu GQu Lys Ser Arg Val Val Phe Gn Ala Gu Gu Gu
245 250 255

Arg Asn Tyr Hs Ile Phe Tyr G n Leu Cys Ala Ser Ala Ala Leu Pro
260 265 270

G u Phe Lys Thr Leu Arg Leu Gy Asn Ala Asn Tyr Phe His Tyr Thr
275 280 285

Lys Gn Gy Gy Ser Pro Val Ile Asp Ay lle Asp Asp Ala Lys Gu
290 295 300

Met Val Asn Thr Arg G n Ala Cys Thr Leu Leu Gy Ile Ser Asp Ser
305 310 315 320

Page 22



N3027PCT_sequ. | i st..txt

Tyr Gn Met Gy Ile Phe Arg Ile Leu Ala Gy Ile Leu Hs Leu Gy
325 330 335

Asn Val @ u Phe Ala Ser Arg Asp Ser Asp Ser Cys Ala Ile Pro Pro
340 345 350

Lys Hs Asp Pro Leu Thr Il e Phe Cys Asp Leu Met Gy Val Asp Tyr
355 360 365

GuG@u Met Ala Hi's Trp Leu Cys H's Arg Lys Leu Ala Thr Ala Thr
370 375 380

Gu Thr Tyr Ile Lys Pro Ile Ser Lys Leu Hs Ala Ile Asn Ala Arg
385 390 395 400

Asp Ala Leu Ala Lys His Ile Tyr Ala Asn Leu Phe Asn Trp Ile Va
405 410 415

Asp His Val Asn Lys Ala Leu H's Ser Thr Val Lys G n Hs Ser Phe
420 425 430

lle Gy Val Leu Asp Ile Tyr Gy Phe Gu Thr Phe Gu Ile Asn Ser
435 440 445

Phe Gu G n Phe Cys Ile Asn Tyr Ala Asn Gu Lys Leu Gn Gn Gn
450 455 460

Phe Asn Met His Val Phe Lys Leu Gu Gn Gu Gu Tyr Met Lys Gu
465 470 475 480

G@nlle Pro Trp Thr Leu Ile Asp Phe Tyr Asp Asn G n Pro Cys Ile
485 490 495

Asn Leu Ile Gu Ala Lys Met Gy Val Leu Asp Leu Leu Asp Gu Gu
500 505 510

Cys Lys Met Pro Lys Gy Ser Asp Asp Thr Trp Ala G n Lys Leu Tyr
515 520 525

Asn Thr H's Leu Asn Lys Cys Ala Leu Phe GQu Lys Pro Arg Leu Ser
530 535 540

Asn Lys Ala Phe Ile Ile Lys Hs Phe Ala Asp Lys Val Gu Tyr Gn
545 550 555 560

Cys Gu Gy Phe Leu Gu Lys Asn Lys Asp Thr Val Tyr Gu Gu dn
565 570 575

[le Lys Val Leu Lys Ser Ser Lys Lys Phe Lys Leu Leu Pro G u Leu
580 585 590
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N3027PCT_sequ. | i st..txt
Phe G n Asp GGu Gu Lys Ala Ile Ser Pro Thr Ser Ala Thr Pro Ser
595 600 605

Gy Arg Val Pro Leu Ser Arg Thr Pro Val Lys Pro Ala Lys Ala Arg
610 615 620

Pro Gy Gn Thr Ser Lys Gu Hs Lys Lys Thr Val Gy Hs Gn Phe
625 630 635 640

Arg Asn Ser Leu H's Leu Leu Met G u Thr Leu Asn Ala Thr Thr Pro
645 650 655

His Tyr Val Arg Cys Ile Lys Pro Asn Asp Phe Lys Phe Pro Phe Thr
660 665 670

Phe Asp Qu Lys Arg Ala Val Gn Gn Leu Arg Ala Cys Gy Val Leu

Gu Thr Ile Arg Ile Ser Ala Ala Gy Phe Pro Ser Arg Trp Thr Tyr
690 695 700

G@n Gu Phe Phe Ser Arg Tyr Arg Val Leu Met Lys G n Lys Asp Val
705 710 715 720

Leu Ser Asp Arg Lys Gn Thr Cys Lys Asn Val Leu Gu Lys Leu lle
725 730 735

Leu Asp Lys Asp Lys Tyr Gn Phe Gy Lys Thr Lys |le Phe Phe Arg
740 745 750

Ala Gy Gn Val Ala Tyr Leu Gu Lys Ile Arg Ala Asp Lys Leu Arg

Ala Ala Cys Ile Arg Ile Gn Lys Thr Ile Arg Gy Trp Leu Met Arg
770 775 780

Lys Lys Tyr Met Arg Met Arg Arg Ala Ala lle Thr Ile Gn Arg Tyr
785 790 795 800

Val Arg Gy Hs Gn Ala Arg Cys Tyr Ala Thr Phe Leu Arg Arg Thr
8

orQ

Arg Ala Ala Ile Ile Ile G n Lys Phe G n Arg Met Tyr Val Val Arg
820 825 830

Lys Arg Tyr Gn Cys Met Arg Asp Ala Thr Ile Ala Leu G n Ala Leu
835 840 845

Leu Arg Gy Tyr Leu Val Arg Asn Lys Tyr G n Met Met Leu Arg Gu
850 855 860
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His Lys Ser Ile Ile Ile Gdn Lys Hs Val Arg Gy Trp Leu Ala Arg
865 870 875 880

Val H's Tyr Hs Arg Thr Leu Lys Ala Ile Val Tyr Leu Gdn Cys Cys
885 890 895

Tyr Arg Arg Met Met Ala Lys Arg Gu Leu Lys Lys Leu Lys Ile Gu
900 905 910

Ala Arg Ser Val GQu Arg Tyr Lys Lys Leu Hs Ile Gy Leu Gu Asn
915 920 925

Lys Ile Met G n Leu Gn Arg Lys Ile Asp Glu G n Asn Lys Gu Tyr
930

Lys Ser Leu Leu Gu Lys Met Asn Asn Leu Gu Ile Thr Tyr Ser Thr
945 950 955 960

Gu Thr Gu Lys Leu Arg Ser Asp Val Gu Arg Leu Arg Met Ser G u
965 970 975

Gu Gu Ala Lys Asn Ala Thr Asn Arg Val Leu Ser Leu Gn Gu du
980 985 990

I[le Ala Lys Leu Arg Lys GGu Leu His Gn Thr Gn Thr Gu Lys Lys
995 1000 1005

Thr GQu Gu Trp Ala Asp Lys Tyr Lys Hs Au Thr Gu dn

I
1010 1015 1020

Leu Val Ser GQu Leu Lys Gu Gn Asn Thr Leu Leu Lys Thr du
1025 1030 1035
Lys Gu Gu Leu Asn Arg Arg Ile His Asp Gn Ala Lys Gu lle
4
Thr Gu Thr Met Gu Lys Lys Leu Val Gu Gu Thr Lys G n Leu
Gu Leu Asp Leu Asn Asp Gu Arg Leu Arg Tyr G n Asn Leu Leu
Asn Gu Phe Ser Arg Leu Gu Gu Arg Tyr Asp Asp Leu Lys Asp
1
Gu Met Asn Leu Met Val Ser Ile Pro Lys Pro Gy His Lys Arg

Thr Asp Ser Thr His Ser Ser Asn Gu Ser Gu Tyr Thr Phe Ser

Ser Gu Ile Thr Gu Ala Gu Asp Leu Pro Leu Arg Mt Gu Gn
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Lys

Leu

Lys

Lys

Thr

Val

Arg

Lys

Ser

Leu

Leu

Asn

Thr

Al a
1370

Asn
1385

Ser

Asp

Lys

Lys

Al a

Leu

Al a

Al a

Ser

Ser

GAu

Lys

GAu

Ser

Asn

Pro

Asp

Leu

GAn

GAn

Leu

GAn

Asn

Lys

Arg

Leu

Leu

Val

Leu

Al a

Leu

Arg

Leu

Lys

Val

Asp

Lys

Leu

Val

Leu

Leu

Pro

Ay

Leu

Al a

Asp

N3027PCT_sequ. | i st..txt

1135

Al a
1150

Asn
1225

Thr
1240

Thr
1255

Leu
1360

Ser
1375

Leu
1390

Pro Leu Asp

Gu Leu Gu

Lys Au Gu

Pro Pro Ile

Gn du Leu

GAu Leu Gn

Ala Pro Gy

Ser Val Ser

Leu Arg Ser

G u Asp Lys

Val dAn Lys

Gy Leu Lys

G n Lys Lys

Ile G n Ser

Ala G n Asn

Leu G n Hs

Met Gu An

Page

Vet

GAn

Arg

GAu

Lys

Al a

GAu

GAn

Asn

Vet

Ser

Leu

Leu

GAu

Leu

26

1140

Al a
1185

y
1200

Ser
1215

Al a
1230

Pro
1245

1260

Leu
1275

Thr
1290

1305

Thr
1320

Hi s
1335

Leu

Lys

Leu

Al a

GAu

Leu

Al a

Leu

Val

Vet

Asp

Asn

GAu

GAu

Leu

Thr

Lys

Phe

Arg

GAu

Asn

Thr

Ser

Thr

Lys

Arg

Asn

Pro

Arg

Leu

Ser

Al a

Leu

Lys

Arg

Val

Asp

Ay

Leu

Asn

Pro

Leu

Asp



Lys

Lys

Ay

Lys

Ay

Phe

Val

Leu

Ser

Asp

Asn

Thr

Arg

Ile

Thr
1400

Val
1475

Vet
1490

Leu
1565

Leu
1580

_k_
o —
© D
[¢)]

_k_
o —

Thr
1625

_k_
o —
A O
o

Val

Ay

Lys

Lys

Al a

Ser

Lys

Thr

Ay

Thr

Al a

Leu

GAn

Ser

Arg

Arg

GAu

Ile

Asp

Leu

Val

Val

Leu

Arg

Phe

Asn

Ile

GAn

Ay

Ser

GAn

Lys

Leu

Asp

Phe

Val

Asn

Arg

Leu

Ay

Arg

Vet

Phe

GAn

Pro

Val

Ile

Leu

Leu

GAu

GAn

Lys

Leu

Hi s

Thr

Asp

Phe

Lys

Asp

Ile

Vet

Ser

Al a

Asn

N3027PCT_sequ. | i st..txt

Lys
1405

Val
1420

Pro
1435

y
1450

Asn
1465

_k_
~—
[esX 0]
o

Al a
1495

Ser
1510

1540

1555

Leu
1570

Tyr
1585

Ser
1645

Lys G n Leu Lys Va
1410
Gy Gn Mt Gu Asn
1425
Ile Arg Pro Val Asn
1440
Met Leu G u Tyr Lys
1455
Leu Ile Leu Gu Leu
1470
Pro Gy Leu Pro Ala
1485
Asp Tyr Leu Asn Asp
1500
Thr Ile Asn Gy lle
1515
Phe G u Thr Val Ser
1530
H's Cys Leu Lys G n
1545
Asn Thr Pro Arg Gn
1560
Ala du Tyr Arg Gn
1575
Gn An Leu Val Arg
1590
Val Ser Gy Met Leu
1605
Val Lys Pro Thr Gy
1620
Gu @y Thr Tyr Thr
1635
Phe H's Ser Val Met
1650

Page

27

Phe

Ile

Ile

Lys

Lys

Tyr

Asp

Lys

Phe

Tyr

Asn

Val

Val

GAu

Leu

Leu

Al a

Ser

Pro

Pro

GAn

Lys

Trp

Ser

Leu

Leu

Hi s

Arg

Asp

Lys

Pro

Arg

Asp

Arg

Leu

Lys

Val

Leu

Ay

Hi s

Ser

Lys

Ser

Hi s



Gy

Tyr

Asp

Ser

Gy

Leu

Ser

Asn

Ser

Ser

Phe

Pro

Vet
1655

Leu
1760

Phe
1775

<210> 7

<211>
<212>
<213>

<220>

<221>
<222>
<223>

<400> 7
aatacaccce gggcaggt gg agcget cgecg getget cgeg gegageccgg

gaggcccct g cgggcggeca gecgect gagg cgccccgecc cgeccccgecce

t ccccgeeccg gecct geect

Asp

Ile

Leu

Lys

Val

Tyr

Ile

Phe

Ser

6401
DNA
Hormo sapi ens

Pro

Ay

Ser

GAu

Lys

Asn

Thr

Arg

Leu

Asn

Leu

GAu

Al a

Trp

Thr

Lys

Al a

Pro

Thr

Leu

Pro

Ay

m sc_feature
(1)..(6401)
nyosin heavy chain 12

Leu

Val

Ser

Trp

Leu

Leu

Val

Vet

Ser

Leu

N3027PCT_sequ. | i st..txt
Lys G n Va

Ile
1660

Thr
1735

Thr
1750

Asn
1765

Ser
1810

y
1825

Leu

Gy

Arg

Pro

Asp

Thr

Leu

Al a

Leu

Phe

Asn

Vet

Asp

Leu

Al a

Phe

Arg

Lys

Al a

Ile

Asn

GAn

Lys

Ile

Asp

GAn

GAu

Leu

Hi s

Leu

Ser

Val

Leu

Asn

GAn

Al a

Arg

Lys
1665

Leu
1680

1755

Phe
1800

Thr
1815

Val
1830

GAn

Leu

Tyr

Vet

Al a

Al a

Lys

Val

Arg

Pro

gcecetgetce ctgecggegg ctgegggege
gct cgggegg ccgeeccagge gaggtgcegge ctccgcacag geecggggggc
Page 28

Met Phe

Arg Lys

Asn Va

Asn Ser

G n Leu

Val Leu

Leu Val

Lys Asp

Val Thr

Gnlle

gagt gat ggc
cgcgeggcecce
ttcctagtcc

gt aggcgcgc

60
120
180
240



ggggcccgcece

t ccagaggaa
cctcectgett
ggagct gect
cagct at ct t
acttatttat
tatttatgga
acatatcttt
gtccatcatc
gcgatacttt
gacct ccaac
cagcecgtttt
caat at gaga
aaact at cat
acgat t agga
aggagt ggat
t agt gaat ct
tgttggattt
ctgcatcttc
t cggaaact g
gaat gccegce
t aat gt caat
catttacgga
aaat gaaaaa
t at gaaggaa
tcttatagaa
aggcacagat
ctttgaaaag
ggaat accag
t aaagttctt
ggccat cagt
aaagcccacc
t cagttcaga
t gt gcgcet gt
agt gcagcag

at ggct gegt
gt ct ggaagt
cacct cgagg
cacttacgaa
cat gagcct g
acgtattgtg
gaagat atta
gcagt agct g
gt aagt ggag
gcaact gt ga
cccat cat gg
gggaagt at a
acttatcttt
atcttctatc
aat gcagat a
gat gcaaagg
cat caaat gg
acat cccgag
t gt gacct ca
gct act gcca
gatgctttgg
caggct ct cc
tttgaaacat
ct acagcaac
caaatt ccat
t caaaact ag
gacacct ggg
cct cgt ct at
t gt gaaggat
aaat caagca
ccaacttcag
aaaggcagac
aact ccct gc
at caagcct a

ct gagagcat

N3027PCT_sequ. | i st..txt

cggagctcta
cagcagagct
aaggaaagga
at cct gacat
ctgtgctcca
gt at agt cct
ttaatgcata
aagaagctta
agt ct ggggc
gtggttctge
agt ccattgg
ttgagattgg
t agagaaat c
agctttgtgc
actttaatta
agat ggcaca
gaattttccg
at gcagacag
t gggt gt gga
cagagacat a
ccaaacacat
attct gct gt
tt gagat aaa
aatt caat at
ggacact cat
gcattctaga
cccaaaaat t
caaacaaagc
ttctcgaaaa
agtttaagat
ccacctcctc
caggccaaat
acctgctt at

atgacttcaa

gt ggt gt cct

cacaaagttt
gct caaagat
tttggaat ac
acttgttggt
t aat ct caga
agt agct ata
cagt ggt cag
caagcaaat g
aggaaaaaca
cagt gaggcc
aaat gct aaa
ttttgataag
cagagt ggt a
ct cagcaaag
cacaaaacaa
t act aggcag
aat act t gct
ctgcacaata
ct at gaggag
cat caagccc
ct at gccaag
caaacagcac
tagttttgaa
gcatgtcttc
agatttttat
tttactggat
gt acaacaca
tttcatcatc
gaat aaagac
gct accagaa
agggcgcaca
ggccaaagag
ggagacact ¢
gctcccattc

ggaaaccat ¢
Page 29

gccagggttt

t at aagccag
cat ctagatc
gaaaat gacc
gtccgettta
aatccctatg
aacat gggt g
gccagagat g
gtctcagct a
aat gt ggagg
acaaccagga
agat at cgaa
ttccaggcag
ttacct gaat
ggaggcagtc
gcct gcact t
ggcatccttc
cct cccaage
at gt gt cact
at ct ccaagc
ctctttaact
tcttttattg
cagttttgca
aaat t ggagc
gat aat cagc
gaggaat gca
catttgaaca
caacattttg
accgtttttg
ctatttcaag
cccct cacac
cacaagaaaa
aat gccact a
acgtttgatg
cgaat cagtg

ggat acct ga
gagat aaagt
caaagaccaa
t cacagccct
ttgattccaa
aacagct gcc
at at ggat cc
aacgaaat ca
agt at gccat
aaaaggt ct t
at gat aat ag
t cattggtgc
aagaggagag
tt aaaat gct
ctgtgattga
t gct aggaat
actt aggcaa
at gaacct ct
ggct ct gcca
t gcaggccac
ggatt gt aga
gt gt gct aga
taaattatgc
aagaagaat a
cttgtattaa
agat gcct aa
aat gt gcact
ct gacaaagt
aagaacaaat
at gat gagaa
gaact cct gc
cagt ggggca
cccctcacta
agaagagggc
cggceggt tt

300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340



cccct cacgg
agatgtgctg
caaggacaaa
t ct agaaaaa
ccgagggt gg
gagat acgt g
agcaaccat c
acgagct gcc
t cgcaagat a
ggcccgceaca
gcggatgatg
ct at aagaag
t gagcagaac
caact ct gag
agcgaaagt t
agacct ggag
acaagaaaca
aaaagaagcc
gaagaagtta
at at cagaac
agagat gacc
cagcagcaac
at caaggaca
gct ccagaag
ccgcaaggag
aggt gcagaa
act gaagaat
gaccgcccca
ggagct t gat
agaggccat c
agat gt acaa
aacaaat aga
ggtttatgaa
gaggagccat

t ggacttacc
agt gacagaa
taccagtttg
ttgagagct g
ct gct gagaa
cggggct acc
at t caaaagt
actattgttc
ct ccgt gggc
cact acaaga
gccaagcgt g
ct gcgeat cg
aaagact aca
act gagaaac
gccact gggc
caaact cgt't
gagcagct gg
ct caat cacc
gt agaagaaa
cttctgaatg
cttatggtgc
gagt ct gaat
gaggaaccaa
cgggt cacag
gagcaggt gc
ctggaatatg
gagct aaat g
ggtgcacct g
gt ccgcaagg

caacccaagg
aaaat gaaag
tcatctgctc

gggt t aaaac
gagaat gagg

N3027PCT_sequ. | i st..txt

aagaattttt
agcaaacat g
gt aagacaaa
acaaact gag
agaagt acct
aggcccgat g
act ggcgcat
ttcagtctta
acaaagcagt
ggagcat gca
agct aaagaa
gcat ggagaa
aat gcct t gt
t acgaagt ga
gggtccttag
cagagaaaaa
t at caaat ct
gcat cgt gca
cgaaacaact
agttcagt cg
at gt gcct aa
atatctttag
gt gagaagaa
agct ggagca
t ccgcagcaa
agt cact caa
agttgcgcaa
cct accgt gt
aggaagt cct
at gacaagaa
at aaaggt ga
tggattacca
aagccaat ag

ccgaggccct

cagccgct ac
caagaatgtg
gatctttttc
agct gcct ge
acgcat gcgg
ct at gct aag
gtatgtggte
ctt gcgaggce
catcattcag
tgccatcatc
gct caaaat ¢
caagatcatg
ggagaaact a
cttagaacgt
t ct gcaggag
atgcattgag
gaaggaagaa
gcaggct aag
ggaact cgac
cct ggaagaa
gcct ggacac
ctctgaaatt
ggtacctctg
ggagaagcag
ggccaaggaa
gcgt caagaa
ggccct cagt
cct cat ggag
cat cttaagg
t acaat gaca
aat agcacaa
t gagt t gaat
gct cct ggaa
ccgt ggggag
Page 30

cgtgtcct aa
t t agagaaac
cgtgeceggtc
at ccggat cc
aaggcagcca
tttctgcgea
cgcaggaggt
ttcttggcca
aagcgagt cc
tacctt cagt
gaggct cgct
cagct gcagc
accaat ct gg
cttcaactaa
gaaattgcca
gaacat gcag
aatactttgc
gagat gacag
cttaatgatg
agatatgatg
aagagaacag
gcagaaat gg
gacat gt cat
gt gat gcagg
gaagaaagac
ct agaat cag
gagaaaagt g
cagct gacct
t ct caact gg
gattccacaa
gcatacattg
gaggat ggag
t cccaget gc

at ccagagcc

t gaagcagaa
t gat act gga
aagt ggcct a
agaagaccat
t caccat gca
gaaccaaggc
acaagatt ag
gaaat aggt a
ggggct gget
gctgcttcag
cagt ggagcg
gcaaagttga
aaggaat at a
gt gaagagga
agct ccggaa
at cgat acaa
t gaagcaaga
aaact at gga
aaaggct gag
acct caagga
act ccaccca
aagacattcc
tgttccttaa
at gagct gga
cacaaatt ag
aaaacaaaaa
ccccagaggt
ct gt gagcga
t gagccagaa
tacttttgga
gtttgaaaga
agct gt ggct
agt cacagaa

t gaaggagga

2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380



gaacaaccga
t gaggccagc
acaacttgaa
caaaaaaat t
t gat gaaccc
ggaat acaag
acgtggtgta
t cgacat gct
t aacagcat c
gctctct aac
t at gaagcac
gt at cggcag
agagaacat c
cgt gt ct ggg
cacct acaca
gcat ggcat g
ggccat cacc
gcagat cagg
t agt ggggct
aaagaaaaca
ccagattgtg
tgtgtcgttc
gct cat ggat
act agaaacc
gtgatgtcca
cagtgagtta
gt catt aact
ttcgt gct gt
acat acagga
gct ggcagca
tccatagatg
at ggaaagaa
tattgttaaa

t cact at gat

cagcagcagc
ct gcagcacg
aaacaggat a
ggcgaact ag
at ccgaccag
aaggaggat g
gcagt caat t
gact acct ga
aaaaaagt at
acat gccgat
aacacatctc
gtgctgagtg
cttcagccaa
gt gaagccca
ct ggact cca
gaccct gaac
ct gaacaacc
tacaat gt ca
aaagaaaccc
gat gatgat g
aaagtgttga
attcgtacta
gct aaacaca
at ccagattc
ggcaaaaat t
ct gaaaat ac
ggaaat ct cc
gttatcttta
gaat gat gga
tttattttaa
agctgttgtt
aagt ct ccat
ctggttcaaa

at agagat at

N3027PCT_sequ. | i st..txt

t gct ggccca
agat cacccg
agacggt ccg
aagt gggcca
tcaacattcc
agcaaaaact
t gat t ccagg
at gat gat ca
t gaagaaaag
ttttgcactg
gccagaat ga
act t ggccat
tgattgtctc
cagggt t gag
tcctccggea
t gat caagca
ttctcctgeg
gt caact gga
t ggaacct ct
cagaagccat
atttgtatac
t acagat gcg
tctttcctgt
cagccagcct
gacaat acat
atttttaaag
ct agaat act
t agcaacact
aggaagggag
atccttagca
aggaaggcac
t gagt acat a
gaaat aaact

t aaaggaat g

gaacct gcag
gct gaccaac
t aaact gaaa
gat ggagaac
caggaaagaa
t gt t aagaac
attaccggca
gaaagt aagg
aggt gat gat
cttgaaacag
acact gcctc
t cagat ct ac
aggcat gctg
aaagcgaacc
gct caact cc
ggt ggt caag
gaaggacat g
agaat ggctg
catt caggct
ttgttctatg
t ccagtt aat
tttacgagac
cacctttcct
cggect gggce
ttcttgcceg
agaaagt act
ttcatcactt
catccttaac
gaaggaaagg
ctgagtttga
caaagaacct
t cat gt cagt
ggcaat at gt
ttggtttgct
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ctgceccccag
gaaaactt gg
aaacaact ga
at at ccccag
aaggatttcc
ctgattctgg
t at at cct gt
tcgttgctaa
tttgaaaccg
t acagt ggag
accaattttg
cagcagct cg
gaacat gaaa
t ccagt at cg
ttccact cgg
cagat gtt ct
t gct cct gga
cgt gacaaga
gctcaacttt
tgcaat gct t
gagtttgaag
aggaaagact
tt caacccat
tttatttcac
aaat aagaac
gattatctcc
t ggaaacaaa
caact aggt a
aggagaaaaa
at ggt at aaa
cct ct gcact
tt agt aat ca
aaagt aattc

a

aggcccgcat
atttgatgga
aagtatttgc
gacagat cat
aagggat gct
aact gaagcc
t cat gt gt gt
cat caacaat
tctcettetg
aagagggct t
acct ggct ga
tgcggot gt t
cgat t caggg
ccgat gaggg
tcatgtgtca
acat cat agg
gt aaaggcat
at ct gat gaa
t gcaagt gaa
t aact act gc
aaagagtctc
ct ccccagct
cttcectege
gggt ct gaaa
ccattatttc
caaat gagaa
gat aggct ct
ccgtgagttt
tgtgtcttca
aagt at aact
aaacaggaga
attatgttga
ctcatttgtg

4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6401



<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

8
>

855

PRT
Hormo sapi ens

M SC_FEATURE

(1)..(1855)
nyosi n heavy

8

Met Ala Ala Ser

1

Asp Pro

Pro Gy

Gu Tyr
50

Pro Asp
65
Hs Au

Lys Leu

Tyr Gu

GAu Ala
145

Val Ser

Met Arg

Ala Lys
210

Asp
35
Hi s

Ile

Pro

Asn

Tyr

Ay

GAu

Lys

Leu

Leu

Al a

Vet

Lys

Phe
180

Val

Thr

Val

Val

Asp

Val

Val

85

Thr

Pro

Ay

Ser
165
Al a

Leu

Arg

chain 12

Leu Tyr

Trp Lys

Leu Leu

Pro Lys

Gy Gu

70

Leu Hi s

Tyr Cys

[le Tyr

Asp Met

135

Met Al a

150

Gy Ala

Thr Val

Thr Ser

Asn Asp
215

N3027PCT_sequ. | i st .

Thr

Ser

Leu

40

Thr

Asn

Asn

Arg

Ay

Ser

Asn

200

Asn

Lys

Al a

25

Hi s

Lys

Asp

Leu

_k_
o —
(S0

Pro

Asp

Ser

Phe Al a
Gu Leu
Leu G u
Gu Leu
Leu Thr

75
Arg Va
90
Val Leu
Asp Ile
Hs Ile
Gu Arg

155
Thr Val
170

Ser Al a

Ser Arg

Page 32

Arg

Leu

GAu

Pro

60

Al a

Val

Ile

Phe

140

Asn

Ser

Ser

GAu

Phe
220

. txt

Val

Lys

Ay

45

Hi s

Leu

Phe

Al a

Asn

125

Al a

Al a

GAu

Ser

205

Ay

Trp

Asp

30

Lys

Leu

Ser

Ile

_,__
-
([&X0]

Al a

Val

Ser

Lys

Lys

Asp

Arg

Tyr

Asp

95

Asn

Tyr

Al a

Asn

Ay

Tyr

Pro

Lys

Leu

Asn

Leu

80

Ser

Pro

Ser

GAu

_,__
o —
([&X0]

Al a

Val

Asn

Ile
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Gulle Gy Phe Asp Lys Arg Tyr Arg lle Ile Gy Ala Asn Mt Arg
225 230 235 240

Thr Tyr Leu Leu GQu Lys Ser Arg Val Val Phe Gn Ala Gu Gu Gu
245 250 255

Arg Asn Tyr Hs Ile Phe Tyr G n Leu Cys Ala Ser Ala Lys Leu Pro
260 265 270

G u Phe Lys Met Leu Arg Leu Gy Asn Ala Asp Asn Phe Asn Tyr Thr
275 280 285

Lys Gn Gy Gy Ser Pro Val Ile Gu Ay Val Asp Asp Ala Lys Gu
290 295 300

Met Ala His Thr Arg G n Ala Cys Thr Leu Leu Gy Ile Ser Gu Ser
305 310 315 320

Hs Gn Mt Gy Ile Phe Arg Ile Leu Ala Gy Ile Leu Hs Leu Gy
325 330 335

Asn Val Gy Phe Thr Ser Arg Asp Ala Asp Ser Cys Thr Ile Pro Pro
340 345 350

Lys Hs Gu Pro Leu Cys Ile Phe Cys Asp Leu Met Gy Val Asp Tyr
355 360 365

Gu Gu Met Cys His Trp Leu Cys H's Arg Lys Leu Ala Thr Ala Thr
370 375 380

Gu Thr Tyr Ile Lys Pro Ile Ser Lys Leu G n Ala Thr Asn Ala Arg
385 390 395 400

Asp Ala Leu Ala Lys His Ile Tyr Ala Lys Leu Phe Asn Trp Ile Va
405 410 415

Asp Asn Val Asn G n Ala Leu Hs Ser Ala Val Lys Gn Hs Ser Phe
420 425 430

lle Gy Val Leu Asp Ile Tyr Gy Phe Gu Thr Phe Gu Ile Asn Ser
435 440 445

Phe Gu G n Phe Cys Ile Asn Tyr Ala Asn Gu Lys Leu Gn Gn Gn
450 455 460

Phe Asn Met His Val Phe Lys Leu Gu Gn Gu Gu Tyr Met Lys Gu
465 470 475 480

G@nlle Pro Trp Thr Leu Ile Asp Phe Tyr Asp Asn G n Pro Cys Ile
485 490 495

Asn Leu Ile Gu Ser Lys Leu Gy Ile Leu Asp Leu Leu Asp Gu Gu
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500 505 510

Cys Lys Met Pro Lys Gy Thr Asp Asp Thr Trp Ala G n Lys Leu Tyr
515 520 525

Asn Thr H's Leu Asn Lys Cys Ala Leu Phe GQu Lys Pro Arg Leu Ser
530 535 540

Asn Lys Ala Phe Ile lle Gn Hs Phe Ala Asp Lys Val Gu Tyr Gn
545 550 555 560

Cys Gu Gy Phe Leu Gu Lys Asn Lys Asp Thr Val Phe Gu Gu dn
565 570 575

Ile Lys Val Leu Lys Ser Ser Lys Phe Lys Met Leu Pro (GQu Leu Phe
580 585 590

Gn Asp Asp Gu Lys Ala Ile Ser Pro Thr Ser Ala Thr Ser Ser Gy
595 600 605

Arg Thr Pro Leu Thr Arg Thr Pro Ala Lys Pro Thr Lys Gy Arg Pro
610 615 620

Gy Gn Met Ala Lys Gu Hs Lys Lys Thr Val Gy Hs Gn Phe Arg
625 630 635 640

Asn Ser Leu His Leu Leu Met G u Thr Leu Asn Ala Thr Thr Pro His
645 650 655

Tyr Val Arg Cys |Ile Lys Pro Asn Asp Phe Lys Leu Pro Phe Thr Phe
660 665 670

Asp Gu Lys Arg Ala Val G n Gn Leu Arg Ala Cys Gy Val Leu Gu

Thr Ile Arg Ile Ser Ala Ala Gy Phe Pro Ser Arg Trp Thr Tyr G n
690 695 700

G u Phe Phe Ser Arg Tyr Arg Val Leu Met Lys G n Lys Asp Val Leu
705 710 715 720

Ser Asp Arg Lys Gn Thr Cys Lys Asn Val Leu Gu Lys Leu lle Leu
725 730 735

Asp Lys Asp Lys Tyr G n Phe Gy Lys Thr Lys Ile Phe Phe Arg Al a
740 745 750

Gy Gn Val Ala Tyr Leu Gu Lys Leu Arg Ala Asp Lys Leu Arg Al a
755 760 765

Ala Cys Ile Arg Ile Gn Lys Thr Ile Arg Ay Trp Leu Leu Arg Lys
770 775 780
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Arg
Al a
Arg

Arg

Arg
Arg

Ile

Oy
945

Thr

Al a

Val

N3027PCT_sequ. | i st..txt

Tyr Leu Arg Met Arg Lys Ala Ala Ile Thr Met G n Arg Tyr Va
790 795 800

Gy Tyr Gn Ala Arg Cys Tyr Ala Lys Phe Leu Arg Arg Thr Lys
805 810 815

Ala Thr Ile Ile G n Lys Tyr Trp Arg Met Tyr Val Val Arg Arg
820 825 830

Tyr Lys Ile Arg Arg Ala Ala Thr Ile Val Leu G n Ser Tyr Leu
835 840 845

Gy Phe Leu Ala Arg Asn Arg Tyr Arg Lys Ile Leu Arg Gy H s
850 855 860

Ala Val Ile Ile Gn Lys Arg Val Arg Gy Trp Leu Ala Arg Thr
870 875 880

Tyr Lys Arg Ser Met His Ala Ile Ile Tyr Leu G n Cys Cys Phe
885 890 895

Arg Met Met Ala Lys Arg Gu Leu Lys Lys Leu Lys Ile Qu Ala
900 905 910

Ser Val Gu Arg Tyr Lys Lys Leu Arg Ile Gy Met Gu Asn Lys
915 920 925

Met Gn Leu GAn Arg Lys Val Asp Gu G n Asn Lys Asp Tyr Lys
930 935 940

Leu Val Gu Lys Leu Thr Asn Leu Gu Gy Ile Tyr Asn Ser du
950 955 960

Gu Lys Leu Arg Ser Asp Leu Gu Arg Leu G n Leu Ser Gu Gu
965 970 975

Ala Lys Val Ala Thr Gy Arg Val Leu Ser Leu Gn GQu Gu lle
980 985 990

Lys Leu Arg Lys Asp Leu Au Gn Thr Arg Ser Gu Lys Lys Cys

995 1000 1005

Gu GuHs Ala Asp Arg Tyr Lys dn Gu Thr du Gn Leu
1010 1015 1020

Ser Asn Leu Lys GGu Gu Asn Thr Leu Leu Lys Gn Gu Lys
1025 1030 1035

Ala Leu Asn His Arg Ile Val Gn Gn Ala Lys Gu Mt Thr
1040 1045 1050
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Leu

Ser

Asp

Lys

Lys

Al a

Al a

Ile

Thr
1055

Ser
1205

Asn
1220

Pro
1235

Vet

Leu

Ser

Leu

Thr

Al a

Lys

Arg

Leu

Leu

Val

Leu

GAu

Asn

Arg

Vet

Hi s

GAu

Lys

Val

Asp

GAu

Lys

Leu

Val

Leu

Leu

Pro

Lys

Asp

Leu

Val

Ser

Vet

Val

Thr

Arg

Arg

Arg

Asn

Thr

Thr

Lys

Asp

Lys

Hi s

Ser

Pro

Lys

Pro

Al a

Ser

Leu

Asp

Val

N3027PCT_sequ. | i st..txt
GAu du Thr

Leu
1060

Leu
1225

Pro
1240

Val
1255

Va

Leu

Arg

Pro

du

Leu

Arg

Ay

Ser

Ser

Lys

Lys

Arg Tyr

Tyr

Lys

Ser

Asp

Pro

Pro Ser

Vet

Ser

G n Va

Arg Gy

A u Ser

Lys

Al a

Ala Pro

G n Leu

Asn Thr

Vet

Lys

Page

GAn

Asp

Ay

Tyr

Arg

Leu

Lys

Leu

Al a

GAu

Leu

Al a

Leu

Val

Vet

Asp

Lys
1065

Asn
1080

Leu
1095

Hi s
1110

Asn
1215

Ser
1230

Tyr
1245

Ser
1275

Thr
1290

Lys
1305

GAn

Leu

Lys

Lys

Phe

GAu

Leu

Val

Ser

Leu

Lys

GAu

Arg

Val

GAn

Asp

Ay

Leu

Leu

Arg

Ser

Lys

Vet

Lys

Lys

Lys

Val

Arg

Lys

Ser

GAu

Asn

Thr

Ser

Pro

Leu

Al a

Tyr

Leu

Ser

Leu

Lys

Thr

Ile



Al a

Leu

Tyr

Ay

Leu

Al a

Asp

Leu

Lys

Leu

Hi s

Thr

Asp

Phe

Leu
1385

Ser
1400

Leu
1415

1430

Val
1445

Pro
1460

Al a

Tyr

Ay

Al a

Leu

Vet

Lys

Ay

Vet

Leu

Pro

Asp

Thr

Phe

Hi s

Hi s

Leu

Lys

GAn

GAn

GAu

GAn

GAn

Arg

Leu

Ay

Tyr

GAu

Cys

Ile

Lys

Arg

Ser

Asn

Hi s

GAn

Leu

Vet

Pro

GAu

Leu

Leu

Leu

Asn

Thr

Leu

Leu

Ser

Leu

Leu

Leu

Lys

Val

Tyr

Pro

Asn

Ser

Val

Lys

N3027PCT_sequ. list..txt
Lys Gu Thr Asn Arg

Leu
1315

Asn
1330

Al a
1345

Hi s
1360

Val
1435

Asn
1450

Asn
1465

1480

Leu
1495

Ser
1555

GAn

du

Asn

du

du

Leu

Thr

Lys

Phe

Lys

Lys

Tyr

Asp

Lys

Phe

Tyr

Asp Gy

Arg Leu

Asn Gu

A u Asn

Pro Pro

Arg Leu

G n Asp

Ala Lys

Ser Pro

Pro Arg

Gu Asp

Pro Arg

Il1e Leu

G n Lys

Lys Va

Trp Leu

Ser Gy
Page

GAu

Leu

Al a

Asn

Thr

Lys

Lys

Ay

Lys

Ay

Phe

Val

Leu

Ser

1320

Leu
1335

GAu
1350

GAu
1365

Al a
1395

Asn
1410

Thr
1425

Val
1500

Asn
1560

GAu

Ser

Trp

Ser

Al a

Arg

GAu

Val

Ay

Lys

Lys

Al a

Ser

Lys

Thr

Ay

Ser

Leu

Leu

GAn

Ile

Asn

Arg

Asp

Leu

Val

Val

Leu

Arg

Phe

Al a

Val

Leu

Arg

Leu

Lys

Leu

Asp

Phe

Val

Asn

Arg

Leu

Ay

Arg

Vet



Lys

Asp

Ile

Ser

Al a

Asn

Leu

Ile

Ser

Trp

Leu

Lys

Leu

Val

Ile

1565

1580

Leu
1595

Thr
1760

Thr
1775

Asn
1790

Asn

Al a

GAn

Val

Val

Phe

Lys

Leu

Ay

Arg

Pro

Asp

Thr

Vet

Al a

Thr

GAu

GAn

Ser

Lys

Ay

Hi s

Asn

Vet

Asp

Leu

Asp

Al a

Phe

Arg

Lys

Ser

Tyr

Leu

Ay

Pro

Thr

Ser

Val

Asn

Lys

Ile

Asp

GAn

Leu

Hi s

Arg

Arg

Val

Vet

Thr

Tyr

Val

Val

Leu

Ile

Asn

Al a

Arg

Ile

N3027PCT_sequ. | i st..txt

1570

Thr
1660

Vet
1675

Phe
1825

Asn Au His

Va

Va

du

Leu

Leu

Leu

Tyr

Vet

Al a

Al a

Lys

Va

Arg

Pro

Leu

Leu

Hi s

Arg

Asp

Vet

Arg

Asn

Asn

GAn

Val

Ser

Lys

Val

Ser

GAu

GAu

Lys

Ser

Hi s

Phe

Lys

Val

Ser

Leu

Leu

Val

Asp

Thr

Page

Cys

Asp

Asn

Thr

Arg

Ile

Ay

Tyr

Asp

Ser

Ay

Leu

Ser

Asn

Ser

Ser

Phe
38

1575

Leu
1590

Leu
1605

Thr
1650

Leu
1665

Vet
1770

Leu
1785

Phe
1800

Thr

Al a

Leu

GAn

Ser

Arg

Asp

Leu

Lys

Val

Tyr

Ile

GAn

Phe

Asn

Ile

Ay

Ser

Pro

Ay

Ser

Lys

Asn

Thr

Arg

Leu

Asn

Phe

GAn

Pro

Val

Leu

GAu

Al a

Trp

Thr

Lys

Al a

Pro

Thr

Leu

Pro



N3027PCT_sequ. | i st..txt

Ser Ser Leu Ala Leu Gu Thr Ile dnlle Pro Ala Ser
1835 1840 1845

Leu Gy Phe Ile Ser Arg Va
1850 1855

<210> 9

<211> 3549

<212> DNA

<213> Honp sapi ens

<220>

<221> msc_feature

<222> (1)..(3549)

<223> brush border nyosin | (BBM)

<400> 9

t cagggagcc tgggcet ggaa gaggcagcaa aagggaaaat cagaagagtg

agaggagggc agcctttttc ccagettcct tgcaccatgg acagctccca

t ct ccat cct
cattctccaa
ggacat gcct
g9t ggaggag
ctacat t ggg
agagttcatt
at t ggcaaat
cacaggcgag
t gccgt ct gt
cccagtgctg
t ggaaaat ac
aaactatctg
catcttct at
gcgggat aca
cgacgcct cc
ggagattcga
ggctgatgag
t cgggagat t
gaggaccat g
gt at gct cgg
t cgaat caat

t gat at ct ac

ggggccagga
ggacagt gaa
ct cct ggaag
t cact gctca
aat gt ggt ga
gccaaatatc
gt ggcgt acc
agt ggat cag
gggaaaggag

gaggcttttg
atggatattg

ctt gagaaat
cagct gct gg
actggctatg
agct t caggg
caagt gct ag
ttccaggcca

ggggagat gg

gaaacagcca
gacgccct gg
gagagcat ca

ggttttgaga

ctcttatgec
tttataccct
gttctgtggg
agaatcttca
t ct cagt gaa
aagact at ac
agt cact gag
ggaagact ga
agcaggt gaa
gcaat gccaa
aatttgactt
cccgat t agt
ct ggagcaga
cct at ct gaa
ct gt acagag
aggt gacatc
gt gggat acc

t gggct t gaa
aggaaaaggt

ct aagaacat

aggt gggcat
t att agagga

ccattcct gt
agttccagtg
ggt ggaggat
gctt cgct at
tccctatcaa
tttctatgag
ggacagggac
ggccagcaag
ct ct gt gaag
gaccattcgc
caagggat cc
gaagcagct ¢
t gaacagct g
t cat gaagt a
t gcaat ggca
catggtgcta
agcaagt ggc
tt cagaagaa
ggt cact gca
ct acagccegce

cggggaaaag

taat agettt
Page 39

caaat t gaga
tt gggat cag
cttgtcctcc
gaaaacaagg
cagcttccca
ct gaagcccc
cgagaccagt
ct ggt gat gt
gagcagct gc
aacaacaat t
cccctcggt g
aaaggagaaa
ct gaaggccc
t ccagagt gg
gt gat t gggt
aagct gggga
atccgtgatg
gt agagagag
ctgaatgtta
ctctttgact
aagaaggt aa

gagcaatttg

Leu Gy

gacact ggca
ttaagccacc
tttcatccac
t ggcccct ct
t ggaaccct t
agatttatac
t ct at gggcce
at at ct acgc
gt at cct cat
cttatgtggc
tacagt ct aa
cctcecgat t
gt gt cat cac
ggaacttcca
t gaagcttga
at ggcat gga
t ct cggagga
acgt gt t ggt
ggagaggt gt
ctttgtgctc
t gcaggct ca
ggat agt gaa
t gggagt cct

tgatcaacta

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440



ct gcaat gag
at at aagaga
t aagct cat t
gcctgggat g
t ggccact ac
cct caget gc
t att gacaag
gcaccccctc
ccccecgact
tt ccaagagc
gttctcttca
ggt gcgacgg
attgct gagc
ggt cct gggg
cat t agaagc
gct ggccaca
gat gcgaaag
ct at gggaag
ccgaaagaat
ct acaagagc
cgtcttagac
gct gcagcag
gcaggt agag
ttcatatccc
ccccaagcetg
gaagaaggt c
ccat gt gatt
t gt ggct ggg
gat gt cat cg
gct gaccaaa
gact gagaag
ccct gcaggt
ggt gactgt g

agcactaatc

aagct gcagc
gaaggcat ac
gagcat aat ¢
gt cagt gact
gagagcaaag
ttccgcat ct
aat aat gacc
cttcggt cct
gct ggggecc
cccaact aca
gacct ggt gg
gcaggctatg

cggagcacct
gagct gagca
cccaagact ¢
ct cat acaga
agt cagat cc
at aaaggcat
t at cgcaaat
at ggt acaga
aagacat ggc
ctcttctacc
at cct gaggg
cagagt gt cc
cagaagct ga
aat cgt ggca
ct cacagaca
gt gt cagt ca
gt gggct cca

at gt accggg
ttctcagtga

ggt gacaaca
cagt gaggag

cccctectgece

N3027PCT_sequ. | i st..txt

aggt gt t cat
cgt ggacaaa
agcgaggt at
ccactttcct
t cacccagaa
gccact at gc
tactcttccg
tgtttcctga
agtt caagag
t caggt gcat
caacccaggc
cccaccgeca
ggcctcactg
t gt cct cggg
ttttctacct
agatttaccg
tcatctcctc
ccgtgttatt
atttccggtc
aatt cct act
cagccgceccce
agt ggaagt g
aaaagctctg
ccattccatt
aaggcgggga
at ggcaagac
ccaagaagtc
ccagcct caa
agggggactt
ct gt gct gga
ggtt caagga

gcaagct acg

ggggcaccat
ctcctgtgtg

agagat gacc
ggt ggact ac
cctggecatg
agcaaagct g
t gcccagegt
gggcaaggtg
agacctgttg
gggcaat cct
ttctgtggce
aaagcccaat
t cggtacctg
gggttatggg
gaat ggggga
ggagct ggce
cgaagaacag
aggct ggegce
ttggtttcgg
gat ccaggct
agaggct gec
ggggct gaag
ctacaagt gc
caagaggttc
t gccagt gaa
ct gt ggt gac
ggaggggcct
ttcttctcgg
ccaggccaaa
ggatgggctc
cctgetggtce
t gccacgcag
gaacagtgtg
ctacaaaaaa
gcagagat gg
ggaggatctc
Page 40

ct gaaagaag
tttgataatg
tt ggat gagg
aaccagct ct
cagt at gacc
acat acaacg
caggccat gt
aagcaggcat
at cct cat ga
gagcat cagc
ggact gct gg

cccttcectgg

gaccgggaag
tttggcaaga
aggcgcect ga
t gccgcaccce
ggaaacat gc
tttgtgagag
ctcaccttgg
aacaatttgc
ct cagcacag
cgggat cagc
ct gtt caagg
tacatt gggc
gttctgatgg
attctcctcc
attgtcattg
tttagcttge
agcgagcat g
aggcagctta
gct gt caagg

aaggggagt ¢
cagttgcttc

taacccct ct

agcaagagga
gcatcatttg
agt gcct gcg
t ct ccaagca
acaccat ggg
t gaccagct t
ggaaggccca
ct ct caaacg
agaatctgta
agcgaggt ca
agaacgt acg
aaaggt accg
gt gttgagaa
caaagat ct't
gact ccagca
act accaact
aaaagaaat g
ggt ggaaggc
cagattt cat
cat ccacaaa
caaat cagga
t gt ccccgaa
gcaagaaggc
t gcaagggaa
cagaggccgt
t gaccaaggg
ggct agacaa
at ct gagt ga
t gat t gaact
cagt caccgt
t cgt ccaggg
attgcttgga

ctcctgaacc

gat cgt ggcg

1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480



aaaaaaa

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>
Met Pro
p

GAu Pro

A u Asn

Asn Pro
50

Tyr Gn
65

Al a Asn

Il1e Leu

Leu Val

Asn Ser

130

Phe Gy
145
Lys Tyr

Val Ile

Lys Gy

aa

10

1043

PRT

Hormo sapi ens

M SC_FEATURE
(1)..(1043)
brush border

10

Leu Leu Gu

Leu Val Gu
20

Lys Gu lle
35

Tyr GAn GAn

Asp Tyr Thr

Val Ala Tyr

85

[le Thr Gy

100

Met Ser Tyr

Val Lys du

Asn Ala Lys

Met Asp

_k_
o —
(SN0

Thr Asn Tyr
180

Gu Arg Asn
195

myosin

Ay

GAu

Leu

Phe

70

GAu

Val

GAn

Thr

150

Leu

Phe

Ser

Ser

Thr

Pro

55

Tyr

Ser

Ser

Al a

Leu

135

Ile

Phe

Leu

Hi s

N3027PCT_sequ. | i st..txt
catggccttg gggattaaac tacccttgaa gaggaaaaaa aaaaaaaaaa aaaaaaaaaa

(BBM )

Val

Leu

Tyr

40

GAu

Leu

Ay

Leu

Arg

Asp

Ay

Leu

25

Ile

Tyr

Leu

Arg

Ser

105

Val

Asn

Phe

Val Gu
y

Lys Asn
Gy Asn
Gy Pro
Lys Pro

75

Asp Arg
90

Gy Lys

Ser Asn
Asn Asn

155
Lys Gy

Ser Arg

Tyr Gn

Page 41

Leu

Val

GAu

Hi s

Asp

Thr

Lys

Pro

Ser

Ser

Leu

Leu

Leu

Val
45

Phe

-
oG
o<

Val

Ser

Pro

Val

Leu
205

Val

Leu

30

Ile

Ile

Tyr

Asp

Leu

Arg

Leu

Arg

Ser

Al a

Al a

Ser

GAn

GAu

Ay

Leu

Tyr

Val

Lys

Leu

80

Lys

Val

Leu

Al a

3540
3549



N3027PCT_sequ. | i st..txt
Asp Gu dAn Leu Leu Lys Ala Leu Lys Leu Gu Arg Asp Thr Thr Gy
210 215 220

Tyr Ala Tyr Leu Asn His Au Val Ser Arg Val Asp Gy Met Asp Asp
225 230 235 240

Ala Ser Ser Phe Arg Ala Val G n Ser Ala Met Ala Val Ile Gy Phe
245 250 255

Ser Gu Gu Gu lle Arg Gn Val Leu Gu Val Thr Ser Met Val Leu
260 265 270

Lys Leu Ay Asn Val Leu Val Ala Asp Gu Phe Gn Ala Ser Gy lle
275 280 285

Pro Ala Ser Gy Ile Arg Asp Gy Arg Ay Val Arg Gu Ille Gy Gu
290 295 300

Met Val Gy Leu Asn Ser Gu Gu Val Gu Arg Ala Leu Cys Ser Arg
305 310 315 320

Thr Met G u Thr Ala Lys Gu Lys Val Val Thr Ala Leu Asn Val Met
325 330 335

Gn Ala Gn Tyr Ala Arg Asp Ala Leu Ala Lys Asn Ile Tyr Ser Arg
340 345 350

Leu Phe Asp Trp Ile Val Asn Arg Ile Asn Gu Ser |le Lys Val Gy
365

lle Gy Gu Lys Lys Lys Val Met Gy Val Leu Asp Ile Tyr Gy Phe
370 375 380

Gu lle Leu Gu Asp Asn Ser Phe Gu Gn Phe Val Ile Asn Tyr Cys
385 390 395 400

Asn Gu Lys Leu G n Gn Val Phe Ile Gu Met Thr Leu Lys Gu Gu
41

Gn Gu Gu Tyr Lys Arg Gu Gy Ile Pro Trp Thr Lys Val Asp Tyr
420 425 430

Phe Asp Asn Ay Ile Ile Cys Lys Leu lle Gu H's Asn G n Arg Gy
435 440 445

[le Leu Ala Met Leu Asp Au Gu Cys Leu Arg Pro Gy Val Val Ser
450 455 460

Asp Ser Thr Phe Leu Ala Lys Leu Asn G n Leu Phe Ser Lys Hs Gy
465 470 475 480

Page 42



N3027PCT_sequ. | i st..txt
His Tyr Au Ser Lys Val Thr Gn Asn Ala G n Arg Gn Tyr Asp Hi s
485 490 495

Thr Met Ay Leu Ser Cys Phe Arg Ile Cys His Tyr Ala Ay Lys Va
500 505 510

Thr Tyr Asn Val Thr Ser Phe |le Asp Lys Asn Asn Asp Leu Leu Phe
515 520 525

Arg Asp Leu Leu G n Ala Met Trp Lys Ala G n His Pro Leu Leu Arg
530 535 540

Ser Leu Phe Pro Gu Gy Asn Pro Lys G n Ala Ser Leu Lys Arg Pro
545 550 555 560

Pro Thr Ala Gy Ala G n Phe Lys Ser Ser Val Ala Ile Leu Met Lys
565 570 575

Asn Leu Tyr Ser Lys Ser Pro Asn Tyr Ile Arg Cys |Ile Lys Pro Asn
580 585 590

GuHs Gn Gn Arg Gy An Phe Ser Ser Asp Leu Val Ala Thr dn
595 600 605

Ala Arg Tyr Leu Gy Leu Leu Gu Asn Val Arg Val Arg Arg Ala Gy
610 615 620

Tyr Ala Hs Arg G n Gy Tyr Gy Pro Phe Leu Gu Arg Tyr Arg Leu
625 630 635 640

Leu Ser Arg Ser Thr Trp Pro His Trp Asn Gy Gy Asp Arg Au Gy
645 650 655

Val Gu Lys Val Leu Gy Gu Leu Ser Met Ser Ser Gy Qu Leu Ala
660 665 670

Phe Gy Lys Thr Lys Ile Phe Ile Arg Ser Pro Lys Thr Leu Phe Tyr
675 680 685

Leu Gu Gu Gn Arg Arg Leu Arg Leu G n Gn Leu Ala Thr Leu lle
690 695 700

Gn Lys Ile Tyr Arg Gy Trp Arg Cys Arg Thr Hs Tyr G n Leu Met
705 710 715 720

Arg Lys Ser Gn lle Leu Ile Ser Ser Trp Phe Arg Gy Asn Met G n
725 730 735

Lys Lys Cys Tyr Gy Lys Ile Lys Ala Ser Val Leu Leu Ile Gn Ala
740 745 750

Phe Val Arg Gy Trp Lys Ala Arg Lys Asn Tyr Arg Lys Tyr Phe Arg
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755 760 765

Ser GGu Ala Ala Leu Thr Leu Ala Asp Phe |le Tyr Lys Ser Met Val
770 775 780

G@n Lys Phe Leu Leu Gy Leu Lys Asn Asn Leu Pro Ser Thr Asn Val
785 790 795 800

Leu Asp Lys Thr Trp Pro Ala Ala Pro Tyr Lys Cys Leu Ser Thr Ala
805 810 815

Asn GGn Qu Leu An Gn Leu Phe Tyr @n Trp Lys Cys Lys Arg Phe
820 825 830

Arg Asp G n Leu Ser Pro Lys Gn Val Gu Ile Leu Arg Gu Lys Leu

Cys Ala Ser Gu Leu Phe Lys Gy Lys Lys Ala Ser Tyr Pro G n Ser
850 855 860

Val Pro Ile Pro Phe Cys Ay Asp Tyr Ile Gy Leu Gn Ay Asn Pro
865 870 875 880

Lys Leu G n Lys Leu Lys Gy Gy Gu Gu Gy Pro Val Leu Met Ala
885 890 895

Gu Ala Val Lys Lys Val Asn Arg Gy Asn Gy Lys Thr Ser Ser Arg
900 905 910

[le Leu Leu Leu Thr Lys Gy Hs Val Ile Leu Thr Asp Thr Lys Lys
915 920 925

Ser Gin Ala Lys Ile Val Ile Gy Leu Asp Asn Val Ala Gy Val Ser
930 935 940

Val Thr Ser Leu Lys Asp Gy Leu Phe Ser Leu His Leu Ser G u Met
945 950 955 960

Ser Ser Val Gy Ser Lys Gy Asp Phe Leu Leu Val Ser Gu Hs Val
965 970 975

[le Gu Leu Leu Thr Lys Met Tyr Arg Ala Val Leu Asp Ala Thr Gn
980 985 990

Arg G n Leu Thr Val Thr Val Thr G u Lys Phe Ser Val Arg Phe Lys
995 1000 1005

Gu Asn Ser Val Ala Val Lys Val Val Gn dy Pro Ala dy Gy
1010 1015 1020

Asp Asn Ser Lys Leu Arg Tyr Lys Lys Lys Gy Ser H s Cys Leu
1025 1030 1035
Page 44



A u Va
1040

<210>
<211>
<212>
<213>

11

<220>
<221>
<222>
<223>

<400> 11
ctctttctcce

ccat gt cggt
agccgtt cct
ccccgeaggt
t cgaggcggc
gcgggaggcg
gcaaggccga
t ccgggageg
t caacccgt a
agaagcgcca
t gct gcagga
cggaaaacac
ggaaggagcce
t agaggcect t
t cat ccgcat
t gct ggagaa
accagct gct
cccact accg
t ccaggagac
t gct gcggat
acaccgat ca
gact gggggt
act at gt gca
aggccacct a
gcagcccccg

t ccagct gaa

Thr Val

6786
DNA
Hormo sapi ens

GAn

m sc_feature

(1).
myosin heavy chain (MYH14)

~(6786)

ccaggccgaa

gceegggegyg
gttcacgccc
ggagt ggacg
ggcget gegg
gctgcgact g
ggacat ggcc
gtactact cc
caagcagct t
cgaggt gcca
t cgt gaggac
caagaaggt c
gggt gt cccc
t ggcaat gcc
caacttt gat
gt cgcgggcec
ggggggcegct
gttcctgacc
gctggagt cg
ggt ct cagca
agccaccatg
gacggatttc
gaaagcccag
cgagcgcct c
ccaaggcgcc

ctccttcgag

N3027PCT_sequ. | i st .

gcct cgggac

aaggcgcccc
cgcgggcecca
gceccggegt c
gacgaaggcg
ccgcgggacc
gagct gacct
ggcct cat ct
cccat ct aca
ccccacgt gt
cagtccattc
at ccagt acc
ggt gagcet gg
aagacagt ga
gtt gccgggt
at ccgccagg
ggagagcagc
aacgggccgt

ct gcgggt cc
gttectccagt

cct gacaaca
t cccgagect
act aaggaac
ttccget gge
tccttcctgg

cagct ct gca

ggccct ggaa
ccaggecggg
gcgegggt gg
t cgt gt ggot
aggaggaggc
agat ccagcg
gcct caacga
acacgtactc
cagaagccat
acgcagt gac
t ct gcact gg
t cgcccacgt
agcggcagct
agaat gacaa
acat cgt ggg
ccaaggacga
t caaagccga
catcctctcc
t gggat t cag
tt ggcaacat
cagct gcaca
t gct cacccc
aggct gact t
tggttctgcg
gcat cct gga

t caact acac
Page 45

. txt

gccgaccat g
cccagt gecc
cgggect gge
gcct t cggag
ggaggt ggag
cat gaacccg
ggcctcggtc
cggccttttce
t gt ggagat g
€gagggggcc
agagt ct gga
ggcat cgt ct
gctt caggcec
ctcctccega
cgccaacat t
gtgcagcttc
cctectectce
cggccaggag
ccacgaggaa
tgcctt gaag
gaagct ct gc
t cgcat caaa
cgcget ggag
cct caaccgg

cat cgcgggce

caacgagaag

gcagccgt ga
gaggcggcecce
t cgggcacct
cttcacgggt
ct ggcggaga
cccaagttca
ct gcacaacc
t gt gt ggt ca
t accggggca
t at cggagca
gct gggaaga
ccaaagggca
aaccccat cc
tt cggcaaat
gagacct acc
cacat ctt ct
gagccct get
cgggaact ct
at cat ct cca
agagaacgga
cgcct cttgg
gttggccgag
gccct ggeca
gcct t ggacc
tttgagat ct

ctgcagcagc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560



tcttcaacca
ggacctt cct
ccaacccccece
acaagt cgtt
cgaggcacct
acaaggccaa
tgctccacca
t ggggct gga
gtatgttccg
t cagcaacac
ggaagct gga
tccgcatctg
acgagat cct
aaaagat gat
tcttcttecg
acat cat cgt
agcgccagcea
agct gagaca
cgcggcagga
agcagcagag
agcgcgeccg
agacgcggag
aggct cgegt
tacagcagca
agct gcagct
tgctcct gga
ggccgagttc
acggct caaa
agggt cgcca
aggagcagat
aggaggagga
agct gct gaa
agt ct gagcg
t ggaggcgct

caccatgttc
cgactttggc
tggactcctg
t gt ggagaag
gcgggat cag
cgagtggctg
gagcacagac
acaggt gagc
gacagt ggga
caaccccagt
gccacggct g
t cgccagggc
gacacccaat
ccaggcgctg
ggctggggtc
ctccttccag
gcagcagagc
ctggcagt gg
t gaggtgct g
cgccegegaa
cct ggcagag
gaggct ggca
gggcgaggag
cat acaggag
ggagaaggt g
agaccagaat
t cat cccagg
t at gaggcca
ggagct ggag
ggt ggagcag
gct gcaggct
at ccct gcgg
t gt ggccagg
gcggggacgag

N3027PCT_sequ. | i st..txt

gt gct ggagc
ct cgacct gc
gccct gect gg
gt agcccagg

gccgacttca
at gaaaaaca
cggcet gacgg
agcct gggeg
cagct ct aca
tttgtcecggt
gt gct ggacc
ttccccaacc
gccat cccca
gaact ggacc
ct ggcccagce
gcagct gecc
gccct gaggg
t ggcggct gt
caggcacggg
gt t ggggagce
caat t gcgag
gcccgcaage
gaggagt gca
ct agaggccc
acgacagagg
t ccaagct ga
cagct gagga
caat cgcaga
aagct gaagc
caacagcggg
gccct ggeca
gaggct caag
accaaggcgg

ct ggaggaca

aggaggagt a
agccct gecat
at gaggagt g
agcagggcgg
gtgttctcca
t ggaccct ct
cagagatctg
acggcccacc
aggagt ccct
gcattgtcce
agcttcgetg
gcatcctcett
agggctt cat
ccaacctcta
t ggaagagga
ggggat acct
t gat gcagcg
tt accaaggt
cccaggagcet
t ccagggcecg
cagaggcaga
aggagct gga
gccgt caaat
acct t gaggc
caaaaat gaa
gcaagagcegg
ggaggagaag
cat ggaggga
ggaggctgga
cagaggagct
gggcagaaga
cagccct gge
agaagcagcg
cgct ggactc
Page 46

ccagcgt gag
cgacctcatc
ctggttcccg
ccaccccaag
ct acgcgggc
gaat gacaac
gaaagacgt g
aggt ggcegce
gagccgcct ¢
caaccacgag
caacggggt c
ccaggagttc
ggat gggaag
ccgegt ggga
gcgagacct g
ggct cgcagg
gaact gcgcg
gaagccact g
gcagaaagt g
agt ggcacag
act gt gt gca
gct ggt gat g
gcaaaccgag
t gaggagggt
gaaatttgaa
aagct gct gg
gt caagagcc
ccgect acgg
t ggggagage
gcgggcccag
cgagggt ggg
cgaggcccag
ccgggacctg

caccaacgca

ggcat ccect
gagcggccgg
aaggccacag
tt ccagcggce
aaggt cgact
gt cgcagcect
gagggcat cg
cccegt cggg
at ggccacac
aagagggccyg
ct ggagggca
cggcagcgat
caggcctgtg
cagagcaaga
aaggt caccg
gccttccaga
gcct acct ca
ct gcaggt ga
caggagct ac
ct ggaagagg
gaggccgagg
t cagagct gg
aagaagaggc
gcgcggceaga
gaggacct gc
aagat cgt ct
t caat aagct
aaggaggaga
t cagagct gc
ctgggccgga
gcccgggecc
gaggacct gg
ggcgaggagce

cagcaggagc

1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600



t ccggt ccaa
gcat ccacga
t ggcggagcea
ccct ggaggce
aggagggt ga
ct ggt gat gg
aact ggagaa
aggagct gag
ccagggcgaa
t gcgt gagca
ct gcccaggce
aggcagggga
t ggcagaaaa
agct ggacga
agaagcagcg
t ggaggaacg
t gacacgggc
ccct gecgggce
at gagct gga
t gacagaact
ct gt gcaggce
aagagaggcg
agcggaagca
agct gaaggc
gcaagat gca
gggaggagat
aggtgctgeg
aggaccggga
t ggaggagaa
agcagagcaa
cact gaccac
agcagct gga
cccgt geecg
agcagct aga

agaagcggct

gagggaacag
ggcggcagtg
gct ggagcag
cgaggt gt cc
gcagcggagg
ggagagggca
t gt gt ct ggg
cagcacagaa
attggccttg
gct ggaggag
ccagctttcc
ggaggcacgg
gacagagacc
cgccaccatg
caagtttgac
tgagcgggcece
act ggaggag
t gagct ggag
acgagcct gc
ggaggat gag
t ct caagact
gaggcagct g
gcgcactctg
t cagat ggcc
ggcccagat g
cttctcccag
gct gcaggag
t gagat ggca
gcgt cagct g
ct cagagctg
agagct gt ca
acggcagat c
ccacaagatg
gcaagagacc

t aaagaggt g

N3027PCT_sequ. | i st..txt

gaggt gacgg
caggagct ga
gcccggaggg
gagct gcggg
cgccgect gg
cgagcggagyg
gcgct gaacg
gcccagcet gc
gggt ccecggg
gaggcagct g
gagt ggcggce
cgccgggeag
gtggat cggce
gacct ggagc
cagcttctgg
gaggcagagg
gagcaggagg
gcact gct ga
cgggt agcag
ct gacagcgg
cagcat gagc
gccaagcagc
gcecgtgget g
t ct gccggec
aaggagct at
aat cgggaaa
gaact ggccg
gat gaggt gg
gaggggcgcce
ct caat gacc
gct gagcgca
caggagct ac
accattgctg
agagagcgca

gt gct ccagg

agct gaagaa
ggcagcgcca
gcaaaggt gc
cagaact gag
agt t acagct
ct gct gagaa
aggct gagt c
acgat gccca
t gcgagccat
ccagggaacg
ggcgccagga
cccgggaggce
t ggagcgggy
agcagcggca
cagaggagaa
gccgggageg
cacgt gagga
gcagcaagga
aacaggcagc
ccgaggat gc
gt gacct gca
t gagagat gc
cccgcaagaa
agggcaagga
ggcgggaggt
gt gaaaagcg
cct cggaccg
ccaat ggt aa
t ggggcagt t
gctaccgcaa
gtttctcagc
ggggacgcct
cccttgagtc

t cctctctgg

t ggaggagga
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gact ct ggag
cggccaggcec
at gggagaag
cagcct gcag
gcaggaggt g
gct gcagcga
caaaaccat c
ggagctgcetg
ggaggct gag
ggcgggecegt
ggaggaggca
cgaggccctg
ccgeegecgg
gctt gt gage
ggcagct gt a
t gaggct cgg
gct ggagegg
t gacgt cggc
caatgatctg
caagct gegt
gggcecgt gat
agaggt ggag
gct ggaggga
ggaggcggat g
ggaggagaca
cct caagggc
tgct cggegg
ccttagcaag
ggaggaagag
gctgctcectg
caaggcagag
gggt gaggag
t aagtt ggcc
aaagct ggt g
gcggaggat g

gaggagact c
ct gggggage
acccggct gg
actgcacgtc
cagggccggg
gcccaggcet g
cgtcttagca
caggaggaga
gcagccgggce
gaact gcaga
ggggcact gg
acccagcgcc
ct gcagcagg
accct ggaga
cttcgggcag
gccct gt cac
cagaaccggg
aagagcgt gc
cgagcacagg
ct ggaggt ga
gaggct ggt g
cgggat gagg
gagct ggagg
aagcagcttc
cgcacct ccc
ctggaggctg
caggcccagce
gcagccattc
ct ggaggagg
caggt agagt
agegggcggce
gatgct gggg
caggct gagg
cgcagagct g

gct gaccagce

3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700



t ccgggacca
aggccgagga
aagat gt cac
ttcgacgcgg
agggcgt ggc
agcct gaggg
acagat gggg
gccct ct gac
t gggt ccect
agggaggcaa
tgtttccatc
agggagt gag
tctctctctc
ct ct gagggt
tctccttccc
ccaccagcct

t gcccat get

aaaggagt gt

gct ggagaag
ggaggcat cc
agagt cggcc
ccccect cacce
at ccgacgag
gt ccccacca
cccagccccce
ttcttgeect
gcaacct ccc
ggact ggagc
agct cccet gt
acggctcctc
tctctctcce
ctctetgtge
ccatttctgc
t gaacccttg
ctgcect cec

cctttaccct

N3027PCT_sequ. | i st..txt

ggaaaccttc
cgggct cagg
gagt ccat ga
ttcaccaccc
gaggcagagg
gcccaccccec
ttcctcectg
tt ggaaat gg
at caaaggat
taccttgett
cctcctttct
caccatcctc
tccctct cct
atctttttag
gt ccacccct
caaaggggca
ttctggttge

cccagcctcc

gagt caagca
ct ggccgecg
accgt gaagt
gcacggt gcg
aagcacagcc
agt gaccct a
gaccccacgg
t gcagcactc
gacccct aaa
gt t gggggac
tccectegtta
agccagt gca
t ccctaccct
gaat ct cgct
gaact cct ga
ggacaagggg
t ct gagggt t
aggct ct ggc

gct gaagegg
gaggct gcag
gaccacact g
ccaggtcttc
t gggt ct ggg
ccctgtcecc
gcccect gt cc
tggcattt at
cacagaggag
t gggt acagt
ttgatctata
acccattccc
ct caccat ct
ct cact ct ct
gcgacagaag
acccctctca
cggagcttcc

agaaat aaac

cagct ggagg
cgtgagct gg
aggaaccggc
cgact agagg
ccat cccegg
agat gcact a
caggaacccc
cacccccacce
€ggggcaggce
t ggcaagct g
gacattagga
tctgettcte
ttcttggect
acgt agccac
ccccaggcect
ctcctget ge
ct ct gggact

t ccaacccga

ct ggac

<210> 12

<211> 1995

<212> PRT

<213> Honp sapi ens

<220>

<221> M SC_FEATURE

<222> (1)..(1995)

<223> nyosin heavy chain (MYH14)
<400> 12

Met Ala Ala Val Thr Met Ser Val Pro Gy Arg Lys Ala Pro Pro Arg
1 5 10 15

Pro Ay Pro Val Pro Gu Ala Ala G n Pro Phe Leu Phe Thr Pro Arg
20 25 30
Gy Pro Ser Ala Gy Gy Gy Pro Ay Ser Gy Thr Ser Pro G n Va
35 40 45
Trp Val Pro Ser GQu Leu Hs Gy

Gu Trp Thr Ala Arg Arg Leu Va
55

50 60

Page 48

5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780
6786
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Phe GGu Ala Ala Ala Leu Arg Asp Gu Gy Gu Gu Gu Ala du Val
65 70 75 80

Gu Leu Ala Gu Ser Gy Arg Arg Leu Arg Leu Pro Arg Asp G n lle
85 90 95

Gn Arg Met Asn Pro Pro Lys Phe Ser Lys Ala Gu Asp Met Ala G u
100 105 110

Leu Thr Cys Leu Asn GQu Ala Ser Val Leu His Asn Leu Arg Gu Arg
115 120 125

Tyr Tyr Ser Gy Leu Ile Tyr Thr Tyr Ser Gy Leu Phe Cys Val Val
130 135 140

Asn Pro Tyr Lys An Leu Pro Ile Tyr Thr Gu Ala Ile Val Gu
155 160

_k_
~—
(SN0
-y
&)
o

Met Tyr Arg Ay Lys Lys Arg Hs GQu Val Pro Pro His Val Tyr A a
165 170 175

Val Thr Au Gy Ala Tyr Arg Ser Met Leu G n Asp Arg Gu Asp G n
180 185 190

Ser Ile Leu Cys Thr Gy GQu Ser Gy Ala Gy Lys Thr A u Asn Thr
195 200 205

Lys Lys Val Ile An Tyr Leu Ala His Val Ala Ser Ser Pro Lys Gy
210 215 220

Arg Lys Qu Pro Ay Val Pro Gy Gu Leu Gu Arg G n Leu Leu G n
225 230 235 240

Ala Asn Pro Ile Leu Gu Ala Phe Gy Asn Ala Lys Thr Val Lys Asn
245 250 255

Asp Asn Ser Ser Arg Phe Gy Lys Phe Ile Arg Il e Asn Phe Asp Val
260 265 270

Ala Gy Tyr Ile Val Gy Ala Asn Ile Au Thr Tyr Leu Leu Gu Lys
275 280 285

Ser Arg Ala Ile Arg G n Ala Lys Asp Gu Cys Ser Phe His |Ile Phe
290 295 300

Tyr G n Leu Leu Gy Gy Ala Gy Gu Gn Leu Lys Ala Asp Leu Leu
305 310 315 320

Leu Gu Pro Cys Ser Hs Tyr Arg Phe Leu Thr Asn Gy Pro Ser Ser
325 330 335

Ser Pro Gy Gn GQu Arg Gu Leu Phe G n Gu Thr Leu G u Ser Leu
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345

340 350

Arg Val Leu Gy Phe Ser Hs Gu Au lle Ile Ser Met Leu Arg Met
355 360 365

Val Ser Ala Val Leu G n Phe Gy Asn Ile Ala Leu Lys Arg Gu Arg
370 375 380

Asn Thr Asp G n Ala Thr Met Pro Asp Asn Thr Ala Ala G n Lys Leu
385 390 395 400

Cys Arg Leu Leu Gy Leu Gy Val Thr Asp Phe Ser Arg Ala Leu Leu
405 410 415

Thr Pro Arg Ile Lys Val Gy Arg Asp Tyr Val Gn Lys Ala G n Thr
420 425 430

Lys Gu Gn Ala Asp Phe Ala Leu Gu Ala Leu Ala Lys Ala Thr Tyr
435 440 445

Gu Arg Leu Phe Arg Trp Leu Val Leu Arg Leu Asn Arg Ala Leu Asp
450 455 460

Arg Ser Pro Arg Gn Gy Ala Ser Phe Leu Ay Ile Leu Asp Ile Ala
465 470 475 480

Gy Phe Gu lle Phe G n Leu Asn Ser Phe Gu Gn Leu Cys Ile Asn
485 490 495

Tyr Thr Asn Gu Lys Leu G n Gn Leu Phe Asn His Thr Mt Phe Val
500 505 510

Leu Gu Gn Gu Gu Tyr Gn Arg Gu Ay Ile Pro Trp Thr Phe Leu

Asp Phe Gy Leu Asp Leu Gdn Pro Cys Ile Asp Leu Ile Qu Arg Pro
530 535 540

Ala Asn Pro Pro Ay Leu Leu Ala Leu Leu Asp G u Gu Cys Trp Phe
545 550 555 560

Pro Lys Ala Thr Asp Lys Ser Phe Val Gu Lys Val Ala Gn Gu Gn

Gy Gy Hs Pro Lys Phe G n Arg Pro Arg Hs Leu Arg Asp G n Al a
580 585 590

Asp Phe Ser Val Leu Hs Tyr Ala Gy Lys Val Asp Tyr Lys Ala Asn
595 600 605

Gu Trp Leu Met Lys Asn Met Asp Pro Leu Asn Asp Asn Val Ala Ala
610 615 620
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Leu Leu Hs G n Ser Thr Asp Arg Leu Thr Ala Gu lle Trp Lys Asp
625 630 635 640

Val Gu dy Ile Val Gy Leu Gu Gn Val Ser Ser Leu Ay Asp Gy
645 650 655

Pro Pro Gy Gy Arg Pro Arg Arg Gy Met Phe Arg Thr Val Gy Gn
660 665 670

Leu Tyr Lys GQu Ser Leu Ser Arg Leu Met Ala Thr Leu Ser Asn Thr
675 680 685

Asn Pro Ser Phe Val Arg Cys Ile Val Pro Asn His Gu Lys Arg Ala
690 695 700

Gy Lys Leu Gu Pro Arg Leu Val Leu Asp G n Leu Arg Cys Asn Gy
Val Leu Gu Gy Ile Arg lle Cys Arg G n Gy Phe Pro Asn Arg Ile
725

Leu Phe G n Gu Phe Arg G n Arg Tyr Gu Ile Leu Thr Pro Asn Ala
740 745 750

[le Pro Lys Gy Phe Met Asp Gy Lys Gn Ala Cys Gu Lys Met Ile

Gn Ala Leu Gu Leu Asp Pro Asn Leu Tyr Arg Val Gy Gn Ser Lys
770 775 780

Ile Phe Phe Arg Ala Gy Val Leu Ala Gn Leu Gu Gu Au Arg Asp
785 790 795 800

Leu Lys Val Thr Asp Ile Ile Val Ser Phe G n Ala Ala Ala Arg Gy
805 810 815

Tyr Leu Ala Arg Arg Ala Phe G n Lys Arg Gn A@n A@n An Ser Ala

Leu Arg Val Met G n Arg Asn Cys Ala Ala Tyr Leu Lys Leu Arg His
835 840 845

Trp Gn Trp Trp Arg Leu Phe Thr Lys Val Lys Pro Leu Leu G n Val
850 855 860

Thr Arg G n Asp Gu Val Leu G n Ala Arg Ala G n G u Leu An Lys
865 870 875 880

Val Gn Qu Leu dn Gn Gn Ser Ala Arg Gu Val Gy Gu Leu Gn
885 890 895
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Gy Arg Val Ala Gn Leu Gu Gu Gu Arg Ala Arg Leu Ala Gu Gn
900 905 910

Leu Arg Ala Gu Ala Gu Leu Cys Ala Gu Ala Gu Gu Thr Arg Gy

Arg Leu Ala Ala Arg Lys G n Gu Leu Gu Leu Val Val Ser Gu Leu
930 935 940

Gu AaAg Val Gy Gu Gu Gu Gu Cys Ser Arg Gn Met G n Thr
945 950 955 960

Gu Lys Lys Arg Leu Gn G@n His Ile Gn Gu Leu Gu Ala His Leu
965 970 975

GQu AaGudduddy Ala Arg Gn Lys Leu G n Leu Gu Lys Val Thr
980 985 990

Thr Gu Ala Lys Met Lys Lys Phe Gu Gu Asp Leu Leu Leu Leu Gu
995 1000 1005

Asp Gn Asn Ser Lys Leu Ser Lys Ser Gy Ser Cys Trp Lys lle
1020

1010 1015
Val Trp Pro Ser Ser His Pro Arg Gn Leu Arg Arg Arg Arg Arg
1025 1030 1035

Ser Arg Ala Ser Ile Ser Tyr dvy Ser Asn Met ?r% Pro G n Ser
Gn Thr Trp Arg Asp Arg Leu Arg Lys Gu du Lys Gy Arg Gn
Gu Leu Gu Lys Leu Lys Arg Arg Leu Asp Gy Gu Ser Ser Gu
Leu Gn Gu dn Mt Val Gu GInGInGInArg?Ia Gu Gu Leu

Arg Ala Gn Leu Ay Arg Lys Gu Gu Gu Leu Gn Ala Ala Leu

1100 1105 1110
Ala Arg Ala Qu Asp Qu @y Gy Ala Arg Ala G n Leu Leu Lys
1115 1120 1125

Ser Leu Arg Gu Ala Gn Ala Ala Leu Ala Gu Ala Gn Gu Asp

Leu Gu Ser Gu Arg Val Ala Arg Thr Lys Ala Gu Lys Gn Arg
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Arg

Asp

Arg

Thr

Ay

Arg

Val

Ser

Arg

Leu

Al a

Al a
1295

Ser
1310

1325

Leu
1340

Val
1355

Leu Gy

Leu Asp

lle His

Al a Leu

Lys Gy

Ser Gu

Val Gn

Ala du

Gy Ala

GAu Leu

Leu G n

Arg Al a

Ala dn

Ala Gy

Arg Gu

GAu

Ser

Val

GAu

Ay

Al a

Leu

GAu

Ay

Lys

Leu

Ser

GAu

Vet

Al a

Al a

Al a

Al a

GAu

Thr

Thr

Al a

Trp

Arg

GAn

Arg

Leu

Asn

Ser

GAu

GAu

Al a

GAn

Leu

GAu

N3027PCT_sequ. list..txt
GuAaleu Arg dy QGu

Leu
1165

Thr
1330

Thr
1345

Al a
1360

Al a
1375

Leu
1390

Al a

Leu

Va

Al a

Lys

du

Arg

Gy

Arg

Al a

Arg

du

Arg

Ser

Al a

Leu

Gn dn

Lys

Lys

Gn du

GAu dn

Thr

Arg

Leu Ser

Arg Arg

Asp Gy

Ala dn

A u Ser

Ala dn

Ala Lys

Ala Ala

Gu Arg

Gu Trp

Ay

Thr

GAu

Gn
Page

GAu

Thr

Leu

Leu

Leu

Ser

Leu

GAu

Al a

Lys

Leu

Leu

Ay

Al a

Arg

GAu

Arg
53

1170

Leu
1185

Leu
1200

Al a
1245

Leu
1260

Thr
1320

Hi s
1335

Al a
1350

Leu
1365

y
1380

Arg

GAn

Leu

GAn

Leu

Al a

Leu

Asp

Leu

Arg

Arg

Arg

Arg

Al a

Leu

Ser

GAu

Arg

Al a

Thr

Arg

Al a

Ay

GAu

Lys

GAu

Hi s

Arg

Al a

Al a

Leu

Al a

Asn

Leu

GAn

Ser

GAn

Leu

GAu

Arg

Lys



Thr

Leu

Leu

Ser

Leu

Leu

Arg

Leu

Ay

Al a

Val
1460

Al a
1475

Thr

Leu

Ser

Al a

Thr

Arg

Ser

Thr

Arg

Asp

Leu

Arg

Ay

Ay

Val

Asp

Thr

GAu

GAu

Arg

GAn

Lys

Arg

GAu

Leu

Leu

Al a

Lys

GAu

Lys

Lys

Asp

Asp

Leu

Lys

Al a

Al a

Asn

Asp

Val

Leu

Leu

Arg

Al a

Al a

GAu

Leu

Arg

Asp

Al a

Val

Ay

GAu

Leu

N3027PCT_sequ. | i st..txt

1420

Leu
1435

Thr
1450

Lys
1465

Al a
1480

du

Vet

Lys

Va

Arg

Leu

Gy

An

du

Va

Asp

Arg

Leu

Leu

Va

Arg

Arg Gy

Asp Leu

Gn Arg

Leu Arg

Gu Arg

Arg Al a

Lys Ser

Ala Ala

Leu Thr

Gn A a

GAu Ala

Asp Al a

Al a Va

Lys Al a

A u Va

Page

Arg

GAu

Lys

Al a

GAu

GAu

GAu

Val

Asn

Al a

Leu

Ay

GAu

Al a

GAn

Leu

GAu

1425

Phe
1470

Val
1485

Val
1620

Arg

Asp

GAu

Arg

Arg

GAu

GAu

Leu

GAu

Thr

GAu

Arg

Al a

Lys

Thr

Leu

Arg

GAn

Al a

Al a

Leu

Arg

Asp

Arg

Arg

Lys

Ser

Vet

Arg

GAn

GAn

Leu

Arg

Leu

GAu

Leu

GAu

Al a

Al a

Hi s

Arg

Asp

Lys

Al a

GAn

Thr



Ser

Leu

Al a

Ile

Arg

Ay

Al a

Al a

Arg

Leu

Leu

GAu

Ay

Ser

Al a

Tyr

Ser

Leu

Thr

Lys

Val

Val

Ser

Asp

GAu

Leu

Asp

Asp

GAu

Leu

Arg

Al a

Leu

Asp

GAu

Arg

Arg

Al a

Lys

Arg

Val

Ile

Lys

GAu

Al a

Ser

Leu

Asp

GAn

Al a

Thr

Phe

Al a

Al a

Val

Arg

Leu

Arg

Arg

Ay

Lys

Arg

Lys

GAn

Leu

GAn

N3027PCT_sequ. | i st..txt

Ser
1690

Leu
1780

Ser
1795

Gn Asn Arg G u Ser

Va

Arg

Asn

Leu

Leu

Phe

Arg

Al a

Leu

Va

Arg

Arg

Ay

Al a

Leu Arg Leu

Gn Ala An

Gy Asn Leu

Ser Asn Ser

Gn Val Qu

Ser Ala Lys

Gn Gu Leu

Ala Arg H s

Gn Ala GQu

Ser Gy Lys

Val Leu G n

Asp G n Leu

Gn Leu Qu

Arg Arg Arg

G u Ser Met

Page 55

1695

Ser
1740

Leu
1755

1770

Ser
1785

Leu
1860

Val
1875

Leu
1920

Asn
1935

GAu

GAu

Asp

Lys

Ay

Leu

Leu

GAu

Vet

GAn

Val

Lys

Al a

GAn

Arg

Lys

GAu

Arg

Al a

Leu

Thr

Ser

Arg

Thr

Leu

Arg

Ay

GAu

Arg

GAu

Arg

Leu

Asp

Al a

Leu

Asn

Thr

Ay

Leu

Ile

GAu

Arg

GAu

Asn

GAu

GAu

Val
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Thr Thr Leu Arg Asn Arg Leu Arg Arg Gy Pro Leu Thr
1940 1945 1950

Thr Arg Thr Val Arg Gn Val Phe Arg Leu Gu Gu (Qdy
1955 1960 1965

Ser Asp Gu Gu Ala Gu Gu Aladn Pro dy Ser Gy
1970 1975 1980

Pro Gu Pro Qu Gy Ser Pro Pro Ala Hs Pro dn
1985 1990 1995

<210> 18

<211> 3624

<212> DNA

<213> Honp sapi ens

<220>

<221> msc_feature

<222> (1)..(3624)

<223> nmyosin A (MYOLA)

<400> 13

cagggagcct gggctggaag aggcagcaaa agggaaaatc agaagagt gg

gaggagggca gcctttttecc cagettcctt gcaccatgga cagcetcccat

ctccatcctg
attctccaag
gacatgcctc
gt ggaggagt
tacattggga
gagttcattg
ttggcaaatg
acaggcgaga
gcecgtctgtg
ccagt gct gg
ggaaaat aca
aact at ct gc
atcttctatc
cgggat acaa
gacgcct cca
gagatt cgac
gct gat gagt
cgggagattg

gggccaggac
gacagt gaag
t cct ggaagg
cact gct caa
at gt ggt gat
ccaaat at ca
t ggcgt acca
gt ggat cagg
ggaaaggaga
aggcttttgg
tggatattga
ttgagaaatc
agct gct ggce
ct ggct at gc
gct t cagggc
aagt gct aga
t ccaggccag

gggagat ggt

tcttatgccc
ttatacccta
ttctgtgggg
gaatcttcag
ct cagt gaat
agact at act
gt cact gagg
gaagact gag
gcaggt gaac
caat gccaag
atttgacttc
ccgattagtg
t ggagcagat
ct at ct gaat
t gt acagagt
ggt gacat cc
t gggat acca

gggct t gaat

cattcctgtc
gttccagt gt
gtggaggat c
cttcgctatg
ccct at caac
ttctatgagc
gacagggacc
gccagcaagc
t ct gt gaagg
accattcgca
aagggat ccc
aagcagct ca
gaacagct gc
cat gaagt at
gcaat ggcag
at ggt gct aa
gcaagt ggca
t cagaagaag

Page 56

aaat t gagat
t gggat cagt
ttgtcctcct
aaaacaagga
agct t cccat
t gaagcccca
gagaccagt g
tggtgatgtc
agcagct gct
acaacaattc
ccct cggt gg
aaggagaaag
t gaaggccct
ccagagt gga
t gatt gggt t
agct ggggaa
t ccgt gat gg
t agagagagc

Phe Thr

Val Al a

Pro Ser

acact ggcaa
t aagccacct
ttcatccacc
ggcccctctg
ggaacccttg
gatttatacc
ct at gggcca
tatctacgca
tatcctcatc
tt at gt ggct
acagt ct aac
ctccecgattt
t gt cat caca
gaacttccac
gaagct t gag
t ggcat ggac
ct cggaggag
cgtgttggtyg
gagaggt gt t
tttgtgcetcg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200



aggaccat gg
t at gct cggg
cgaat caatg
gat at ct acg
t gcaat gaga
t at aagagag
aagctcattg
cct ggggt gg
ggccact acg
ct cagct gcet
att gacaaga
caccccct cc
ccceegactg
t ccaagagcc
ttctcttcag
gt gcgacggg
ttgct gagcec
gtcct ggggg
att agaagcc
ct ggccacac
at gcgaaaga
t at gggaaga
cgaaagaat t
t acaagagca
gtcttagaca
ct gcagcagc
caggt agaga
tcatat cccc
cccaagct gc
aagaaggt ca
catgtgattc
gt ggct gggg
at gt cat cgg
ct gaccaaaa

act gagaagt

aaacagccaa
acgccct gge
agagcat caa
gttttgagat
agct gcagca
aaggcat acc
agcat aat ca
t cagt gactc
agagcaaagt
tccgcatctg
at aat gacct
ttcggtcctt
ct ggggccca

ccaact acat

acct ggt ggc
caggct at gc

ggagcacct g
agct gagcat
ccaagact ct
t cat acagaa
gt cagat cct
t aaaggcat ¢
at cgcaaat a
t ggt acagaa
agacat ggcc
tcttctacca
t cct gaggga
agagt gt ccc
agaagct gaa
at cgt ggcaa
t cacagacac
t gt cagt cac
t gggct ccaa

t gt accgggce
t ct cagt gag

N3027PCT_sequ. | i st..txt

ggaaaaggtg

t aagaacat c
ggtgggcatc
at t agaggat
ggtgttcata
gt ggacaaag
gcgaggtatc
cactttccta
cacccagaat
ccact at gcg
actcttccga
gtttcctgag
gt t caagagt
caggt gcat a
aacccaggct
ccaccgccag
gcct cact gg
gt cct cgggg
tttctacctc
gatttaccga
cat ct cct ct
cgtgttattg
tttccggtca
attcctactg
agccgcecccece
gt ggaagt gc
aaagct ct gt
cattccattc
aggcgggagag
t ggcaagact
caagaagt cc
cagcct caag
gggggacttc
t gt gct ggat
gtt caaggag

gt cact gcac
t acagccgcec
ggggaaaaga
aatagctttg
gagat gaccc
gt ggact act
ct ggccat gt
gcaaagct ga
gcccagegt c
ggcaaggt ga
gacctgttgc
ggcaat cct a
t ct gt ggcca
aagcccaat g
cggt acct gg
gt t at gggc
aat gggggag
gagct ggcct
gaagaacaga
ggct ggcgct
tggtttcggg
at ccaggct t
gaggct gccc
gggct gaaga
t acaagt gcc
aagaggttcc
gccagt gaac
t gt ggt gact
gaggggcectg
tcttctcgga
caggccaaaa
gat gggct ct
ct gct ggt ca
gccacgcaga

aacagt gt gg
Page 57

t gaat gt t at
tctttgactg
agaaggt aat
agcaat tt gt
t gaaagaaga
tt gat aat gg
tggat gagga
accagctctt
agt at gacca
cat acaacgt
aggccatgtg
agcaggcat c
tcctcat gaa
agcat cagca
gact gct gga
ccttcctgga
accgggaagg
tt ggcaagac
ggcgectgag
gccgcaccca
gaaacat gca
ttgtgagagg
t caccttggc
acaatttgcc
t cagcacagc
gggat cagct

t gt t caaggg
acat t gggct

ttctgatggc
ttctcctcect
ttgtcattgg
ttagcttgca
gcgagcat gt
ggcagcttac
ct gt caaggt

gcaggct cag
gat agt gaat
gggagt cct t
gat caact ac
gcaagaggaa
catcatttgt
gtgcctgegg
ct ccaagcat
caccat gggc
gaccagcttt
gaaggcccag
t ct caaacgc
gaat ct gt at
gcgaggt cag
gaacgt acgg
aaggt accga
t gt t gagaag
aaagatcttc
act ccagcag
ctaccaactg
aaagaaat gc
gt ggaaggcc
agatttcatc
at ccacaaac
aaat caggag
gt ccccgaag
caagaaggct
gcaagggaac
agaggccgtg
gaccaagggc
gct agacaat
t ct gagt gag
gattgaactg
agt caccgtg
cgt ccagggc

1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300



N3027PCT_sequ. | i st..txt

cctgcaggt g gtgacaacag caagctacgc tacaaaaaaa aggggagtca ttgcttggag 3360
gtgact gt gc agt gaggagg gggcaccatg cagagatggc agttgcttcc tcctgaacca 3420
gcactaatcc ccctectgece tcetgtgtgg gaggatctcet aacccctcetg atcgtggege 3480
atggcttggg gattaaacta cccttgaaga ggacccttgt cccaaaccct tcttgttcte 3540
tcctccaaaa gtagettcct ccaacccgeca gectcectcetge acactaataa aacat gt gge 3600
tt ggaaaggt tcaaaaaaaa aaaa 3624
<210> 14

<211> 1043

<212> PRT
<213> Honp sapi ens

<220>

<221> M SC_FEATURE
<222> (1)..(1043)

<223> nmyosin A (MYOLA)

<400> 14
Met Pro Leu Leu Gu Ay Ser Val Gy Val Qu Asp Leu Val Leu Leu
1 5 1

Gu Pro Leu Val Gu Gu Ser Leu Leu Lys Asn Leu G n Leu Arg Tyr
20 25 30

Gu Asn Lys Gu Ile Tyr Thr Tyr Ile Gy Asn Val Val |le Ser Va
35 40 45

Asn Pro Tyr Gn An Leu Pro lle Tyr Ay Pro Qu Phe Ile Ala Lys
50 55 60

Tyr G n Asp Tyr Thr Phe Tyr Gu Leu Lys Pro His Ile Tyr Ala Leu
65 70 75 80

Ala Asn Val Ala Tyr G n Ser Leu Arg Asp Arg Asp Arg Asp G n Cys
85 90 95

[le Leu Ile Thr Ay Gu Ser Gy Ser Ay Lys Thr Gu Ala Ser Lys
100 105 110

Leu Val Met Ser Tyr Val Ala Ala Val Cys Gy Lys

Q

GQu dn Va

Asn Ser Val Lys Gu Gn Leu Leu G n Ser Asn Pro Val Leu Au Ala
130 135 140

Phe Gy Asn Ala Lys Thr Ile Arg Asn Asn Asn Ser Ser Arg Phe Gy
145 150 155 160

Lys Tyr Met Asp G u Phe Asp Phe Lys Gy Ser Pro Leu Gy
170 175

Page 58
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N3027PCT_sequ. | i st..txt

Val Ile Thr Asn Tyr Leu Leu Gu Lys Ser Arg Leu Val Lys G n Leu
180 185 190

Lys Gy Qu Arg Asn Phe His Ile Phe Tyr G n Leu Leu Ala Gy Al a
195 200 205

Asp Gu dAn Leu Leu Lys Ala Leu Lys Leu Gu Arg Asp Thr Thr Gy

Tyr Ala Tyr Leu Asn His Au Val Ser Arg Val Asp Gy Met Asp Asp
225 230 235 240

Ala Ser Ser Phe Arg Ala Val G n Ser Ala Met Ala Val Ile Gy Phe
245 250 255

Ser Gu Gu Gu lle Arg Gn Val Leu Gu Val Thr Ser Met Val Leu
260 265 270

Lys Leu Ay Asn Val Leu Val Ala Asp Gu Phe Gn Ala Ser Gy lle
275 280 285

Pro Ala Ser Gy Ile Arg Asp Gy Arg Ay Val Arg Gu Ille Gy Gu
290 295 300

Met Val Gy Leu Asn Ser Gu Gu Val Gu Arg Ala Leu Cys Ser Arg
305 310 315 320

Thr Met G u Thr Ala Lys Gu Lys Val Val Thr Ala Leu Asn Val Met
325 330 335

Gn Ala Gn Tyr Ala Arg Asp Ala Leu Ala Lys Asn Ile Tyr Ser Arg
340 345 350

Leu Phe Asp Trp Ile Val Asn Arg Ile Asn Gu Ser |le Lys Val Gy
365

lle Gy Gu Lys Lys Lys Val Met Gy Val Leu Asp Ile Tyr Gy Phe
370 375 380

Gu lle Leu Gu Asp Asn Ser Phe Gu Gn Phe Val Ile Asn Tyr Cys
385 390 395 400

Asn Gu Lys Leu G n Gn Val Phe Ile Gu Met Thr Leu Lys Gu Gu
41

Gn Gu Gu Tyr Lys Arg Gu Gy Ile Pro Trp Thr Lys Val Asp Tyr
420 425 430

Phe Asp Asn Ay Ile Ile Cys Lys Leu lle Gu H's Asn G n Arg Gy
435 440 445
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N3027PCT_sequ. | i st..txt

[le Leu Ala Met Leu Asp Au Gu Cys Leu Arg Pro Gy Val Val Ser
450 455 460

Asp Ser Thr Phe Leu Ala Lys Leu Asn G n Leu Phe Ser Lys Hs Gy
465 470 475 480

His Tyr Au Ser Lys Val Thr Gn Asn Ala Gn Arg Gn Tyr Asp Hi s
485 490 495

Thr Met Ay Leu Ser Cys Phe Arg Ile Cys His Tyr Ala Ay Lys Val
500 505 510

Thr Tyr Asn Val Thr Ser Phe |le Asp Lys Asn Asn Asp Leu Leu Phe
515 520 525

Arg Asp Leu Leu G n Ala Met Trp Lys Ala G n His Pro Leu Leu Arg
530 535 540

Ser Leu Phe Pro Gu Gy Asn Pro Lys G n Ala Ser Leu Lys Arg Pro
545 550 555 560

Pro Thr Ala Gy Ala G n Phe Lys Ser Ser Val Ala Ile Leu Met Lys
565 570 575

Asn Leu Tyr Ser Lys Ser Pro Asn Tyr Ile Arg Cys |Ile Lys Pro Asn
580 585 590

GuHs Gn Gn Arg Gy An Phe Ser Ser Asp Leu Val Ala Thr dn
595 600 605

Ala Arg Tyr Leu Gy Leu Leu Gu Asn Val Arg Val Arg Arg Ala Gy
610 615 620

Tyr Ala Hs Arg G n Gy Tyr Gy Pro Phe Leu Gu Arg Tyr Arg Leu
625 630 635 640

Leu Ser Arg Ser Thr Trp Pro His Trp Asn Gy Gy Asp Arg Au Gy
645 650 655

Val Gu Lys Val Leu Gy Gu Leu Ser Met Ser Ser Gy Qu Leu Ala
660 665 670

Phe Gy Lys Thr Lys Ile Phe Ile Arg Ser Pro Lys Thr Leu Phe Tyr
675 680 685

Leu Gu Gu Gn Arg Arg Leu Arg Leu G n Gn Leu Ala Thr Leu lle
690 695 700

Gn Lys Ile Tyr Arg Gy Trp Arg Cys Arg Thr Hs Tyr G n Leu Met
705 710 715 720
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N3027PCT_sequ. | i st..txt
Arg Lys Ser Gn lle Leu Ile Ser Ser Trp Phe Arg Gy Asn Met G n
725 730 735

Lys Lys Cys Tyr Gy Lys Ile Lys Ala Ser Val Leu Leu Ile Gn Ala
740 745 750

Phe Val Arg Gy Trp Lys Ala Arg Lys Asn Tyr Arg Lys Tyr Phe Arg

Ser GGu Ala Ala Leu Thr Leu Ala Asp Phe Ile Tyr Lys Ser Met Va
770 775 780

G@n Lys Phe Leu Leu Gy Leu Lys Asn Asn Leu Pro Ser Thr Asn Va
785 790 795 800

Leu Asp Lys Thr Trp Pro Ala Ala Pro Tyr Lys Cys Leu Ser Thr Ala
805 810 815

Asn GGn Qu Leu An Gn Leu Phe Tyr @n Trp Lys Cys Lys Arg Phe
820 825 830

Arg Asp G n Leu Ser Pro Lys Gn Val Gu Ile Leu Arg Gu Lys Leu

Cys Ala Ser Gu Leu Phe Lys Gy Lys Lys Ala Ser Tyr Pro G n Ser
850 855 860

Val Pro Ile Pro Phe Cys Ay Asp Tyr Ile Gy Leu Gn Ay Asn Pro
865 870 875 880

Lys Leu G n Lys Leu Lys Gy Gy Gu Gu Gy Pro Val Leu Met Ala
885 890 895

Gu Ala Val Lys Lys Val Asn Arg Gy Asn Gy Lys Thr Ser Ser Arg
900 905 910

[le Leu Leu Leu Thr Lys Gy Hs Val Ile Leu Thr Asp Thr Lys Lys
915 920 925

Ser Gin Ala Lys Ile Val Ile Gy Leu Asp Asn Val Ala Gy Val Ser
930 935 940

Val Thr Ser Leu Lys Asp Gy Leu Phe Ser Leu His Leu Ser G u Met
945 950 955 960

Ser Ser Val Gy Ser Lys Gy Asp Phe Leu Leu Val Ser Gu H's Va
965 970 975

[le Gu Leu Leu Thr Lys Met Tyr Arg Ala Val Leu Asp Ala Thr Gn
980 985 990

Arg G n Leu Thr Val Thr Val Thr G u Lys Phe Ser Val Arg Phe Lys
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995 1000
Gu Asn Ser Val Ala Val Lys Val
1010 1015
Asp Asn
1025
Gu VvVal Thr Val Gn
1040
<210> 15
<211> 4825
<212> DNA
<213> Honp sapi ens
<220>
<221> msc_feature
<222> (1)..(4825)
<223> nyosin | B (MYOl1B)

<400> 15
gagcact ccg

gagcgcegegg
gggagccccg
acgt ggaggc
aat ggaggtg
agaacctctc
aat at acaca
ttattcacca
catctttgcec
tattctcatt
ct at gt ggca
acagt ccaac
ctctagattt
agt aat aagt
aaactt ccat
t aagct t gag
t ggagt ggat
t at ggat cat
cattgagttc
aaatgagtta

attcagtttc

cagcetgggtg
cgcgceagt cg
cagccccggg
ggagt ggcgc
aaaacct cac
aat gaggaga
tacattggaa
gagaaagt gg
ctttcggatg
act ggggaaa
getgtttgtg
ccggt cct gg
ggcaaat at a
aactatcttt
gtgttctatc
agggatttca
gat gcagcaa
gaagct gagt
aagcccgaat
aaagaaattt

cgaacagttg

N3027PCT_sequ. | i st..txt

cgcacgggag
gccggeagec
ct gggcccegce
ccggcgaggt
ttctggacaa
ccttcatcaa
gtgtggt t at
aagaat acag
aagcat acag
gt ggagcagg
gaaaaggagc
aagcttttgg
tggatattga
t agagaaat c
agctgctctc
gcaggt at aa
attttagaac
ctgtcttgge
ct cgagt gaa
gtgaattgac

aggccaaaca

Val G n G

cct caaccgce
gcgggacage
gt cccggage
agcgccaggce
t at gatt gga
caacct caag
atctgttaac
gaacagaaat
at ccct acga
aaaaacagag
agaagtt aat
aaat gccaaa
atttgacttt
tcgggt t gt t
t ggt gccet ct
ct acct gagt
cgt gcggaat
ggt ggt ggca
t ggt ct agat
cggcat t gat
ggagaaagt t
Page 62

1005

y Pro Ala

1020

ggcgegt gga
cttggcagaa
gccaccggag
gagct ggaga
gttggggat a
aagcgctttg
ccat accggt
ttttatgaac
gat caagat a
gccagt aagc
caagtt aaag
act gt aagga
aaaggcgat c
aaacagccaa
gaagagct cc
ct ggat t cgg
gccat gcaga
gcagtgttga
gaaagcaaaa
caatcagttc

t caact acac

Gy Gy

Ser Lys Leu Arg Tyr Lys Lys Lys Gy Ser Hi s Cys Leu
1030 1035

ggcagt acca
cagccgeggce
agcgaggacg
ccat ggccaa
tggttctttt
accacagt ga
ctttacccat
t gagccct ca
aggaccaat g
ttgtcatgtc
aacagctttt
at gacaact c
cact aggagg
gaggt gaaag
t caat aaact
ccaaagt gaa
tt gt gggct t
aact ggggaa
t caaagat aa
t agaacgagc

t gaat gt ggc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260



t caggct t at
gtt ggt aaat
gggtgttctg
tattaattat
gcaggaggag
tatcatttgt
gt gcct caga
t gccacccac
gt ctct gect
ggaaggattc
gaaggccagc
cct gaaaagg
aaacct acag
agcacacat c
gaacgt ccga
aagat acaaa
t gt ggaggt c
aaagatattc
cct ggaggac
cttcectgcta
acaaaagagg
t t ggaaggct
cacgaccat t
cagagccaat
cttcttggaa
aagaccttac
gaggt gt aaa
act agaagcc
accattccaa
tgccattgaa
gaagagt aca
gt ct ggacaa
acaaaat gat
agactttctc

tctcagccaa

tatgcccgtg
cgaat caatg
gacatttatg
t gt aacgaaa
t at at acggg
gacct aat ag
cct ggcacag
cagcattttg
cacagct gct
gttgacaaaa
cat gccct ca
cctcct acag
accaagaacc
tt caacgagg
gt gcggaggg
atgctttgta
ctatttaatg
at ccgaaacc
ttggccactc
at gaaaaaaa
t accagcaga
cgaaaaattc
gctgcatat t
gct ggaaaga
at gaaaaat a
ttattcttgg
aaat acaggg
agt gaact ct
ggggct tacc
gaaaagat ca
tctcggattt
at caagt cag
ggcttcttcg
ttcagcagtg

accaaacaga

N3027PCT_sequ. | i st..txt
at gct ct ggc t aaaaacctc tacagcaggt

aaagcatt aa
gcttt gagat
agct gcaaca
aggat at aga
aaaat aacac
t cact gat ga
agagcaggat
t caggat cca
acaat gacct
tcaagtcttt
caggct caca
caaact at at
ctctagtgtg
caggct acgc
aacaaacat g
aat t agaaat
caagaacatt
t cattcagaa
gccaaat t gt
caaagagttc
t gcgggaact
ggcat gggac

aaat ct at ga
agat gccttc
attctactca
accaatt cac
t caaagacaa
t ggaaat caa
tcattgctga
tcctcttaac
aggttccatt
ccgt ccacct
at cacct gat

agct caat at

ggcacaaaca
tttcgaggac
aatcttcatt
at ggact cac
aaat ggaat c
gaccttctta
gagcaagt gc
gcat t at gct
tctctatcga
gttccccgaa
gttcaaggca
taggtgtatc
tcatcagatc
cttcaggcag
gcct catt gg
t cccgt ggaa
attcaaatta
gat at at cgg
gattgccgcece
cgccttagta
gaagcat caa
ccaggt acgt
gtttacgett
cttatctcca
caaggagct a
agaccagcag
gaaggcttta
caagaacccc
agt cgt gaac
aaacaat aat
ggtggatgtg
caaagagggc
t gaaat ggcc

tgagatttcc
Page 63

aaagt gagaa
aacagctttg
gaacttactc
att gact act
ct ggccat gc
gaaaagct ga
tctcggttcc
ggaaaggt gc
gacct gt ccc
gggaat cccg
t ccgt ggcca
aaaccgaat g
aggt acct gg
gcct at gaac
aaaggaccag
gaat act cct
gaagacct ga
gggt ggaaat

t ggt acagga
attcagtoctt

aagcgct gt a
agagaat aca
cagagaattg
at agacaaga
aaaaggat tt
aaacttattt
tacccatcta
aagt at aaga
aaaat t aacc
ctecttettg
accaaggt at
t cagaagcag
accaagct ct

gat gagttcc

tgttttcatg
agaaggt cat
agcagt t cat
tt aaagaaga
t caat aat gc
t ggat gaaga
accaagtatg
t caat gacac
t gt accaggt
aagccatgtg
ccaagat caa
ctct gat gaa
at aaaaaagc

ggcttttgga

cttgcctaga
ccaggt ct gg
ttggtagatc
ggaagcaacg
gccgcacaca
gat at gcgca
at at ccgggg
aggaagcagt
ggaaattctt
t gcaaaaat a
attggccctc
tccacttgtg
at gaagagaa
gt gttgggca
aact caaaga
gt gct aat gg
ct gaccaaaa
caat gagctc
ct agt aaagg
at cgcacaac

t ggt acagt t

1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360



cagacaggac
aacat gt aaa
tctctacttt
gttcattgta
tttgact aat
tggagcagga
gt cat cat gt
at aagcat ag
cct act ct at
tttgagacca
aaat ggt gag
tatgatattt
t gaccaggt t
aacaggact t
tcattcttat
t ggt aaat ac
aatttgagta
agt aaaacat
t at aat at ac
at caaaattt
ttttggaaac
atatacattg
cacaactgta
t cagaaaggt
ttttataaac
<210>
<211>

<212>
<213>

16
PRT

<220>
<221>
<222>
<223>

<400> 16

Met Ala Lys Met G u Val Lys Thr Ser Leu Leu Asp Asn Met
1 5 10

1078

(1).

aaagt atgtg
cgaaaaaaca
catggacttg
tgtttgggaa
caatttttat
tt gt agaaac
taggtctgtg
gaaat ggt ct
gct aggcact
ttgcattctg
accaaaacaa
aacaat at ag
aaat ccct ct
ttaatttgtt
tttagaaaaa
cat at at gat
gatattttaa
t ct gt at gat
atttttgtat
gtgtaacttg
tacattttaa
gtattatgtt
tttttgtatc
tttacaatcc

cagaaacatt

Hormo sapi ens

M SC_FEATURE
~(1078)
myosin | B (MYO1B)

N3027PCT_sequ. | i st..txt

t gaagttt at
accgt ct cct
ttcctttgta
t caccaaagg
t att ggaat a
t aacagtgtc
t accct aaat
t aaaagat ac
gt gct agat g
gct ggttt gt
taactgttaa
gcttcaagaa
acat gt ggt t
t aaaactct g
gt gacagaag
cct cgaaat g
acacct aaca
gt gcaat aaa
gagaaaggt g
cagggctttc
act t t ggaat
aaat aat aaa
t caagct at t
aaacattata

aattg

t cagggaaac
t gaagt t gct
at agt gcaat
cttttagagt
gttttaacct
tattttcatg
cagcatatta
tgcattcatt
gt at gaaaac
gctggtttaa
t gat ggacag
gggct ggt cc
tctgtttgaa
gtaattactt
cagt ccagt a
ataatatctc
aagt aaaggg
acat ccaaga
att ggt acag
tttectttttc
caaattgttt
attgttctaa
ttcatatgtt
tgttctctgt

Page 64

cagaaaaat g
gtcccttaac
ttggttttgt
tctttggcaa
ttcaaat aca
t ct gat gt gt
ctcataaatc
cat cagat at
ttattaggaa
cgacat ct aa
cattattagg
t aagaggggg
aaaaagaaaa
gt aacagt ag
agattatatg
cagaatattg
ct aaaagcca
tcttttttga
ggtgcctat t
ttcaaattta
cttatttggg
tttggtgcca
at gt gt caat

gt aact gaat

ggagt gt ccc
t ggcgcect cc
tttatttggg
aat aaaaat a
tgttctgtce
tcttccttta
attaattaat
ttattccatg
cctitttgtt
gaaggtttag
aaccct gt ag
cagaaat gaa
ctgacatttg
aaaat agaag
tttctgtttc
ttttcaccca
tt cagat agc
aagttttatt
tt agt cat gg
caagggttca
aggat aat gt
tttcctgaat
gtatcatctc

ttcacttatc

lle Gy
15

3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4825



N3027PCT_sequ. | i st..txt
Val Gy Asp Met Val Leu Leu Gu Pro Leu Asn Gu Gu Thr Phe Ile
20 25 30

Asn Asn Leu Lys Lys Arg Phe Asp His Ser GQu Ile Tyr Thr Tyr Ile
35 40 45

Gy Ser Val Vval Ile Ser Val Asn Pro Tyr Arg Ser Leu Pro lle Tyr
50 55 60

Ser Pro Gu Lys Val Gu Gu Tyr Arg Asn Arg Asn Phe Tyr G u Leu
65 70 75 80

Ser Pro Hs Ile Phe Ala Leu Ser Asp Gu Ala Tyr Arg Ser Leu Arg
85 90 95

Asp G n Asp Lys Asp G n Cys Ile Leu Ile Thr Ay GQu Ser Ay Al a
100 105 110

Gy Lys Thr Gu Ala Ser Lys Leu Val Met Ser Tyr Val Ala Ala Va
115 120 125

Cys Gy Lys Gy Ala Gu Val Asn Gn Val Lys Gu Gn Leu Leu dn
0 135 140

Ser Asn Pro Val Leu Gu Ala Phe Gy Asn Ala Lys Thr Val Arg Asn
145 150 155 160

Asp Asn Ser Ser Arg Phe Ay Lys Tyr Met Asp Ile G u Phe Asp Phe
165 170 175

Lys Gy Asp Pro Leu Ay Ay Val Ile Ser Asn Tyr Leu Leu Gu Lys
180 185 190
Ser Arg Val Val Lys Gn Pro Arg Gy Gu Arg Asn Phe His Val Phe
195 200 205

Tyr G n Leu Leu Ser Gy Ala Ser Gu A u Leu Leu Asn Lys Leu Lys
210 215 220

Leu Gu Arg Asp Phe Ser Arg Tyr Asn Tyr Leu Ser Leu Asp Ser Ala
225 230 235 240

Lys Val Asn Gy Val Asp Asp Ala Ala Asn Phe Arg Thr Val Arg Asn
245 250 2b5

Ala Met An lle Val Gy Phe Met Asp His Gu Ala Gu Ser Val Leu
260 265 270

Ala Val Val Ala Ala Val Leu Lys Leu Gy Asn Ile Gu Phe Lys Pro
275 280 285

Gu Ser Arg Val Asn Gy Leu Asp GQu Ser Lys Ile Lys Asp Lys Asn
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N3027PCT_sequ. | i st..txt
290 295 300

Gu Leu Lys Gu lle

&L

Gu Leu Thr Gy Ile Asp A n Ser Val Leu
315 320

w
o
o
w
-
owm

Gu Arg Ala Phe Ser Phe Arg Thr Val Gu Ala Lys G n Gu Lys Va
325 330 335

Ser Thr Thr Leu Asn Val Ala G n Ala Tyr Tyr Ala Arg Asp Ala Leu
340 345 350

Ala Lys Asn Leu Tyr Ser Arg Leu Phe Ser Trp Leu Val Asn Arg Ile
355 360 365

Asn Gu Ser Ile Lys Ala G n Thr Lys Val Arg Lys Lys Val Met Gy
3

Val Leu Asp Ile Tyr Gy Phe Gu Ile Phe G u Asp Asn Ser Phe G u
385 390 395 400

Gn Phe Ile Ile Asn Tyr Cys Asn Gu Lys Leu Gn G@n Ile Phe Ile
405 410 415

Gu Leu Thr Leu Lys Gu Gu Gn Gu Gu Tyr Ile Arg Gu Asp Ile
420 425 430

Gu Trp Thr His Ile Asp Tyr Phe Asn Asn Ala Ile Ile Cys Asp Leu
435 440 445

[le Gu Asn Asn Thr Asn Ay lle Leu Ala Met Leu Asp Gu G u Cys
450 455 460

Leu Arg Pro Ay Thr Val Thr Asp Gu Thr Phe Leu Gu Lys Leu Asn
465 470 475 480

Gn Val Cys Ala Thr Hs Gn H's Phe Gu Ser Arg Met Ser Lys Cys
485 490 495

Ser Arg Phe Leu Asn Asp Thr Ser Leu Pro His Ser Cys Phe Arg lle
500 505 510

Gn Hs Tyr Ala Gy Lys Val Leu Tyr Gn Val Gu Gy Phe Val Asp
515 520 525

Lys Asn Asn Asp Leu Leu Tyr Arg Asp Leu Ser G n Ala Met Trp Lys
530 535 540

Ala Ser His Ala Leu Ile Lys Ser Leu Phe Pro Au Gy Asn Pro Ala
545 550 555 560

Lys Ile Asn Leu Lys Arg Pro Pro Thr Ala Gy Ser G n Phe Lys Al a
565 570 575
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Ser Val Ala Thr Leu Met Lys Asn Leu G n Thr Lys Asn Pro Asn Tyr
580 585 590

I[le Arg Cys Ile Lys Pro Asn Asp Lys Lys Ala Ala His Ile Phe Asn
595 600 605

Gu Ala Leu Val Cys Hs Gn lle Arg Tyr Leu Gy Leu Leu Gu Asn

Val Arg Val Arg Arg Ala Gy Tyr Ala Phe Arg G n Ala Tyr Gu Pro
625 630 635 640

Cys Leu Gu Arg Tyr Lys Met Leu Cys Lys G n Thr Trp Pro His Trp
645 650 655

Lys Gy Pro Ala Arg Ser Ay Val Gu Val Leu Phe Asn Gu Leu Gu
660 665 670

[le Pro Val Gu Au Tyr Ser Phe Gy Arg Ser Lys Ile Phe Ile Arg
675 680 685

Asn Pro Arg Thr Leu Phe Lys Leu G u Asp Leu Arg Lys G n Arg Leu
690 695 700

G u Asp Leu Ala Thr Leu Ile G n Lys Ile Tyr Arg Gy Trp Lys Cys
705 710 715 720

Arg Thr Hs Phe Leu Leu Met Lys Lys Ser GAn Ile Val Ile Ala Ala
725 730 735

Trp Tyr Arg Arg Tyr Ala G n Gn Lys Arg Tyr Gn GAn Thr Lys Ser
740 745 750

Ser Ala Leu Val Ile Gn Ser Tyr Ile Arg Gy Trp Lys Ala Arg Lys
755 760 765

[le Leu Arg Gu Leu Lys His Gn Lys Arg Cys Lys Gu Ala Val Thr
770 775 780

Thr Ile Ala Ala Tyr Trp Hs Gy Thr Gn Val Arg Arg Gu Tyr Arg
785 790 795 800

Lys Phe Phe Arg Ala Asn Ala Gy Lys Lys Ile Tyr Gu Phe Thr Leu
805 810 815

Gn Arg Ile Val Gn Lys Tyr Phe Leu GGu Met Lys Asn Lys Met Pro
820 825 830

Ser Leu Ser Pro Ile Asp Lys Asn Trp Pro Ser Arg Pro Tyr Leu Phe
835 840 845
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Leu Asp Ser Thr H's Lys Gu Leu Lys Arg Ile Phe Hs Leu Trp Arg
850 855 860

Cys Lys Lys Tyr Arg Asp G n Phe Thr Asp G n GAn Lys Leu Ile Tyr

865 870 875 880

Gu Gu Lys Leu Gu Ala Ser Gu Leu Phe Lys Asp Lys Lys Ala Leu

885 890 895
Tyr Pro Ser Ser Val Gy G n Pro Phe G n Gy Ala Tyr Leu Gu lle
900 905 910
Asn Lys Asn Pro Lys Tyr Lys Lys Leu Lys Asp Ala Ile Gu Gu Lys
915 920 925

[le lle Ile Ala Au Val Val Asn Lys Ile Asn Arg Ala Asn Gy Lys
930 935 940

Ser Thr Ser Arg lle Phe Leu Leu Thr Asn Asn Asn Leu Leu Leu Al a

945 950 955 960

Asp G n Lys Ser Gy GAn lle Lys Ser Au Val Pro Leu Val Asp Val

965 970 975
Thr Lys Val Ser Met Ser Ser G n Asn Asp Gy Phe Phe Ala Val Hi s
980 985 990
Leu Lys Gu Gy Ser Gu Ala Ala Ser Lys Ay Asp Phe Leu Phe Ser
995 1000 1005

Ser Asp His Leu Ile Gu Met Ala Thr Lys Leu Tyr Arg Thr Thr
1010 1015 1020

Leu Ser G@n Thr Lys G n Lys Leu Asn Ile Gu lle Ser Asp Gu
1025 1030 1035

Phe Leu Val Gn Phe Arg Gn Asp Lys Val Cys Val Lys Phe Ile
1040 1045 1050

G@n Gy Asn Gn Lys Asn Gy Ser Val Pro Thr Cys Lys Arg Lys
1055 1060 1065

Asn Asn Arg Leu Leu Au Val Ala Val Pro
1070 1075

<210> 17

<211> 4973

<212> DNA

<213> Honp sapi ens

<220>

<221> msc_feature

Page 68



<222> (1).
<223>
<400> 17
gggccaagag

cagccacat c
cgtaggttcc
aggcecgeggt
ggt acccacc
gggcagt gac
ggt gcaggat
gcggcggega
caat ccct ac
cagctt ct at
gcgcacggag
cgaggccacc
aggtgcecgtg
caagaccctc
ctt caagggt
ggt gcaccag
cgaggaggag
ggt gaagggc
caggaaggct
cgt ggccagce
ccaggt cacc
gacgct gcga
cccgcet gaac
ccgcactttt
gagccccage
gtttcagcat
gctcttcatc
gt gggagccc
t aagggcat ¢
gaccttcctg
gct ggct gac
t gcgggggag

ccggaacct t

. (4973)

gcct cccagt

ccct ggggct
t ggt cccgga
gcccaggcecg
ggggagat ca
ggggt t cggg
ttcgtgctge
tttcgggaga
cgggacct gc
gaagt gcccc
cgt cgggacc
aagaggct gc
cgggaccggc
cggaacgat a
gccceegt gg
aat cat gggg

actcttcgca
cagt gt gcca
ct gacagt ca
gtccttcatt
accgagaacc
gaagccct ga
ct ggagcagg
acct ggct cg
t ggcggagcea
aacagctttg
gagct cacgc
gt ccagt at t
atctcgattt
gagaagct gg
cagcggacca
gt gacct aca

aaggagacca

N3027PCT_sequ. | i st..txt

nyosin |G (MYO1Q)

cagacct gga
gcagt t gaag
gt ggt cggag
ctggct ctcc
t ccgegt gat
t gaccat gga
t ggagaact t
atctcatcta
agat ct acag
ctcacctgtt
aggct gt gat
tgcagttcta
t gct acagag
act ccagcag
gt ggccacat
agcggaact t
ggctgggett
aagtctcctc
ttgatttcac
t gggcaacat
agct caagt a
cacacaggaa
ccgegt acge
t cgggaagat
ccacggtt ct
agcagttctg
t caagt cgga
t caacaacaa
tggat gagga
aggat act gt
ggaaat ct ct
gcgt gaccgg
tgtgtagctc

cggct ccagce
cagaaccaag
cccgecagt g
gcagggcgga
t catccccac
gagt gcgctc
caccagcgag
cacct acat t
ccggcagcat
tgcecgt ggeg
gat ct ct ggg
t gcagagacc
caacccggtg
gt t cgggaag
cctcagttac
ccacatcttc
ggaacggaac
cat caacgac
cgaggat gaa
ccactttgct
t ct gaccagg
gat cat cgcc
acgagacgcc
caacaggt cg
cgggctcctg
cat caattac
gcaggaggag
aat cat ct gt
gt gt ct gcgce
caagcaccat
gggccgaggg
gtttctggac

aaagaat ccc
Page 69

cgtgtcctga
t ggccat ccc
ggcaggcagc
at ggcgct gc
aggccct gca
accgcceegtg
gccgecttca
ggccccegt cc
at ggagcgt t
gacact gt gt
gagagcgggg
t gcccagecc
ct ggaggcct
tacatggatg
ct cct ggaaa
t accagct gc
ccccagagct
aagagt gact
gtggaggacc
gccaacgagg
ct cct cageg
aagggggagy
ct cgccaagg
ct ggcct cca
gatatttatg
t gcaacgaga
t acgaggcag
gat ct ggt gg
€ccggggagyg

ccacacttcc
gaattccgce
aaaaacaat g

att at gagcc

ggagct ggac
ggcgtt agac
tcttgctcac
aagt ggagct
agct t gcect
accgggt ggg
t cgagaacct
t ggt ct ct gt
accgt ggcgt
accgagcact
caggcaagac
ccgagcgegg
tt ggaaat gc
tgcagtttga
agt cacgagt
t 992999999
acct gt acct
ggaaggt cgt
t gct gagcat
agagcaat gc
t ggaaggct ¢
agct cct gag
ct gt gt acag
aggacgt gga
gct t t gaagt
agct gcagca
agggcat cgc
aggagaagt t
ccacagacct
t gacgcacaa
ttctgcacta
accttctctt

agtgctttga

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980



c¢cggagcgag
cctcct gcag
acccaat gat
gt acct gggg
at acgaagct
aggacggccg
gt acaagat g
ggat gccct g
ctttcactgg
gtggcegtgga
ccggeggcet ¢
cttcctggac
t gt cct ggac
gcgggagttg
gaagcagcag
ttaccctcag
ccccegagt g
at acgaccgc
cgtcatcgtg
ctct gt cage
gcaaaaggga
cct cagt gcc
gggcccecggce
ggccaagaac
cccact ggac
caaagact cg
cacct cct gc
ggccaggcecg
t gccgat gcc
tgatgcttta
atgtgttttc
ct ct ggt gcc
tttctgtctg

cttccatctg

ct cagt gaca
ct ggt ggaga
gccaaacagc
ct gtt ggaaa
ttcctgcaaa
caggat gggg
ggcaggacca
gaggt ccgge
cggcagaaat
acact gggcc
at ccgaggct
cat gt gcgca
acct cgt ggc
t gcat aaaga
ct gcagcaga
agt gt accca
ct gcaggcct
aagggct aca
gaggacgcca
agcct gagceg
gat gt ggt gc
aaccgcgt ga
agggat ggca
gggcacct gg

cct cccaacg
aacttccaga
ccat ccct ct
ggccacagca
aaatatttga
t aggaaact a
cctgact cca
ctcttcectg

tttacctgtc
ggggct gaga

N3027PCT_sequ. | i st..txt

agaagcggcc
tcctgcagtc
ccggecgcet t
acct gcgegt
ggt acaagtc
t ggct gt gct
agat ctt cat
ggcagagcct
t cct ccgggt
ggaggaaggc
tcgtcctgeg
cctetttttt
ccacgccccece
acatggtgtg
aggccegt ggc
ggctctt cat
t gggct ct ga
agcct cgetc
aagt caagca
acagtctttt
t gcagagt ga
acagcat caa
ccattgactt
ct gt ggt cgc
cccaat get t
cagggaccca
ctt gagggag
at aggaaagc
gagaagggaa
ttttttaaaa
gcagggcaag
gccaggacac
tccctgectg

ccacccttgc

agagacggt c
t aaggagccc
t gacgaggt g
gcgcagagcec
act gt gccca
ggt ccgacac
ccgettcecc
ggccacaaag
gaagagat ca
agccaagagg
ccacgccccece
gct aaacct g
acctgccctg
gaaat act gc
t agt gagat c
cagcact cgg
gcccattcag
ccggecagcet g
gaggat t gat
tgtgcttcat
ccacgt gat't
cat caaccag
cacacccggce
cccacggctg
tgcttttcte
gggacacccc
cagcaggggc
cagggccaga
cttttgctga
aaagccattt
gaat gt agcc
ctctcct cct
cccat ctgca
ctgceccccet t

Page 70

gccacccagt
gcct acgt cc
ct gat ccgcece
ggctttgect
gagacgt ggc
ct gggct aca
aagaccct gt
at ccaagctg
gccatctgca
aagt gggcgg
cgctgeccecg
aggcggcagce
cgt gaggcct
cggagt at ca
tt caagggca
cttggtacag
t at gcggt gc
ct gct cacgce
tacgccaacc
gt acagcgt g
gagacgct ga
ggcagcat ca
t cggagct gc
aatt ct cggt
ct cct ccect
gaagcccacc
caggagct ac
gcgagccat g
ggttttctct
cccacccaag
gagaggt t gt
gattcccttg
tcttttgeag
ctttctgect

t caagat gag
gctgcat caa
accaggt gaa
at cgccgcaa
ccacgt gggc
agccagaaga
ttgccacaga
cct ggagggg
tccagtcgtg
cacagaccat
agaacgcct t
tgccccagaa
cagagct t ct
gccctgagt g
agaaggat aa
at gagat cag
ctgttgtgaa
ccaacgccegt
t gaccggaat
cggacaat aa
ccaagacagc
cgtttgcagg
t cat caccaa
gat aaaggcg
tcccagttac
tgcaat ctcc
cccaggagt g
ccagccct ac
gaggtttttt
gacacagt gg
gt gggct ggg
gcaccttgtc
cccact ctga

t aagaat gt c

2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020



cttttaggct
ggcagat aac
tct agt aaaa
gggaggct ga
gt acaccact
aagaacgccc
ccgtcttaga
ttacagagca
ggttgccaca
ccagggagcc
aat cggccect
t gacagacag
cct gacccect
ggcat cacct
agct gcct ct

aaacact aaa

gggcat ggt g
ct gaggt cag
at acaaaat t
ggcaggagaa
gcact ccagc
ttttactgtc
ccat agaggt
gaagacagat
aaaccaagat
ccat aaaacc
gggagccacc
cttgcccgcea
ccctggeatg
ccttctgcetg
atgccctt ct

t aaagcaat a

N3027PCT_sequ. | i st..txt

gct cacgcect
gatttcgaga
agccgggcat
t cacttgaac
ct gggcaaca
ctcat cat cc
t ggaagacgc
gcccaaacag
ggcagccct t
cacat cat gt
aggt gggaaa
cact cgggcc
ggagcgt ggg
cttctcecctg

gggggt ct ca
cgtgtttgee

<210> 18

<211> 1063

<212> PRT

<213> Honp sapi ens

<220>

<221> M SC_FEATURE

<222> (1)..(10863)

<223> nmyosin IC (MYOIQ)

<400> 18

Met Ala Leu G n Val Gu Leu Va

1 5

Val His Pro H's Arg Pro Cys Lys

20

Arg Val Thr Met G u Ser Ala Leu
35 40

G n Asp Phe Val Leu Leu G u Asn

50 55

G u Asn Leu Arg Arg Arg Phe Arg

65 70

Gy Pro Val Leu Val Ser Val Asn

85

gt aaccccag
ccaacct gac
ggtggtgcac
ccgggaagt g
gagcgagact
cagtttgagg
t gagagat ca
gagaaggcac
cctcagegtg
cttaagagta
agcgcctctg
ccact caagg
gacggggcetg
ct cct accct
gcccact get

daaaaaaaaa

Pro Thr Gy

Leu Al a Leu

25

Thr Ala Arg

Phe Thr Ser

Leu
75

Asn

Pro Tyr

90

Arg

Page 71

cactttggga
ct acat ggag
gcctctaatc
gaggt t gcag
ccgtcttaaa
cagt gct gga
t ccagcccag
ttgcccacgg
cct cact gcc
tatctggctc
ccagagt cca
at gt agggcc
gcct t gggag
caagggcctg

gacacttctg

daaaaaaaaa

Gy Ser

30

Asp Arg

45
Al a
I'le

Tyr

Asp

Ile

Asp

Val

Al a

Thr

Leu G n

ggcggagacg
aaact ccgcec
ccagct actc
t gagccaaga
aaaaaaaaaa
gt ggggaagg
ccccttgatg
t cat acggca
act cccagag
cttgaccagc
ggccttggga
ttttctggee
gagcggcagg
ggggcet gecece
caat ccagag

aaa

Arg Va

Gy Va
Gy Va
Phe
Tyr

[le Tyr
95

4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4973



N3027PCT_sequ. | i st..txt
Ser Arg Gn His Met Gu Arg Tyr Arg Gy Val Ser Phe Tyr Gu Va
100 105 110

Pro Pro His Leu Phe Ala Val Ala Asp Thr Val Tyr Arg Ala Leu Arg
115 120 125

Thr Gu Arg Arg Asp Gn Ala Val Mt Ile Ser Ay Qu Ser Ay Ala
130 135 140

Gy Lys Thr Gu Ala Thr Lys Arg Leu Leu G n Phe Tyr Ala G u Thr

145 150 155 160

Cys Pro Ala Pro Gu Arg Gy Gy Ala Val Arg Asp Arg Leu Leu Adn
165 170 175

Ser Asn Pro Val Leu Gu Ala Phe Gy Asn Ala Lys Thr Leu Arg Asn
180 185 190

Asp Asn Ser Ser Arg Phe Ay Lys Tyr Met Asp Val G n Phe Asp Phe
195 200 205

Lys Gy Ala Pro Val Gy Gy Hs Ile Leu Ser Tyr Leu Leu A u Lys
210 215 220

Ser Arg Val Val Hs Gn Asn Hs Gy Gu Arg Asn Phe H s Ile Phe
225 230 235 240

Tyr Gn Leu Leu Au Gy Ay Gu Gu Au Thr Leu Arg Arg Leu Gy
245 250 255

Leu Gu Arg Asn Pro G n Ser Tyr Leu Tyr Leu Val Lys Gy dn Cys
260 265 270

Ala Lys Val Ser Ser Ile Asn Asp Lys Ser Asp Trp Lys Val Val Arg
275 280 285

Lys Ala Leu Thr Val Ile Asp Phe Thr Gu Asp Gu Val Gu Asp Leu
290 295 300

Leu Ser Ile Val Ala Ser Val Leu Hs Leu Gy Asn |Ile Hs Phe Al a
305 310 315 320

Ala Asn u Gu Ser Asn Ala G n Val Thr Thr A u Asn G n Leu Lys
325 330 335

Tyr Leu Thr Arg Leu Leu Ser Val Qu Ay Ser Thr Leu Arg Au Ala

Leu Thr His Arg Lys Ile Ile Ala Lys Gy Gu Gu Leu Leu Ser Pro
355 360 365

Page 72



Leu

Va

385

Leu

Leu

Phe

Phe

Leu

Al a

Leu

545

Lys

Ser

Asp

Leu

Asn

370

Tyr

Al a

Ay

GAu

Leu

Cys

GAu

Asp

Hi s

Asn

Lys

Lys

Ile

Leu

Ser

Ser

Leu

Al a

Va

Leu

Tyr

Asn

Asn

Lys

Leu

Lys

Arg

GAu

Arg

Lys

Leu

420

Phe

Leu

Trp

Arg

Thr

Arg

Al a

Asp

Pro

580

Arg

Va

Pro

Hi s

GAn

Thr

Asp

Asp

Thr

GAu

Pro

Va

Thr

Ay

Leu

565

Pro

GAu

Asn

GAn

Al a
Phe
390

Va

Ile

Leu

Pro

470

Lys

Ay

Lys

Arg

Leu

Vet

Ile

Asp
630

Va

Al a
375

Thr

Tyr

Asn

Phe

Hi s

Phe

Ser

Thr

Leu

615

Al a

Lys

N3027PCT_sequ. | i st..txt
Tyr Ala Arg Asp

Trp

Ser

Ay

Tyr

440

Ser

GAn

Lys

Al a

Hi s

520

Ser

Thr

Arg

Va
600
Gn

Lys

Tyr

Leu

Pro

Phe
425

Ay
4

Thr
505
Pro
Leu
Tyr
Asn
Cy

585
Al a

Ser

Leu

Va

Ser

410

GAu

Asn

GAn

Phe

Asp

Hi s

Ay

Ser

Leu

570

Phe

Thr

Lys

Pro

Gy
395
Trp

Va

Asn

475

Leu

Phe

Arg

Va

555

Lys

Asp

Ay
635

Al a

380

Lys

Arg

Phe

Lys

Asn

Ser

Thr

Leu

Arg

Phe

Pro

620

Arg

Gy Leu Leu

Page 73

Leu

Ser

GAn

Leu

445

Tyr

Lys

Phe

Thr
525

y Gu

Ay

Thr

Ser

Phe

Al a

Asn

Thr

Hi s
430

Ile

Leu

Leu

510

Hi s

Phe

Phe

Vet

Vet

Tyr

Asp

Asn

Lys

Arg

Thr

415

Asn

Al a

Ile Cy

Asp
495
Lys
Arg
Leu
Cy

575
Leu
Ser

Va

Leu

Al a

Ser

400

Va

Ser

Leu

GAu

480

GAu

Lys

Leu

Leu

Asp

Ser

Ser

Leu

Arg

Va

640

Arg



N3027PCT_sequ. | i st..txt
650

645 655

Val Arg Arg Ala Gy Phe Ala Tyr Arg Arg Lys Tyr Gu Ala Phe Leu
660 665 670

Gn Arg Tyr Lys Ser Leu Cys Pro Gu Thr Trp Pro Thr Trp Ala Gy
675 680 685

Arg Pro G n Asp Gy Val Ala Val Leu Val Arg His Leu Gy Tyr Lys
690 695 700

Pro Gu Gu Tyr Lys Met Gy Arg Thr Lys Ile Phe Ile Arg Phe Pro
705 710 715 720

Lys Thr Leu Phe Ala Thr G u Asp Ala Leu Gu Val Arg Arg G n Ser
725 730 735

Leu Ala Thr Lys Ile Gn Ala Ala Trp Arg Gy Phe Hs Trp Arg Gn

Lys Phe Leu Arg Val Lys Arg Ser Ala Ile Cys Ile Gn Ser Trp Trp
755 760 765

Arg Gy Thr Leu Gy Arg Arg Lys Ala Ala Lys Arg Lys Trp Ala Ala

Gn Thr Ile Arg Arg Leu Ile Arg Gy Phe Val Leu Arg His Ala Pro
785 790 795 800

Arg Cys Pro Gu Asn Ala Phe Phe Leu Asp His Val Arg Thr Ser Phe
805 810 815

Leu Leu Asn Leu Arg Arg Gn Leu Pro G n Asn Val Leu Asp Thr Ser
820 825 830

Trp Pro Thr Pro Pro Pro Ala Leu Arg Au Ala Ser Gu Leu Leu Arg
835 840 845

Gu Leu Cys Ile Lys Asn Met Val Trp Lys Tyr Cys Arg Ser |le Ser
850 855 860

Pro Gu Trp Lys Gn G@n Leu Gn G@n Lys Ala Val Ala Ser Gu lle
865 870 875 880

Phe Lys Gy Lys Lys Asp Asn Tyr Pro G n Ser Val Pro Arg Leu Phe
885 890 895

[le Ser Thr Arg Leu Gy Thr Asp Gu lle Ser Pro Arg Val Leu G n
900 905 910

Ala Leu Ay Ser Au Pro Ile G@n Tyr Ala Val Pro Val Val Lys Tyr
915 920 925
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N3027PCT_sequ. | i st..txt

Asp Arg Lys Gy Tyr Lys Pro Arg Ser Arg G n Leu Leu Leu Thr Pro
930 935 940

Asn Ala Val Val Ile Val Qu Asp Ala Lys Val Lys Gn Arg Ile Asp

945 950 955 960

Tyr Ala Asn Leu Thr Gy Ile Ser Val Ser Ser Leu Ser Asp Ser Leu

965 970 975
Phe Val Leu His Val Gn Arg Ala Asp Asn Lys G n Lys Gy Asp Va
980 985 990
Val Leu G n Ser Asp Hs Val Ile @Gu Thr Leu Thr Lys Thr Ala Leu
995 1000 1005

Ser Ala Asn Arg Val Asn Ser Ile Asn lle Asn Gn Gy Ser lle
1010 1015 1020

Thr Phe Ala Gy Gy Pro Gy Arg Asp Gy Thr Ile Asp Phe Thr
1025 1030 1035

Pro Gy Ser GQu Leu Leu Ile Thr Lys Ala Lys Asn Gy His Leu
1040 1045 1050

Ala Val Val Ala Pro Arg Leu Asn Ser Arg
1055 1060

<210> 19

<211> 5182

<212> DNA

<213> Honp sapi ens

<220>

<221> msc_feature

<222> (1)..(5182)

<223> nyosin I D (MYO1D)

<400> 19

cgcget ggeg ccatggcgga gecaggagage ctggaattcg gcaaggecaga cttegtgetg

at ggacaccg
cgcatctata
at ct at ggaa
cacctttttg
tgtattgtga
cagtatattg
atgttgctta

gacaact caa

attggtgggc

tctccat gcc
cgttcattgg
gagacacaat
ctattgcgga
t at cagggga
cggccat cac
agt ccaactg

gcaggtttgg

at at caat aa

cgagttcatg
agaagt cgtc
t gagcagt at
tgctgcttac
aagt ggagct
caaccccagt
tgttttggaa
aaaat acatg

ctacttacta

gccaacct ca
gtttctgtga
aaaggccgtg
aaggct at ga
ggt aaaacgg
cagagagcag
gcttttggaa
gat at caact

gaaaagt ctc

Page 75

ggct cagat t
acccttacaa
agct gt at ga
agaggcgat c
aagccagt aa
aggt t gaaag
at gccaaaac

ttgacttcaa

gagt gat t gt

t gaaaaaggg
gttgttgaac
gagaccgcct
aaaagacact
gtacattatg
agt gaagaat
caaccgt aat

gggt gaccct

gcaacagcca

60
120
180
240
300
360
420
480
540
600



ggagaaagaa
cgctctctac
tt aaagt ct t
attggcttca
tt gggaaat t
gtatctatca
taccggact g
agct acggca
act cgcat ca
actgttattg
caattctgta
aagcaagaac
aacaat caga
gat gat gct t
agt aaatt gg
ctggagtttg
attggtttta
aacagttcaa
gt gaccaagc
gacaaccttg
t ct ccacaga
gaaaat gt ga
cacaggtat a
gaggct gt ca
accaaaattt
at gct cat aa
cggt acaaaa
aagt cgt aca
gggaagcacg
cagacgattt
ct gccccagg
ct cgggct cc
acct caggca

gtcctetttt

gctttcattc
at ct ccagaa
ct at caat ga
aacct gagga
t aaaatttgt
t agcagaat t
t ggccacagg
gagacgcct t
atgatatt at
gtgtcttgga
tcaattactg
aagaggaat a
tcattgttga
gcat gaat gt
gcaaacacgc
at cgagat tt
ttgacaaaaa
at cct gt gct
gacct ct gac
cat caaagga
tatttgatga
gagtgcgt cg
agatgatctc
agaaact aat
t cattcgaac
ggat t gt cct
gaaccaaggc
t ccacgaggt
t gaagt ggcc
t caat agat g
t cagggcaaa
agagggcctg
cttttgtcec

cct gt cacgt

N3027PCT_sequ. | i st..txt

tttctatcag
atccctttca
t gct gccgaa
gat ccaaaca
agt agat ggt
gct ct ct act
ccgtgacatc
t gccaaggca
t gaggt caag
tat ct at ggc
caat gagaaa
ccagcgggaa
cct cgt ggag
cggcaaagt c
ccatttttcc
tcgaattcga
t aaagat act
caagaatatg
tgctgctacc
accat attac
t gaacgct gc
ggcaggattt
t gaatt cacc
t gaacggt gt
accccgaaca
ctttctacaa
agct ct gaca
ggccagacgc
aagccct cct
gagagcat cc
ggt t gcagcece
ggagggcaac
t gt tgct aat
ccgt aaggt a

ctact ccaag
t cct acaact
ttcagagttg
gt gt at aaga
gacacgcct c
aagacagat a
at t gacaagc
at at at gagc
aact at gaca
tttgaaat ct
ct gcagcagc
gggat ccect
caacagcaca
accgat gaaa
agccgaaagc
cattatgcag
ttatttcaag
t ggcct gaag
ttgtttaaga
gttcgttgca
cggcaccaag
gccttccgec
t ggcccaacc
ggttttcagg
ttgtttacct
aaggt gt ggc
at aat caggt
ttccat ggcg
aaagttcttc
cagct cat ca
gt ggaaat gt
tatcttgett
gaat t gaaac
aatcgattta
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gaggtt caga
at at t cat gt
ttgctgatgc
ttttggetge
ttattgagaa
t ggt t gagaa
agcacacaga
gecttttttg
ccacaat cca
t cgacaacaa
tatttattca
ggaaacat at
aagggat cat
tgtttcttga
tctgtgcectc
gcgat gt agt
atttcaagcg
gcaaact gag
at t ct at gat
t caaacccaa
t agaat at ct
agacat acga
at gaccttcc
at gat gt agc
t ggaagaact
ggggcaccct
act accggcg
t caagaccat
gcecgttttga
agagcattcc
t gaagggt ca
caaagccaga

ggaaggacaa

gt aaggt gga

acaaatgcta
gggagct caa
cat gaaagt c
tattctgcac
t ggcaaagt a
agcccttoett
acaagaggcc
ttggat cgt t
t gggaaaaac
cagttttgaa
gctggttctg
tgactacttc
tgcaat cct t
agcact t aac
agacaaaat t
ctattctgtc
ccttat gt at
cat t acagag
tgctctagta
t gacaagaaa
tggactactg
gaagtttctt
ttcagacaaa
tt at gggaag
ccgt gcccag
ggcccgeat g
ctacaaagtg
gcgagact ac
ggaggccct g
ggcct cagac
aagggct gac
tacacct cag
at acat gaat

agacagagca

660

720

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640



atttttgtca
aagact at cc
gtagtgttcc
acccat gaga
aagcgccacc
t gcaccgt ct
t cgggcttca
cggccacact
gaaacct gct
ttttctgect
ccaaagaccc
gaggcaact g
cacct ggaca
accccgct ct
acccagct ca
cgccagccaa
ccagt ggcag
cct gggagac
aggacagt gt
ctcttataga

t t gggt cagg
ggcecgettte

ggggt caaga
t ggcact gca
cgccegt gaa
acgtat gct t
gcct t gaggg
ctacgcct ca
gggcagaggt
tcctgecttce
cct cacccag
tccetgettce
t gt ccttggg
gccct cagcec

accat ct aac

ct gaccgt ca
ctctatacaa
at acgaaaga
gt cgaat t gg
ttcaagt gaa
ccgt ggagac
t cct cagegt
ccgagtcctg
gcgagggccc
tt ggt at cat
t ggt gcceceg
gat ggt gect
ggtgtcctcc
gcgggagecc
gggaggct ct
agccact ggg
gagcggaaca
tccetttgec
ggcatgct cc
tactttcacc
aaccct aatg
cct ct ggacc
cacgggat ga
ggccaggceca
act ggt gcca
caggggcect t
aagt agaggc
ggcat gt ggt
gcaagagagg
ccaccct gac
ggcct gaccce
ccaaaaattg
aaccctttct
caggtt agca

t ggaacttcc

N3027PCT_sequ. | i st..txt

cct gt at aaa
tttgact ggt
caacaaagac
agaacttgtt
cgt caccaac
gcggct caac
gcccgggaac
ggt cccagtc
ct cccagagg
cttcctctgt
cccagacccece
ttagttggtg
ctgct gct ga
cat agccacc
gct cagagt t
t gagcagagt
gcccat ccag
accaaggccc
aaggat cat c
gtttgcaggg
agaacgggga
acct cccgct
cgggaagcag
ggat gcccac
gggagcactg
ct gagaccac
t gggagcaaa
gagaggat ga
gat gt act ga
ccggcagaac
cagagt ggtc
cact gt gt gc
cattctccaa
acact cat ag

tctectecttce

at ggat ccca
ct gagt gt ct
ctcattgtct
ggagt gct gg
ccagt acagt
cagccccage
t gacgccccg
cagct gct gc
agccecgecc
ccttactgtc
t gggct gacg
cggat gcecc
ccct gcagag
tctcttgecc
cggcggaccce
cacccacagg
cagagt gagt
ccaccagggc
ttacttaact
ttgctaatca
gct gccaggg
gcgtttcecta
gaagcggggc
cccgecct ct
ccagcttgcec
cttccccact
t gccecat ge
gggggaggga
agcttcttcc
ccaccaagtg
ccaacaaccc
agtttgcaac
gcct ggt cag
ttttgccaat

cacttatttc
Page 77

ct aaacagt a
ccaat ggaaa
gcctcttcag
tgaatcattt
gcagcct gca
ccgacttcac
cggaggcct g
ct cccaaccce
ct gt aagat t
cacggt ccct
t ccagaccaa
gtggccaggt
ggaaggggat g
aaggt gagcc
accccaaccce
gccagcccct
ccatccttecc
ct ctgaccac
cgcagcct gt
gat acct gct
t gagggcage
ct cagagaaa
agcagcacag
acacggcccc
agtttctgcec
gagccccage
ggt gagagga
gcccacgcect
cgtcctgeca
cctgtgtgcea
ggt ct cat gc
aaagaat ccc
ctgcet geac
t accagt aga

ctcaaacttg

caaggtgatg
ggaccaactt
caaacagcca
caagagt gag
€gggaagaag
caagaat cgc
gcccggagcec
at gcccgcet a
tccttcctgg
gttcaat aag
t ct cacccca
caagt cagag
gggat gcagg
agccct gggg

aact cccagc
cagccaggag
caggttctcc
cgct ct ggag
ggctgtggtc
gt caccacac
cct cagggt ¢
cagcaagggc
cgtggggt cc
ttggggcectg
cagcaaaagc
t gct gagaag
t gaggggage
caggt ggagt
cagacacttc
gcctcctgtg
ccact cceca
gct ggcat cc
aggcagaggt
cact agt gga
ttgctttaca

2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740



ct agacacat

ct gt caaagg

ggat ggt gcc

aagcactttt

atttagggta

tt gt agacaa

aaact cct at

gagcaat aaa

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>
Ala Qu Gn Qu

Vet
1
Vet

Phe

Val

Lys

Al a

Leu
145

Asp

GAu

Asn

50

Tyr

Al a

20
1006
PRT
Hono

M SC_FEATURE

(1)..
nyosin | D (MYO1D)

20

Thr

Lys

35

Pro

Lys

Asp

Val

_k_
—
(SN0

Val

Al a

gcaaat gt at
ct ggagggca
tt gggcccect
ttatgatgta
t gat ct cggt
t gagggggt t
tttccagtaa

gcattaaatc

sapi ens

(10086)

Val Ser
20

Gy Arg

Tyr Lys

Gy Arg

Ala Al a

85

Ser

_,__
o —
([&X0]

Gu Arg

Phe Gy

Ser

Vet

Ile

Leu

Tyr

Ay

Tyr

Val

Asn
150

tt

Leu

Pro

Tyr

Leu

55

Leu

Lys

Ile

N3027PCT_sequ. | i st..txt

ggaggagggc
t agccccage
ct aaaagcca
cacgt gt ccc
ctctt gat gt

attaacttta

GAu

Thr

40

Asn

Tyr

Al a

Ser

Asn

Lys

gttttaaaca caccaaaaca

ctgggtttgg
gccagggcect
cagt at gt gg
gggcgct gag

aat gaaat gc

tttctaaagc

Phe

Phe

25

Phe

Ile

Vet

Thr

Gy Lys

Met Al a

Tyr Gy

Arg Pro

75

Lys Arg

Ala Gy

Ile Thr

Leu Leu

Asn Arg
155

Page 78

gat cat gcca

gttctttcct

cccagct gag

caact gcaaa

gggaaaggaa
aattttatgg

atattttgat

Al a

Asn

Arg

60

Pro

Arg

Lys

Asn

Asp

Leu

Val

45

Asp

Hi s

Ser

Thr

Ser

Asp

Phe

Arg

30

Val

Thr

Leu

Ser

Asn

Asn

aat gagtt gc
cccagcecttt
gccacaggac
aggat cagga
gcgggceat ga
tttggtgcaa

ttgccatcaa

Leu

Val

Phe
Asp

95

Al a

Ser

Leu

Arg

Ser

GAu

Al a

80

Thr

Ser

Arg

Val

Ser
160

4800
4860
4920
4980
5040
5100
5160
5182



N3027PCT_sequ. | i st..txt

Arg Phe Gy Lys Tyr Met Asp |le Asn Phe Asp Phe Lys Gy Asp Pro
165 170 175

[le Gy Ay Hs Ile Asn Asn Tyr Leu Leu G u Lys Ser Arg Val Ile
180 185 190

Val Gn dn Pro Ay Gu Arg Ser Phe His Ser Phe Tyr G n Leu Leu
195 200 205

Gn Gy Gy Ser Gu Gn Mt Leu Arg Ser Leu Hi s Leu G n Lys Ser
210 215 220

Leu Ser Ser Tyr Asn Tyr lle Hs Val Gy Ala G n Leu Lys Ser Ser
225 230 235 240

I[le Asn Asp Ala Ala Gu Phe Arg Val Val Ala Asp Ala Met Lys Val
245 250 255

Ile Gy Phe Lys Pro GGu GQu lle A@n Thr Val Tyr Lys Ile Leu Ala
270

Ala Ile Leu Hs Leu Gy Asn Leu Lys Phe Val Val Asp Gy Asp Thr
275 280 285

Pro Leu Ile Gu Asn Gy Lys Val Val Ser lle Ile Ala Gu Leu Leu
290 295 300

Ser Thr Lys Thr Asp Met Val G u Lys Ala Leu Leu Tyr Arg Thr Val
305 310 315 320

Ala Thr Gy Arg Asp Ile Ile Asp Lys Gn His Thr Gu @n Au Ala
Ser Tyr Gy Arg Asp Ala Phe Ala Lys Ala Ile Tyr Gu Arg Leu Phe

Cys Trp Ile Val Thr Arg Ile Asn Asp Ile Ile Gu Val Lys Asn Tyr
355 360 365

Asp Thr Thr Ile Hs Gy Lys Asn Thr Val Ile Gy Val Leu Asp Ile
370 375 380

Tyr Gy Phe Gu Ile Phe Asp Asn Asn Ser Phe GQu G n Phe Cys Ile
385 390 395 400

Asn Tyr Cys Asn GQu Lys Leu G n Gn Leu Phe Ile G n Leu Val Leu
405 410 415

Lys Gn Gu G@n Gu GQu Tyr An Arg Gu Gy Ile Pro Trp Lys His

Page 79



N3027PCT_sequ. | i st..txt
Ile Asp Tyr Phe Asn Asn Gn lle Ile Val Asp Leu Val Gu Gn Gn
435 440 445

Hs Lys Gy Ile Ile Ala Ile Leu Asp Asp Ala Cys Met Asn Val Gy

Lys Val Thr Asp G u Met Phe Leu G u Ala Leu Asn Ser Lys Leu Gy
465 470 475 480

Lys Hs Ala Hs Phe Ser Ser Arg Lys Leu Cys Ala Ser Asp Lys lle
485 490 495

Leu G u Phe Asp Arg Asp Phe Arg Ile Arg Hs Tyr Ala Gy Asp Va
500 505 510

Val Tyr Ser Val Ile Gy Phe Ile Asp Lys Asn Lys Asp Thr Leu Phe
515 520 525

G n Asp Phe Lys Arg Leu Met Tyr Asn Ser Ser Asn Pro Val Leu Lys
530 535 540

Asn Met Trp Pro Qu Gy Lys Leu Ser Ile Thr Gu Val Thr Lys Arg
545 550 555 560

Pro Leu Thr Ala Ala Thr Leu Phe Lys Asn Ser Met Ile Ala Leu Va
565 570 575

Asp Asn Leu Ala Ser Lys Au Pro Tyr Tyr Val Arg Cys Ile Lys Pro
580 585 590

Asn Asp Lys Lys Ser Pro G n Ile Phe Asp Asp Qu Arg Cys Arg H s

Gn Val Gu Tyr Leu Gy Leu Leu GGu Asn Val Arg Val Arg Arg Al a
610 615 620

Gy Phe Ala Phe Arg G n Thr Tyr G u Lys Phe Leu Hs Arg Tyr Lys
625 630 635 640

Met [le Ser Qu Phe Thr Trp Pro Asn His Asp Leu Pro Ser Asp Lys
645 650 655

Gu Ala Val Lys Lys Leu Ile Gu Arg Cys Gy Phe G n Asp Asp Va

Ala Tyr Gy Lys Thr Lys Ile Phe Ile Arg Thr Pro Arg Thr Leu Phe
675 680 685

Thr Leu GGu Gu Leu Arg Ala Gn Met Leu Ile Arg Ile Val Leu Phe
690 695 700

Page 80



Leu
705
Thr

Lys

Leu

Al a

785

Arg

Leu

Asp

Lys

Asp

Lys

Lys

Val

Leu

945

Cys

Gn
Lys
Ser
Arg
Arg
Ser
Al a
Ay
Thr
Arg
Va
Arg
Thr
Asp
Va
Va

Thr

Lys

Al a

Tyr

Asp

Arg

GAn

Lys

Leu

Pro

835

Lys

Asn

Hi s

Ile

Leu

Ay

Asn

Val

Val

Al a

Tyr

Phe

Leu

Val

Asp

Arg

Leu

Pro

900

Leu

Phe

Val

Val

Ser

Leu

725

Hi s

Ay

GAu

Ile

Al a

805

Arg

Thr

Lys

Phe

Tyr

885

Leu

Val

Ser

Leu

Thr

965

Val

Arg

Thr

Lys

Al a

Al a

Ser

Tyr

Ser

870

Lys

Tyr

Val

Lys

Val

950

Asn

GAu

Val

Hi s

Al a

775

Ser

Val

Trp

Ay

Vet

855

Lys

Asn

Phe

Asn

Pro

Thr

N3027PCT_sequ. | i st..txt
Thr Leu Ala Arg Met

Ile Arg

Ala Arg

Val Lys

760

Leu G n

Ile Pro

G u Met

Gu Gy

Thr Phe

840

Asn Va

Val GQu

Asp Pro

Leu Thr

905

Hi s Thr
920

Pro Thr

Hi s Phe

Val G n Gy

Arg Leu

715

Tyr Tyr
730

Arg Phe
Trp Pro
Thr Ile

Al a Ser
795

Leu Lys
810

Asn Tyr
Val Pro
Leu Phe
Asp Arg

Thr Lys
890

Gy Leu
Lys Asp
Hs Gu

Lys Ser
955

s Ser
970

Asn G n
Page 81

Arg

Hi s

Ser

Phe

780

Asp

Ay

Leu

Val

Ser

860

Al a

GAn

Ser

Asn

Ser

940

GAu

Leu

Pro

Arg

Arg

Ay

Pro

765

Asn

Leu

GAn

Al a

Al a

845

Ile

Tyr

Val

Arg

Lys

Hi s

GAn

Tyr

Tyr

Val

750

Pro

Arg

Pro

Arg

Ser

830

Asn

Hi s

Phe

Lys

Ser

910

Asp

Ile

Arg

Ay

Pro

Lys
Lys
Trp

GAn

Val
Val
Val
895
Asn
Leu
Gy
Hi s
Lys
9

Asp

Arg

Val

Thr

Val

Arg

Val

800

Asp

Pro

Leu

Arg

Thr

880

Vet

Ay

Leu
960

Lys

Phe



N3027PCT_sequ. | i st..txt

980
Thr Lys Asn Arg Ser Gy Phe Ile
995 1000
<210> 21
<211> 4729
<212> DNA
<213> Honp sapi ens
<220>
<221> msc_feature
<222> (1)..(4729)
<223> nyosin | E (MYOIE)
<400> 21

cgagact cag
gcgaggegga
agt ggact ct
cacct agcac
gagt gct t gg
agaagact gc
gcgcgagt ca
aagcacagt g
gagaat ct ga
at ct cagt ca
caaggagcgg
agaaacat ga
ggaaaaacag
accaaagt cc
gggaacgcca
cagttcagtc
t ct agggt gg
gagggcgcect
t acct gagcc
gaaact ct gc
cagat agt gg
gcgget gt gg
gaccggttga
gaat ccat cc

aaggccct gc

ccagaggagt
cgct ccgage
t gcect cege
cgccaat ccc
gt gt cgggag
gttccagccc
ccat gggaag
gtgtggacga
agaagagat a
accctttcaa
cacagt at ga
tcattgacag
t ggct gccaa
agcacgt gaa
agaccgt ccg
caggt gggga
t gat gaggaa
ct gcagagca
t ct cgggcet c
acgccat gaa
cgggt at t ct
agagt gaaga
aagaaaagct

acgt gaccct

acgcccgggt

acggat t aag
gcat cggact
agcat gcgcece
gcct ggat gg
cetgtttttg
cagttccccg
caaaggtgtc
catggtgcta
cat ggat gac
gcagat gcca
aaacccacca
agagaaccag
atatatcatg
ggacattatc
gaacaacaac
accagat ggt
cccaggagag
gaaacacagc
at acaaggt t
t gt gat t ggg
ccacct ggga
gtttttagct
aacaagccgg
caacgt agag

ctttgatttc

985

Leu Ser Val

t ggccgaaga
cacct gggcc
ccgectgcet a
agt cccct ct
gcgaggggaa
gcagcgggac
t accagt acc
ct gt ccaaga
tacattttta
tattttgggg
catatctatg
tgcgtcatta
agct acat ct
ctgcagt cca
t ccagccgat
ggaaagat ct
cggagttttc
cttggcatca
gatgacattg
atctttgcag
aacat cagct
tttcctgcat
cagat ggat a
caggcct gtt
ttggt agatt
Page 82

990

Pro Gy Asn

1005

aagaggagt g
ggcggcgage
agt cgccgece
gggt t cccat
ccaacttttg
ccggcgaaga
act ggcaaag
t cacagagaa
cat at at agg
aaaaggaaat
cccttgcaga
t cagt ggt ga
ccagagtgtc
acccgct get
tt ggaaaat a
ccaactt cct
acatatttta
ccagcat gga
acgacaggcg
aagagcaaac
t caaagaagt
at ct gct agg
gcaagt gggg
acacccggga

ccat caat aa

aggcagggga
ggcgagt acg
gt ct cgccect
t ggct cct gt
aagttcgccc
cgcgaccgceg
ccacaatgtc
ctccatcgtg
atctgtatta
t gaaat gt ac
taat at gt ac
aagt ggt gct
t ggaggaggg
ggaggccttc
ctttgaaatc
t ct ggaaaaa
ccagctcatc
ctattattac
ggagtttcag
gctggtgttg
t ggcaact ac
gat aaaccag
aggcaaat cc
t gcget cgcece
agccat ggag

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500



aaagaccat g
aaaaat ggct
att gaact ga
cccat t gagt
cct ggcat ca
gcagat caga
agtt ggaacc
ggcttttgtg
agcgagct gc
cgcccaact a
at gaaatgta
gact gggagg
cgagt gagaa
gccattctga
cacct gct gc
ttcatcaaag
gggtatgctc
caaat gagag
att aacagga
ttcgtgggca
ttcaagggt g

gaaaaagt ca
gagat agaac
cat gagcaag
tt agcaaagc
cttgaactga
gtgcagttcc
caggt cagca
caaaat acag
cctcccccag
gct cct ggaa
ttgcct cgge
ttcctcaagg
ccccecageag

aaggcttt gt

aagaat acaa
ttgaacagtt
cat t aaaggc
actttaataa
t gagcat cct
cgct gct cca
aaggct t cat
aaaggaaccg
ctttcataaa
ct gccggaag
cgccccact a
aaagcagggt
gagct ggct a
ccaaagccac
agt cggt caa
ccccegagtc
gagt gat aca
aagaagcct ¢
actttatagg
agagggagaa
t aaagcgaga
aacagggccc
ggatcttgtc
agt at gacag
gttacgagga
agtt gaaaaa
accaagggt t
t cggacct gg
gttattccag
gat accat ca
gccagaggt c
agcagt ct ac
t cccggacca

ggggcagacc

atgcct at ga

N3027PCT_sequ. | i st..txt

cattggcgtc
tt gt at caat
agaacaggaa
t aaaat cgt a
ggatgacgtg
gaaacttcag
catt cat cat
ggat gt gct t
gtctttattt
caaaat aaag
cattcgct gc
aaagcat caa
t gcct at cgg
ctggcctt ct
cat ggacagc
tctatttctt
gaaat cat gg
agacctctta
ggattatatt
gattgatttc
cctgctcett
agacaagggc
tgtgtccctc
tttgcttgaa
gaagacccag
ggaaaact gg
tggggacctg
act gcccaag
t gggact caa
gaacggagt c
caat cagaaa
cagtt cagac
gggagctgeca
caagccccag

cgct caggac

ct agacat ct
tttgttaatg
gaatatgttc
t gt gacct ca
t gcgccacga
atgcagattg
t at gct ggga
tttatggatc
ccggaaaat ¢
aaacaagcca
at caagccaa
gt cgaat at t
cgcatcttcc
t ggcagggag
gaccagttcc
tt agaagaga
aggaaatt cg
tt gaacaaga
gggat ggaag
gcagacacag
accccaaagt
ct ggt gaaag
agt act at gc
tctgtcttca
aagcaact ac
ggcccct gga
gctgtcctca
aact cccgtc
aat gccaact
at cagaaacc
agcct gt aca
cgagt gt cac
ggggt cagga
cccaagccca

acagacgaac
Page 83

atggctttga
aaaaact gca
aagagggaat
t agagaacaa
t gcat gcggt
ggagt cat ga
aggtatccta
t cat cgagct
t gcaggct ga
at gacctt gt
acgaaaccaa
t gggt ct gaa
aaaaat t cct
aggagaagca
agct ggggag
t gagagagag
t ggcccggaa
aggagagaag
agcacccaga
t caccaagt a
gctt gt act t
aagt cct gaa
aggat gacat
aaact gaat t
ctct gaaatt
gt gcaggggg
agcccagt aa
ct accagaag
acccagt gag
agt at gt gcc
cct ccat gge
agacgccaga
gacaaacaac
agcct caggt

tcagctttaa

aat attccag
gcagattttt
aagat ggaca
agt gaaccct
999t gagggg
gcactt caac
t gacat ggat
t at gcagagc
caagaaaggg
gagcaccct g
gaagcccaga
agagaacat t
acagaggt at
aggcgtcctg
gagt aaagt g
aaagt at gat
gaaat acgt t
gagaaacagt
act ccagcag
t gacaggagg
aat cggacga
gcggaaaat ¢
ttttattctc
cctaagect ¢
cagcaat acg
ct ccecggcaa
caaagtgctg
gaacact acc
agct gccect
at at ccccat
ccgeecgecce
gagcct ggat
cagt cggcct
gccacagt gc

t gccaat gac

1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600



attattgata
cagggcct gt
t ggggcagag
at ccacaat g
ggacact gaa
tagcctcttc
atttaaacct
cagcaccctg
tttagttgaa
t ct gccacct
acttcccatg
ctggtttaca
gggcet ggget
tggtttgtgt
at aaaaacag
t gt act aagt
ccaggt act t

t cagt ccct g

ttatcaaaga
tccccaacaa

gagct ccagg

agcaat t gct

aaggct gggat
at aggaaccc
ggt gagagga
cttgctcacc
gagcacattt
tccttcaggg
tacgt gccaa
ctttgccggg

gctggetttg
ttaaatgctg

at cat at act
agt attccac
aaagat gt gc

cagactcttc

N3027PCT_sequ. | i st..txt

agat cct t ct
ct at gt gacc
cacagaccag
t ct ccaaggc
t ggggacagg
aggaggacaa
caagt gaggt
aggcct agag
ctttcatctc
aggacccgcec
gggt aagct g
accat caggg
ctttctctgg
tacttactac
gt at at at aa
tgtactcat t
tctgettttt

tcaactcttt

ggctggt gga
aagat ct gag
gggaggggat
ct ggagct at
gagt at cact
aaccaccatg
ct gct cagac
aatggctgta
tcttgtccat
ct ct gcagac
gcct gct gag
ccgccaagcea
gtcttcaatt
aagaaggat c
aaat ctt gag
cat aaggt ag
t ccaact acg

ccct at agga

cgggt cgact
gtgcccegt ga
atttaggggc
t ct ggt acct
ccat aagt ga
catt aagat t
cttgtaggct
ggt ggccgct
acct gat aga
t gggct t age
cccagggega
ggt caggggce
agaat gt ggc
ttttttcaag
at ggt agaaa
gttttcttac
gagt gt cact

aacttactcc

acgaggcaag
ct ct gacaca
tcceccttaca
tccccat gga
t cct aaaagg
tatttattgt
tctat caaaa
gacaagt gcc
cacattcctc
gt gagcaggc
cagaggggca
t gggggct gg

t ggcccat at
ctgtacattt
cat gt at gaa
aaaact caca
gctttctagg
gcgt cect gee

cccacctcct aaat aaat aa aggaat cggc gaacaaaaaa aaaaaaaaa

<210> 22

<211> 1108

<212> PRT

<213> Honp sapi ens

<220>

<221> M SC_FEATURE

<222> (1)..(1108)

<223> nyosin | E (MYOIE)

<400> 22

Met Gy Ser Lys Gy Val Tyr Gn Tyr Hs Trp G n Ser Hs Asn Va

1 5 10 15

Lys Hs Ser Gy Val Asp Asp Met Val Leu Leu Ser Lys Ile Thr Gu
20 25 30

Asn Ser Ile Val Au Asn Leu Lys Lys Arg Tyr Met Asp Asp Tyr Ile

35 40 45
Phe Thr Tyr |le Gy Ser Val Leu Ile Ser Val Asn Pro Phe Lys G n
50 55 60

Page 84

3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4729



Vet
65

_k_
~—
(SN0

Thr

Leu

Phe

Hi s

225

Ser

Thr

Ser

Leu
305

Pro

Tyr

Asn

Ser

Ser

130

Ile

Val

Phe

Leu

210

Ser

Ay

Thr

Leu

Phe

290

Al a

Lys

Ser

-
-
or<

Arg

Leu

Arg

Ser

195

Ile

Leu

Ser

Leu

Val

275

Lys

Phe

Leu

Ile

Phe

Asn

_,__
o —
([&X0]

Al a

Val

GAn

Asn

Lys

Phe

Ay

Tyr

Hi s

260

Leu

Pro

Thr

Hi s

Ay

Pro

85

Ile

Ay

Ser

Ser

Asn

165

Ay

Ser

Tyr

Val

Al a

Ser

325

Val

GAu

Pro

Asp

Lys

Ay

Asn

150

Asn

Ay

Arg

Thr
230
Val

Vet

Ay

Tyr

Arg

Thr

Lys

Hi s

Arg

Ser

Val

Leu

215

Ser

Asp

Asn

Val

Asn

295

Leu

Leu

N3027PCT _sequ. | i st ..t xt
S0 b An Gy

Gulle Gu Mt Tyr
75

Ile

Val

120

Leu

Ser

Pro

Val

200

Vet

Asp

Val

Al a

280

Tyr

Leu

Vet

Asn

Tyr
Asn
105
Al a
Thr
Leu
Arg
Asp
185
Met
GAu
Asp
Ile
Ile
2

Ay
Al a
Ay

Asp

Val

Al a
90
Gn

Al a

Lys

Phe

170

Ay

Arg

Ay

Tyr

Asp

250

Ay

Al a

Ser
330

Leu

Cys

Lys

Val

Ay

Asn

Al a

Tyr

235

Asp

Ile

Leu

Val

Asn

315

Lys

Al a

Val

Tyr

140

Phe

Lys

Lys

Pro

Ser

220

Tyr

Arg

Phe

Hi s

Trp

Gu dn A a

Page 85

Asp

_k_
o —
(SN0

Hi s

Ay

Tyr

Ay

Al a

Tyr

Arg

Al a

Leu

285

Ser

Asp

Ay

Asn

_,__
-
([&X0]

Vet

Val

Asn

Phe

Ser
190

Leu

Arg

Ay

Tyr

Al a

Vbt

95

Ser

Ser

Lys

Al a

175

Asn

Arg

Ser

Phe
255

Asn

Leu

Al a

80

Ay

Tyr

Asp

Phe

Ser

Lys

Leu

240

GAn

GAn

Phe

Arg



N3027PCT_sequ. | i st..txt
345

340 350

Asp Ala Leu Ala Lys Ala Leu H's Ala Arg Val Phe Asp Phe Leu Va
355 360 365

Asp Ser Ile Asn Lys Ala Met Gu Lys Asp His Gu Gu Tyr Asn lle
370 375 380

Gy Val Leu Asp Ile Tyr Gy Phe Gu Ile Phe G n Lys Asn Gy Phe
385 390 395 400

Gu Gn Phe Cys Ile Asn Phe Val Asn Gu Lys Leu G n Gn Ile Phe
405 41

[le Gu Leu Thr Leu Lys Ala Gu Gn Qu Gu Tyr Val Gdn Gu Gy
420 425 430

Ile Arg Trp Thr Pro Ile G u Tyr Phe Asn Asn Lys Ile Val Cys Asp
435 440 445

Leu Ile Gu Asn Lys Val Asn Pro Pro Gy |lle Met Ser Ile Leu Asp
450 455 460

Asp Val Cys Ala Thr Met Hs Ala Val Gy Gu Gy Ala Asp G n Thr
465 470 475 480

Leu Leu Gn Lys Leu Gn Mt GAn lle Gy Ser Hs Gu H s Phe Asn
485 490 495

Ser Trp Asn Gn Gy Phe Ile lle Hs Hs Tyr Ala Gy Lys Val Ser
500 505 510

Tyr Asp Met Asp Ay Phe Cys G u Arg Asn Arg Asp Val Leu Phe Met
515 520 525

Asp Leu Ile Gu Leu Met G n Ser Ser Gu Leu Pro Phe Ile Lys Ser
530 535 540

Leu Phe Pro Gu Asn Leu G n Ala Asp Lys Lys Gy Arg Pro Thr Thr
545 550 555 560

Ala Gy Ser Lys Ile Lys Lys G n Ala Asn Asp Leu Val Ser Thr Leu
565 570 575

Met Lys Cys Thr Pro His Tyr Ile Arg Cys Ile Lys Pro Asn Gu Thr
580 585 590

Lys Lys Pro Arg Asp Trp Gu Gu Ser Arg Val Lys Hs Gn Val Gu
595 600 605

Tyr Leu Gy Leu Lys GGu Asn Ile Arg Val Arg Arg Ala Ay Tyr Ala
610 615 620
Page 86



Tyr
625
Lys

Hi s

Arg

Ser
705

Ile

Thr

Leu
785

Ile

Phe

Thr

865

Leu

Arg

Al a

Leu

Ser

Vet

690

Trp

Al a

Asn

Leu

Va

770

Leu

Ay

Ile

Phe

Lys

Arg

Thr

Leu

Lys

Arg

Arg

Ser

Arg

Thr

Pro

Lys

Lys

Ile

Trp

Lys

Asp

Asn

740

Lys

Pro

Asp

Arg

Leu

Phe

Pro

645

Ser

Phe

Arg

Phe

Leu

725

Phe

Phe

Tyr

Lys Cy

Hi s

Phe

Leu

Asn
885

Ser

Va

Ile

Lys

Va

710

Leu

Ile

Va

Asp

790

Ay

Leu

Leu

Pro
870

Trp

Lys

Trp

Asn

Lys

Tyr

695

Al a

Leu

Ay

Ay

Arg

Leu

Leu

Ser

Ser
855

Leu

Ay

N3027PCT_sequ. | i st..txt

Phe

GAn

Vet

Al a

680

Asp

Arg

Asn

Asp

Va

Va

Leu

Lys

Pro

Leu

Ay

Asp

665

Pro

Ay

Lys

Lys

Tyr

745

Arg

Phe

Leu

Lys

Ser

825

Tyr

Leu

Phe

Trp

Gn Arg Tyr

Tyr

Lys

GAu

Lys

©0
oc

Leu

Asp

Al a

Ser

Ser
890

Page 87

635

GAu

Asp

Ser

Al a

Ay

Lys

Ay

Ay

Va

Ser

Ser

Lys

Asn

875

Al a

Lys

Leu

Arg

Va

Arg

Vet

Va

780

Arg

Leu

Thr

Leu

Arg

Thr

Ay

Al a

GAn

Phe

Phe

685

Va

Arg

GAu

Asp

Lys

GAu

Lys

Vet

Leu

845

Tyr

Leu

Ay

Ile

Ay

Leu

Ile

Vet

Arg

Phe

Arg

Lys

Arg

Ser

Leu

Va

655

Leu

Leu

GAn

Arg

Asn

735

Hi s

Al a

Asp

Va

815

Asp

Ser

GAu

Leu

Arg

Thr
640

Leu

Ay

Ser

Pro

Asp

Leu

Asp

Va

Lys



Val Gn

Asn

Lys

Pro
930

Arg

Thr
945

Tyr His

Ala Pro

Ala Arg

Ser
101

Ay

Al a

Pro

Leu

107

Pro
108

Asp

Phe
110

Leu

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Phe H s

900

Val
915

Leu

Thr Arg

Asn Al a

GAn

Asn

Ser
980

Ay

Pro Pro
995

Thr Pro

0

Ay

Arg

Lys

Ser Phe

0

Ser Gy

5

Pro Asn

0

23

3860

DNA

Horo sapi

m sc_feat
(1)..(386

Gy
G n Vval
Asn

Arg

Asn Tyr

950
y Val
Gn Arg
Leu Pro
G u Ser
Val Arg
Pro Lys
Ala Leu
Asn Al a

Trp Trp

Asn Tyr

ens

ure
0)

myosin | F (MYO!IF)

23

N3027PCT_sequ. | i st..txt

Phe Gy Asp Leu Ala Val Leu Lys Pro Ser
905 910

Ser Ile Ay Pro Ay Leu Pro Lys Asn Ser
0 925

Thr Thr G n Asn Thr Gy Tyr Ser Ser Gy

935 940

Pro Val Arg Ala Ala Pro Pro Pro Pro Gy

955 960
I[le Arg Asn A n Tyr Val Pro Tyr Pro Hs
970 975
Ser Asn A n Lys Ser Leu Tyr Thr Ser Met
985 990
Arg Gn Gn Ser Thr Ser Ser Asp Arg Val
1000 1005

Leu Asp Phe Leu Lys Val Pro Asp G n

1015 1020

Arg Gn Thr Thr Ser Arg Pro Pro Pro

1030 1035

Pro dn Pro Lys Pro Lys Pro A n Val

1045 1050

Tyr Ala Tyr Asp Ala G n Asp Thr Asp

1060 1065

Asn Asp lle Ile Asp Ile Ile Lys Gu

1075 1080

Thr Gy Arg Leu Arg Gy Lys Gn Gy

1090 1095

Val  Thr Lys lle

1105

Page 88



gt gaacgggce
ct ccat cacg
agcaaggagc
gtgcttettce
gacgact aca
at gccct act
ccccegeaca
aaccagtgtg
at cat gggct
at cat cct gc
aacaattcca
gat gggggca
aat gagagga
cagaacct gg
caggt ggacg
att gggat cc
ct ggggaaca
ctggectttc
agccgcaaga
gt ggagcagg
gacttcctcg
ggt gt gct gg
at caacttcg
caggaggagt
gtcgtctgtg
gacgt gt gcg
ct gcaggcgyg
caccact acg
gttctcttct
ctcttcceeg
at caagaaac
cgct gcat ca

caccaggt gg

taccgecegcece

ccgceggt ggce

agaagcaggg
acccatt cag
gcttccactg
cccagat cac
tcttcaccta
t caccgaccg
t ctacgccct
t cat cattag
acat ct ccaa
agt ccaaccc
gccget ttgg
agat ct ccaa
act t ccacat
gcct cat gac
gcacggacga
cgcccagceat
tcagtttctg
ccgcect acct
t ggacagccg
cagcct acac
t ggaggccat
acatttacgg
t caat gagaa
at gt gcagga
acct cat cga
ccaccat gca
ct gt ggggac
ct ggcaaggt

ccgacct cat
agaagct gga
aagccaacga
aacccaacga
aat acct ggg

agttcgccaa

gt ggggacga

N3027PCT_sequ. | i st..txt

ccat gcccaa
gagcct ccag
gcagagccac
cgaagacgcc
cat cggct ct
t gagat cgac
cacggacaac
t ggagagagt
ggt gt ct ggce
gct gct cgag
caagtacttt
cttcttgetg
ctact accag
accggact ac
cagaagcgac
ccagcagctg
t gaagacggg
gct gggcat t
ct ggggcggy
ccgt gat gcc
caaccgt gct
cttcgagatc
gct gcagcaa
aggcat ccgc
aaacaagctg
cgccacgggc
ccacgagcat
ctcct acgac
agagct gatg
t ggagacaag
cct ggt ggcece
gaccaagagg
cct gaaggag
attcctgcag

acgccagggce

gccaccccca
gagcccagac
aacgt gaagc
attgccgeca
gt gct cat ct
ctct at cagg
at gt accgga
ggagct ggga
ggaggcgaga
gccttcggea
gagat ccagt
gagaagt ccc
ct gct ggaag
tattactacc
tttggtgaga
gt cct gcagce
aatt acgccc
gacagcgggc
cgcagcgagt
ct ggccaagg
at gcagaaac
ttccagaaaa
atctttatcg
t ggact ccaa
agccccccag
gggggagcag
tt caacagct
gt cagcggct
cagaccagtg
aaggggcgcece
acact gat ga
ccccgagact
aacat caggg
aggt at gcca

gt ccagcacc
Page 89

agat ccccct
accagccccec
agagcggcgt
acct ccggaa
ct gt aaaccc
gcgcggcecca
acat gctt at
agacagt ggc
aggt ccagca
acgccaagac
t cagccgagg
gcgt ggt cat
gggcct ccca
t caaccaatc
ct ct gagt gc
tcgt ggcggg
gagt ggagag
gact gcagga
ccat caat gt
ggctct atgc
cccaggaaga
at ggcttcga
aact taccct
tccagt act t
gcat cat gag
accagacact
ggagcgecegg
t ct gcgagag
agcaggcect t
ccagcaccgc
ggt gcacacc
gggaggagaa
t gcgcagagc
ttctgacccc

tgctt cgggce

gaacct gcac
caccat gggc
ggat gacat g
gcgcttcatg
cttcaagcag
gt at gagaat
cgact gt gag
agccaaat at
cgt caaagat
t gt gcgcaac
t ggggagcca
gcaaaat gaa
ggagcaaagg
ggacacct ac
t at gcaggt t
gatcttgcac
t gt ggacctc
gaagct gacc
gaccct caac
ccgectcttce
gt acagcat c
gcagttttgc
gaaggccgag
caacaacaag
cgtcttggac
gct gcagaag
cttcgtcatc
gaaccgagac
cctcecggatg
cggct ccaag
ccactacatc
cagagt caag
cggct t cgece
cgagacgt gg
ggt caacat g

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100



gagcccgacc
ttcctcctgg
gcct ggeggce
at cct gct ga
t acct ggggc
gacttcgccg
at cct gacgce
aagggccagg
tccct cagca
ct ggagagcg
acgcggaggc
ggct ggggcg
gt gct caagg
t ccaagcect a
acccgggcegy

agagggggce
ggccct cegt

cacaacacag
agcgt ggggce
ggt cccaggt
aacgt gaacg
cttcacggcc
t gggat act g
cctgccaatg
ct ccagt cct
ctggtcttcc
gact aacagc
gtgctgttgg
ttgctcattc

daddaadaaaa
<210> 24
<211> 1098
<212> PRT
<213> Hono
<220>

agt accagat
aggaggt gcg
gccacgt ggc
acaagaagga
t ggaggagceg
attcggt cac
ccaagt gt gt
t gt gt gaagt
cgcgacagga
tcttcaagac
ccct gecect
gt ggcggcac
ttggcggt cg
cgcggaaggg
cccct gegece
ccct gecect
ccacat ccct
aattcctcaa
aacggccagt

gccgggecct
aggt cattga

aggagggcct
ccttectettt
agagcct cgt
gcccaggecc
t ccaacat ca
agaat ct acc
caaagt gcca
t gt cat cact

daaaaaaaaa

sapi ens

N3027PCT_sequ. | i st..txt

ggggagcacce
agagcgaaag
t gt ccggaag
gcggaggegce
gcccgaget g
caagt acgac
gtat gt gat t
ctt gaagaag
cgacttcttc
cgagtttgtc
cacctt cagc
ccgcagegt c
gaccct cacg
aat ggccaag
ccccagaggce
ggagat cat g
gggagccagce
cgtgcct gac
gcctggtatg
at accagt ac
gatcctcatg
tttcccagga
cgccegect a
ttacct gggc
t gggt cacca
cacct gct gc
t cccaact gc

ggcacagttg

aaggcaat aa

aaggtctttg
tt cgat ggct
t acgaggaga
aacagcat ca
cgtcagttcc
cgccgcettcea
gggcgagaga
aaagt ggaca
at cct ccaag
agcctt ct gt
gacacact ac
accttctccc
gt cagegt gg
ggaaaacct c
at ggat cgca
t ct ggagggg

agacgacccc

cagggcat gg

ggccgaccca
gtgggccaag
gaagat ccct
aact acgt gg
tctgcctgec
t gcaat agcc
ggt cact gct
ccattctcca
catgtgatta
9992999999

acctttgcca

Page 90

t caagaaccc
ttgcccgaac
t gcgggagga
at cggaact t
t gggcaagag
agcccat caa
aagt gaagaa
t ccaggct ct
aggat gcegce
gcaagcgct t
agtttcgggt
gcggct t cgg
gcgat ggget
ggaggt cgtc
at ggggt gcc
gcacccacag
gggcacgt cc
ccggceat gca
agccccagcec
at gt ggacga
cgggetggtg
agaagatctg
ggcctggt gg
t aaaagt cca
gcagcccccg
tttctgtgtg
agaaat gggt
ggt ccttaac

ggt gaaaaaa

agagt cgct t
cat ccagaag
agcttccaac
cgt cggggac
ggagcggat g
gcgggacttg
gggacct gag
gcggggagt c
cgacagcttc
€gaggaggcg
gaagaaggag
cgact t ggca
gcccaagagc
ccaagcccct
cccct ct gece
gcct ccecegg
gccct cagag
gaggaagcgc
t cggacacat
gctgagettc
gaagggccgg
agct gggecc
ggagccaggce
gtcctttgge
cccct gggec
t gt caaaggg
ctt gagt cct
aagcgt gact

daaaaaaaaa

2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3860



N3027PCT_sequ. | i st..txt
<221> M SC FEATURE
<222> (1)..(1098)
<223> nyosin I F (MYOIF)
<400> 24

Met Gy Ser Lys Gu Arg Phe His Trp G n Ser His Asn Val Lys G n
1 5

Ser Gy Val Asp Asp Met Val Leu Leu Pro Gn lle Thr Gu Asp Al a
20 25 30

I[le Ala Ala Asn Leu Arg Lys Arg Phe Met Asp Asp Tyr Ile Phe Thr
35 40 45

Tyr Ile Gy Ser Val Leu Ile Ser Val Asn Pro Phe Lys G n Mt Pro
50 55 60

Tyr Phe Thr Asp Arg Gu Ile Asp Leu Tyr Gn Gy Ala Ala A n Tyr
65 70 75 80

Gu Asn Pro Pro His Ile Tyr Ala Leu Thr Asp Asn Met Tyr Arg Asn

85 90 95
Met Leu Ile Asp Cys Gu Asn G n Cys Val lle lle Ser Gy Gu Ser
100 105 110
Gy Ala Gy Lys Thr Val Ala Ala Lys Tyr Ile Met Gy Tyr Ile Ser
115 120 125

Lys Val Ser Ay Ay Gy Au Lys Val Gn Hs Val Lys Asp lle lle
130 135 140

Leu G n Ser Asn Pro Leu Leu Gu Ala Phe Gy Asn Ala Lys Thr Va
145 150 155 160

Arg Asn Asn Asn Ser Ser Arg Phe Gy Lys Tyr Phe Gu Ile G n Phe
165 170 175

Ser Arg Gy Gy Gu Pro Asp Gy Gy Lys Ile Ser Asn Phe Leu Leu
180 185 190

G u Lys Ser Arg Val Val Met G n Asn Gu Asn Gu Arg Asn Phe His
195 200 205

[le Tyr Tyr G n Leu Leu Gu Gy Ala Ser Gn Au Gn Arg G n Asn

Leu Gy Leu Met Thr Pro Asp Tyr Tyr Tyr Tyr Leu Asn G n Ser Asp
225 230 235 240

Thr Tyr An Val Asp Gy Thr Asp Asp Arg Ser Asp Phe Ay Gu Thr
245 250 255

Page 91



N3027PCT_sequ. | i st..txt
Leu Ser Ala Met Gn Val Ile Gy Ile Pro Pro Ser Ile Gn Gn Leu
260 265 270

Val Leu G n Leu Val Ala Gy Ile Leu Hs Leu Gy Asn Ile Ser Phe
275 280 285

Cys Gu Asp Gy Asn Tyr Ala Arg Val Gu Ser Val Asp Leu Leu Al a
290 295 300

Phe Pro Ala Tyr Leu Leu Gy Ile Asp Ser Gy Arg Leu G n du Lys
305 310 315 320

Leu Thr Ser Arg Lys Met Asp Ser Arg Trp Gy Gy Arg Ser G u Ser

[le Asn Val Thr Leu Asn Val Gu Gn Ala Ala Tyr Thr Arg Asp Ala
340 345 350

Leu Ala Lys Ay Leu Tyr Ala Arg Leu Phe Asp Phe Leu Val Gu Al a
355 360 365

[le Asn Arg Ala Met G n Lys Pro Gn Qu Gu Tyr Ser Ile Gy Val
370 375 380

Leu Asp Ile Tyr Gy Phe Gu Ile Phe G n Lys Asn Gy Phe Gu Gn
385 390 395 400

Phe Cys Ile Asn Phe Val Asn GQu Lys Leu Gn Gn lle Phe Ile Gu
405 410 415

Leu Thr Leu Lys Ala Gu G@n Au Gu Tyr Val Gn Gu Gy lle Arg

Trp Thr Pro Ile G n Tyr Phe Asn Asn Lys Val Val Cys Asp Leu Ile
435 440 445

G u Asn Lys Leu Ser Pro Pro Gy |le Met Ser Val Leu Asp Asp Val
450 455 460

Cys Ala Thr Met His Ala Thr Gy Gy Gy Ala Asp G n Thr Leu Leu
465 470 475 480

Gn Lys Leu Gn Ala Ala Val Gy Thr Hs Gu H s Phe Asn Ser Trp
485 490 495

Ser Ala Gy Phe Val Ile Hs His Tyr Ala Gy Lys Val Ser Tyr Asp
500 505 510

Val Ser Ay Phe Cys Gu Arg Asn Arg Asp Val Leu Phe Ser Asp Leu
515 520 525
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I'le
Pro

545

Ser

Pro

Ay

Arg

Thr

Leu

Lys

Arg

Arg

Ser

Arg

Arg

Thr

Thr

785

Pro

GAu

Lys

Thr

Arg

Leu

610

GAn

Trp

Arg

Va

Arg

Asn

Asn

GAn

Leu

Lys

Ile

Pro

Asp

595

Lys

Phe

Pro

Al a

Phe

675

Arg

Hi s

Ile

Phe

Phe

755

Tyr

Lys

Lys

Vet

Leu

Lys

Hi s

580

Trp

Al a

Arg

Va

660

Va

Lys

Va

Leu

Va

740

Leu

Asp

Ay

GAn

GAu

Asn

Lys

Trp

Asn

Lys

Phe

Al a

Leu

725

Ay

Ay

Arg

Va

GAn

Thr
Ay

550

Ile

Ile

Phe

630

Arg

Vet

Asn

Asp

Va

710

Asn

Asp

Lys

Arg

Tyr

790

Va

Ser

535

Asp

Al a

Arg

Asn

Pro

Ay

Arg

Lys

Tyr

Arg

Phe

775

Va

Cys

N3027PCT_sequ. | i st..txt
Gu A@n Ala Phe Leu

Lys

Asn

Arg

Va

GAn

Asp

Pro

Phe

Lys

Lys

Leu

Lys

Asp

Va

Arg

Arg

Asp
665
Ser

Al a

Tyr

Ay

Arg

Pro

Ay

Va

Ay

Leu

570

Lys

Lys

Arg

Tyr

Arg

GAn

Leu

Arg

Arg

Leu

Va

Arg

Arg

555

Va

Pro

Hi s

Al a

Al a

635

Tyr

Phe

Thr

Asp

Lys

GAu
795

540

Pro

Al a

Asn

Ay

Ile

Ay

Leu

Vet

Arg

Phe

Arg
780

Lys

Leu Lys Lys

Page 93

Arg

Ser

Thr

GAu

Va

605

Phe

Leu

Va

Vet

Leu

685

Arg

Asn

Arg

Al a

765

Asp

Va

Lys

Vet

Thr

Leu

Thr

590

Al a

Thr

Ay
670

Ser

Pro

750

Asp

Leu

Lys

Va

Leu

Al a

Vet

575

Lys

Tyr

Tyr

Pro

Hi s

655

Ser

Al a

Ser

Ile

Lys

Asp

Phe

Ay

Arg

Arg

Leu

Arg

Leu

Thr

Va

Trp

Al a

720

Asn

Leu

Va

Leu



Thr

Arg

Lys

Ay

Val

Ay

Al a

945

Ser

Thr

Arg

Asn

Val

Pro

Ay

Al a

Leu

Pro

GAu

Phe

Ser

Vet

930

Al a

Al a

Hi s

Arg

Val
1010

Gy Gn Arg Pro Val

1025

Arg Thr

1040

GAn
1055

Ile
1070

Leu

Phe

Leu

Ay

Ay

Val

915

Al a

Pro

Arg

Arg

Pro
995

Pro Asp G n Qdy

Asp Val

Leu Met

Val

Pro

Trp

Asp

900

Ay

Lys

Al a

Ay

Pro

980

Arg

Hs Gy Pro

805

Ay

Asp

Ser

Leu

Ay

Leu

Asp

Ay

Pro

Pro

Al a

Asp Gu

Gu Asp

Val

Al a

Leu

Thr

870

Ay

Al a

Ay

Lys

Pro
950

y Pro

Arg

Arg

Ser

Al a

Leu

855

Phe

Ay

Val

Leu

Pro

935

Arg

Leu

Ay

Pro

Vet

N3027PCT_sequ. | i st..txt
810

Leu

Ser

Ay

Leu

Pro

920

Arg

Ay

Pro

Pro

Pro

1000

Ala Gy Mt

1015

Pro
103

Arg Cys Arg Ala Leu

Gy Val

1045

Leu

Ser

1060

Pro
107

Ser Gy Trp Trp

Ser

825

Ser

Lys

Asp

Thr

Lys

Arg

Leu

Pro
985

Ser

Phe Asn Val

Thr Arg G n Asp

Phe Ser

845

Leu

Arg Phe Gu

Thr Leu Phe

875

Arg Ser Val Thr

Val Gy Gy Arg

Ser Ser Pro

925

Lys

Ser Ser Al a

Asp Asn Gy

Met Ser

Ser Thr Ser Leu

G u Hs Asn Thr

815

Asp Phe Phe

Val Phe Lys

Ala Thr Arg

Arg Val

Phe Ser

895

Arg

Thr
910

Leu Thr

Thr Arg Lys

Pro Thr Arg

Val Pro

960

Pro

Gy Gy dy

Gy Ala Ser

990

G u Phe Leu

1005

Gn Ag

1020

Gy Arg Pro
1

035

Tyr
1050

Asn
1065

Lys
1080
Page 94

G u Vval

Lys Arg Ser

Lys Pro G n

Gn Tyr Val

Ile

Gy Arg Leu



Hs Gy G@n Gu Gy Leu

1085

<210>
<211>
<212>
<213>

25

<220>
<221>
<222>
<223>

<400> 25
ggggcagggc

cttccagcag

gaaggccct g
ttcatgagga
gt gct ggt gt
aggt accagg
gcct acaagg

g99g9g9caggga

ccaagccaga
ct ggaggcct
t acat ggaca
ct act ggaga
taccaattgc
cct get gt at
ttggacagtg
agt cct gaag
atcgagtttg
gaggcact gg
tccctgect gg
gcagct gagg
gagt gggt gg
gat ggcaagg
aacagtttcg
cagct cat cc
gttgagtatt
ct ggccegt gc

3259
DNA
Hormo sapi ens

m sc_feature

(1) ..
myosin |G (MYO1G

(3259)

gggggcggt g

gcacaggaag
agt at ggcaa
acct gcagct
ccgt gaaccc
gccgt gaget
caat gaagca
agacagaagc
gggct gaggat
ttggcaat gc
tcaactttga
agt ct cgggt
t gagaggcag
acaatttcac
at gagcagag
aggt ggagtc
t ggagacgga
t ggaccat gt
ct cgcacagt
ccagct at gc
t gaacaggat
acacagt cat
agcagttctg
t gaagcagga
t caacaacgc

tggacgaggc

N3027PCT_sequ. | i st..txt

gggcct cccc
gt gaggcaag
acctgacttt
caggtt cgag
ct accaggag
ct at gagcgg
ccggt ccagg
cagt aagcac
ggagagggt ¢
ccgcaccaac
cttcaagggg
cct caagcag
t gaggacaag
acaccaggga
ccaccaggca
t gt gcat cgc
ggagggt ggg
ggct gaget g
t gcct cggga
ccgggat gec
caacagtgtc
tggegtgetg
cat caact ac
acaggaagag
caccattgtg

ct gcagct ct

Phe Pro Gy Asn Tyr Va
1090 1

tagccttccc
gtgtttccag
gtgcttttgg
aagggccgca
ct gceccect gt
ccaccccatc
gacacct gca
at cat gcagt
aaggacgt gc
cgcaat caca
gacccgat cg
cacgtgggtg
cagctgcatg
gcaggact ca
gt gaccgagg
atcctggcetg
ct gcagaagg
acggccacac
ggcagggaac
t gt gccaagg
at ggaacccc
gacatctatg
t gcaacgaga
t acgagcgcg
gat ct ggt gg

gct ggcacca
Page 95

GAu
095

tcccectcete
ccggcaggat
accaagt gac
tctacaccta
at gggcct ga
t ct at gct gt
tcgtcatctc
acat cgct gc
t gct caagt c
act ccagccg
gaggacacat
aaagaaact t
aact gcact t
acat gact gt

ccat gagggt

ccatattgca
agggcct ggc
cccgggacct
t cat agagaa
cagt gt acca
ggggccggga
gct t cgaggt
agct gcagca
agggcat cac
agcggcccca

t cact gaccg

Lys Ile

cttcactgtc
ggaggacgag
cat ggaggac
cat cggt gag
ggccat cgcece
ggccaacgcc
aggggagagt
t gt caccaat
cacctgtgtg
ctttggcaag
ccacagct ac
ccacgccttc
ggagagaaac
gcacagt gcc
cat cggcttc
cct gggaaac
agt ggccgag
cgt gct cege
gggccacact
gcgget gttt
t cct cggegt
gtttccegtce
gctattcatc
ct ggcagagc
ccgtggcatc

aatcttcctg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560



cagaccct gg
acagacaaga
acgt act ccg
cggct get gt
gacat cacag

gt ggccct gg

aat gaggaca
ct ggggct ge
tctcgattcc
ggct ccgaca
gcctttggec
agccgagecc
ttggcgaggt
agacacaagg
ccgccact ct
caggacacct
cccccttcag
cttcgtcagg
gacaat ccca
ggct t cgggg
cggaaccggg
t accgggt ga
ggagaccagc
cgct cceggce
tgccaggggg

cgcgggagt cc
cgct gegetc

acacgcacca
ccat ggagt t
t ggaaggct t
acaacagcac
aggt gaccaa
t ggagaacct
aggt agct gg
t ggagaat gt
t gct caggt a
aggcagccgt
acagcaagct
gcctcat ccc
ggcgetgecg
t gcgggct ca
acgggcgt ga
gccacgcact
acat gcccca
act ggggct g
cagcat caag
ctgtgctett
ccct cct get
t gcgggccegt
tggt ggt gct
cgccatt gga
agggccgceac
ggcgcect cat
gcggcet cet t

gcaccccgag gccgcecaat t
CCaadaaadaaad aaaaaaaaa
<210> 26

<211> 1018

<212> PRT

<213> Honp sapi ens
<220>

<221> M SC_FEATURE
<222> (1)..(1018)

N3027PCT_sequ. | i st..txt

ccgccat cac
t ggccgagac
cat cgacaag
ggaccccact
gcgcecccct g
t gcct ccaag
gaagct ggat
gagggt ccge
caagat gacc
gagcgctctc
gttcatccge
catcattgtg
gaggct gagg
cct ggct gag
ccttgtgtgg
cttctgcagg
gat caaggcc
ccgacgggcec
cectgtttgcet
tt caagccat
cacagaccag
gcccct t gag
gcacgcccegce
caaccgcgt t
cct ggaggt t
ct ccgt ggag
caccctgetc

gt ccgeccceg

ct acact aca
ttccggatca
aacagagat t
ct acgggcca
acggct ggca
gagccct t ct
gagaaccact
agggct ggct
t gt gaat aca
ct ggagcagc
t caccccgga
ctgctattgce
gctatctaca
ct gcagcggce
ccget geecce
tggcgggcece
aaggt ggccg
t gggcccgag
cagcgact aa
gt ccgcaagg
cacct ct aca
gcggt gacgg
ggccaggacg
ggggagcet gg
cgcgt ct ceg
cccaggcecgg
t ggcccagec

ccagcgcet gc

Page 96

ccagccgeca
agcact at gc
tcctcttcca
tgtggccgga
cactcttcaa
acgtccgcetg
gt cgccacca
tcgcttcceg
cat ggcccaa
acgggct gca
cact ggt cac
agaaggcat g
ccat cat gcg
gatt ccaggc
ct gct gt gct
ggcagcet ggt
ccat gggggc
actacctgtc
agacacttcg
t gaaccgct t
agct ggaccc
ggct gagegt
acct cgt ggt
t gggcgt gcet
act gcat ccc
agcagccaga
gct gagcgcec

aaat aaacct

gct ctgecce

aggggacgt c
ggact t caag
cgggcageag
gaactccat g
cat caagccc
ggt cgcat ac
ccagccct ac
ccacctgctg
gggggacgt g
act ggagcag
gcggggcacce
ctggttccgg
t gcaaggcag
gcagcccttc
gaagaacat c
cct gcaaggg
ct ct gccact
ggacaaagat
ccacaagat c
t gaccggcag
gaccagcgga
gtgcct gcac
ggccgceacac
act aagccat
gcccgatttce
cgcacccgcec

t ct gagt cag

1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3259



N3027PCT_sequ. | i st..txt
<223> nmyosin IG (MYOIG)

<400> 26
Met Gu Asp Qu Gu dy Pro Au Tyr Gy Lys Pro Asp Phe Val Leu
1 5

Leu Asp G n Val Thr Met G u Asp Phe Met Arg Asn Leu G n Leu Arg
20 25 30

Phe Gu Lys Gy Arg Ile Tyr Thr Tyr Ile Gy Gu Val Leu Val Ser
35 40 45

Val Asn Pro Tyr Adn Gu Leu Pro Leu Tyr Gy Pro Gu Ala lle Ala
50 55 60

Arg Tyr An Gy Arg Gu Leu Tyr Gu Arg Pro Pro His Leu Tyr Ala
65 70 75 80

Val Ala Asn Ala Ala Tyr Lys Ala Met Lys His Arg Ser Arg Asp Thr

85 90 95
Cys Ile Val Ile Ser Gy GQu Ser Gy Ala Gy Lys Thr Gu Ala Ser
100 105 110
Lys His Ile Mt GAn Tyr Ile Ala Ala Val Thr Asn Pro Ser G n Arg
115 120 125

Ala Gu Val Gu Arg Val Lys Asp Val Leu Leu Lys Ser Thr Cys Val

Leu Gu Ala Phe Ay Asn Ala Arg Thr Asn Arg Asn H s Asn Ser Ser
145 150 155 160

Arg Phe Gy Lys Tyr Met Asp |le Asn Phe Asp Phe Lys Gy Asp Pro
165 170 175

[le Gy Ay Hs Ile Hs Ser Tyr Leu Leu Gu Lys Ser Arg Val Leu
180 185 190

Lys Gn Hs Val Ay Gu Arg Asn Phe His Ala Phe Tyr G n Leu Leu
195 200 205

Arg Gy Ser Gu Asp Lys G n Leu Hs Au Leu Hs Leu Gu Arg Asn
210 215 220

Pro Ala Val Tyr Asn Phe Thr Hs Gn Gy Ala Gy Leu Asn Met Thr
225 230 235 240

Val His Ser Ala Leu Asp Ser Asp Gu G@n Ser Hs Gn Ala Val Thr
245 250 255

Gu Ala Met Arg Val Ile Gy Phe Ser Pro Gu Gu Val Gu Ser Val
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N3027PCT_sequ. | i st..txt
260 265 270

Hs Arg Ile Leu Ala Ala Ile Leu Hs Leu Gy Asn |Ile G u Phe Val
275 280 285

GQu Thr Gu Gu Gy Gy Leu Gn Lys Gu Gy Leu Ala Val Ala du
290 295 300

Gu Ala Leu Val Asp His Val Ala Gu Leu Thr Ala Thr Pro Arg Asp
305 310 315 320

Leu Val Leu Arg Ser Leu Leu Ala Arg Thr Val Ala Ser Gy Gy Arg
325 330 335

Gu leulle Gu Lys Gy Hs Thr Ala Ala Gu Ala Ser Tyr Ala Arg
340 345 350

Asp Ala Cys Ala Lys Ala Val Tyr G@n Arg Leu Phe A u Trp Val Val
355 360 365

Asn Arg Ile Asn Ser Val Met Gu Pro Arg Ay Arg Asp Pro Arg Arg
370 375 380

Asp Gy Lys Asp Thr Val Ile Gy Val Leu Asp Ile Tyr Gy Phe Gu
385 390 395 400

Val Phe Pro Val Asn Ser Phe GGu G n Phe Cys Ile Asn Tyr Cys Asn
41

405 410

Gu Lys Leu Gn Gn Leu Phe Ile G n Leu Ile Leu Lys Gn Gu Gn

Gu Gu Tyr Gu Arg Gu Ay Ile Thr Trp G n Ser Val G u Tyr Phe
435 440 445

Asn Asn Ala Thr Ile Val Asp Leu Val GQu Arg Pro His Arg Gy lle
450 455 460

Leu Ala Val Leu Asp Qu Ala Cys Ser Ser Ala Gy Thr Ile Thr Asp
465 470 475 480

Arg Ile Phe Leu G n Thr Leu Asp Thr Hs Hs Arg His Hs Leu H's
485 490 495

Tyr Thr Ser Arg A n Leu Cys Pro Thr Asp Lys Thr Met Gu Phe Gy
500 505 510

Arg Asp Phe Arg Ile Lys Hs Tyr Ala Ay Asp Val Thr Tyr Ser Val
515 520 525

Gu Gy Phe Ile Asp Lys Asn Arg Asp Phe Leu Phe G n Asp Phe Lys
530 535 540
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Arg

Asp

Ay

Ser

Va

Leu

625

Arg

Tyr

Al a

Ser

Ser

705

Trp

Tyr

Al a

Ay

Leu

Ay

Thr

Lys

Al a

Ay

GAn

Thr

Leu

Arg

Arg

Thr

GAu

Arg

Asp

Lys

Leu

Leu

Ay

Leu

Pro

Trp

Leu

675

Leu

Al a

Ay

Ile

Leu

755

Asp

Thr

Asn

Tyr

Phe

580

Pro

Lys

Leu

Tyr

Pro

660

Phe

Arg

Thr

Vet

740

Leu

Ile

Asn

Asp

Lys

Phe

Leu

GAu

Ser

645

Asn

Ile

Leu

Leu

725

Arg

Arg

Va

Hi s

Pro
805

Ser

550

Ile

Asn

Tyr

Asp

Asn

630

Arg

Hi s

Hi s

Arg

Ile

Al a

Trp

Arg

Trp

Al a

790

Pro

Thr

Thr

Ser

Va

Va

Phe

Leu

Ay

Ser

695

Pro

Arg

Phe

Phe

Pro

775

Leu

Ser

N3027PCT_sequ. | i st..txt

Asp Pro Thr

GAu

Vet

Arg

Asn

Arg

Leu

Leu

Leu

680

Pro

Trp

Arg

Leu

Phe

Asp

Va

Va

585

Hi s

Va

Leu

Arg Gy

Arg

Al a

Pro

Vet

Thr
570
Al a

Ile

Arg

Arg

y Ser

Ay

Thr

Va

Hi s

Al a

Pro

Page 99

Leu

555

Lys

Leu

Lys

Arg

Arg

Tyr

Asp

Asp

Leu

Leu

715

Arg

Lys

Arg

Al a

Trp

Arg

Arg

Va

Pro

Hi s

620

Al a

Lys

Lys

Va

Va

700

Leu

Arg

Va

Va
780

Arg

Ile

Al a

Pro

GAu

Asn

605

GAn

Ay

Vet

Al a

Al a

685

Thr

Leu

Leu

Arg

Pro

765

Leu

Al a

Lys

Vet

Leu

Asn

590

Va

Phe

Thr

Al a

670

Phe

Leu

Arg

Al a

750

Pro

GAn

Arg

Al a

Trp
Thr
575
Leu
Asp
Al a
Al a
Cy

655
Va

Ay

GAu

Al a
735
H s
Leu

Pro

GAn

Pro

560

Al a

Al a

Lys

Tyr

Ser

640

Ser

Hi s

GAn

Al a

720

Leu

Tyr

Phe

Leu

800

Va



N3027PCT_sequ. | i st..txt

Ala Ala Met Gy Ala Leu Gn Gy Leu Arg G n Asp Trp Gy Cys Arg
820 825 830

Arg Ala Trp Ala Arg Asp Tyr Leu Ser Ser Ala Thr Asp Asn Pro Thr
835 840 845

Ala Ser Ser Leu Phe Ala A n Arg Leu Lys Thr Leu Arg Asp Lys Asp
850 855 860

Gy Phe Gy Ala Val Leu Phe Ser Ser His Val Arg Lys Val Asn Arg
865 870 875 880

Phe His Lys Ile Arg Asn Arg Ala Leu Leu Leu Thr Asp G n H s Leu
885 890 895

Tyr Lys Leu Asp Pro Asp Arg G n Tyr Arg Val Met Arg Ala Val Pro
900 905 910

Leu Gu Ala Val Thr Gy Leu Ser Val Thr Ser Gy Gy Asp G n Leu
915 920 925

Val Val Leu His Ala Arg Gy G n Asp Asp Leu Val Val Cys Leu H s
930 935 940

Arg Ser Arg Pro Pro Leu Asp Asn Arg Val Gy du Leu Val Gy Val
945 950 955 960

Leu Ala Ala Hs Cys Gn Gy Qu Gy Arg Thr Leu Gu Val Arg Val
965 970 975

Ser Asp Cys lle Pro Leu Ser His Arg Gy Val Arg Arg Leu lle Ser
980 985 990

Val Gu Pro Arg Pro Gu @n Pro Gu Pro Asp Phe Arg Cys Ala Arg
995 1000 1005

Gy Ser Phe Thr Leu Leu Trp Pro Ser Arg
1010 1015

<210> 27

<211> 3807

<212> DNA

<213> Honp sapi ens

<220>

<221> msc_feature
<222> (1)..(3807)

<223> nyosin IH (MYOIH)

<400> 27
aaagaagacg tgaggaggaa acacatccgt ctgcacatgg aaggggcget gactgeecgg 60
gacaaggt cg gggttcagga ttttgtgeta ttggacgecgt acaccagcga atctgectitt 120

Page 100



gt cgacaacc
cttgtgtetg
t at caagggg
t accgaat ga
gcagggaaaa
acccagt cac
tttggaaatg
atacaatttg
aagt cccgag
ct ggcaggt g
t at aaat acc
t ggaaaact g
ctctttggaa
caaggctgtg
gt ccacccat
gaggt gat ct
gctgtttatg
aaggttggtc
ttactggaca
aattactgca
gcagaat at g
at ct gt gat t
attcggcctg
aaacat gcac
t ggat ggagt
tt ggaaaaaa
aacattatcc
acagt gggga
gagccct cct
gacttcctca
cgggct ggt t
t gcccagaca
aagt acat cg
ttccccagaa

gcaagaat cc

t ccgcaageg
t gaat ccat a
tcaatttctt
tgtgtgctga
cagaggcct ¢
t acaaat agc
ccagaacgct
attttcaggg
ttgtctacca
gcgaagagga
t ct cacaggg
tttccaacgc
ttattgccag
ccact at ccc
cagt cct t ct
gccegttgac
gacgaacgt t
aacgcatttt
t ct at gggt t
at gagaaact
aaat ggaagg
t ggt agaaga
gtcctgct ac
actt cgaaac
t ccgact cct
acaat gat ct
t gagggaat g
ctcagtttaa
acatccgttg
t aaggcat ca
ttgcataccg
cct ggecgea
gct acaaacc
ctetgtttge

aagccactta

N3027PCT_sequ. | i st..txt

tttcagcgag
ccaggagct c
t gaact gcca
act aaat aac
caagaaaat t
ccgt gacaga
ccggaat gac
cattcccgta
aaacgaaggc
gcgcct gt ct
tcattgtgcc
cttttctgtc
tgtcttacac
agacacccat
ggaagctctc
act agaact c
tacttggctg
ggatcccttg
t gaagtcttt
ccagcaactg
cat agagt gg
gagacat aaa
agact t gagt
ccgt aagcetg
ccact at gca
tctttacaga
cttcectgcetg
aaacagtctg
cat caagccc
gat caaat ac
aaggaaat ac
ct ggcacggyg
cgaggaat ac
t accgaagat

caaacgct gc

aacct cat at
ggaat ct aca
ccacat gt ct
catttcatcc
ct cgagt at t
ctgctgttct
aact ccagca
ggt gggcat a
gagcggaat t
t acct gggac
aaagagt cat
attgatttta
ct ggggaaca
gagat caagt
acccacagaa
tctgtctacg
gt caacaaaa
ctcttgctca
gacaagaat g
ttaattgaga
gagccaatta
ggaat cat at
ttcctggaga
gct ggt ccaa
ggagaggt ca
cat ct gaaag
gccgagt t ag
agcagccttc
aacgacagga
ct ggggct ga
gagcatttct
cct ccageag
aagtt aggca
gcct tt gaat

ct aggaagga
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acacat at at
ct gt gagcca
acgct at agc
tcatttctgg
tt gcagt gac
ccaacccagt
gatttgggaa
tcatcagtta
tccacatctt
t cgagcgaga
ccattagtga
ct gaagct ga
ttggttttga
ggat agccaa
aaat t gaagc
ct agagat gc
tcaattcctc
cgt ggaaaac
gttttgaaca
ggact ct aaa
aatatttcaa
ctattctgga
aat t ggaaga
agggccgaaa
cat act gcac
aagtgctgtg
aaaaccggag
t agaaaccct
aagaacccag
t ggagcacct
t gcaaaggt a
agggcegt gga
aaaccaaaat
ttagt aaaca

gagaat acgt

t ggcaccctc
gat ggaact t
cgacaacgct
agagagt ggg
ctgcccaatg
gct ggagget
at acat ggat
cttgat agag
ctaccagctg
ccccecagcetg
caagaat gac
cct cgagaat
agaagacgac
gct cct gggg
caaaact gag
aat ggcaaag
cttagttaac
t gt aattgga
gttctgtata
agcagaacag
caacaagat c
t gaagaat gc
gaaagt gggc
gaggat t ggc
caagggattc
caagt ccaag
gaggccccca
cat ct ct aag
caaattt gat
gcgggt gaga
caagtcctta
acggct gatc
attcattcgt
t caact agt t

gaaaaaaaga

180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220



caagcagcca
aggagaaagt
aaacccct ct
aat ¢t ccggt
atctt ggaaa
tact gccgeg
gaaatcttca
agt cggat ag
atccagtatg
caactcattc
at agagt act
attcatgttt
gtgtttgaag
gtt caaggaa
act ggact gg
cggaggaagt
t gaggaaact
gcecegcagea
atacaaattt
t aaat gccac
ccgtataatc
accatcactt
at at acgt gt
gaaat t gggt
tccattagcc
t gt gcat ggt
tttaaataaa
<210>
<211>

<212>
<213>

28
PRT

<220>
<221>
<222>
<223>

<400> 28

1032

t caaact gga
gggccgt gcg
gt cctgacaa
at caccttcc
at gcat caga
ggat cacagc
ggggaaggaa
at gaaggaga
gt gt cccggt
ttactcagaa
cagct ct caa
caccagagga
cagttact aa
gtttacagtt
aagaacaagt
cct gat agag
acaggggaag
ct aacagat c
tattgtaaaa
agcgcaaaag
tcacctttgc
accgattcac
agctcatgta
gatgtttttg
tcatggtttt
ct gagact aa

t ggaact cac

Hormo sapi ens

M SC_FEATURE

(1) ..
nyosin | H (MYOlH)

~(1032)

N3027PCT_sequ. | i st..txt

agcccact gg
gattat caga
cgaggaattt
aaagactgtc
t ct gct cagg
t gagcggaaa
agacggct ac
catt aat ccg
catt aaat at
agcagcttac
aggt gt ctcc
cagcaagcaa
actcgtcatg
ttttattagt
ct at aaaaat
gat gacgt ct
tggggat t gg
acat ct gcaa
t aaaaat gt a
cgt gt agcga
aagcgttt at
caaaactt ag
tttcacagtt
t gcccagcaa
gcttcaagtc
gt aaaggaaa

atgtgtc

cgt ggggccc

aagttcatta
atcgtgtttg
ct ggacaaga
aaaat gt gcg
gcaat gat gc
acagaaagt t
aaagtgcttc
gacagaaaag
gtggt ggaac
act agcaat c
aagggggatg
ct ggt t aaga
ccgggaaaag
aaaaat ggac
gacct ct acc
at ccagtt ag
ccct gaacgt
t at aaagcat
gcct gccacg
ttact gat gt
gt aat at ggt
t aat at gaga
cat gct gt ag
tcagcttcca

tttcctaaag
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t ggct cggaa

aaggat t cat
t gcggaagaa
gct ggct gag
t gaggaacct
agcaaaaggt
t aaat caacc
agct aatt ag
gctt caaagc
tt gccaaaat
tgagt gat gg
ccgttttgea
aggagaacat
aaggcacaat
aat t aacagt
atcgccattt
ctacctcttc
gcaggt t gga
at gagcacac
cttgtgactg
at gcggccac
cttatttttg
agtgctttgg
gaat tt aact
agaacctatc

ct gt gaaat t

ggcaat ccaa
cagt cgcaac
ttacatcttg
gcct cect gge
ggt gcagaag
agt t acaagt
ctttgtcaac
ccat gagaaa
acggcagegg
caagcagaaa
aatcttagtc
gt gt ggacac
t gt caat gt t
agttttcgac
ggtgtcagtc
ttgctccaac
aaggt accag
gaacgaat ga
aaat ggacaa
gggaggggct
cact gt gacc
atttaattaa
tctttattta
cttgtttaca
gatgacttac

tgaattttge

2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3807



Vet

Va

Arg

Leu

Va

Asn

Thr

Va

145

Ser

Pro

Va

Leu

Asp

225

Ser

Ser

Ile

GAu

Leu

Lys

Va

50

Vet

Tyr

Asn

Al a

Leu

Arg

Va

Tyr

Al a

Pro

Ser

Va

Al a

Ay

Leu

Arg

35

Ser

Al a

Hi s

115

Ser

Phe

Ay

GAn

Ile

Ile

Ser

Al a

Asp

20

Phe

Va

Leu

Ile

Phe

100

Lys

Leu

Al a

Ay

Leu

Ser

Asp

260

Va

Leu

Al a

Ser

Asn

Tyr

Al a

85

Lys

GAn

Phe

GAu

GAu

Tyr

Asp

Phe

Leu

Thr

Tyr

Pro

Asp

Leu

Ile

Ay

Lys

Lys

Thr

Hi s

Al a

Thr

Asn

Tyr

55

Ay

Asn

Ile

Leu

Vet

Ile

Tyr

Asn

Leu

N3027PCT_sequ. | i st..txt
Arg Asp Lys Val Qy
10

Ser

Leu

40

GAn

Va

Al a

Ser

Al a

Asp

Ser

Arg

Arg

Leu

Asp

Al a

Ay

Asn

Asp

Arg

Asn

Leu

Ser

Trp

Asp

Asn

Ser Al a

Tyr Thr

Leu Gy
6

Phe Phe
75

Arg Met

90

A u Ser

Phe Al a

Arg Leu

Thr Leu

155

G n Phe

Leu Ile

Phe H s

Ser Tyr

Gn Gy

Lys Thr

Leu Gu

lle Gy
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Phe

Tyr

GAu

Ay

Va

Leu

140

Asp

GAu

Leu

220

Hi s

Va

Asn

Phe

Va

Va

Tyr

Leu

Al a

Thr

125

Phe

Asn

Phe

Lys

Phe

205

Ay

Cys

Ser

Leu

Asp

30

Ay

Thr

Pro

Al a

-
-
o<

Ser

Asp

Ser
190

Tyr

Leu

Al a

Asn

Phe

270

GAu

Asp

Asn

Thr

Va

Pro

Lys

Pro

Asn

Lys
Al a
255

Ay

Asp

Phe

Leu

Leu

Ser

Hi s

80

Leu

Thr

Vet

Pro

Ser

160

Va

Leu

Arg

Asp



Arg

Lys

Thr

385

Asn

Asp

465

Lys

Arg

Leu

G
Leu
Lys
Leu
Thr
Val

370
Val

Ay

Leu

GAu

Oy
450

Lys
Leu

Leu

275

y Cys

Leu

Ile

Ser

Phe

355

Ay

Ile

Phe

Leu

Ay

Asp

GAu

Leu

Al a

Leu

515

Ser

Al a

Ay

GAu

Val

340

Thr

Ay

GAu

Ile

Leu

Ay

Hi s

Asn

Lys

Thr

Val

Al a

325

Trp

Arg

Leu

GAu

GAu

Val

Ile

Pro

Tyr

Asn

Asn

Ile

Lys

Al a

Leu

Ile

Leu

390

Phe

Arg

Trp

Arg

Lys

Lys

Al a

Asp

Pro

295

Pro

Thr

Arg

Val

Leu

375

Asp

Cys

Thr

Pro

Val

Ay

Ay

Leu
535

N3027PCT_sequ. l i st..txt

280

Asp

Ser

Asp
Asn

360

Asp

Leu

Pro

440

Arg

Ay

Ay

Arg

Leu

Leu

Thr

Val

Al a

345

Lys

Pro

Tyr

Asn

Hi s

Pro

Lys

Tyr

Arg

Hi s

Leu

Val

330

Vet

Leu

Tyr

Al a

Lys

Lys

Al a

Hi s

490

Arg

Thr

Arg

GAu

GAulle
300

Leu Gu
315

[le Cys
Ala Lys
Asn Ser

Leu Leu
380

Phe A u
395

Cys Asn

GAu dn

Tyr Phe

Thr Asp
475

Ala His
lle Gy
Tyr Cys
Hi s Leu

540

Cys Phe
555
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285

Lys

Al a

Pro

Al a

Ser

365

Leu

Val

GAu

Al a

Asn

445

Leu

Phe

Trp

Thr

525

Lys

Leu

Trp

Leu

Leu

Val

350

Leu

Thr

Phe

Lys

Asn

Ser

Ser

Vet
510

Lys

Leu

Thr

Thr

335

Val

Trp

Asp

Leu

415

Tyr

Lys

Phe

Thr

495

Ay

Val

Al a

Al a

Hi s

320

Leu

Ay

Asn

Lys

Leu

Leu

480

Arg

Phe

Phe

Leu



N3027PCT_sequ. | i st..txt

Leu Gu Asn Arg Arg Arg Pro Pro Thr Val Gy Thr G n Phe Lys Asn
565 570 575

Ser Leu Ser Ser Leu Leu GQu Thr Leu Ile Ser Lys Gu Pro Ser Tyr
580 585 590

[le Arg Cys Ile Lys Pro Asn Asp Arg Lys G u Pro Ser Lys Phe Asp
595 600 605

Asp Phe Leu Ile Arg Hs Gn lle Lys Tyr Leu Ay Leu Met Gu H's
610 615 620

Leu Arg Val Arg Arg Ala Gy Phe Ala Tyr Arg Arg Lys Tyr Au His
625 630 635 640

Phe Leu G n Arg Tyr Lys Ser Leu Cys Pro Asp Thr Trp Pro His Trp
645 650 655

Hs Ay Pro Pro Ala GQu Ay Val Gu Arg Leu Ile Lys Tyr Ile Gy
660 665 670

Tyr Lys Pro Gu GQu Tyr Lys Leu Gy Lys Thr Lys Ile Phe Ile Arg
675 680 685

Phe Pro Arg Thr Leu Phe Ala Thr G u Asp Ala Phe G u Phe Ser Lys
690 695 700

Hs Gn Leu Val Ala Arg lle dn Ala Thr Tyr Lys Arg Cys Leu Gy
705 710 715 720

Arg Arg Gu Tyr Val Lys Lys Arg Gn Ala Ala Ile Lys Leu Au Ala
725 730 735

Hs Trp Arg Gy Ala Leu Ala Arg Lys Ala lle Gn Arg Arg Lys Trp

Ala Val Arg Ile Ile Arg Lys Phe Ile Lys Ay Phe Ile Ser Arg Asn
755 760 765

Lys Pro Leu Cys Pro Asp Asn Gu Gu Phe Ile Val Phe Val Arg Lys
770 775 780

Asn Tyr |le Leu Asn Leu Arg Tyr His Leu Pro Lys Thr Val Leu Asp
785 790 795 800

Lys Ser Trp Leu Arg Pro Pro Gy Ile Leu Gu Asn Ala Ser Asp Leu
805 810 815

Leu Arg Lys Met Cys Val Arg Asn Leu Val Gn Lys Tyr Cys Arg Gy
820 825 830

Page 105



N3027PCT_sequ. | i st..txt

[le Thr Ala Gu Arg Lys Ala Met Met G n GAn Lys Val Val Thr Ser
835 840 845

Gulle Phe Arg Gy Arg Lys Asp Gy Tyr Thr Gu Ser Leu Asn Gn
850

Pro Phe Val Asn Ser Arg Ile Asp Gu Gy Asp Ile Asn Pro Lys Va
865 870 875 880

Leu G n Leu Ile Ser Hs Gu Lys Ile Gn Tyr Gy Val Pro Val lle
885 890 895

Lys Tyr Asp Arg Lys Gy Phe Lys Ala Arg Gn Arg Gn Leu lle Leu
900 905 910

Thr G n Lys Ala Ala Tyr Val Val Gu Leu Ala Lys Ile Lys G n Lys
915 920 925

I[le Gu Tyr Ser Ala Leu Lys Gy Val Ser Thr Ser Asn Leu Ser Asp
930 935 940

Gy Ile Leu Val Ile H's Val Ser Pro Gu Asp Ser Lys Gn Lys Gy
945 950 955 960

Asp Ala Val Leu G n Cys Gy Hs Val Phe Gu Ala Val Thr Lys Leu
965 970 975

Val Met Leu Val Lys Lys Gu Asn Ile Val Asn Val Val Gn Gy Ser
980 985 990

Leu G n Phe Phe Ile Ser Pro Ay Lys Gu Gy Thr

[le Val Phe Asp
995 1000 1005

Thr Gy Leu Au Gu dn Val Tyr Lys Asn Lys Asn Gy Gn Leu
1010 1015 1020

Thr Val Val Ser Val Arg Arg Lys Ser
1025 1030

<210> 29

<211> 5798

<212> DNA

<213> Honp sapi ens

<220>

<221> msc_feature

<222> (1)..(5798)

<223> nyosin |11 A (MYCBA)

<400> 29
ggat ggcgeg gat ggcgegg cctccacctg cgggecagt gg agagagcgge gagaggaaga 60
atattccccg cgagccggga taaggggecc cttcggetcg gttgacccag gt cagat cct 120

Page 106



ccecgecgacce
ct gcecgecce
ccggcettecc
gcgt ct gagce
atgtttccat
t gggaaat ca
aagaaaaat g
gagat t gaag
ttctatggga
gagctctgca
agaat gagt g
ttgcat aaca
gaaggt ggag
cgt cggaaca
cagcaatt gg
at t gagct gg
aaaat accaa
aat gacttca
cttttacagc
ct aacggaat
cgtattcaca
gatgatttag
tgttattcca
tttcagagtc
actgccagtc
tataattcag
gctcatcttt
gagaagattt
aat gacaat t
gt agt gggag
att ggagaaa
aaact agccc
ct cagaacag
gagcaat gt t

ctcgct gcaa

ttcggecege
ct cgagggag
gcccaggecc
attgttatgc
t aat t ggaaa
ct gagacaat
gccaaaaagc
cagaat at aa
tatactttaa
gt ggaggat c
agcct ct aat
acaaaact at
t gaaact agt
cat ccgt agg
ataccactta
gt gat ggaga
ggaat ccacc
t aagcaagt g
at aaat t cat
t catt ggcat
cgaagaaagg
caaccct aga
gagat cagat
tgggtctita
ct cct cacat
at cagt gcat
t agttcagca
t acaagt gaa
ct agcagat t
cacagatttc
aaaattttca
att acaaact
t acaagacat
t caaagt cat

tctt gaat gt

N3027PCT_sequ. | i st..txt

cct ct acagg
cgccecegt age
agggccccag
gttattttca
aacaat catc
t ggcaaagga
agcagt caaa
catcttaaaa
gaaggat aaa
agt gact gac
tgcctat at t
ccacagagat
agattttggt
aacaccgttt
t gacgccaga
tcctccact a
cccaaaacta
cttgact aaa
t act caaat t
ccat caat gc
gaact t caac
aattttggat
ct acgt ct at
ct ccacaaag
ttttgcaatg
tgttatttct
gct gacagt g
caatttggta
t ggaaaat ac
tgaatatctc
tattttttac
gcct gaaaat
cat gaat aat
aggttttaca

t ggcaacat t

cggcccagt t
cagcgccccece
t gcagcct gg
agctttgcta
tttgataact
acttat ggga
attcttgatc
gcactttctg
gt aaat ggag
cttgtgaaag
ttacat gaag
gt gaaaggca
gtgtctgcac
t ggat ggct c
t gt gacact t
gctgaccttc
aggcagcctg
gatt at gaaa
gagggcaaag
at gggaggca

cgacct ct aa
gagaat acag
gt gggagaca
catt ccaaac
gctgacttag
ggagaaagtg
ctt ggaaagg
gaagcctttg
tt agaaat ga
ct ggaaaaat
tacatttatg
aagcct ccca
agtttctata
at ggagcaac

gaattttctt
Page 107

cttcecectge
gt aaagaaat
acacagt at t
acggttttta
ttcctgatcc
aagtttttaa
caattcacga
accaccct aa
acaagctgtg
gatttctgaa
cact aat ggg
at aacat t ct
agct caccag
ct gaggt gat
ggt ccet ggg
at cccat gag
agctatggtc
agcgt ccaac
at gt gat gct
cagaaaaggc
t at ccaat ct
t ct cagagca
tactcattgc
tatatattgg
gat at caat ¢
gt gct ggaaa
ct aat aacag
gcaatgcctg
aattcacctc
cccgagt t at
ctggtttggc
ggt acct aca
aat cccagt a
tt ggt agt at
ct gt ggcaac

t cggct gecce
aaggaggcgc
caaagttttg
aacctttgag
ttctgataca
agt at t gaat
tattgacgaa
t gt ggt caga
gttggttctt
gaggggt gaa
actt caacat
att gaccacg
tacccggcac
t gcat gt gaa
t at cacggcc
agcactcttc
agcagaattc
agt gt cagaa
acaaaaacaa
cagacgt gaa
gaaggat gt a
act t gagaag
tcttaaccct
at caaagaga
t at gat aaca
gact gaaaat
aaccttgcaa
cactattata
ttctggagcg
ccaccaagct
t gaaaagaag
aaat gaccac
t gaattaat t
at acagcat a

t gaacaccag

180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220



att gacaaga
att cgggcag
acaattatac
actttatatg
gact cat cac
tttgaaaatt
attcagtatt
gatgtggatg
caaaagccaa
gaccagact ¢
aaaagaat gg
agt ggat t ct
t cat ccgaca
ctgccacat t
at caacct gg
at gaaaacac
at ggt ggt gg
agaaaatatg
gcaagaattc
tactaccttc
accattttgg
aagtattatc
ttgattcaag
aaaaggaaag
caaagaaaag
caggaattcg
gcagaaaat g
gtatctgtag
agt aacaaca
aagcaagaat
ct ggaagaga
t at cagaggt
aaggccat at

tttaaaaaaa

gccacatttc
at gagct aca
gacccaat ac
gacgtctctt
caagt gggaa
t caaaaaaaa
att at aat ca
ct agagtt at
tgggtttact
tt gt agaaaa
aacttagttt
t agccaaaaa
acagt gt aat
ct aaaact aa
caaagggcga
aaacggttgc
gccaacct ca
acaaagagaa
gaagact agg
tctgctacaa
aaaaagct gg
acgt ggagca
cttgtgtcag
aaagcgct at
aaattgttga
act acaagaa
caat ct ct gc
t gaagacttc
gagt gt at ca
tctaccttgt
acagcaat ct
acacagagga
cagaaaggcc

ctttggaacc

N3027PCT_sequ. | i st..txt

t aat cat aca
agaagctctc
t gt agaaaaa
tagttggata
tggtgatgag
ttccttcgag
acatgtgttt
t gaat at gag
ttccctactt
atttgaaggt
t ggaatt cac
cagagacact
t aggcaact a
aaatgttata
cact ggagaa
atcatatttt
ttttgtcegt
agttctgcta
attctcccat
gt cgagcgag
t ct cgat aac
gttaaatcta
agcattcttg
aat aat acag
cat gaaaaac
aaactttgaa
t aat gaaaga
cactttcaaa
gact ccaaaa
agggccagaa
aaggaaagt g
gaggaat t gt
aagct accca

tacacttagc

gccct ggaga
acct cccact
gctaccgat g
gtcaattgca
ctgagcattg
cagct gt gca
gcat gggaac
gat aact ggc
gat gaagaaa
aacct gaaat
cattatgcag
cttcctactg
gt caaccacc
aact at caaa
gccacacgtc
agatattccc
t gcat caaac
cagct t cggt
cggatacttt
gagccccgcea
tgggctcttg
at gcgaaagg
tgttcaagaa
t cagct gcaa
acagcagt aa
aat acaaggg
ttcatttcag
cct gaagagg
aaaat gaat a
gt aagcccca
gagaaagagg
gaagagt caa
gt gcct t ggt
caaaggt caa
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actgtgcttc
gt gt ggt cac
t cagggat gc
ttaacagttt
gcattcttga
ttaacattgc
agaat gaat a
ccctcttaga
gtagatttcc
cacaat act t
gaaaggt cct
acat t gt gct
ct ct gaccaa
t gaggacttc
at gccagaga
tgatggattt
caaat agt ga
acacaggaat
ttgctaact t
t gagccect ga
gaaaaacaaa
aagct attga
gat accaaaa
gaggacacct
caaccattca
aatctttcgt
ct ccaaat aa
aaaccaccaa
atgtgtatga
aacagaagt c
aagct at gat
aagcagcat a
t agct gaaaa

tttatcaaaa

tttgetttge
t agaggagaa
cat ggct aaa
gt t gaagcat
tatatttgge
aaat gaacaa
cct aaat gaa
tatgtttctg
caaggccact
ct ggagaccc
ct at aat gca
acttttgagg
aacaggt aat
agaaaaatta
gacaaccaac
gttgtctaaa
gcgt caggca
t ct ggaaaca
t at aaagcgg
cacct gt gcc
agtgttcctt
caagcttatt
aat acaggag
t gt caggaaa
aact t ct gat
gaagaaacaa
t aaaggaagt
tgct gt ggag
ggaagaggtt
t gt caaagac
ccagagttac
t ct agaaagg
t gagacttcc

t gcaaacagc

2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260



at ggaaaaag
gaaggcagag
caggcccagg
aagagaaggc
acaacaccaa
gaggaaat ca
gaagcat gt g
attctgcaga
ggt gt ct cgc
gt ct gt aaag
acattaaata
gaaaaacgaa
t at aaggaat
cgaagaccac
gcggagagcc
aggct cct gc
gaggcagt ca
act ct ggggc
tgctgegetc
gagccct cgg
ccagcccgcec
tttttgtgac
gggtgact ga
cacttgct ag
gatgtatttc
aggaagt gcc

<210> 30
<211> 1616
<212> PRT
<213> Hono
<220>

<221>

<222> (1).
<223>

<400> 30
Met

1

aaaagaagac
gccgt ct gag
aggaagaaga
agcagt t gag
cagaagt agc
at aacat caa
gtttggcaat
aaaaattgaa
accat aagcc
gagaggagcce
accct gaaga
gaccaaggaa
ttttgcccag
agcaagaact
ccgagaagga
gcaaaacctc
ccgecegt cgg
t ggcaccagc
ggccct caag
gaaacct ccc
agttgtggca
t cct gt ggac
att cacagat
cggttgaatc
at ct caagct

tt ggaaaacc

sapi ens

M SC_FEATURE

~(1616)

N3027PCT_sequ. | i st..txt

at ct gt agt t
gcat gagaca
t aaagcagcg
gaaggacaag
aagaaacact
gaagaaggat
tttttcaaaa
t gaaat gat t
aatt aat aga
aaaaatattg
ct ccacat ac
agacagt cag
tcgttctgga
ccagaat caa
ggaggagaga
ccagcgcecgg
aaggcgcet gg
aggcact gaa
t gccecgggcec
ccgacgct ct
accct gt cct
t ccact gegce
tttttttttt
tt agagaaaa
tgctctttect

cgt gaaaaaa

myosin |11 A (MYCBA)

Phe Pro Leu Ile Gy Lys Thr
5

acccagcegtg
gt caaagaga
gtattcattc
atgtcttott
cat aatttgt
aacaaagact
cagat at caa
tt gt cacagc
cgagtttctt
agacccccaa
tattatctac
ggaaaat t at
ccaaaggaac
t gt att aagg
gagccagcag
cgcect cgt cc
agcct gcggg
gct gecggecc
ggccttcegtg
ct ct cggaac
tgttccccta
ctgggatctc
at t ggaaacg
aagcccggga
cttcectttgg

daaaaaaa

10

Page 109

caccgat at g
ggcaagttga
agagcaaat a
tt aagcat ca
attcctatcc
cgaaagcaac
agttatctga
aact gaagt ¢
ct cagcagt g
gacgaccccg
ttcat aagtc
tagatttgga
at agccct ag
ct aat gaaag
ccaaccccta
agcagtccta
gcagcagggg
t gat ct ccge
ct ccgaaaca
t cccgecacce
at ct at cact
gccaacccct
gettttettg

ggggt gggga
ttattaaggt

cagccaggag
accagt gaca
ccggggtt ac
gaggattgtc
cacaaaacat
tt cagaaaga
agaatatttc
actttatctg
cct ct caggt
gaaacccaaa
aat ccaagaa
agatttctat
tttaagagaa
gt gct gggcg
cgactt cagg
accgttcaac
ccaagcaggc
agaggct gcc
agagacct gg
tcctttctca
ttgttctttt
ctctcatttg
gccaacagaa
gaatttcgaa

cact aaat aa

I[le Ile Phe Asp Asn Phe Pro Asp

15

4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5798



Pro

Ay

Val

Phe

Trp

Lys

Tyr

Ser

Al a

Al a

Asp

225

Lys

Ser

Ser

Lys

Lys

50

Tyr

Leu

Ay

_,__
w—
([&X0]

Thr

Ay

Thr

Pro

Arg

Ay

Al a

Lys

Asp

Val

35

Ile

Asn

Ay

Val

115

Leu

Ile

Ay

Arg

Asp

Pro

GAu

Arg

Thr
20
Phe

Leu

Ile

Leu

100

Leu

Hi s

Hi s

Val

180

Val

Asp

Pro

Arg

Phe

260

Pro

Trp

Lys

Asp

Leu

Tyr

85

GAu

Lys

Thr

Pro

Asn

245

Asn

Thr

GAu

Val

Pro

Lys

Phe

Leu

Arg

Al a

Asp

Leu

Arg

Al a

Trp

Leu

230

Pro

Asp

Val

Leu

Al a

Lys

Ay

Leu

135

Val

Val

Asn

Ser

215

Al a

Pro

Phe

Ser

N3027PCT_sequ. | i st..txt

Thr

Asn

40

Hi s

Leu

Lys

Ser

Vet

Lys

Asp

Thr

Leu

Asp

Pro

Gu
25
Lys

Asp

Ser

Ay

Ay

Phe

Ser

185

Ay

Leu

Lys

Ser

265

Leu

Thr 1le

Lys Asn

Asp His

75

Lys Val

Gy Ser

Met Ser

Leu G n

Asn Asn

155

Val

Val Gy

G n Leu

Ile Thr

Hs Pro

235

Leu Arg
250

Lys Cys

Leu G n
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Ay

Ay

GAu

Pro

Asn

Val

GAu

Hi s

140

Ile

Ser

Thr

Asp

Al a

220

Vet

GAn

Leu

Hi s

Lys

GAn

GAu

Asn

Ay

Thr

Leu

Leu

Al a

Pro

Thr

205

Ile

Arg

Pro

Thr

Lys

Ay

30

Lys

Ile

Val

Asp

Hi s

Leu

Phe
190

Thr

Al a

Lys

Phe

Thr

Al a

Val

Asn

Thr

Leu

175

Trp

Tyr

Leu

Leu

Leu

255

Asp

Ile

Tyr

Al a

Al a

Arg

80

Leu

Val

Al a

Asn

Thr

160

Thr

Vet

Asp

Ay

Phe

240

Trp

Tyr

Thr



Arg

Leu

Thr

Val

Ay

Thr

Ser

Ser

Thr

Asn

Ser

Lys

Phe

Tyr

545

Leu

Ile

Lys

Va

Tyr

370

Leu

Al a

Vet

Ay

Va

450

Va

Asp

Ser

Ser

Tyr

530

Lys

Arg

Hi s

Asp

Ser

355

Va

Tyr

Ser

Ile

Al a

435

Leu

Asn

Asn

Ay

Arg

Tyr

Leu

Thr

Ay

Hi s

Thr

Va

340

Ay

Ser

Pro

Thr

420

Ay

Ay

Asn

Ser

Al a

500

Va

Ile

Pro

Va

Lys

Asp

Thr

Pro

405

Tyr

Lys

Lys

Leu

Ser

485

Va

Ile

Tyr

GAu

GAn

Leu

Ile

Lys

Hi s

Asn

Thr

Al a

Va

470

Arg

Va

Hi s

Al a

Asn

550

Asp

Va
295

Ay

Leu

Leu
375

Hi s

Ser

Asn
455

Phe

Ay

Ay

Lys

Ile

N3027PCT_sequ. | i st..txt
Leu G n Lys Gn

Vet

Ay

Asn

Al a

Ser

Phe

Asp

Asn

440

Asn

Al a

Ay

Al a

Al a

520

Leu

Pro

Vet

Ay

Phe

Thr

345

Al a

Lys

Al a

Al a

Arg

Phe

Lys

GAn

Ile

Al a

Pro

Asn

Thr Gu

Asn Arg
330

Leu Gu

Tyr Ser

Leu Asn

Leu Tyr
395

Met Al a
410

Cys lle

H s Leu

Thr Leu

Gy Asn
475

Tyr Leu
490

Ile Ser

Gy Gu

G u Lys

Arg Tyr

555

Asn Ser
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300

Lys

Pro

Arg

Pro

380

Asp

Va

Leu

Al a

GAu

GAu

Lys

Lys

Leu

Phe

Leu

Al a

Leu

Leu

Asp

365

Phe

Ay

Leu

Ile

Va

445

GAu

Cys

Vet

Tyr

Asn

525

Lys

Tyr

Thr

Arg

Ile

GAn

Ser

Ay

Ser

430

Lys

Thr

Lys

Leu

510

Phe

Leu

Asn

Lys

Arg

Ser
335

Ser

Lys

Ile

Phe

495

Leu

Hi s

Al a

Asp

Ser

Phe

Asn

Asn

Tyr

Leu

Leu

Leu

Thr

GAu

Ile

Hi s

Hi s

560

GAn



N3027PCT_sequ. | i st..txt
570

565 575

Tyr Gu Leu Ile Au Gn Cys Phe Lys Val Ile Ay Phe Thr Met Gu
580 585 590

Gn Leu Gy Ser Ile Tyr Ser Ile Leu Ala Ala Ile Leu Asn Val Gy
595 600 605

Asn Ile Qu Phe Ser Ser Val Ala Thr Gu His An lle Asp Lys Ser
610 615 620

Hs Ile Ser Asn H's Thr Ala Leu Gu Asn Cys Ala Ser Leu Leu Cys
625 630 635 640

I[le Arg Ala Asp GGu Leu G n Gu Ala Leu Thr Ser His Cys Val Val
645 650 655

Thr Arg Gy Gu Thr Ile Ile Arg Pro Asn Thr Val Gu Lys Ala Thr
660 665 670

Asp Val Arg Asp Ala Met Ala Lys Thr Leu Tyr Gy Arg Leu Phe Ser

Trp Ile Val Asn Cys |le Asn Ser Leu Leu Lys His Asp Ser Ser Pro
690 695 700

Ser Gy Asn Gy Asp Gu Leu Ser Ile Gy Ile Leu Asp Ile Phe Gy
705 710 715 720

Phe G u Asn Phe Lys Lys Asn Ser Phe Gu Gn Leu Cys Ile Asn lle
725 730 735

Ala Asn Gu @n lle A@n Tyr Tyr Tyr Asn Gn Hs Val Phe Ala Trp
740 745 750

Gu G@n Asn Gu Tyr Leu Asn G u Asp Val Asp Ala Arg Val lle Qu
755 760 765

Tyr G u Asp Asn Trp Pro Leu Leu Asp Met Phe Leu G n Lys Pro Met
770 775 780

Gy Leu Leu Ser Leu Leu Asp Gu Gu Ser Arg Phe Pro Lys Ala Thr
785 790 795 800

Asp G n Thr Leu Val Gu Lys Phe Gu
805

Asn Leu Lys Ser G n Tyr

©0
o<
o)
-y
o

Phe Trp Arg Pro Lys Arg Met G u Leu Ser Phe Gy Ile Hs Hs Tyr
820 825 830

Ala Gy Lys Val Leu Tyr Asn Ala Ser Gy Phe Leu Ala Lys Asn Arg
835 840 845

Page 112



N3027PCT_sequ. | i st..txt

Asp Thr Leu Pro Thr Asp Ile Val Leu Leu Leu Arg Ser Ser Asp Asn
850 855 860

Ser Val |le Arg G n Leu Val Asn Hs Pro Leu Thr Lys Thr Gy Asn
865 870 875 880

Leu Pro His Ser Lys Thr Lys Asn Val Ile Asn Tyr G n Mt Arg Thr
890

Ser Gu Lys Leu Ile Asn Leu Ala Lys Gy Asp Thr Gy Gu Ala Thr
900 905 910

Arg Hs Ala Arg Gu Thr Thr Asn Met Lys Thr G n Thr Val Ala Ser
915 920 925

Tyr Phe Arg Tyr Ser Leu Met Asp Leu Leu Ser Lys Met Val Val Gy
930 935 940

Gn Pro Hs Phe Val Arg Cys Ile Lys Pro Asn Ser Gu Arg G n Al a
945 950 955 960

Arg Lys Tyr Asp Lys Gu Lys Val Leu Leu G n Leu Arg Tyr Thr Gy
965 970 975

I[le Leu Gu Thr Ala Arg Ile Arg Arg Leu Gy Phe Ser His Arg Ile
980 985 990

Leu Phe Ala Asn Phe Ile Lys Arg Tyr Tyr Leu Leu Cys Tyr Lys Ser
995 1000 1005

Ser Gu Gu Pro Arg Met Ser Pro Asp Thr Cys Ala Thr Ile Leu
1010 1015 1020

GulLys Ala Gy Leu Asp Asn Trp Ala Leu Gy Lys Thr Lys Va
1025 1030 1035

Phe Leu Lys Tyr Tyr Hs Val Gu Gn Leu Asn Leu Mt Arg Lys
1040 1045 1050

GuAla Ile Asp Lys Leu Ile Leu lle Gn Ala Cys Val Arg Al a
1055 1060 1065

Phe Leu Cys Ser Arg Arg Tyr Gn Lys Ile G n GQu Lys Arg Lys
1070 1075 1080

Gu Ser Alallellelle Gn Ser Ala Ala Arg Gy H's Leu Va
1085 1090 1095

Arg Lys Gn Arg Lys Au Ile Val Asp Met Lys Asn Thr Ala Va
1100 1105 1110

Page 113



Thr

Phe

Al a

Ay

Pro

Phe

Lys

Asn

Ser

Thr

Val

Ay

Val

Al a
1235

Cys
1250

Ser
1280

Tyr
1295

Val
1310

Thr
1340

Ser
1355

Asn

Ser

Val

Thr

Lys

Leu

Leu

Vet

Arg

Phe

Thr

Leu

Lys

GAn

Thr

Al a

Ser

Asn

Vet

Val

GAu

Pro

Lys

Asn

GAn

Arg

Al a

Tyr

Thr

Arg

Asn

Val

Al a

Asn

Ay

GAu

GAn

Ser

Ser

Lys

Al a

Arg

Hi s

GAn

Arg

GAu

GAu

Val

Val

Asn

Pro

Asn

Ser

Lys

Tyr

Thr

Asn

Al a

GAu

GAu

Ay

N3027PCT_sequ. | i st..txt
Ser Asp G n G u Phe Asp Tyr

1120

Ser
1225

Tyr
1240

Al a
1255

Pro
1270

Leu
1285

Ser
1300

Phe

Phe

Thr

Ser

Tyr

Va

Asn

Tyr

Al a

Va

du

Ile

Va

du

Lys

Val

Ser

Asn

Ser

Leu

Tyr

Pro

Pro

Cys

Lys

Asp

Arg

Lys

Ser

Thr

Asn

Pro

Arg

Arg

Leu

Trp

Thr

Lys

Ser

Lys

Arg

Lys

Al a

Phe

Arg

GAu

Lys

Lys

GAu

Leu

Leu

GAu

GAn

Arg

Al a

GAn
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1125

Val
1230

Thr
1245

Al a
1275

Ser
1290

Lys
1305

Lys Lys

Ala du

Asn Asn

Pro Au

Tyr Gn

Lys Gn

Lys Ser

G u Lys

Gu du

Lys Al a

A u Asn

Gn Arg

Lys Thr

Val du

Val Phe

Leu Arg

Asn

Asn

Lys

Thr

Val

Arg

Ile

Ser

Ser

Arg

Pro

Lys



Asp Lys
Thr Gu
Lys His
Ser Lys
Ser Lys
Lys Lys
Tyr Leu
Ser G n
[le Leu

Asn Pro

Leu As

Ser G

Trp Al a
Al a Asn
Arg Arg

3

<210> 31

Vet

Val

GAu

Al a

Leu

Ay

Leu

Pro

Al a

Pro

Arg

Ser

Al a

GAu

Thr

Ile

Asn

Val

Cys

Pro

Asp

Lys

GAu

Lys

Leu

GAu

Leu

Ser

Arg

Ile

Ser

Ser

Ser

Leu

Pro

Ser

Arg

Asp

Ser

Asp

Val

Phe

Asn

Asn

Lys

Vet

Hi s

Ser

Arg

Thr

Arg

Phe

Hi s

Asn

Pro

Phe

GAn

N3027PCT_sequ. | i st .. txt
H's Gn Arg Ile Va

Ser
1555

Hi s

Ile

du

Ser

Leu

Lys

Va

Pro

Tyr

Arg

Tyr

Pro

Lys

Arg

Ser

Asn

Lys

Al a

Ser

Pro

Arg

Tyr

Lys

Lys

Ser

Leu

Leu

Lys

Cys

GAn

Lys

Lys

Leu

Asp

Leu

Lys

GAu

Leu

Tyr

Lys

Ay

Tyr

GAn

Asn

Ay

Pro

Leu

Ser

Phe

Arg

Al a

Arg
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1380

Ser
1395

Leu
1425

Phe
1440

Leu
1455

1545

1560

Asn
1575

Thr

Tyr

Asn

Al a

Lys

Arg

GAu

Thr

Lys

Ay

Pro

Arg

GAu

Thr

Thr

Pro

Lys

Leu

Ser

Val

Pro

Leu

Ser

Lys

Ser

Arg

Arg

Pro

Ser

Pro

Thr

Asp

Phe

GAn

Leu

Ser

Lys

Asn

Ile

Leu

Arg

Pro

Cys

Al a



<211> 5448

<212> DNA

<213> Honp sapi ens
<220>

<221> msc_feature
<222> (1)..(5448)
<223>

<400> 31

ct agat cgaa
ttctgggect
cggat t caga
tgatgcttgg
tt ggt aaagg
ct gcagt gaa
acattttgca
aagcggat ca
cagt cact ga
t ct cat acat
t ccaccgtga
ttgactttgg
gcaccccat t
at gacgct cg
accct ccect
cacctacttt
gtcttattaa
t t aaaggagt
accagaagca
cttat cat gt
ttctggatga
acacat at gt
ct ccacagt t
ttgcat cagc
t cat cagcgg
tgactttctt
ccct ggt gga
gaaaat at ct

aat at ct cct

agtcctttgg
gaagt gt t ct
aaat aggt ca
acttgaatca
cacct at ggc
aatt ct ggat
gttccttcct
ct gt gt aggg
gcttgtcaaa
cttgtacggg
t gt gaagggg
tgtttcagct
ct ggat ggcc
ctgtgacgtc
ctttgacatg
acttcatcca
ggattttgaa
acat ggaaaa
t caaaat cct
ggaagat gct
ggat acaat t
t ggagacat c
ttccagactt
agat gct gct
agagagt ggc
gggaaaggcc
agcctttggg
ggaaat gat g

ggaaaaat cc

N3027PCT_sequ. | i st .

nmyosin |11 B MYQ3B transcri pt

taatgatgtg
getggttttt
t cgat gaaac
cttccagatc
aaagt ct aca
ccagtcagtg
aat cat ccca
ggacagct gt
ggt ctact ca
gccctcttgg
aat aacattc
caact cacca
cct gaggt ca
tggtccttgg
catcct gt ga
gaaaaat ggt
aggcgacct t
gttctgtttc
gttgct aaaa
gaaaaat act
at ccat cagt
ttaattgcct
t at cat gggg

taccagt gca
t ct gggaaga
aat aat caga
aact cat gca
tttacaccaa

agagtt at aa

vari ant

tcatacattc
ggaggaat ga
at ct gt at gg
ccacagacac
aggt aact aa
at at ggat ga
at gtt gt aaa
ggct ggt cct
gat gt ggcca
gccttcagea
ttctgacaac
gt acacgt ct
ttgcctgtga
ggat cacagc
aaacact ct't
gt gaagaat t
ccgt cacaca
t gcaaaaaca
ccaggcat ga
gcctt gagga
t gcagaaacg
t aaacccct t
t gaaacgcgc
t ggt t act ct
cagaaagcgc
cctt gagaga
ctgccat caa
ct ggagt t gt
aacaggcagc

Page 116

. txt

1

t agt cat caa
gaat ccaatc
attatttcac
ct gggaaat t
caagagagat
agaaat t gag
gttttatggg
ggagct gt gt
gcggt t ggat
tttgcacaac
agaaggagga
gcggagaaac
gcagcagt at
tattgaactg
taagattcca
caaccacttt
tctccttgac
gct ggccaag
gaggat gcat
tgatttggtc
ttatgcagac
ccagaatcta
ct ccaat ccc
cagcaaagac
ccacct gat t
gaaaattcta
t gacaact cg

gat gggggca

gagagagaaa

agacaccat t
t ct cat aagc
tataatccta
at agagacca
gggagect gg
gcagaat aca
atgttttaca
aat gggggct
gaagcaat ga
aaccgaat ca
gttaagct cg
acatctgttg
gactcttcct
ggggat ggag
agaaat cctc
atttcacagt
cacccattta
gttctccaag
accagaagac
aacct agagg
ttgctaattt
agcat at act
ccccacat at
cagtgcattg
gttcaacatt
caagt caact
agcegttttg
agaatctctg

aattttcata

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740



tattttacta
ct gaggaaaa
cttccaagga
ggtt cacgga
ggaacattga
at gct gaagc
aggccct cac
t agacagggc
gct ggat t gt
gaggt ggaat
catttgagca
atgtttttgc
aat at gagga
cacttttgga
tt gaagat aa
gcattcagca
gagacact ct
agcagct ct t
t aacagt ggc
ct ct ggaggt
cttacttccg
ttgtgcgetg
t gct ggccca
attcccaccg
cacat caaac
tagat cactg
taaatttgct
ggt ggct t gg
ccatccagtc
gtacgagggg
ggggcet ct gt

cttcaagcaa
caaaagggt g
tgctgtettc

cccct caaaa

tatttatgct
acct cct agg
gtcttacaga
caaagaggtg
gttcgcagct
tttgcaaaat
ct cccact gt
t gcggacgt t
gaat cgcat t
gaat gt gggg
gctctgcata
tcttgagcag
caaccgcccg
t gaggaaagt
t ct acgat gc
ttatgctgga
ccct gecgat
ct caat ccct
ct caagtt ct
gat acggcat
gtattctctg
catt aaaccc
gct ccget cc
catccttttt
acctctt gct
ggtgct ggga
gcttcgagaa
agccaggaga
aggggacact
aagt gccgag
acat cgt agg
ctctcct get
cgatatcttc
t cggat at gc
gcctggttca

N3027PCT_sequ. | i st..txt

ggtcttcatc
tacatagctg
agacaattcg
cact cagt gt
atttcctctc
gctgectctg
gt ggt caccc
cgagacgcca
aat acact cc
atcttggata
aacat cgcca
at ggaatatc
ctcttggaca
cggtttcccc
aaat act t ct
aaggt at t at
gtggttgtag
ct gaccaaaa
ttgcctccac
ccggaagaaa
at ggacct gc
aat gat gacc
acagggattc
gaagaatttg
agcaaagaga
aaaacaaagg
gt cat aggca
t acaaaaagg
t caaaccaaa
gtt caagact
agccatt cac
gt cacagaga
gcaggacat g
catcctgctc

gaaaat ggt ¢

accaaaagaa
at gaaact gg
aagcaattca
acagaatttt
aacat cagac
ttctgtgcat
ggggcgagac
t gt ccaaagc
t gcagccaga
tctttggatt
at gagcaaat
agaat gaagg
tgttcctcca
aagcaact ga
ggaggcccaa
atgatgcttc
t cct gagaac
caggt aattt
atttcagtgc
ccaccaacat
t ct ccaaaat
gagaggccct
t ggagacagt
t gaaaaggt a
gct gt gt ggce
tttttctcaa
gagt ggt t gt
t cagagagaa
gcagt gggcc
gcagcgagcc
aagcagaat c
aaaat gggca
caaacaagca
cagat cagca

ttgcacagaa
Page 117

gctttctgat
aagggt gatg
gcattgcttc
ggct gggat t
t gat aaaagt
t agccct gaa
cat cat ccgt
cct gt at ggg
cgaaaacat a
cgagaatttt
ccagt act at
catt gat gct
gaaacccct g
ccagaccctg
aggagt ggaa
t ggggtt ct t
gt cagaaaac
ggcccagaca
t gggaaagcc
gaagaggcaa
ggt ggt t gga
gcagttct ct
cagcat ccgc
ttattacttg
tatcttggaa
at att accat
gct gcaggca
gagagagaag
acattccccc
t ggt gaccat
caacaat ggc
ttcacaagcc
ctcggtttct
aggat t gagt

gcat cgaaca

ttcagacttc
cacgacat aa
aggatt at ag
ttgaatattg
gaggt gccca
gagct ccagg
gccaacact g
aggctcttca
t gt agt gcag
cagagaaat t
tt caat cagc
gt acccgt gg

ggactgcttg
gt t gat aaat

ctgtgetttg
gagaaaaat a
atgcttcttc
agagct agga
aaggt ggaca
act gt ggct t
cagccccact
€gagagaggg
cgccagggct
gcattcacag
aagt ccagat
gt t gagcaat
t at accaagg
ggagccattg
gt cgcagcag
aaagttctca
cgt acacaga
cagagttctc
gggact gat t
ct ct ggggag

cct cgeegac

1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840



gat gt cagca
at ggaact ct
tact t gat gg
agaacaact c
aacat t aaat
gact gt ct gt
ccat gcct ga
cact ctccca
gggccctgt g
gt gt ct agga
cttgattttt
aggagt t cct
cccacct ccc
aagat ct cct
ttctttctac
ctectttattt
gagggaaagt
aact ct ccat
ctgatcttgt
t agt gaat gg
tgttaccttc
tttttcactc
t cagt at gac
at gt aat caa
tttttcttac

aggcct gt aa

gagaccagcc
<210> 32
<211> 1314
<212> PRT
<213> Hono
<220>

<221>

<222> (1).
<223>

<400> 32

gcccaaaat g
agaat at caa
ggaagat gaa
agcccaccct
tgtgcttcct
cattgcgt aa
accttactga
cat gt gt t gt
ggacact gag
agat aacagc
cct at caagt
ttcctgcact
ccagagt cag
agaacaggat
aaggcaaat a
caccttgcca
tt ggacct gt
t cact ggt ca
ccatctttgt
agaat acat g
aatt gt at gt
aagtttgggc
aaactttttt
aaacaaagaa
t ct aaaat at
t cccagcact

t gaccaacat

sapi ens

M SC_FEATURE

~(1314)

N3027PCT_sequ. | i st..txt

ct gagt agcc
gggagcaaga
t att acaaat
tcettttttt
aaccct aaat
gaaagcact g
accacttgca
gcagcct gag
aacaccttta
cagt ct cacc
tacttttcaa
cttctccatc
ggctccattg
aat t gcct gt
acccct ct ct
agacacccac
cactttggtg
aat aact cca
gt gcacagag
gagaaactta
t acat at gat
tgattatatt
gagcacct ac
gccct at aag
gt ggt agat a
ttgggaggcce

ggt gaaaccc

nmyosin |11 B MYQ3B transcri pt

ct gaggacac
ggaagccaag
ctct gt cacc
cttcatcctc
ct gt ccagag
at at ggggt c
gattccaaaa
ct gggcgcet g
caatagttta
ccagt ct aat
tccattcaga
ctcccacct t
ct gagt gccc
gtttaggcag
tgttaattat
actactttgg
acagggaaag
t gaggctatc
cct agcacag
act aagttac
tagt cacttt
gt aat gat gt
tttatataaa
accatttctc
gt at gcaaga
aagat gggcg

cgt ct ct act

vari ant

Page 118

cat gt act at
aaaactt ggc
agt ggact gt
aaaaggagac
t aggaacat t
agcttctttg
catcttatcc
ccttcctttc
aacagt cat t
cat ggaccct
at ct gcccca
t gct gggcet t
cat cct ggag
at aggcct aa
gat gct gaga
t gat gaaaag
t ccaggt cac
agt ggct aca
ggcttggtag
acaagcat at
tcatacacta
t agat aat ac
acat gacaaa
t agaacagat
aaagccgggt
gat cat gaag

daaaaaaa

1

aaccagttaa
caaat caaag
at ccct gagg
tcttttgetce
catggtaatc
gacat at ggt
tatcctctac
tcatcccatg
cat gcccecca
gataatattg
gt ggagaccc
ttctatcact
gat t ggcccc
atctttcaga
aagcct ct gt
aaaggaat ga
tttattctgt
gt ggaaggac
agggt atatc
ct gacaggaa
t aacctctga
t caacat gat
ttgcagtgtg
gttcttaata
gcggtggcetce
t caggagttc

3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5448



Vet

Leu

Ile

Asp

Asp

65

Hi s

Ser

Asp

Asn

Val

Ay

Tyr

Thr

225

Pro

Leu

Cys

Lys

GAu

Ay

Ay

50

GAu

Pro

Val

Val

Ser

Thr

Asp

Al a

Val

Hi s

Leu

Hi s

Ser

35

Ser

Asn

Ay

Al a

Leu

Leu

Al a

Ser

Ile

Lys

Pro

Ile

Leu
Leu
20

Ay

Leu

Val

-
>
o<

Hi s

Leu

180

Phe

Ser

GAu

Thr

Tyr

Pro

Thr

Al a

GAu

Val

85

GAn

Leu

Ile

Asn

Thr

165

Leu

Trp

Tyr

Leu

Leu

245

Lys

Asp

Ay

Asp

Tyr

Al a

Al a

70

Lys

Leu

Val

Ser

Asn

150

Thr

Thr

Vet

Asp

Ay

Phe

Trp

Phe

Leu

Pro

Ay

Val

55

GAu

Phe

Trp

Lys

Tyr

135

Arg

Ser

Al a

Asp

Lys

N3027PCT_sequ. | i st..txt
Phe H's Tyr Asn Pro

Thr

Tyr

Leu

Ay

Thr

Pro

200

Arg

Ay

Ile

GAu

Arg

Asp
25

Val

Asn

Ay

Val

105

Leu

Leu

Cys

Asp

Pro

10

Thr

Tyr

Leu

Vet

90

Leu

Leu

Tyr

Hi s

Val

170

Leu

Val

Asp

Pro

Arg

Phe

Trp

Lys

Asp

Leu

75

Phe

Arg

Ile

Val

Pro

235

Asn

Asn

GAu

Val

Pro

60

Tyr

Leu

Asp

Leu

Arg

Ala Cy

Trp

Leu

Pro

Hi s

Pro Ser Va

Page 119

Vet

Ile

Thr

45

Val

Phe

Lys

-
oG
o<

Leu

Val

Val

Asn

205

Ser

Phe

Pro

Phe

Thr

Met
I'le
0
Asn
Ser
Leu

Al a

Leu
Lys
Asp
Thr
190
Leu
Asp

Pro

Hi s

Leu

15

GAu

Lys

Asp

Pro

Asp

95

Ay

Arg

Ay

Ay

Phe

175

Ser

Ay

Vet

Thr

255

Ser

Leu

Ay

Thr

Arg

Vet

Asn

80

Hi s

Ay

Leu

Leu

Asn

160

Ay

Val

GAn

Hi s
240

Leu

Leu



Val

Asp

Pro

385

Hi s

Asp

Val

Arg

Ser

Hi s

290

Lys

Asp

Leu

Leu

370

Phe

Ay

Al a

Va
450

Vet

Tyr

Asn

530

Lys

275

Pro

Leu

Thr

Al a

Asp

Leu

Va

Al a

Ser

435

Lys

Thr

Vet

Leu

515

Phe

Leu

Phe

Al a

Arg

Ile

Asn

Lys

Tyr

420

Ay

Hi s

Ile

Al a

Phe

500

Leu

Hi s

Ser

Lys

Hi s

325

Lys

Asp

Tyr

Leu

Arg

GAn

GAu

Leu

Leu

Thr

Asp

Lys

Va

310

Tyr

Thr

Thr

Ser

390

Al a

Ser

Thr

Asn

Pro

Lys

Phe

Phe
550

Ay

Leu

Arg

Tyr

375

Ile

Ser

Vet

Ay

Phe

455

Va

Asp

Thr

Ser

Tyr

535

Arg

N3027PCT_sequ. l i st..txt

280

Va

Vet

Leu

Va

Tyr

Asn

Va

Ser

440

Leu

Asn

Asn

Ay

Leu

Hi s

Asp

Hi s

Hi s

Ay

Ser

Pro

Thr

425

Ay

Ay

Ser

Ser

Va

505

Va

Ile

Pro

Gy Lys Val

Thr
330

Asp

Asp

Pro

Leu

Lys

Lys

Leu

Ser

490

Va

Ile

Tyr

GAu

Page 120

Lys

315

Arg

Asp

Leu

Ile

Hi s

Ser

Thr

Al a

Va

475

Arg

Vet

Lys

Al a

GAu
555

300

Hi s

Arg

Leu

Leu
380

Phe

Asn

460

Phe

Ay

Ay
540

Lys

285

Leu

Pro

Va

Ser

Phe

Asp

Ser

445

Asn

Al a

Ay

Al a

Al a

525

Leu

Pro

Phe

Asn

Tyr

Asn

350

Arg

Al a

Arg

Al a

Phe

Lys

Arg

Al a

Hi s

Pro

Leu

Pro

Hi s

335

Leu

Tyr

Leu

Leu

Ser

415

Hi s

Thr

Ay

Tyr

495

Arg

Hi s

Arg

GAn

Va

320

Va

GAu

Al a

Asn

Tyr

400

Al a

Ile

Leu

Leu

Asn

480

Leu

Ser

GAu

GAn

Tyr
560



Ile

Ser

Ay

Ile

Al a

Ser

Va

Ay

Pro

705

Leu

Leu

Hi s

Al a

Leu

785

Phe

Leu

Al a

Tyr

Phe

Leu

610

Thr

Ser

Hi s

Asp

Arg

Asp

Asp

Va

Va

770

GAn

Pro

Arg

Asp

Arg

Thr

595

Asn

Asp

Va

Arg

Leu

Ile

Phe
755

Pro

Lys

Arg

Asp

Ile

Lys

Leu Cy

Va

660

Al a

Phe

Asn

Phe

Asn

740

Al a

Va

Pro

Al a

Thr

565

GAn

Lys

Ay

Ser

Va

Al a

Ser

Ile

Leu

GAu

Leu

Thr

805

Tyr

Ay

Phe

Asn

Ile

Thr

Al a

GAu

Asp

Phe

Arg

Va

Va

Ser

Arg

Va

Ser

Asn

Trp

N3027PCT_sequ. | i st..txt

Va

Al a

Hi s

600

GAu

Pro

Pro

Ay

Arg

Va

Al a

Asn

GAu

Vet

760

Asp

Leu

Thr

Arg

Vet

Ser

Phe

Asn

GAu

Asn

Ay

Phe

GAu

Asn

Al a

Leu

Pro
825

His Asp Ile
570

Gn Hs Cys

Val Tyr Arg

Ala Ala lle

Ala Gu Ala

Gu Leu An

Thr 1le lle

Al a Met Ser

Arg Ile Asn

700

Gy Gy Mt

Gn Arg Asn

Tyr G n Asn

Arg Pro Leu
780

Leu Leu Asp
795

Val Asp Lys
810

Lys Gy Va

Page 121

Thr

Phe

Ser

Leu

GAu

Asn

Ser

Tyr

Leu

GAu

Phe

GAu

Ser

Arg

Leu

Ser

Al a

Al a

670

Al a

Leu

Va

Phe

Phe

750

Ay

Asp

Leu
830

Al a

Asn

Leu

655

Asn

Leu

Leu

Ay

Asn

Ile

Vet

Ser

Ay

Hi s

Al a

640

Thr

Thr

Tyr

Asp

Phe

Arg

Asn

Phe



N3027PCT_sequ. | i st..txt

Gy lle @n Hs Tyr Ala Gy Lys Val Leu Tyr Asp Ala Ser Gy Va
835 840 845

Leu G u Lys Asn Arg Asp Thr Leu Pro Ala Asp Val Val Val Val Leu
850 855 860

Arg Thr Ser G u Asn Met Leu Leu G n Gn Leu Phe Ser Ile Pro Leu
865 870 875 880

Thr Lys Thr Gy Asn Leu Ala G n Thr Arg Ala Arg Ile Thr Val Ala
885 890 895

Ser Ser Ser Leu Pro Pro H's Phe Ser Ala Gy Lys Ala Lys Val Asp
900 905 910

Thr Leu GAu Val Ile Arg Hs Pro Gu Au Thr Thr Asn Met Lys Arg
915 920 925

G@n Thr Val Ala Ser Tyr Phe Arg Tyr Ser Leu Met Asp Leu Leu Ser
930 935 940

Lys Met Val Val Gy Gn Pro Hs Phe Val Arg Cys Ile Lys Pro Asn
945 950 955 960

Asp Asp Arg Gu Ala Leu G n Phe Ser Arg Gu Arg Val Leu Ala G n
965 970 975

Leu Arg Ser Thr Gy Ile Leu Qu Thr Val Ser Ile Arg Arg Adn Gy
980 985 990

Tyr Ser His Arg Ile Leu Phe Gu G u Phe Val Lys Arg Tyr Tyr Tyr
995 1000 1005

Leu Ala Phe Thr Ala Hs Gn Thr Pro Leu Ala Ser Lys Gu Ser
1010 1015 1020

Cys Val Ala lle Leu Gu Lys Ser Arg Leu Asp H's Trp Val Leu
1025 1030 1035

Gy Lys Thr Lys Val Phe Leu Lys Tyr Tyr His Val Gu dn Leu

1040 1045 1050
Asn Leu Leu Leu Arg Au Val Ile Gy Arg Val Val Val Leu dn
1055 1060 1065

Ala Tyr Thr Lys Gy Trp Leu Gy Ala Arg Arg Tyr Lys Lys Va
1070 1075 1080

Arg Gu Lys Arg u Lys Ay Ala lle Alalle Gn Ser Gy Asp
1085 1090 1095

Page 122



Thr Ser Asn G n Ser
1100

Thr Arg dy Ser Ala
1115

His Lys Val Leu Arg
1130

Ala Gu Ser Asn Asn
1145

Ala Val Thr du Lys
1160

Lys Gy Cys Asp lle
1175

Ser Gy Thr Asp Leu
1190

Asp Gn dn Ay Leu
1205

Ser Gu Asn Gy Leu
1220

Cys Gn Gn Pro Lys
1235

Tyr Asn G n Leu Asn
1250

Lys Pro Arg Lys Leu
1265

Gu Tyr Tyr Lys Ser
1280

Asn Asn Ser Ala His
1295

Asp Ser Phe Ala G n
1310

<210> 38

<211> 8704

<212> DNA

<213> Honp sapi ens

<220>

<221> msc_feature

<222> (1)..(8704)

Ser

GAu

Ay

Ay

Asn

Phe

Leu

Ser

Al a

Ay

Ay

Leu

Pro

Hi s

N3027PCT_sequ. | i st..txt
Pro H s Ser

Ay
1105

Leu
1240

Thr
1255

Ser
1285

Ser
1300

An

Va

Thr

Hi s

Ay

Ser

Trp

Lys

Ser

Leu

Ile

Pro

Phe

Asp

Hi s

Ser

Hi s

Arg

Ay

Hi s

Ser

Lys

Val

Phe

Cys

Arg

Thr

Al a

Ile

Al a

Arg

Pro

Tyr

Val

Asp

Ser

Pro

Ser

Arg

Ser

Al a

Asn

Pro

Thr

GAu

Leu

Ser

Page 123

Val
1110

Ser
1305

Al a

Pro

Hi s

Asn

Ser

Hi s

Pro

Lys

Arg

Thr

Ser

Ay

Pro

Ser

Al a

Ay

Ser

Ser

Ser

Ser

Al a

Pro

Arg

Vet

Lys

GAu

Lys

Ay

Asp

Pro

Pro

Val

Pro

Ay

Arg

Tyr

Arg

Asp

GAu

Ay



<223>

<400> 383
gcgcgaccga

ggacagcccg
gct ggcagceg
t gt gcct gt
cgcceggacce
cggcctcttce
gaagaggagg
ggtttgcacg
t aaat gat gg
gggctatttc
ct gaggt gat
t agcagaggt
tt cagcgaat
accgct t cct
cat ggct acg
ct caacagaa
t agaaaacct
t aat agt t at
at gat aacca
at cat gccat
ct gggaagac
gatttgccag
gaaat gcaaa
attaccagga
ccagact cgt
caggagcaag
at ct caat ca
ct gagccgga
aact t gccat
t ct cagccat
ccat t gat at
aagagat gct
ttttgccata

agcggat aag
gact gcgaga
gttgaggcgg
c¢aggccgggc
ct gaggct gc
tgccatctcc
gggct geggt
actttgaaca
aggaagacga
agaagggaca
t gagt ct ct t
aaaggaattt
gat gct gt gg
t ct gagagag
ggt aacagaa
agacttt gat
acgaaat cgc
taacccattc
ccaact ggga
gctt cagegce
t caaagcaca
t ggagt agaa
gacagct cat
aacaggcact
ttat caggag
t gaagat gag
gat aacaaag
ttgcttcacg
ggaaat ggt a
actacatttg
ct gt aat cct
atttgaagca

caagt t ggca

N3027PCT_sequ. | i st..txt

myosin | XA MYC9A

ggacgcggcg
gacggcggcg
cggt ccaacg
ggagtctctc
t gggcccacc
ggt cct accc
ggccaccgceg
tatactatcc
cgctttgaag
atctactgtc
at aaacaaac
g9t ggagaag
ccccgaat gg
aaaaaccttg
gaacgt cgca
gatttatgta
tttaagcatg
aagtttcttc
aaact t gagc
aaaaagaat c
aactttctta
cagattattc
aat aacaat t
gtacttggtg
cat aat gaac
agat cagcat
aaacccct ca
gt ggaaggag
ggatttcttc
ggt aat at ct
gaagttctgc
ttagttacaa

gaggct gt ga

gcggt t ggct
gaggcagt ag
cgtgctctct
tgacagggcg
ct cccggaac
t ggggcggag
gcggagcccg
at gct gat gg
at aat gaaca
cgattcctgce
ttcatcttga
aat ggattct
ct ct ggaaaa
at ggat caat
ggat gatgga
gtttacctga
aaaaaattta
ctatttataa
cccacattta
agt gcat cgt
tt caccacct
tt ggagct gg
caagtcgttt
cctatgttga
ggaact at ca
tccatcttaa
gacagagct g
aagatttgag
ccaagacacg
gttacaaaaa
ctattgtctc
ggaagacggt
cagt gaggaa
Page 124

gtgtctgttg
ttgcaccggc
99g9cgggat g
ggggat gcge
cgt ccgaccce
ggt ggaaggc
agttatttta
gacaggat cc
tacattacgg
cagaaaaaac
caaaacaaaa
caat ccaaca
t cgct t aagt
ccat t at ggt
acggggtttt
tttgaat gag
tacctatgtt
ccccaaat at
t gct gt ggct
gatttcagga
tactgctctc
accagt act t
t gggaagt tt
aaaatatcta
tgtattctat
gcaaccagag
ggat gat t at
acatgacttt
aagacagat t
gaagacat ac
agaattatta
gacagt ggga

ct ccat ggct

agagagt aca
agaggcggcce
cggcggggga
cgcggcecgct
t cggt ggcct
agcttccgtc
ccaagaaaat
aat at gaat a
atatatcctg
tccacagct g
tgttatgttc
gattgtccag
ggagaggact
agcct gcagt
cttccacagc
aaaact ct ct
ggcagtattc
gt caaaat gt
gat gt agct t
gagagt ggtt
agt cagaaag
gaggcctttg
attcaagt aa
ct ggagaagt
tacct cct gg
gaat at cat t
t gct at gact
gagcgcct ac
ttctctcttc
cgggat gact
gaggt t aaag

gaaaagctta

aagt ct ct gt

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980



at agt gccct
atttagagca
att at gaaaa
actactttaa
gct ggcacaa
caacaggact
cattgctaga
t gat ggagcc
atttccggga
gcaagaat gc
caattctccg
ttcacagaaa
gttttagett
aggaagagaa
gcat gaat gc
gaact gggat
tatttgct aa
acaaaaattt
agcacct gac
agaagaaaaa
aaacactt gg
tgcccttaag
aaacagttcg
gccacttcca
tcttcaggaa
t aaaggagca
tcatattgtt
gacaagcat c
gagat gcagc
cttcctggceg
ttatccagca
aagcaagat g
tccttttgea
aacaaaggct

ct ct ggaaat

gttt gact gg

t aat accaag
t aacagcttt
t cagcatatc
cat agatt ac
gcttcatctt
caagtttaag
tgctttcatt
aaaaaat aca
atttatctct
agcttttttc
aact ggacat
t ct ccaacac
gt acagt at a
t ct aaat gaa
t cgccagagce
tt caact agc
caaat ccaag
aagact gaca
acct cccagce
t caagcagaa
gt t cagt gat
aattcgccaa
tgtacttctt
aat aaat ct t
ggaacgacag
gcagcgat gg
tgttattatc
t gt gcagaag
tgctcactta
gaaat ggaga
gaaagcct ac
at caacat gt
aagagaaaca

t cagggttca

N3027PCT_sequ. | i st..txt

atagtttttc
acattgtcta
gaacagt t ct
tttaaattgg
attgataata
tt ggat gaag
cat caacatg
at aaaacat t
gat cat at gc
gggatgattg
agagccat gg
gat gat acag
ccagt ccacc
acccggaaaa
aaaaaccaac
agact at caa
agcaaact cc
cctgececttce
ct acaagat c
at cagt gccc
ccatattttg
gtcttggtac
t caggat aca
ccccgaaat a
aat ccagat a
cacttacaag
tt cagggt ct
cagagat t ct
gatgcttttg
gagaggcagce
gattactata
agggaaagt a
agaggattca
aagccagaag

gaccct t cag

gaattaatca
ttggtgttct
gtattaattt
aacaagagga
cct get geat
aaagcaactt
aagat aattc
at gct ggaaa
gcccagacat
gaattgatcc
ttgctttcag
cgccat gt gc
agaggagct t
at cccagaac
at gat acat t
gtggcacctc
t ggagagagce
caaagcactt
gcattaccaa
agtttcaggc
t aaaat gcat
tt agacagct
gctccaaat a
ttattccatc
at t at caagt
atctgcttca
tgct gt gt ag
ggaggaatta
ttatggctag
ggt acttgga
ggcgcaggea
aaaggt acca
gagcaagaca
ttggatt ggt

gat gggagga
Page 125

tgcacttctg
tgatattttt
t gct aat gaa
at at agaact
aaatcttatt
t ccacaggct
ttacat cgaa
agt aaaat at
t gt agct ct t
tgtagctgtt
ggaagct ggg
aattttgaaa
agagattctg
acctctttct
tgatattgcc
cttgcttgat
ccat ggaat t
gct agaagt a
gtctcttett
at cat t aagc
t cgct ct aat
t cgat acacc
ttctttccag
caaatttaac
t ggaaaaacc
ccaagaggtg
gcagcatttc
cct aaat cag
t gcagcet gcet
gttacgggct
cat ggct gcet
agaacaaagg
aagatttaaa
gaat at t aag

ttgttetttt

aat agt aaag
gggtttgaag
cgtttacagc
gaaggt at ca
agcaaaaaac
acaaat caaa
tttccagccg
ggggt aaagg
ct gagaagca
ttccgat ggg
aaaagaaaca
agt at ggat a
cagagat gca
gat ct ccagg
t ggaat ggca
aaagat ggaa
ct cacgagaa
aattctttaa
catttacaca
aagct aat gg
gct gaaaagc
gggatgctgg
gattttgtga
att caggat t
atggtctttc
ct ccgcagaa
ctccatctga
aagcaagt ca
cttctccaag
gcagccat cg
atttgcatac
aaaaaaatta
gctttaaaag

ggat at ggat

gacaacagaa

2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080



t aaaagccat
cagt ggactg
gt gt ggact t
at cagaaaaa
ctatatttag
at cgcagat g
at agt gagag
aact agagt c
gcagt ccaaa
cagagcattt
cct gt aaacc
tcccccaaca
aact att gga
ct agaaggt a
ct aat cct gt
agtt gcagca
t agagaagga
t ggcaccatc
t aaatacctc
ctcttgceca
tgttctttga
cagacagaat
aaagagaaca
agggaaat gc
gcaaagaagc
aacct gt gaa
at gaacaagc
gacagaaggc
aagggaaaca
cgccactct t
cat at caccc
aagagaacaa

tggctttgga

atttaaaaag

agaggaat gt
ctt gaaggag
gcaggaagat
agt aggccgg
cttagaattg
gt ct acagaa
ct ct caagga
tgtcatttca
atttgattca
gaaggat gga
acagct gaaa
agacccactg
aaat gaagac
t cact gctca
gct t aagaag
acagaat gaa
gcgcaaagcc
ttcctatcag
aaat aaggga
aaaagacagt
aagaaaagga
gggcacccag
ctttaggcca
t aggcccat t
ctt aaacagt
gt t agct ggg
aaaact t cat
ttcagattca
aggggagaag
t gcaggcaca
aacacct cct
agaacctt ct
ttctatgcat
cat ggat gaa

N3027PCT_sequ. | i st..txt

aaat ct gt aa
t caccaaaca
gtgcttgtaa
gct aagagag
ct gaaagttc
ttggtgcctg
agct t ggaac
gat gaaggag
cgggacaat g
act at gaagg
gactccttca
aaaacaaat t
acagcggggy
ggaaaagat c
t t agaaaagc
aaagagat ga
ttcaagacaa
t caaagcaaa
gaacttaatg
tcctetgetce
agt ccat gcc
ct gaat gt ag
act cagtct t
ttcttcactc
aaaaat cctc
ccaggccaaa
aagact at gt
gat at aagac
aagact acca
gatgtgattc
tt gagcccag
ccaaaggct a
t ggcaaaat g
tttcttctga

t agagagt aa
agcagcagga
gagagagacc
aaagt aggag
gttctcttgg
aaggccttca
ttctgagcta
acttgcagtt
ccct cagt gc
aaat ggt ggt
tttcaaatag
cccaact aga
aagctcttac
agattgttcc
t aaacact ga
t ggaacagat
t t gaaaagcc
gagt agagag
tact ggggt c
acttaccccc
aat ct agt ac
cct gt aaact
acagccacaa
caaaggacaa
aact ccat aa
gagagacat c
ct caaggaga
ct cagagagc
gagt gaaacc
cagct cat ca
aact gcccgg
agcgcaagcg
actctgtcca
aaaaggt gaa

Page 126

t cgaatt agc
gagagcccaa
cagatccttg
aat gagagaa
tggtatttct
gt ct ccacgg
t gaggaaagc
t ccat cacct
ct caaat gag
ctgcagtt ct
tctacct act
cacaagtatc
tttggatatc
ttctttgaat
gaaggaagaa
t cgccagcaa
aagaat t gga
gccat cct ct
cctatcatta
aaaggaccga
t gt caaggaa
ct caaat aat
ttctgatgac
t at gagt at t
agaagat gaa
acagcgattt
gattaccaag
t aagat gaga
tactacccag
gtttccagat
cagttgccgg
aagt gt gaag
gat cat agca

t gacct agat

cgt gaaagt t
agccagagt g
gaggat ct cc
ct agagcaag
cctt cagagg
ggt acacct g
caaaagagca
aagat at cca
act agcagtg
gagtctatta
tttttttata
caaagaaaca
aacagggaaa
acagagt ct t
aggcaaaaac
acagatattt
gagtgtttgg
ct cct caget
aaagat gcag
cct gt caccg
ttatccaaga
cgcatttcaa
ctttccagag
cceccttgtca
ccagcat gga
tcgtcagttg
ttggcagt ga
ttctgggcca
t cagaggttt
gaattagctg
aaggaattca
att agcaacg
agt gt cagtg

aat gaagaca

4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120



gcaagaagga
atatcttcag
aagacctcta
att cact ggg
aat at at gaa
gaaagaaaag
aagccaccca
t ggaccgagc
aaaccacagc
ttgaactgtc
t aaact acat
ct aat aaaat
at gact at aa
at cct ct cat
ggaaggagac
at acact gga
gaat gt ct gc
ccact gaccc
ttgttgtgga
ttgct gagaa
gtattcgtcg
t gt ct gat gt
aacagcagca
t acagaagga
at gat gaaac
at at ggagt c
t gaagacagc
aagactcttt
cat ct cat gg
cct caggt aa
acaagcct ca
agaat gt gaa
gccgcagaaa
at aat gaat t

acaaat ctca

tacactagtg
cttttattca
tgcactattt
t gaatctcca
t gaatt caag
aaggaaaaag
at at agcat c
ctetgtttge
caagt gct ct
ccgtttgacc
t gaaat gcat
caaggagctt
cat acacgtc
gacctttgaa
aat ccgt ggt
acgcctcatc
taatgetttg
act acaaagt
acaaat gaat
t aaggcaaag
aggaaact at
ct cagaggag
agcagctatg
gaaggaggag
cctt gagt ct
t gaat at gct
t ggcaagt ct
agatgtcgtg
gaccagaaaa
t gaggccct g
gttcat cagc
aaact cacct
aact gt ggac
tat ggt ct ga

cctttgggge

N3027PCT_sequ. | i st..txt

gat gt t gt at
tctgcattgg
gaacagattc
gt gagagttt
acttcagatt
gaaact gat t
cct acat act
aaattatgca
aaaaagtatg
agt gaagacc
ggactgtata
cggcagggt ¢
attgcaagtg
ct ct at gagg
gtatactctg
tttcatctag
gccatt gt gt
gt acaggaca
aaat acaagg
accaggt t gt
ccaggt ccat
accttgacta
cagcaggagyg
ctaacatttg
gaggcct cca
at ct ct gaga
gaaccttcca
gactcttcgg
ctatttcaga
ggaat ggaag
agaggaacct
cagaaaacca
ccagact gca
accggcagat

tgcgttt cat

t t aaaaaagc
cgat ggat ga
t ggaaaagac
gggt caacac
gcacagccac
tggt ggaaga
gtgaatactg
agtatgcttg
at ccagagct
gaactgttcc
cagaaggt at
t agat acaga
tattcaaaca
aatttcttcg
tgattgatca
t caggattgc
ttgcgeectg
t cagt aagac
ctcgtctcaa
cactgattcg
cgt ct cct gt
gt gaggcage
agagagt act
agat gct t gt
tt gggact gc
aat cagaaag
gcaagttgcg
tctecctettt
tttattccaa
gaccat t ggg
t caacccgga
aagagacccc
cct ccaacca
gt gt gt ccct

cacctcgtcc
Page 127

cct gaaggaa
t gggaaaagc
gat gaggct t
ttttaaagtg
aaaggt gcca
acacaat ggt
ttcttctttg
ccat aagaag
gtcatctcga
tttagtagtg
ttat cgaaag
t gct gagagt
at ggcttcga
agct at gggc
act ct cccga
t ct gcaggaa
cattctccge
taccact t gt
agat at cagt
t agat caatg
t gt agttcgg
cat ggagact
gact gagcag
act ggaaccc
t gat agct ca
aagct t agcc
aaagcaactt
at gt ct gt ct
atctccattc
ccagaccaaa
aaagggcaaa
agaggggaca
acagct agca
ccgt ggct ac

acaat agt ca

tttcggcaga
atacggtata
gagcagegt g
tttttagatg
aaaacagaaa
cacatcttta
at at ggat aa
tgctgtctga
caatttgggg
gaaaagct ca
tctggttcga
gt aaat ct ag
gatttgccca
ctt caggaga
actcatctca
gacact aat ¢
tgccct gaca
gt ggaact ga
agct t ggaat
ggaaaggggc
ttgccttctg
gacat cacag
at t gagaacc
cgtgcctctg
gagaatttga
cttagctccc
aaaaagcagc
aacacggcat
taccgagct g
ttcct ggaag
caaaaattaa
gtcatgtctg
ctctttggaa
agagt ggt aa

atcctaattg

6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780
6840
6900
6960
7020
7080
7140
7200
7260
7320
7380
7440
7500
7560
7620
7680
7740
7800
7860
7920
7980
8040
8100
8160
8220



t ggt cct
ctgcaga
attgaga
cctctcce
tgtcctg
gt gaaag
ttttttc
aaaaaca
aaaa

<210>

<211>

<212>
<213>

<220>
<221>
<222>
<223>

<400>

gcce
agc
ttt

cce
agg
caa
caa

ctc

34
2548
PRT

tcttttctaa
agaaagcct g
ttactataca
accctcetttt
gaccctctca
aagcctttgg
aaacttactt

catgttat at

Hormo sapi ens

M SC_FEATURE
(1)..(2548)
myosin | XA MYC9A

34

Met Asn |le Asn

1

Thr Leu
Pro Ile
Leu Ile
50
A u Va
Cys Pro
Arg Leu

Asp Gy

Arg
2

Pro

35

Asn

Lys

Val

Ser

Al a

Lys

Arg

Asp
5

Tyr
Arg
Leu
Phe
Arg
85

GAu
Hi s

Arg

Ay

Pro

Lys

Hi s

Ay

70

Vet

Asp

Tyr

Ay

Ay

Asn

Leu

55

Ay

Vet

Tyr

Ay

Vet
135

N3027PCT_sequ. | i st..txt
gcat at ggct
ct ggggat gg
aagccacct a
ccctteccaa
tttctgacat
gtttattttg

aCaaacaaaa

t ct ggggaaa

Arg

Al a

Ser

40

Asp

GAu

Leu

Arg

Ser
120

aagact gt at

t gccagcet gt

gggcct ggag
aggt gggt gt

t t gaagaaaa

ggat agtt ag

agcctaatcc

gcaaaaacaa

Arg
Ile
25

Thr

Lys

Trp
Phe
105

Leu

Arg

Arg Phe
10

Ser Gu
Ala Ala
Thr Lys
Trp Ile

75

Pro Arg
90

Leu Leu
A n Ser

Gy Phe

Page 128

gt gct gaat t

gccttggetg
atttgggtca

t gaact aggg

cgtataaatc

gagct agggt

ctctatttta

daaaaaaaaa

GAu

Leu

Arg

Trp

Leu
140

Asp

Thr

Val

45

Tyr

Asn

Al a

GAu

Leu

125

Pro

Asn
I'le
0
I'le
Val
Pro

Leu

GAn

cctgggectc
ttgtatttga
gttgtagttg
gggat attgc
tttcttaacc
agaat at aat
agatttctga

daaaaaaaaa

Tyr

GAu

Leu

Thr

GAu

Asn

Val

Pro

Hi s

Ser

Al a

Asp

80

Asn

Leu

Thr

GAn

8280
8340
8400
8460
8520
8580
8640
8700
8704



Thr

Pro

Ay

Al a

225

Ser

Thr

Leu

Hi s

Val

Phe

Lys

Pro

385

Arg

Arg

Leu

Tyr

Ay

Al a

Ay

Asn

290

GAu

Lys

Phe

Hi s

Asp

Leu

GAn

Asp

Leu

Val

Tyr

195

Leu

Leu

Ser

Leu

Al a

275

Asn

Thr

Ser

Leu
355

Pro

Cys

Ile

Phe

-
e
o<

Asn

GAn

Ay

Ser

260

Ay

Asn

Ay

Arg

Tyr

340

Lys

Leu

Phe

Leu

Phe

Asp

Asn

165

Ser

Pro

Pro

Arg

Pro

Ser

Thr

Leu

325

Leu

Arg

Thr

Al a

405

Ser

Asp

Leu

Ile

Lys

Hi s

Lys

Thr

Lys

Val

Ser

Val

310

Val

Leu

Pro

Val
390

Leu

Leu

Arg

Leu

Tyr

Ay

Leu

Arg

Leu

Tyr

Al a

GAu

Ser
375

Leu

N3027PCT_sequ. | i st..txt
Leu Pro Asp Leu

Cys

Asn

Ile

Val

200

Asn

Ser

Phe

Phe

Ay

GAn

Ay

Trp

Ay

Vet

Ser

Ser

Arg

Val

185

Lys

Al a

GAn

Thr

Al a

265

Al a

Ay

Al a

Al a
345
Tyr

Asp

Val

Al a

155

Phe Lys
170

I1e Asn
Met Tyr
Val Al a

Cys lle
2

Asn Phe
250

Ser Gy
Phe Gy
Lys Phe

Tyr Val
315

H s Asn
330

Ser Gu
Hs Tyr
Asp Tyr

Asp Leu
395

a

y Phe
410

[le Leu
Page 129

H s
Pro
Asp
220
Val
Leu
Val
Asn
Ile
300
GAu
GAu
Asp
Leu
Cy
380
Arg
Leu

Hi s

GAu

Phe

Asn

205

Val

Ile

GAu

Al a

285

Lys

Arg

GAu

Asn

365

Tyr

Hi s

Pro

Leu

Asn

Lys

Al a

Ser

Hi s

Lys

Val

Tyr

Asn

Asp

Asp

Lys

Ay

_k_
-
(SN0

Phe

Tyr

Ay

Hi s

255

Thr

Asn

Leu

Tyr

335

Ser

Ser

Phe

Thr

415

Asn

Tyr

Leu

Leu

Hi s

Leu

Ile

Al a

Tyr

Leu

320

Hi s

Al a

Thr

Arg

Ile



Pro

Vet

465

Lys

Ser

Arg

Lys

Leu

Tyr

Thr

Leu

Leu

625

Pro

Val

Arg

Ser

Leu

Leu

Vet

Ile

Thr

530

Asn

GAn

Arg

Cys Gy

Leu

610

Asp

Al a

Lys

Pro

Ay

Lys

Val

Phe

Ile

Al a

Asn

515

Leu

Asn

Hi s

Thr

595

Asp

Lys

Val

Tyr

Asp

Vet

420

Lys

Leu

Leu

Ser

Ser

Tyr

Phe

Vet

Ay

Ile

Ile

Lys

Pro

Al a

Pro

485

Ser

Al a

Phe
Phe
565

Ay

Asn

Val

Val

Ay

Thr

Leu

470

Tyr

Leu

Leu

Ay

Asn

Ile

Leu

Ser

Hi s

630

Pro

Lys

Al a

Tyr

Val

455

Val

Lys

Tyr

Leu

Val
535

Ser

Asn

615

Al a

Asp

Leu

Asp
695

N3027PCT_sequ. | i st..txt
425

Arg

440

Ser

Thr

Leu

Ser

Asn

520

Leu

Phe

Hi s

Trp

Ser

600

Phe

Hi s

Phe

Phe

Leu

680

Pro

Asp

Arg

Al a

Al a

505

Ser

Asp

Cys

Ile

Hi s

585

Lys

Pro

Arg

Arg

Val

Asp Ser

Leu Leu

Lys Thr

475

GAu Ala

Leu Phe

Lys Asp

Il e Phe

I1e Asn

555

Phe Lys

570

Asn |le

Lys Pro

Gn A a

Asp Asn

635

[le Lys

G u Lys

Ser Ser

Ala Va
Page 130

Ile

Val

Val

Asp

Leu

Ay

Phe

Leu

Asp

Thr

Thr

620

Ser

Hi s

Asn

Lys

Phe
700

Asp
445
Val

Thr
Thr

Trp

Phe

Al a

Asn
Tyr
Tyr
Thr
Asn

685

Arg

430

[le Cys

Lys Gu

Val Gy

Val Arg

495

Ile Val

H s Asn

Asn Gu

y Leu Leu

Gn Thr

Ile Gu

Ala Gy

Asp Hi s

670

Al a Phe

Trp Al a

Asn

GAu

Asn

Phe

Thr

Tyr

Asn

Hi s

Leu

Phe

640

Lys

Vet



Leu
705

Arg

Ile

Asn

785

Asn

Leu

Leu

Lys

Leu

865

Leu

Ser

Val

Asp

Val

945

Phe

Arg

Asn

Leu

Arg

Thr

770

Al a

Ay

Leu

GAu

Pro

850

Thr

Hi s

Leu

Lys

Val

930

Arg

Val

Al a

Ile

Lys

Ser

755

Arg

Leu

Arg

Asp

Arg

Al a

Arg

Lys

Ile

Ser

Phe

Hi s

Ser

740

Leu

Lys

Asn

Thr

Lys

Al a

Leu

Leu

Lys

Val

Arg

Hi s

Phe

Arg

Vet

Asn

GAu

Ay

Asp

Hi s

Pro

Thr

Arg

Leu

GAn

Phe
965

Arg

Lys

Asp

Ile

Pro

Lys

Ile

Ay

Ay

Lys

Leu

870

Lys

Vet

Ser

Arg

Ser

950

Hi s

Al a

Thr

Ser

Leu

Arg

Asn

Arg

Ile

Hi s
855

Pro

Asn

Ay

Val

N3027PCT_sequ. | i st..txt

Vet

Ay

Phe

GAn

Phe

Leu

840

Leu

Asp

Pro

Thr

Al a

920

Leu

Leu

Val

Hi s

Ser

745

Arg

Pro

Hi s

Ser

Al a

825

Thr

Leu

Arg

Ser

Leu

905

GAu

Arg

Ser

Leu

Al a Phe
715

Asp Asp
730

Phe Leu

Cys Lys
Leu Ser

Asp Thr
795

Arg Leu
Asn Ser
Arg Asn

A u Va

Ile Thr
875

[le Ser
90

Gy Gn
Lys Leu

Tyr Thr

Ser Lys
955

Pro Arg
970

Page 131

Arg

Thr

GAn

GAu

Asp

Phe

Ser

Thr

Lys

Asn

860

Al a

Al a

Pro

Asn

GAu

Al a

Hi s

Leu

Asp

Ser

Ser

Asn

845

Ser

Ser

GAn

GAu

Leu
925

y Met

Ser

Al a

Pro Cy

Pro
750

Lys

Ay

Ser

830

Phe

Leu

Leu

Phe

Arg

Leu

Phe

Ay

735

Val

Tyr

Ay

Al a

Thr

815

Lys

Lys

Lys

Leu

Tyr

Phe

Pro
975

Lys

720

Al a

Hi s

Ser

Vet

Trp

Ser

Leu

Ser

Hi s

Hi s

880

Al a

Phe

Ser

Thr

Asp

960

Ser



N3027PCT_sequ. | i st..txt

Lys Phe Asn Ile G n Asp Phe Phe Arg Lys Ile Asn Leu Asn Pro Asp
980 985 990

Asn Tyr An Val Ay Lys Thr Met Val Phe Leu Lys Au Gn Gu Arg
995 1000 1005

Gn Hs Leu Gn Asp Leu Leu His Gn Gu Val Leu Arg Arg lle
1010 1015 1020

I[le Leu Leu Gn Arg Trp Phe Arg Val Leu Leu Cys Arg G n Hs
1025 1030 1035

Phe Leu His Leu Arg Gn Ala Ser Val Ile lle dn Arg Phe Trp
1040 1045 1050

Arg Asn Tyr Leu Asn Gn Lys Gn Val Arg Asp Ala Ala Val Gn
1055 1060 1065

Lys Asp Ala Phe Val Met Ala Ser Ala Ala Ala Leu Leu Gn Ala

1070 1075 1080
Ser Trp Arg Ala Hs Leu Gu Arg dn Arg Tyr Leu Gu Leu Arg
1085 1090 1095

Ala Ala Ala lle Val Ile Gn Gn Lys Trp Arg Asp Tyr Tyr Arg

Arg Arg His Met Ala Ala Cys Ile Gn Ala Arg Trp Lys Ala
111 112

Tyr Arg du Ser Lys Arg Tyr G n Gu Gn Arg Lys Lys Ile Ile
113 1

Leu Leu Gn Ser Thr Cys Arg Gy Phe Arg Ala Arg dn Arg Phe
115 115

Lys Ala Leu Lys Gu Gn Arg Leu Arg Au Thr Lys Pro Gu Val
116

Gy Leu Val Asn Ile Lys G Tyr Gy Ser Leu Gu Ile @n Gy
Ser Asp Pro Ser Gy Trp Gu Asp Cys Ser Phe Asp Asn Arg lle

Lys Ala Ille Gu Gu Cys Lys Ser Val Ile Gu Ser Asn Arg lle
1205 1210 1215

Ser Arg G u Ser Ser Val Asp Cys Leu Lys Au Ser Pro Asn Lys
1220 1225 1230

Page 132



Ser

Ser

Ser

Leu

Ser

Ser

Ser

Leu

Leu

Ile

Lys

Leu
1280

Leu
1295

Leu
1310

Leu
1445

Asn
1460

Val
1475

Leu

Leu

Lys

Ay

Val

Ser

Lys

Phe

Asp

Leu

Ser

Ser

Thr

Arg

Pro

GAu

Arg

Val

Val

GAn

Ay

Pro

Ser

Ser

Pro

Asn

Lys

Ile

Leu

Asn

Asn

GAu

Ser

Lys

Al a

Arg

Ay

Al a

GAu

Lys

Ser

Al a

Asp

Thr

Pro

Ser

Thr

Leu

Leu

GAn

GAu

Ser

Ay

Ay

Leu

Pro

Leu

Ay

Cys

Thr

Asp

Arg

Asn

Asn

N3027PCT_sequ. | i st..txt
Gn Ser Ay Va

Ser
1240

Al a
1270

Phe
1285

Pro
1300

Leu
1315

Ser
1330

Ser
1375

Thr
1390

1405

Phe
1420

Leu
1435

Thr
1450

Thr
1480

Thr

Pro

Lys

Ser

Ser

An

Leu

Ser

Ile

Al a

Vet

Pro

Phe

Asp

Al a

Tyr

du

du

Arg

Arg

Leu

Ser

Val

Ser

Ser

Lys

Tyr

Thr

Ay

Hi s

Ser

Ser

GAu

GAu

Asp

Pro

Leu

Ser

Asn

Leu

Ile

Ser

Ser

Leu

Ser

Leu

Arg

Arg

Leu

Ser

Ser

GAu

Vet

Lys

Pro

Al a

Ser

Asn

Lys Gu Gu
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Asp
1245

GAu
1260

Pro
1365

Thr
1380

Val
1395

1455

Pro
1485

Arg

Leu

Asp

Arg

Lys

Trp

Thr

Tyr

GAu

Lys

Ser

Val

Ser

GAn

Arg

Thr

Lys

Val

GAn

GAn

Leu

Vet

Val

Ser

Pro

Ay

Phe

Ser

Phe

Asp

Asn

Leu

Asp

Leu

Lys

GAu

Hi s

Arg

Arg

Thr

Asp

Asp

Asp

Al a

Ser

Ile

Pro

Lys

Asp



Leu

Asn

Leu

Leu

Ay

Asp

Asn

Ser

Ile

Lys

Hi s

Ser
1550

Thr
1565

Asp

Pro

Lys

Ser

Asp

Pro

Pro

Ile

Asn

Phe

Al a

Al a

Ser

Thr

Al a

GAn

Ile

Arg

GAn

Asn

Al a

Lys

Cys

Ay

Ser

Ser

Thr

Leu

Trp

GAn

Vet

Ser

Asn

Leu

Ile

Arg

Lys

Al a

Asp

Thr

Lys

Asp

Pro

Asn

Lys

Arg

Ser

Asp

GAu

GAu

Ay

Val

Ay

Leu

Arg

Ser

GAn

Arg

Asp

Lys

Ser

Pro

Phe

Ser

1495

Val
1705

Ser
1720

Arg

Leu

An

Va

Thr

Asn

Hi s

Ser

Asn

Asn

Lys

Ser

Vet

Arg

Leu

Pro

Asn

Lys

Thr

Val

Val

Phe

Arg

Pro

Leu

Val

Vet

Lys

Val

Ser

Val

Asp

Val

Lys

Al a

Arg

GAu

Ser

GAn

Al a

Asp

Thr

GAu

Al a

Al a

Ser

Leu

Ser

Phe

GAu

Cys

Pro

Ay

Ile

Leu

Ay

GAu

Lys

Arg Pro Gn

Page 134

Ser
1590

Phe
1605

Leu
1620

1635

Thr
1650

Asn
1665

1740

N3027PCT_sequ. | i st..txt
1500

Lys

Ser

Leu

Ser

Ser

GAu

Ser

Leu

GAn

Al a

Leu

Lys

Ay

Al a

Al a

Al a

Arg

Thr

Ser

Ser

Leu

Al a

Arg

Lys

Ser

Ser

Arg

Val

GAu

GAn

Lys

Val

Lys

GAn

Tyr

Leu

Ser

Hi s

Lys

Thr

Asn

Tyr

Pro

Ser

Asp

Arg

Leu

Arg



Arg

Val

Thr

Tyr

Arg

Arg

Hi s

Leu

Asp

Lys

Ser

Asp

Leu

Val

Lys

Lys

Ay

Phe
1760

Ser
1910

Leu
1925

Asn
1955

Thr
1970

1985

Hi s
2000

Pro

Val

Pro

Ser

Al a

Al a

Tyr

Thr

Ser

Arg

Ile

Al a

Thr

Ile

Thr

Phe

Ser

Asn

Vet

Asp

Leu

Leu

Al a

Arg

Phe

Asp

Arg

Phe

Lys

Thr

Pro

Pro

Lys

Val

Asp

Asp

Ser

Lys

Al a

Leu

Asp

Lys

Lys

Lys

Ay

Al a

Pro

Lys

Ser

GAu

Lys

Vet

Phe

Ser

Val

Thr

Lys

Al a

N3027PCT_sequ. | i st..txt

Lys
1765

Ser
1780

Leu
1810

Asn
1825

_k_
o® —
A O
o

Val
1855

Phe
1870

1885

Phe
1900

Leu
1945

Phe
1960

Thr
2005

Gn Gy du Lys Lys

du

Ser

Lys

Ser

An

Leu

Asp

Arg

Asp

Gy

Leu

Thr

Thr

An

Val

Phe

Pro

Asn

Ile

Leu

Thr

Asp

Lys

Asp

Tyr

Ser

Pro

GAu

Pro

Val

Ile

Lys

Leu

Asn

Lys

Leu

Ser

GAu

Val

Leu

Ser

Pro

Asp

Leu

Ser

Al a

Al a

Lys

Val

Ile

Ser

GAu

Pro

Pro

Val

Ile

Page 135

1770

Leu
1785

Val
1950

Vet
1965

Lys
1980

1995

Pro
2010

Thr

Phe

Leu

Ay

Lys

Asp

Val

Asn

Val

Ser

Arg

Thr

Arg

Asn

Thr

Thr

Thr

Al a

Al a

Ser

Al a

Ser

Ser

Asp

Val

Phe

Tyr

Vet

Val

Hi s

Tyr

Arg

Ay

Al a

Asp

Leu

Phe

Tyr

Lys

Arg

Trp

Phe

Arg

Asn



Cys

Thr

Arg

Thr

Hi s

Asn

Ser

Phe

Lys

Arg

Arg

Leu

Thr

Arg

Tyr
2015

Lys
2030

Thr
2045

Val
2075

y
2090

2105

Val
2120

2135

Leu
2150

2165

Thr
2180

2195

Al a
2210

Asp
2225

Val
2240

Leu
2255

Cys

Leu

Al a

Phe

Pro

Leu

Asn

Tyr

Thr

Hi s

Al a

Ile

Pro

Lys

Ser

Cys

Lys

Ay

Leu

Tyr

Lys

Leu

Trp

GAu

Ile

Leu

Leu

Val

Leu

Leu

Asp

Ser

Lys

Cys

Val

Val

Thr

Asp

Leu

Arg

Asn

Phe

Ile

Leu

Tyr

Ser

Val

Leu

Asp

Arg

Phe

Ay

Thr

Al a

Ser

Val

Ser

N3027PCT_sequ. | i st..txt

Ile
2020

Al a
2035

Lys
2050

Leu
2065

Leu
2155

Val
2170

Leu
2185

Asp
2200

Pro
2215

Val
2230

Val
2245

Ser
2260

Trp

Cys

Lys

Ser

Lys

Asn

Leu

Arg

Tyr

du

Thr

An

du

Leu

I1e Mt

Hs Lys

Tyr Asp

Arg Leu

Leu Ile

Gy Leu

lle His

Pro Asn

Al a Met

Ser Val

Arg Leu

Asn Arg

Il1e Leu

Asp Ile

G u Phe

Asp Arg Ala
2025

Lys Cys Cys
2040

Pro Gu Leu
2055

Thr Ser QGu
2070

Asn Tyr Ile
2085

Lys Ser Gy
2100

Asp Thr Asp
2115

Val Ile Ala
2130

Pro Leu Met
2145

Gy Leu Gn
2160

[le Asp Gn
2175

[le Phe His
2190

Met Ser Ala
2205

Arg Cys Pro
2220

Ser Lys Thr
2235

Asn Lys Tyr
2250

Ala Gu Asn
2265
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Ser

Leu

Ser

Asp

Ser

Al a

Ser

Thr

Leu

Leu

Asn

Asp

Thr

Lys

Lys

Val

Lys

Ser

Arg

Vet

Thr

GAu

Val

Phe

Arg

Ser

Val

Al a

Thr

Thr

Al a

Al a



Lys

GAn

Pro

Ay

Al a

Lys

Leu

Ser

Lys

Ser

Lys

Asn

Pro

Arg

Thr
2270

Leu
2300

Al a
2315

Ser
2435

Leu
2450

Ay
2465

Phe
2480

Pro
2495

Arg

Arg

Pro

Al a

Al a

Al a

Ser

Al a

Lys

Leu

Phe

Asn

Leu

Lys

Lys

Leu

Ay

Ser

Vet

GAu

Lys

Ser

Asp

Cys

GAn

GAu

Lys

Thr

Thr

Ser

Asn

Val

Asp

Ser

Lys

Lys

Leu

Ile

Al a

Asp

Ay

Lys

Val

Leu

Tyr

Ser

Thr

Arg

Asp

Ser

Ser

Ser

Asp

Ser

Tyr

Leu

Lys

Lys

Asp

N3027PCT_sequ. | i st..txt
Arg Arg Ser

I'le
227
Pro

2290

Asp
2305

Asp
2320

Val
2335

Leu
2350

Ser
2425

Asn
2440

Ser
2455

Y
2470

Pro
2485

Thr
2515

Pro

Gy

Va

Leu

Thr

Thr

Asn

Arg

Pro

Leu

Thr

Lys

Vet

An

Lys

Pro

Asp

Pro

Ser

Thr

Thr

Phe

Leu

Leu

Ser

Ser

Asp

Al a

Ser

Phe

Leu

Ser

Asn

Leu

Ser

Val

Ser

Pro

Ay

Ile

Lys

Ay

Vet

Ser

GAu

GAn

GAn
2

Ser

Al a

Lys

Val

Ser

Phe

Pro

Ser

Asn

Thr

Cys Thr Ser
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Ay
2280

Pro
2295

Thr
2310

Leu
2400

Leu
2415

Asp
2430

Hi s
2445

Tyr
2460

Leu
2475

Val
2505

Val
2520

Asn

Lys

Val

Leu

GAn

GAu

Val

Al a

Ser

Ser

Arg

Ser

Ay

Arg

Ay

Ay

Lys

Vet

GAn

Ay

Val

Thr

Al a

Asn

Leu

Ser

Ser

Lys

Ser

Thr

Al a

Thr

Asn

Ser

GAn

Arg

Val

Ser

Al a

Leu

GAu

Ile

Tyr

Leu

Val

Arg

Al a

Thr

Phe

Ser

Ay

Leu



N3027PCT_sequ. | i st..txt

2525 2530
Ala Leu Phe Ay Asn Asn Gu Phe Met Va
2540 2545
<210> 35
<211> 7488
<212> DNA
<213> Honp sapi ens
<220>
<221> msc_feature
<222> (1)..(7488)
<223> nyosin | XB MYCoB
<400> 35

at gagt gt ga
at ctaccccc
gacagcacca
aaatgttatg
aacgact cgc
caggaggat g
gt gcat at gc
ct gccacggce
aacct cct ga
agcat cct gg
aagatgtatg
gt ggcct act
agcggct ccg
cagaagggct
gcttttggaa
caagt cagct
gaaaagtctc
ttgttacttg
tatttctacc
ttt gagaggc
atttttgecg
acaggccgag
cttctgaagg
gt caacgaca

at ggccaagt

aagaggcagg
agct gt ccac
cct cggacgt
t gct ggt gga
ct gt gcaccg
gct act act t
agct ggt ggc
agcaggcgga
agaacct caa
t ggccat caa
agaaccagca
acaccat gct
gcaagaccca
acgccagcegg
at gccaagac
acct agagag
gcctggtgtc
gggt cagcga
t caaccagca
t caagcaggc
tcctct cggce
aggaagggt t
t gaagcgaga
agct t at cct

ct ct gt acag

cagct cgggc
caccgagagc
cat caaggac
ggt caaagag
ggtgctgct a
cctget gcag
gcaggccaca
ctttgatgac
gcaccgcttc
cccctttaag
gct gggcaag
caggaagcgc
gagcaccaac
cgt cgagagg
agcccacaac
tggcatcgt g
t caggagaag
ggaagagcgce
t aactt gaag
cat ggagat g
catcct gt ac
ggaggt cggg
aatcttggtg
t ccct acage

cgceetgttce

cgccgggage
caggcct cgt
gccattgcca
t cgggaggeg
t ggcccegge
gagcgcaacg
gccaccegge
ct gt gt aacc
ctgcaacaaa
ttcctgecca
ct ggagccac
gt gaaccagt
ttcctcatce
accat cct gg
aacaact cca
agaggagct g
gat gagagga
caagaatttc
attgaagatg
gt gggcttce
ct gggcaacg
ccacccgagg
gaggttctga
ct cagcgagg
gactggattg
Page 138

2535

aggcggcct a
gccgegt gac
gcct gecggct
aggaat gggt
gggcacagga
cagat ggaac
gcct agt gga
t ccccgaget
agat ct acac
t ctacaaccc
acgtcttcgc
gcat cgt gat
act gcct cac
gt gct ggccc
gcecggt ttgg
t cgt cgagaa
act accat gt
agct caagca
gggaggacct
t cccegecac
tcacttataa
t gct ggacac
ccaaaagaaa

ccat cactgc

t gct gcggat

ccacct gcac
t gccaccaag
ggacggcacc
gct ggacgcec
cgagcaccct
cat caagt ac
gcgt ggectc
aaccgagggc
gt acgcgggg
caagt acgtg
gct ggccgac
ct cgggt gag
cgccct cage
t gt gct ggag
gaaattcatc
at at ct got t
gttttattat
gcct gaagat
gaagcat gac
caagaagcag
gaagagagct
cct gt cgcag
aacggt gacc
ccgcgact cc

caaccacgca

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500



ct cct caaca
at ctt cgggt
aat gagcagc
cagggcgagyg
ct cat cagca
cacgccacga
ttcctgggca
aaat at caga
gccctgetge
gcecgtgttcc
gccggacgcec
caaagt cacc
gatttgcata
cgtagcecttc
aaaggt at ca
ctcat catca
aagaaaaagc
gcact gggga
gagct gt gct
accgt gcgca
cagtt ccagg
ct ggagaaaa
aaggagacgg
ct gct get ge
cgggccgecg
aggacgcagg
t accggcacc
cgcaagagct
gccct ggaag
cagcaggt ag
cct gaggt gc
ccaagcccag
gt ccccagcea
ttccagaaca

agggt caccc

agaaggacgt
tt gaagact t
tgcagtatta
ggat cacgt g
agaaacccac
gccagaccct
ccccggt cat
t caaggact t
ggggcagt ga
gct gggecegt
t gcgggcecga
cagaagagct
accaaat gat
t ccagt ccct
aacaaaagca
gcat gact ct
caccaagcat
aggcggagcec
ttgacgacga
t ccggaggt c
tgctcctgec
t gaagat aga
agcggcaagc
agagct ggt t
t caccat cca
ctgcegtgta
agaaacagag
t cagccagat
ccgcaagagc
ct gagcaggg
agccaagt ga
agaagact ct
gccgggagaa

aacacat cca

aggagcaagg

N3027PCT_sequ. | i st..txt

ggaagaggca
cgagaggaac
cttcaaccag
gcacaacat c
gggcctcttc
gct ggccaag
ggagccagct
ccgggagaag
cagct cct ac
gct ccgggct
gagggccgaa
gccaagagga
caagagcat c
cagt cggct c
gatcattcca
gcacgaccgc
cagcgcccag
cttctttatc
gctggtcctg
agggt acagc
caaggat gcc
caagaggaac
cct gcaggag
ccggat ggt g
ggcct get gg
cct ccaggcec
cat cat ccgc
gat ct cggag
aggtgctgag
gccggageca
caggt cceccc
cccaccccag
gcgt gagt cg
gt cct gcaag

ggt gagtctc

gt ctcgt gcce
agctttgage
cacatcttca
ggct acacag
tacctgct gg
tt caaacagc
ttcatcatcc
aacat ggact
gt gcgggage
gct at ccggg
aaggct gcag
gccagcaccce
aaaggattgc
cagaaacccc
aagaacct ac
accaccaagt
tt ccagacat
cgct geat cc
cagcagct gc
gccaagt aca
cagccct gca
t accagat cg
acgct gcacc
ct ggagegt ¢
cggt cct acc
t cat ggaggg
ct gcagagcc
aagcagaagg
gagggcggac
gcggaggat g
ct agagcact
aaaaccgt gg
cgt cggcaaa
gaggagagt g

ct ggaagaca
Page 139

t gt ccattgg
agttctgcat
agct ggagca
acaat gt cgg
acgaggagag
aacat gagga
agcactt cgc
acat gcggcc
t cat cggcat
ccat ggcagt
gt at gagcag
cttcggaaaa
cct ggcaggg
gcgcct t cat
t ggact ccaa
ccctact gca
cccttaacaa
gttccaatgc
gct acaccgg
cgttccagga
gggaggt cat
ggaagaccaa
gggaggt ggt
ggcact t cct
gggt ccggag
gct act ggca
t gt gt cgggg
cagaagagaa
agggt caggc
gcgggcacct

cct cacct ga
cggct gaaag
gagggct gga
ccct cagaga

aaaaggagag

ggt cct ggac

caact acgcc
ggaggaat at
ct gcat ccat
caacttcccc
caat aagt ac
agggaaggtg
agacatcgtg
ggaccccgt g

gcttcgggag
ccet ggt gece

actttaccgc
cgaggacccc
cct gaaaagt
gt ccct gaaa
cct gcacaag
gct ctt ggag
t gaaaagaaa
cat gct ggag
tttcaccgag
ct ccaccctc
ggtcttcctg
gcggaaaat ¢
gcagat gaag
ggcget ggag
gcggaagct ¢
gcacct gcag
ggagagggaa
ggct ggaggg
ggcat cggag
gaaggaggcc
t cacgagaaa
gcacgt caag
accttccaga

cagagaagat

1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600



gaaacccttc
caaccccagg
gggagcccca
agcccaccgg
agcccaaggg
ct ggacgccg
gccgecagcec
acaggggccg
t ccaagct cc
cgaagt gcga
gacgcagggc
ct gcat aaaa
gt gt ccgggac
ggacagcagc
aagaagaacc
gtgttccgece
aagat aaat g
gagaagttca
ggct acaagg
ggccagaagg
cgt ggct aca
cggaagcagg
agcat ccegce
ct ct gcageg
tgctcctaca
t gcgt agaca
gaacacgt gg
aaccgcactc
aacttcccca
cccct cat ga
caggagcagc
t ccct ggaga
at gt cacctg

t cggacccge

t agt cgt aga
ccat ggcagt
ggcct ggeca
cccct ggecag
tt caggaaaa
agcggcet ggc
ct agt gccat
ccct cacgec
t cccgt cect
aaaagccagc
t gt ccccggg
ccaaggat aa
acgt ggt gct
at cgccacgce
gaaat gt caa
agat caccaa
acctccgttc
ggagcaacat
at ct gat gga
acaccaacct
ccaagaacga
agcgt gct gt
agt cgt gcga
t gt gcaagat
cct acgggag
gcct gaccag
agat gcacgg
gggagct ccg
t ccacgccat
ccttcgcaca
t ggct gccat
gactcatctt
gggceget gge

t gaccagcat

N3027PCT_sequ. | i st..txt

gacggaggct
t ggcaaggt c
gttggagcgg
cgcceccgag
gcccgacagce
cagcgcecegtg
gct cagccag
cacagaggag
ggccaaggct
t gt ccagaag
ctctcaggtc
aaaat acagc
ggaagccacc
t gcaggt gag
gat t gggaag
cgccaat gag
ccagaagacg
caaaacgatg
gaact accag
ggt cct caac
cttcgagcca
ccaggagcac
gcagtgcctc
gacct gccac
gaagggcgag
cgacaaggcc
cct gt acacc
gcaggeget g
cacaggggtg
gt acggcgac
ctatgcegtc
ccaccttgtc
cattatcttc

gaaggacgt ¢

gagaacacat
t ct gaagaaa
ccgaccagcec
acccccgagyg
cccggaggct
gaact gt ggc
t ccct ggacc
aggcgcacct
cagcct gcag
aagaagccag
gact ct aaat
ct ggagggcg
accat gaaga
aagcgcacca
at cacagt gt
ct caagt acc
cccat t gaga
tactctgtcc
at cgt cgt ca
ctcttccagt
gt gaagcaga
aacgggcacg
tcct at at ct
aagaagt gcg
ccaggcgttg
t cggt gccca
gagggcct ct
cagacagacc
ct gaagcagt
ttcctccgag
ct ggagcacc
aaggt ggccc
gcaccct gcc
ct caagat ca

Page 140

ct caaaagca
ct gagaagac
t ggccct gga
acaagagcaa
ccacgcagat
ggggcaagaa
t cagcgacag
ccttctccac
cagaaaccac
gcgacgcat ¢
ccacgtttaa
cagaggagct
agggect gga
aggaaccagg
cagagaagt g
t ggacgagt t
gcttgtttat
cgaacgggaa
gcaacct ggc
cact gct aga
gcaaagct ca
tgttcgccag
ggct cat gga
t gcacaagat
agcct ggcca
t cgtgct gga
accgcaagtc
ccgcagcagt
ggctgcggga
ccgt cgagct
tt ccagaagc
t gct cgagga
tcctgegetg
ccacgt gegt

gcccacagag
gct gcccagt
cagcagggt c
accat gt ggc
ccagcggt ac
gctggtggcece
acaccgggcc
gagcgacgt c
ggacggagag
ctccctceca
gaggcttttt
ggagaat gca
agccccct cc
aggcaaaggg
gcgggaat cg

cct gect caac
cgaagccacc
gat ccacgt g
cact gagcgt
t gagtt cacc
gaagaagaag
ctaccaggtt
caaggccctg
t cagagccac
cttcggegtyg
gaagct cct g
gggtgetgcece
caagct ggag
gct gcccgag
gccggagaag
caaccacaac
t gt caaccgc

ccctgacaac

ggagatgctg

3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640



at caaggagc
gcagagagt a
aaact ggggt
at ccaggagg
¢gggaaaagg
acct accgge
acgt cggcca
cecccct gege
gcecgeccct ¢
cggaccccca
cct cget ggg
gcecegecgee
cagggegceece
t cggat ccce
cagct gacaa
gcagagct ag
aggt gggcac
ccct cgecacg
cggcct caca
acgtaacttt
t acaaagttt
cagaagccac
ggccaat ggg
tctctgacac
gaaccttcca
ggacct cacg
caggaggctg
act gct cacg
caacct gggg
acct ggacac
t gcct gagaa
<210>
<211>

<212>
<213>

36
2157
PRT
Hono

agat gaggaa
tcgccttccg
tttcgtctce
aggagct gga
agat t ct cat
t gccggagct
gcaccgagag
ctgct ct ccc
cacgacgaag
t cat gcccac
caccgggt gc
cggaccagat
t ggagcccect
caacgtactg
agtctgcatg
tgttcggccc
cggccccaag
cagcccccaa
t ct ccccact
aaact gt aac
tctattaacg
t aggccact g
ct gggaccct
at gt ct ccgg
tgggggtctg
t gccagggag
cttttggcac
ggt caggagg
at ct ct ggag

gt ggccacaa

gt gt gt gcaa

sapi ens

N3027PCT_sequ. | i st..txt

at acaaagtg
caggctttcg
ct at gagggg
ggtgetgetg
t gaacggat c
ggacccaagg
cct gct ggag
ttgccecegge
gcegt cgt cc
ggccaacat ¢
€Cgggaggcyg
acattccgtg
agaagaggat
cctgeccecc
t ccgaggacg
t cagagaagg
t gcagagt ca
at cat ggacg
ccectttttg
agccttaatg
ct gceccegt ct
cgcgt ct gag
ccat gagagt
ggggcagcca

ggct at t ggc
act t gaat gt

tacccacccc
gcaacgcct g
cagggccct ¢
at ct gggaca

daaaaaaaaa

aagat ggagg
ct cct gcgac
gt cct gaaca
gaggaggagg
cagt ccat ca
ggct cggacg
gagcgggccg
gcgeccaccce
ttcgtaacgg
aagct cccac
gctgccccag
t acat cacgc
ggccagcecac
gcct cgggcec
gcccct geac
at ccagaat ¢
aggcagggag
cacct gt ggg
tacgtttaac
gaagaccaaa
cccttataac
gct cagaccc
tttggacact
cct ggccaat
t ggagccagg
ggct gt cact
gt gt gacaga
aagt cagacc
ctctct cagg
aggggccccce

daaaaaaaaa
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agat cagcca
aaaat gct cc
agagccccaa
cagccggcegg
aggaggagaa
aggagaacct
gacggggagc
cgagccccct
t cagagt gaa
caggcct gcc
t gcggegecg
ccggggcaga
ct ggggccaa
agaccaat gg
tggagcet ggg
aaaagct caa
aggccggct g
gagcaccaca
tgtttctttg
tggtttttta
ct ggacgt ga
tgct gt ggt t
t gggt cacct
gtgcattttt
acat gagt ca
cttccggacg
at aggagcca
t ccct at agg
cttggcccac
gcacagcat g

daaaaaaa

act ggaggct

atggcctctc
gacccgggac
cgat gaggac
ggaggacat c
ggact cggag
ct cggaaggyg

ccccaccgtg
gaccccccgg
ctcccacctg
ggagccacct
cctgccagtg
gcggaggt ac
ct gagagcca
cgccagagct
gagtgacgtg
gagccaggcc
tctccacctg
tacgtggttt
tatgtgtatg
gct gt cagag
ggct t ggggat
gacccgt gcc
gcacatgctg
ggggcaccat
ccaagggctg
gcgact cagg

t caacaggga
t cccccagac

aaat aaaaag

5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780
6840
6900
6960
7020
7080
7140
7200
7260
7320
7380
7440
7488
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<220>
<221> M SC FEATURE
<222> (1)..(2157)
<223> nyosin | XB MYCoB

<400> 36
Met Ser Val Lys Gu Ala Gy Ser Ser Gy Arg Arg Gu Gn Ala Ala
1 5 10 15

Tyr His Leu His Ile Tyr Pro G n Leu Ser Thr Thr Gu Ser G n Ala
20 25 30

Ser Cys Arg Val Thr Ala Thr Lys Asp Ser Thr Thr Ser Asp Val Ile
35 40 45

Lys Asp Ala Ile Ala Ser Leu Arg Leu Asp Gy Thr Lys Cys Tyr Val
50 55 60

Leu Val Gu Val Lys Gu Ser Ay Gy Gu Gu Trp Val Leu Asp Al a
65 70 75 80

Asn Asp Ser Pro Val Hs Arg Val Leu Leu Trp Pro Arg Arg Ala G n
85 90 95

Asp Gu His Pro dn Gu Asp Gy Tyr Tyr Phe Leu Leu Gn Gu Arg

Asn Ala Asp Gy Thr Ile Lys Tyr Val His Met G n Leu Val Ala G n
115 120 125

Ala Thr Ala Thr Arg Arg Leu Val Gu Arg Ay Leu Leu Pro Arg G n
130 135 140

G n Ala Asp Phe Asp Asp Leu Cys Asn Leu Pro GGu Leu Thr Gu Gy
145 150 155 160

Asn Leu Leu Lys Asn Leu Lys His Arg Phe Leu Gdn Gn Lys Ile Tyr
165 170 175
Thr Tyr Ala Gy Ser Ile Leu Val Ala Ile Asn Pro Phe Lys Phe Leu
180 185 190

Pro Ile Tyr Asn Pro Lys Tyr Val Lys Met Tyr Gu Asn G n Gn Leu
195 200 205

Gy Lys Leu Gu Pro His Val Phe Ala Leu Ala Asp Val Ala Tyr Tyr
210 215 220

Thr Met Leu Arg Lys Arg Val Asn Gn Cys Ile Val Ile Ser Gy Gu
225 230 235 240

Ser Gy Ser Gy Lys Thr G n Ser Thr Asn Phe Leu Ile H s Cys Leu
245 250 255
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Thr Ala Leu Ser A n Lys Ay Tyr Ala Ser Gy Val Gu Arg Thr Ile
260 265 270

Leu Gy Ala Ay Pro Val Leu Au Ala Phe Gy Asn Ala Lys Thr Ala
275 280 285

His Asn Asn Asn Ser Ser Arg Phe Gy Lys Phe Ile Gn Val Ser Tyr
290 295 300

Leu Gu Ser Gy Ile Val Arg Gy Ala Val Val Gu Lys Tyr Leu Leu
305 310 315 320

Gu Lys Ser Arg Leu Val Ser G n Gu Lys Asp Gu Arg Asn Tyr Hs
325 330 335

Val Phe Tyr Tyr Leu Leu Leu Gy Val Ser Gu Gu Gu Arg Gn Gu
340 345 350

Phe G n Leu Lys G n Pro Gu Asp Tyr Phe Tyr Leu Asn G n H s Asn
355 360 365

Leu Lys Ile Gu Asp Gy Gu Asp Leu Lys His Asp Phe Gu Arg Leu

Lys Gn Ala Met Gu Met Val Gy Phe Leu Pro Ala Thr Lys Lys G n
385 390 395 400

I[le Phe Ala Val Leu Ser Ala Ile Leu Tyr Leu Gy Asn Val Thr Tyr
405 410 415

Lys Lys Arg Ala Thr Gy Arg Gu Gu Gy Leu Gu Val Gy Pro Pro
420 425 430

G u Val Leu Asp Thr Leu Ser G n Leu Leu Lys Val Lys Arg Gu lle
435 440 445

Leu Val du Val Leu Thr Lys Arg Lys Thr Val Thr Val Asn Asp Lys
450 455 460

Leu Ile Leu Pro Tyr Ser Leu Ser Gu Ala Ile Thr Ala Arg Asp Ser
465 470 475 480

Met Ala Lys Ser Leu Tyr Ser Ala Leu Phe Asp Trp Ile Val Leu Arg
485 490 495

[le Asn His Ala Leu Leu Asn Lys Lys Asp Val Gu Gu Ala Val Ser
500 505 510

Cys Leu Ser Ile Gy Val Leu Asp Ile Phe Gy Phe G u Asp Phe G u
515 520 525
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Arg Asn Ser Phe Gu G n Phe Cys Ile Asn Tyr Ala Asn Gu G n Leu
530 535 540

GAn Tyr Tyr Phe Asn G n Hs Ile Phe Lys Leu Gu Gn Au Gu Tyr
545 550 555 560

Gn Gy Gu @y Ile Thr Trp H's Asn Ile Gy Tyr Thr Asp Asn Va
565 570 575

Gy Cys Ile Hs Leu Ile Ser Lys Lys Pro Thr Gy Leu Phe Tyr Leu
580 585 590

Leu Asp G u GQu Ser Asn Phe Pro His Ala Thr Ser G n Thr Leu Leu
595 600 605

Ala Lys Phe Lys A n Gn Hs Gu Asp Asn Lys Tyr Phe Leu Gy Thr
610 615 620

Pro Val Met GQu Pro Ala Phe Ile Ile Gn Hs Phe Ala Gy Lys Va
625 630 635 640

Lys Tyr G n Ile Lys Asp Phe Arg G u Lys Asn Met Asp Tyr Met Arg
645 650 655

Pro Asp Ile Val Ala Leu Leu Arg Gy Ser Asp Ser Ser Tyr Val Arg
660 665 670

Gu Leu lle Gy Met Asp Pro Val Ala Val Phe Arg Trp Ala Val Leu
675 680 685

Arg Ala Ala Ile Arg Ala Met Ala Val Leu Arg Gu Ala Gy Arg Leu
690 695 700

Arg Ala Gu Arg Ala Gu Lys Ala Ala Gy Met Ser Ser Pro Gy Ala
705 710 715 720

Gn Ser Hs Pro Gu Gu Leu Pro Arg Gy Ala Ser Thr Pro Ser du
725 730 735

Lys Leu Tyr Arg Asp Leu His Asn G n Met |le Lys Ser Ile Lys Gy
750

Leu Pro Trp Gn Gy Gu Asp Pro Arg Ser Leu Leu G n Ser Leu Ser
755 760 765

Arg Leu An Lys Pro Arg Ala Phe Ile Leu Lys Ser Lys Ay lle Lys
770 775 780

Gnlys Gnlle lle Pro Lys Asn Leu Leu Asp Ser Lys Ser Leu Lys
785 790 795 800
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Leu Ile Ile Ser Met Thr Leu His Asp Arg Thr Thr Lys Ser Leu Leu
805 810 815

Hs Leu Hs Lys Lys Lys Lys Pro Pro Ser |Ile Ser Ala G n Phe G n
820 825 830

Thr Ser Leu Asn Lys Leu Leu Gu Ala Leu Gy Lys Ala Qu Pro Phe
835 840 845

Phe Ile Arg Cys Ile Arg Ser Asn Ala Gu Lys Lys Gu Leu Cys Phe
850 855 860

Asp Asp Qu Leu Val Leu Gn Gn Leu Arg Tyr Thr Gy Met Leu Gu
865 870 875 880

Thr Val Arg Ile Arg Arg Ser Gy Tyr Ser Ala Lys Tyr Thr Phe Gn
885 890 895

Asp Phe Thr Gu A n Phe Adn Val Leu Leu Pro Lys Asp Ala G n Pro
900 905 910

Cys Arg Gu Val Ile Ser Thr Leu Leu GGu Lys Met Lys Ile Asp Lys
915 920 925

Arg Asn Tyr GAn Ile Gy Lys Thr Lys Val Phe Leu Lys Gu Thr Gu
930 935 940

Arg Gn Ala Leu An Gu Thr Leu H's Arg Gu Val Val Arg Lys Ile
960

Leu Leu Leu G n Ser Trp Phe Arg Met Val Leu Gu Arg Arg Hi s Phe
965 970 975

Leu G n Met Lys Arg Ala Ala Val Thr Ile G n Ala Cys Trp Arg Ser
980 985 990

Tyr Arg Val Arg Arg Ala Leu Gu Arg Thr Gn Ala Ala Val Tyr Leu
995 1000 1005

Gn Ala Ser Trp Arg Gy Tyr Trp AGn Arg Lys Leu Tyr Arg His
1010 1015 1020

GnlLys dn Ser Ile lle Arg Leu Gn Ser Leu Cys Arg Ay His
1025 1030 1035

Leu Gn Arg Lys Ser Phe Ser Gn Met [le Ser Gu Lys Gn Lys
1040 1045 1050

Ala Gu Gu Lys Gu Arg Gu Ala Leu Gu Ala Ala Arg Ala Qdy
1055 1060 1065

Ala Gu Gu dy Gy An Gy Gn Ala Ala Gy Ay Gn Gn Val
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Al a

Ser

Ser

Pro

Ser

Val

Al a

Ser

Leu

Thr

Thr

Al a

Ser

Al a

Pro

Thr
1295

Val
1310

Ser
1325

Pro

Pro

Lys

Phe

Arg

Leu

Val

Lys

Pro

Ay

Ser

Al a

Ay

GAu

GAu

Thr

Lys

GAn

GAu

GAu

Pro

Thr

Thr

Ser

Pro

Ile

Leu

Vet

Pro

Val

Lys

Val

Arg

Asn

Pro

Asp

Thr

GAn

Leu

Ser

Al a

Arg

GAn

Trp

Leu

GAu

Al a

Lys

Ser

Lys

Al a

Pro

Leu

Pro

Val

Arg

Arg

Ser

N3027PCT_sequ. | i st..txt

1075

Ser
1240

Al a
1255

Ala Gu Asp Gy

Ser

Pro

du

Arg

Ile

Arg

du

Al a

Leu

Thr

du

Leu

Lys

Ser

Asp Arg

Ser Pro

Ser His

Arg Gn

A n Ser

Val Thr

Ser Arg

Asn Thr

Val Gy

Ser Pro

Asp Ser

Pro Au

Lys Pro

Asp Al a

Lys Leu

Leu Asp

Ser

GAu

GAu

Arg

GAn

GAu

Ser

Lys

Arg

Arg

Asp

Asp

GAu

Val

Leu
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1080

Val
1230

Pro
1245

Val
1260

Lys
1275

Ser
1290

Al a
1320

Ser
1335

Hi s

Leu

Thr

Val

Leu

GAn

GAu

Lys

Ser

Ay

Ser

Ser

Pro

Leu

Al a

Asp

Leu

Leu

Pro

Ay

Thr

Pro

Lys

Ay

Al a

Al a

Arg

Al a

Hi s

Pro

Ser

Hi s

Ser

Val

Leu

Pro

GAu

Leu

Pro

Pro

Ay

Ser

Ser

Hi s



Arg

Ser

Lys

Lys

Leu

Ser

Tyr

Hi s

Pro

Lys

Ay

Leu

Ser

Thr

Asp

Al a
1340

Phe
1355

Al a
1370

1385

Pro
1400

Thr
1415

Ser
1430

Val
1445

Ser
1460

Thr

Ser

Pro

Asp

Phe

Leu

Val

Ay

Pro

Ile

Thr

Lys

Phe

Tyr

Vet

Ay

Ay

Thr

Pro

Al a

Al a

Lys

Leu

Ay

Thr

Asn

Ile

Ser

GAn

Al a

Ser

Al a

Val

Ay

Arg

Ay

Ay

Val

Al a

Asn

GAu

Val

Asn

Lys

Al a

Asp

Al a

GAn

Leu

Leu

Al a

Al a

Hi s

Lys

Ser

Asn

Asp

Al a

Pro

Asp

N3027PCT_sequ. | i st..txt

Leu
1345

Val
1360

Ser
1405

Phe
1420

Leu
1525

Thr
1540

Asn
1555

Thr
1585

Thr

Ser

Thr

Lys

Pro

Leu

Thr

Hi s

Lys

Lys

Leu

Arg

du

Ay

Ile

Asn

Pro Thr

Lys Leu

Thr Asp

Lys Pro

Gy Ser

Hs Lys

Leu Gu

Met Lys

Ala Ala

Lys Asn

Trp Arg

Lys Tyr

Ser G n

Lys Phe

Lys Ile

Val Va

Leu Val

GAu

Leu

Ay

Ay

GAn

Thr

Asn

Lys

Ay

Arg

GAu

Leu

Lys

Arg

Hi s

Ser

Leu
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GAu
1350

Pro
1365

1410

1425

Al a
1440

y
1455

1470

Asn
1485

Ser
1500

Thr
1530

Ser
1545

Val
1560

Asn
1575

Asn
1590

Arg

Ser

Arg

Al a

Asp

Asp

Val

Leu

Lys

Val

Val

GAu

Pro

Asn

Ay

Leu

Leu

Arg

Leu

Ser

Ser

Ser

Lys

Ser

Arg

Lys

Phe

Phe

Ile

Ile

Tyr

Al a

Phe

Thr

Al a

Al a

Ser

Lys

Lys

Ay

Al a

Thr

Ile

Arg

Leu

Lys

Lys

Thr



Ser

Thr

Ay

Ile

Tyr

Arg

Leu

Trp

Ay

Leu

Hi s

Leu

Val
1700

Val
1715

Thr
1730

Leu

Val

Al a

Ser

Vet

Lys

Ay

Leu

Leu

Asn

Arg

Phe

Al a

Ser

Asp

Lys

Val

Asp

Lys

Arg

Val

GAu

Ay

Arg

Phe

GAu

Leu

Leu

Asp

Pro

Lys

Lys

Asp

Lys

Leu

GAn

Pro

Leu

Arg

GAu

Val

Phe

Ser

GAu

GAn

Al a

Val

Ay

Ser

Leu

Tyr

Al a

Ile

Pro

Al a

Al a

Arg

Asn

N3027PCT_sequ. | i st..txt
Arg Gy Tyr Thr

Thr
1600

Ser
1645

Leu
1660

Leu
1705

Leu
1720

Val
1795

Val
1810

Leu
1825

Al a

Asn

Leu

Lys

Pro

Thr

du

Lys

An

Al a

Pro

Leu

Vet

G n Lys

Gy Hs

Cys Ser

lle An

Gy Va

Ser Asp

H s Va

Ser Gy

Thr Asp

Ile Thr

Leu Met

Leu Pro

Au Hs

Phe H s

Ser Pro

Lys

Val

Val

Ser

GAu

Lys

GAu

Al a

Pro

Ay

Thr

GAu

Leu

Leu

Ay
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Lys
1605

Lys
1620

Phe
1635

Leu
1650

Asn

Arg

Al a

Ser

Lys

Ay

Ser

Hi s

Asn

Al a

Leu

Al a

GAn

GAu

Lys

Leu

Asp

Lys

Ser

Tyr

Vet

Ser

Hi s

Val

Ay

Arg

Val

Lys

GAn

Al a

Val

Al a

Phe

Thr

Tyr

Phe

Pro

Leu

Thr

Lys

Tyr

GAn

Asn

Al a

Ile



Ile

Leu

Leu

Phe

Arg

Al a

Arg

Leu

Ser

Ay

Pro

Pro

Pro

Pro

Pro

Phe
1850

Thr
1865

Leu
1880

_k_
o® —
© D
[¢)]

Ser
1910

Ser
1925

Al a
2090

Asp

Al a

Ser

Ile

Ser

Leu

Ser

Ile

Ay

Thr

Ay

Al a

Arg

Arg

Leu

Al a

GAn

Pro

Vet

Lys

GAn

Leu

Pro

GAn

Ay

Ser

Leu

Ser

Al a

Pro

Arg

Thr

Pro

Al a

Ile

Cys

Lys

GAu

Leu

Arg

GAu

Asp

Ile

Asp

Al a

Ser

Thr

Pro

Pro

Ser

Pro

Hi s

Leu

Asp

GAu

Lys

Pro

Ser

Pro

Ser

Ile

Hi s

Val

Ser
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Arg Cys Pro Asp Asn

Leu
1855

Val
1870

Vet
1885

Ser
2035

Ser
2050

Vet
2065

Leu
2080

Leu

Arg

Al a

Al a

Va

Leu

Arg

du

Pro

Pro

Phe

Pro

Pro

Arg

Tyr

Lys Ile

Lys Tyr

A u Ser

Pro Trp

Leu Asn

A u Va

G u Lys

Lys Gu

Ser Asp

Ser Leu

Pro Al a

Leu Pro

Val Thr

Thr Al a

Arg Trp

Arg Gu

Ile Thr

Thr

Lys

Pro

Lys

Leu

GAu

Asp

GAu

Leu

Pro

Thr

Val

Asn

Al a

Pro

Pro
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1860

Thr
1875

Val
1890

Al a
2025

Val
2040

Pro
2085

Pro
2100

Ay

Ser

Cys

Lys

Phe

Lys

Pro

GAu

Leu

Thr

Asn

GAu

Leu

Al a

Val

Lys

Ay

Al a

Al a

Asp Pro

Val du

Met G u

Arg Arg

Leu Gy

Lys Thr

Tyr Arg

Leu Asp

Arg Al a

Pro Cys

Ala Pro

Lys Thr

Leu Pro

Ala Arg

Arg Arg

Asp Leu
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Cys Leu

gagcgagecg

gat cgagaaa

gagccgeggg

2105 2110 2115

Pro Val Gn Ay Ala Leu Gu Pro Leu Au Gu Asp dy Gn Pro
2120 2125 2130

Pro Gy Ala Lys Arg Arg Tyr Ser Asp Pro Pro Thr Tyr
2135 2140 2145

Pro Pro Ala Ser Gy Gn Thr Asn Gy
2150 2155

<210> 37

<211> 9508

<212> DNA

<213> Honp sapi ens

<220>

<221> msc_feature

<222> (1)..(9508)

<223> nyosin VB MYCeB

<400> 37

gt ccggeegt agcetgegeecg cecgeggeggg agt aaaggtc gegecgecgg

gccgeggege ctgcgggaag ¢cggcggggc aggt cggaga agagcgagaa

ct ccaggcca geccgggaac atggcgecag gecgggecage cgeggact ga

gcagccagga gccggggecce gagcececcgec cggececggge catgteggatg

acagccagtg
t aaccaagga
ttctggaata
tcttggtggg
ataatttgaa
ttgttgccat
acagt ggcca
acaagcagat
ccgggaagac
ccagt gaaac
gaaat gccaa
gctttgacaa
ccagagt ggt
ct gct gcegg
at acat caca
agact cgaca

agat aatt gc

cacaagggt c
ct acaaagaa
cccaat t gat
agaaaat gac
ggtccgtttc
taatccttat
aaacat ggga
ggccagagat
ggt at cagcec
caacat cgaa
gaccacccgc
aaggt accac
cttccaggca
tcttccagaa
gggaggagac
agccttcaca

ttctatcttg

tggatccctg
ggagacaaga
gt acaacgca
ct gact gccc
ct ggagt cca
gaacagttgc
gacat ggacc
gagaagaat c
aagt at gcca
gagaaggt gc
aat gacaaca
at cat cgggg
gat gat gaga
tttaaagagc
acttccatcg
ct cct cggag

caccttggaa

accct gat ga
gcct acaget
accagct gec
ttagct at ct
accatatcta
caat ct at gg
cccacatctt
agt ccat cat
tgcgetattt
t ggcat ccag
gcagccgttt
ccaacat gag
ggaattacca
ttgcact aac
agggt gt gga
t gaaagagt ¢
gt gt ggcgat
Page 150

ggt at ggcgce
cagact ggag
cttcttacgg
t cat gagcct
cactt act gt
acaagatgtc
t gct gt ggca
agt cagt ggg
cgccaccgt t
tcccatcatg
t ggcaagt ac
gacttacctc
catcttttac
aagt gcagag
cgat gct gag
ccatcagatg

t caggct gag

ggcgagct ct
t cagct gagt
gat gaaacga
aat ccagat a
gcagttttgc
ggt at cgt ac
at ct at acct
gaagaagcct
gagt ct ggag
ggt ggct cgg
gaggccattg
atccagattg
t t ggagaagt
cagctctgtg
gactttttct
gactttgaga
agcattttta
cgtgatggt g

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260



attcctgtag
t ggagcacag
cct acgt caa
acat ct at gc
ccct caagcea
t aaacagct t
act cgcat gt
tgattgattt
t ggacct gt t
agct ct at ga
ccttcat cat
aaaacagaga
t agt ggct ga
ggtcatcttc
agcacaagaa
t gaat gccac
ttcactttga
ttcgaat cag
at cgggt gct
ct gt cct gga
tctttcgage
ccaccat cat
t gaagggggc
ct gagcacct
gggcccgeca
gggccat gt t
t ccagaagca
ccat t gt cat
ggat t gaggc
t ggt ccagct
agtt gt ccgt
tgcact acca
gcct gcgeac
gcagggagaa

t gaaagat ga

t at at caccc
t cagat ggag
gaccat gt cc
ccagttgttc
gcactccttc
t gagcagttc
tttcaaactg
ttatgataac
ggat gaagaa
ccggceact cc
cgtccacttt
cacggt gt at
cttgtttcat
gaagat cagc
aaccgttggc
gacacct cac
cccaaagaga
t gcagcet ggc
ggt caagaag
gaacctcatc
aggccaggt g
gat ccagaaa
taccttaacc
gcggaggat ¢
ggcct accag
t gt gcggaga
cgt gcggggce
ccagt gt gcc
ccgct cagcea
gcagcggaag
gaccacct ca
gcagagccca
agagct gcag
agat gagctg

gaaagaacag

N3027PCT_sequ. | i st..txt

caggat gt at
cact ggct gt
ct gcagcagg
ggctggattg
at cggggt cc

t gt at caact
gagcaagaag
caaccttgta
t gt aaggt cc
agcagccagc
gcagacaagg
gaagagcaga
gat gacaagg
gtccgttctg
caccagttcc
t at gt ccgct
gcagt gcagc
tacccatcca
agagagct cg
aaggaccccg
gcct acct gg
act gt ccggg
ct gcagaggt
agagcggctg
agggt ccgca
acct accgcc
t ggat ggcac
ttccggat gc
gagcat ct ga
at cgat gagc
acat acacca
ggt gaggaca
agggcccact
aggaagcgag

ct caacaacc

acct aagcaa
gt cat cgcaa
t gat caat gc
t ggagcacat
tggacatcta
at gcaaat ga
aat acat gaa
t cgacct cat
ccaaaggaac
acttccagaa
t ggagt acct
t caat at cct
accctgttcc
ccagaccccce
gt acct ccct
gcat caagcc
aact cagagc
ggtgggcect a
ccaacacaga
acaagttcca
agaagct gcg
gat ggct gca
act gccgggy
tggt gct cca
gagct gcegt
aggt cct cat
gcaggcact t
t caaggccag
aacgt ct caa
agaacaaaga
t ggaggt aga
ccagcct cag
cggagcgcaa
tt gcagacct

aaatcctgtg
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cttctgcega
gct ggt cacc
gcgcaacgcc
caacaaggcc
t gggtttgag
aaagct ccag
ggaacagat c
t gaagccaag
t gaccagaac
gccccgeat g
ct ct gat ggt
gaaggccagc
t gccaccacc
cat gaaagt c
gcatctgctc
caacgat gag
ct gcgggat g
ccatgacttt
caaaaaggcc
gtttggccge
ggct gacaag
gaaggt gaaa
acacct ggcc
gaaacattac
tgttatccag
ggagcacaag
ccagcggctg
gcgggaget g
cgtgggcat g
gttcaagaca
gcggct gaag
gct gcaggag
gat ctt ggag
ggagcaagaa

ccagtct aaa

ct gct agggy
acct cggaga
ct ggcgaagce
ct gcacacct
acatttgagg
cagcagttca
ccttggaccce
ct gggt at ct
t gggct caga
t ccaacacgg
tttctggaga
aagttcccac
cct gggaagg
t ccaacaagg
at ggagaccc
aagct ccect
tt ggagacga
tt caaccggt
at ct gcaggt
accaagat ct
ttccggacag
t at cacaggc
cgcagget gg
cgcat gcaga
gccttcaccce
gccaccacca
cgggat gcag
aaggccct ca
gagaacaagg
ctttcagagc
aaggagct gg
gaggt ggaga
gacgcccaca
aat gct ct ct

gatgaatttg

1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360



cccagaact c
accagaacct
aaat gaccat
t agaat ct ga
ccct ccagea
t gaagct gca
t ggagaagag
tagatttgga
cagagaacaa
ccacgcagaa
t caagct ggc
agat cgt gag
ccagat caag
at cacggggt
gagaact cgg
t gcaggccca
ccct gaagga
cagaggccca
t ggaccttaa
tgaagattta
agaggaagcg
agggcat gct
act t gaagcc
t gt gcat ccg
ccaccat caa
cattctggtt
agggct t cat
t caccgaat a
aaattgccga
tt cagggt ct
at ggggat aa
tcatgtgtga
acat gat caa

gcacaggcat

t gt gaaggaa
t gt gaaggaa
cat aaagcaa
ctccaattac
ggt ggaggaa
gaagagagt a
agaacagcag
cccgaat gca
aaagct gaag
t aact ccagc
ccacgaggag
cgccgaccag
ttggcct aac
ct gccagaca
cttggcect ac
gagcct ggag
ggagat ggac
ggt ggaattc
agaact ggt a
cat gaagaaa
ccat gagctc
ggagt accac
ccagatgctg
gcacgcggac
cggcat t aag
at ccaacacc
gact cagaac
ccgt caggtg
gggegtgtta
atctggtgtg
ctcat act gc
ccagggcttg
cgcagt gact

gcaact cagg

N3027PCT_sequ. | i st..txt

aat ct cat ga
t att cacagt
act ccaggtc
ccct ccat ct
at t ggcct gg
cgggagct gg
gacagcaaga
gat ct ggcct
aat gacct ga
cacggct ccc
ct cgaggt gc
cggcgact cg
agt gaaaagc
aacagcaaga
caaggcct aa
cat gaggagg
aaacagcagc
ggcgtt cage
gaaaagct gg
gcccaggacc
aacaggcagg
aaagaggacg
t cgggcacag
tacaccaacg
aaagt cct ga
tgccgecttce
act gcaaagc
ct gagt gacc
cagccgat ga
aagcccaccyg
ct ggaagct a
gaccct gaga
cttaacaacc

tacaat at aa

agaaagaact
tggagcagag
at aggcggaa
ccacat ct ga
agaaggcagc
agcaggagag
aagt ccaggc
acaat agt ct
at gagct gag
cagat agct a
gcaaggagga
ccggcaggaa
atgttgacca
ctgaggattg
agcaagttgc
aggt ggagca
agaccttctg
aggaaat at ¢
aaaagaat ga
t agaagct gc
t cacggt cca
aggccct cct
t gccct gt ct
acgat ct caa
aaaagcacaa
ttcact gt ct
agaat gaaca
tttccattca
tagtttctge
gct accggaa
t cat ccgcca
t catcctgca
tgetcttgeg
gt cagcttga
Page 152

ggaggaggag
at acgacaac
cccat caaac
gat cggagac
cat ggacatg
gaaaaagct g
ggaaccacca
gaagaggcaa
gaaagccgt g
cagcctcctg
ggtgctcatc
cgcggagcecyg
ggaggat gcce
gggatattta
caggctgctg
t ct caaggct
ccagacgct a
ccggcet gacc
gaggaagct c
ccaggcattg
gcggaaagag
cat ccggaac
ccccgect ac
ggt gcact cc
tgat gacttt
gaagcagt ac
ctgtcttaag
gat ct accag
cat gttggaa
gcgctcct cc
gat gaat gcc
ggt att caaa
gaaggacgt c
ggagt ggcet t

cgat cccggt
cttcgggatg

caaagt agct
act gaggat g
acggtcttcc
caagt gcagc
cagact gaca
gagct ggagt
gccgaccaag
ct gaaccagc
ct caggaccc
aacattaatg
at t gaggcct
aat gaagat g
gaggct cagc
cagct cgagg
ctgct ct ccc
aacgagaat c
aaaaagcaac
gcccagagt g
aaggatttcc
ct ggt gacag
at cct ctaca
ct gct gacct
gagat gacgt
agcggggatg
aattttgacc
cagctcatta
aat gagagca
agcat ggcag
tttcatacag
cagct ct t ct

tgctcttgga
cggggaagaa

3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400



accttcacca
tgcaattaaa
t cagcaccca
aacgggt aac
ct cagcaact
cttctctaac
aagt ct gaag
at at acagt a
att gacagcc
tttgtaccta
agt ccaacac
gtcaattcta
aaat t aaaat
aat ggt acta
aggtgtggtt
gagaaat at t
cct ccagacc
agt gt gct ca
t at cccaaac
actttccaag
t aacaaact t
tctcttaata
ccaaat agt a
at cagtt cag
tt aggt caac
attgtaaata
gct t agat gt
agcat t caat
cttgatagca
agcctctgta
ccttcaccct
cacgct acct
ctggggctta
gt cat gggca
cagagctgtg

gagt ggagca
gaagaaaacc
gcagattgtc
agt ggccttt
gct at t agat
cat ggact ca
atgcatgttt
aagt aaattc
t gt ggagggt
ct gct cagaa
at at acat aa
t aaaacgaag
accaaat at a
at aaccat ga
gagtttgtgg
cccaaaat at
agacattttg
aacgcttttg
t ccaagt gag
t cccacaaaa
gttttattta
ccat t aagct
aaacaaact a
ggat attata
tttccetttt
tctctcccac
ttgct get ct
t ggaaaccca
gtatgctgtt
ttacattgag
cttttactca
t ct gcact gt
ggccagt ct t
ttatcccctc

cctttttett

N3027PCT_sequ. | i st..txt

gttcagacca
caggaggacg
aaaattttaa
at acgaacaa
gccaagcaca
at ccacat cc
ccagcatt ag
aaggat ct gt
gct gaact at
t aaaaacact
tttatagaca
ctgcct agt t
t at aagt cac
t aat ggcat a
tgagatgttt
tttttaatgg
agt act ggt t
tgttatcttg
aaagat ggaa
ctttcacaaa
t agat gt aaa
t ccagt aaga
aagttcgcac
caaaagtttg
caggttattt
aaaat aagga
tagaattttt
tattctttce
cccat aagaa
aaaat aagat
accacccaac
gccct t agag
agcct gggt t
t acat ccaca

t cagtt acag

t ggaacct ct
cagaggct at
acctttatac
t ccaggcaca
tgtttcctgt
cagcgt gt ct
tttgattcce
t aaat ct ggt
acagaatt ag
t gaaat at gg
ccaagcagt c
ttgatctttg
at aaatt gcc
t act gacat t
t aagaacaaa
ctgattatac
t ct gaagcaa
atttaat gga
aaatattttg
aatgtatata
aaccaaacaa
gcat cacat a
at cagat cat
gotttttttt
tcaacgtttt
ttttaaaaaa
tttaacttgt
acactttttt
aaaaat ggt a
ttatccatga
t t aaaaggct
cacagcttcc
aaggctgct g
tt aaacat gc

ttacataatc
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gat ccaagca
ctgctcectg
t cccct gaat
act acaagag
tttgtttcca
caat ct ggaa
aat gt gagca
aaaagt agat
acacaact at
aagattttaa
cccat agaca
cat agaact a
t t caaagggc
t cccaaagt t
aat at gggga
acagacagt g
aat t agaagt
agagatt att
tttctgatge
agct aaat at
gt caat at ga
at gct ct act
ct gaaaaacc
ttttaagaga
tcaaatttag
gt aat t cagt
ttttggtttc
ttactgtctt
tttgcaaatc
att ggaagt a
cttggaaaca
tcagttgttc
acattgtgtt
cggcttct ct

act gacgt cc

gcccagcet cc
tgtacctccc
gaatttgaag
cggaat gacc
tttaatccat
ttcctcaatg
agaaggaagt
caaat cagag
gtcattattt
gtttgatttc
t at aaaaggt
gagaat gt cc
tttaacaaat
t gcaaaccat
t gagact t ct
gt gt aact ga
gccagtcctc
aaaat gct gc
t agt ccat ac
t agaaacgga
aagcttttaa
gttccagaaa
tt caaaaat a
at aaaat ggc
cacacaaaaa
aat at aacag
tt caaaagca
ttctgtattt
at ggaagaac
gaacagcct g
cagcacactc
tctgcatctc
ccaat cagt t

tgggcat cgg

atgacactta

5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780
6840
6900
6960
7020
7080
7140
7200
7260
7320
7380
7440
7500



cccat ggat ¢
ctacctcttt
gt gagt ct ct
ggagttttga
tataccat ca
t aggt gccaa
cctt at gaat
t aaaggt at a
tatgtagtta
aggggaact a
caaacattta
t gcatt agat
ggtgccttta
t gt gggaat a
t agaagcat t
ttatacggga
t gacaagcat
agtacctgta
ccat gaagca
ttttgtaaaa
tcaattcatc
t agaat t cat
gggtgtcct a
gacagcat gg
taatttgetg
tagagaatta
ttttattata
aaaggggat c
at ccagattt
t gaaagagt t
gaaaat attt
tt gt aat agt
aat aaagagg

gtttctttgt

cat gt gctga
aaagttgttt
t at gt aagga
cat gcagt gg
ttctctccat
gagcttactg
agtccattta
t cct ggaat t
at at t t agat
tataatcttt
t cagt gt cat
gtctctttaa
gcggttacta
attttaatgt
ttaaatatta
cctgtttact
attacat aca
ggct cacct g
t gt cagt ggg
acaaaacaaa
aaatatttac
ttcttctgea
aat t gaggca
ggcaagacct
cat gagccaa
gagggt gt ag
aaggtcatta
aat cagaaat
gaat at aaca
cagat cat at
tcccactttg
cactgtaata
t gt gccaaat

aat gct ct ct

N3027PCT_sequ. | i st..txt

cttcatttag
gt gaaggat a
ccatccttaa
tt ccacaaac
ctct cttggt
aat aaaagct
gcct aagaaa
gt act t aaaa
ctgtcttatt
tgttagcatt
gaaat cagt a
ttttttaata
agat aact ga
t caaggt gat
agaat caaat
t at agt aaat
tgcattttcc
ggaggcagat
agttgcttcc
act aggagct
ttagagcettt
t aaagt aaat
tttgtataat
tgtagttctt
at aaccat aa
acagaggtta
gat acaaaag
gaaact aagc
ttttgccacc
t caggggt ga
cacaaatctg
tttagctgtg
ct aaat gaaa

t gagaagc

aaggccaat c
atttgttttt
aagaccaaaa
acagt ggct t
cactactctc
t ggcaatt ag
t ggcagattt
cttacagatg
t aat actt gg
ttctctgeat
atgactcttt
tttaaaattt
cat cagtt gt
at cat ggggg
atttatagat
gt gaat gt ac
ctgtgcectc
t agacccaaa
tttgatttcc
t ggaacagt t
catacattaa
tttcatacac
gcct gcat aa
cacagaat at
ttcacttttt
at gccaat ga
attgtttttc
tactttctaa
aact gacat t
at ccaacacc
t aaact acac
gat aaaaat t

tttaaaactc
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t aaaacaact
t aat gcact t
atgccttgtt
actatcctta
t gct gt cact
aat aaat ggg
agttcttctc
act aacaaat
aggct agaag
tttaaaaaat
aacaatt cag
agttgacatt
ttctctgaaa
agttttgtct
caaaact t gt
acatgagttg
at agt t gcag
ggt agat gt t
ct agt act aa
aaaaat caac
gattccagta
tt gacct act
ctaaat ggtc
tt gt ggt cag
atacccactg
gaaacacagg
aaaaaatttc
agt gacact g
t agat gaagg
at ggaagaaa
ctttgtttat
t gt ggaaat a

t gcagct aca

gggtttgtgg
tagtttgaaa

agagtgttaa
t acact gt ct
ggtt aat cac
gagggaagga
tt ccaaaaga
atatacttta
aagcatcttt
catttcaatt
gtttgaactc
tttttcacca
t aagt gttgc
tttaaaacat
gttttaagta
tt gct gaagce
ttagagttcc
tttccecettt
attttaaggc
act gct acca
accaat aaat
aagacagcaa
act aaaat gg
tttctccaat
gt gccat aat
acagggtttt
taattctaac
t at cagaat a
actgcctctc
gact act gat
agaaaaat gc
aatacttttg
ggtt gacaaa

7560
7620
7680
7740
7800
7860
7920
7980
8040
8100
8160
8220
8280
8340
8400
8460
8520
8580
8640
8700
8760
8820
8880
8940
9000
9060
9120
9180
9240
9300
9360
9420
9480
9508



<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

38
1848
PRT

Hormo sapi ens

M SC_FEATURE

(1)..(1848)
myosin VB MYO5B

38

Met Ser Val Gy
p

Asp Pro

Gu Gy

Gu Tyr

50

Pro Asp

65

Hs Au

Asn His

Tyr Gu

Gy Gn

GAu Ala

145

Val Ser

Met Arg

Ala Lys

Asp

Asp

35

Pro

Ile

Pro

Asn

Tyr

Ay

GAu

20

Lys

Ile

Leu

Al a

100

Leu

Vet

Lys

Phe
180

Val

Thr

GAu
5

Val
Ser
Asp
Val
Val
85
Thr
Pro
Gy
Gn
Ser
165
Al a

Leu

Arg

Leu

Trp

Leu

Val

Ay

70

Leu

Tyr

Ile

Asp

Vet

150

Ay

Thr

Al a

Asn

Tyr

Arg

Hi s

Tyr

Vet

135

Al a

Al a

Val

Ser

N3027PCT_sequ. | i st .

Ser

Ser

Leu

40

Arg

Asn

Asn

-
oG
o<

Asp

Arg

Ay

Ay

Ser

200

Asn

Al a

25

Arg

Asn

Asp

Leu

_k_
o —
(S0

Pro

Asp

Ser

=A%
w

Leu

GAn

Leu

Asp

Hi s

Thr
170
Ser

Ile

Ser

Page 155

Thr

Leu

Leu

Thr

75

Val

Leu

Val

Al a

Vet

Arg

Arg

Thr

Asp

Pro

60

Al a

Arg

Val

Ile

Phe

140

Asn

Ser

Ser

GAu

Phe
220

. txt

Val

Lys

Phe

Leu

Phe

Al a

Tyr

125

Al a

GAn

Al a

GAu

Al a

205

Ay

Trp

Asp

30

Thr

Leu

Ser

Leu

_,__
-
([&X0]

Thr

Val

Ser

Lys

Thr

190

Ile

Lys

Arg

Tyr

Asn

Tyr

Al a

Ile

175

Asn

Ay

Tyr

Pro

Lys

Leu

Asn

Leu

80

Ser

Pro

Ser

GAu

_,__
o —
([&X0]

Al a

Asn



N3027PCT_sequ. | i st..txt

Gnlle Gy Phe Asp Lys Arg Tyr Hs Ile lle Gy Ala Asn Mt Arg
225 230 235 240

Thr Tyr Leu Leu GQu Lys Ser Arg Val Val Phe G n Ala Asp Asp Gu
245 250 255

Arg Asn Tyr Hs Ile Phe Tyr G n Leu Cys Ala Ala Ala Gy Leu Pro
260 265 270

G u Phe Lys Gu Leu Ala Leu Thr Ser Ala G u Asp Phe Phe Tyr Thr
275 280 285

Ser Gn Gy Gy Asp Thr Ser Ile Gu Gy Val Asp Asp Ala G u Asp
290 295 300

Phe G u Lys Thr Arg G n Ala Phe Thr Leu Leu Gy Val Lys Gu Ser
305 310 315 320

Hs Gn Mt Ser Ile Phe Lys Ile |Ile Ala Ser |Ile Leu H's Leu Gy
325 330 335

Ser Val Ala lle Gn Ala Gu Arg Asp Gy Asp Ser Cys Ser |le Ser
340 345 350

Pro G n Asp Val Tyr Leu Ser Asn Phe Cys Arg Leu Leu Gy Val Gu
355 360 365

Hs Ser Gn Mt Au His Trp Leu Cys His Arg Lys Leu Val Thr Thr
370 375 380

Ser Gu Thr Tyr Val Lys Thr Met Ser Leu Gn Gn Val |Ile Asn Al a
385 390 395 400

Arg Asn Ala Leu Ala Lys Hs Ile Tyr Ala Gn Leu Phe Gy Trp Ile
405 410 415

Val Gu Hs Ile Asn Lys Ala Leu His Thr Ser Leu Lys G n H s Ser
420 425 430

Phe Ile Gy Val Leu Asp Ile Tyr Gy Phe Gu Thr Phe G u Val Asn
435 440 445

Ser Phe GGu G n Phe Cys Ile Asn Tyr Ala Asn Gu Lys Leu G n dn
450 455 460

G n Phe Asn Ser His Val Phe Lys Leu Gu Gn Gu Gu Tyr Mt Lys
465 470 475 480

Gud@nlle Pro Trp Thr Leu Ile Asp Phe Tyr Asp Asn G n Pro Cys
485 490 495

Page 156



Ile

Tyr

Asn

545

Ser

Ile

Hi s

Ser

Asn

625

Hi s

Arg

Ile

Asn

705

Lys

Asp

Val

Ile

Asp

Cys

Asp

Thr

Asp

Asn

Asp

Ser

610

Lys

Leu

Al a

Ser

690

Arg

Lys

Lys

Al a

Vet

Leu

Arg

Al a

Ay

Ile

Asp

Lys

Leu

Lys

Val

675

Al a

Tyr

Al a

Phe

Tyr

755

Ile

Val

Hi s

Phe

Phe

Leu
580

Hi s

Pro
660

Al a

Arg

Ile Cy

Leu

GAn

Pro

Ser

Leu

565

Lys

Asp

Ser

Lys

Asn

GAn

Ay

Val

725

Phe

GAu

Lys

Al a

Lys

Ser

Al a

Pro

Val

Lys

Thr

Asp

Leu

Tyr

Leu

710

Arg

Ay

Lys

Thr

Ay

Ser

535

Val

Lys

Ser

Val

Leu

GAu

Arg

Pro

695

Val

Ser

Arg

Leu

Val

N3027PCT_sequ. | i st..txt
Leu Gy Ile Leu Asp

Thr

520

GAn

Hi s

Asn

Lys

Pro

600

Ser

Val

Asn

Lys

Al a

680

Ser

Lys

Val

Thr

Arg

Arg

505

Asp

Hi s

Phe

Arg

Phe

585

Al a

Al a

Ay

Al a

Leu
665

Cys

Arg

Lys

Leu

Ay

G n Asn

Phe G n

Al a Asp

Asp Thr

570

Pro Leu

Thr Thr

Arg Pro

His Gn

Thr Thr

650

Pro Phe

Gy Va

Trp Al a

Arg Gu

A u Asn

Il e Phe

Asp Lys

Trp Leu
Page 157

Trp

Val

Val

Pro

Pro

620

Phe

Pro

Hi s

Leu

Tyr

700

Leu

Leu

Phe

Phe

GAn

Leu

Al a

525

Pro

Val

Tyr

Al a

Vet

Arg

Hi s

Phe

Hi s

Al a

Ile

Arg

Leu
510

GAn

Arg

Asp
590

y Lys

Lys

Thr

Tyr

Asp

670

Thr

Asp

Asn

Lys

Al a

750

Thr

Val

Asp

Lys

Leu

Ay

Val

Ser

Val

655

Pro

Ile

Phe

Thr

Asp

735

Ay

Al a

Lys

GAu

Leu

Ser

Leu

560

GAn

Phe

Ser

Ser

Leu

640

Arg

Lys

Arg

Phe

Asp

Pro

GAn

Thr

Tyr



H s
785
H s

Val

Thr

865

Leu

Al a

Ser
945
Arg

Thr

Asn

Leu

N3027PCT_sequ. | i st..txt
770 775 780

Arg Leu Lys Gy Ala Thr Leu Thr Leu Gn Arg Tyr Cys Arg Gy
790 795 800

Leu Ala Arg Arg Leu Ala Gu His Leu Arg Arg Ile Arg Ala Al a
805 810 815

Val Leu G n Lys Hs Tyr Arg Met Gn Arg Ala Arg G n Ala Tyr
820 825 830

Arg Val Arg Arg Ala Ala Val Val Ile G@n Ala Phe Thr Arg Ala
835 840 845

Phe Val Arg Arg Thr Tyr Arg G n Val Leu Met Gu Hs Lys Al a
850 855 860

Thr Ile G n Lys Hs Val Arg Gy Trp Met Ala Arg Arg His Phe
870 875 880

Arg Leu Arg Asp Ala Ala Ile Val Ile G@n Cys Ala Phe Arg Met
890

Lys Ala Arg Arg G u Leu Lys Ala Leu Arg lle Gu Ala Arg Ser
900 905 910

Gu H's Leu Lys Arg Leu Asn Val Gy Met G u Asn Lys Val Val
915 920 925

Leu Gn Arg Lys Ile Asp Gu Gn Asn Lys Gu Phe Lys Thr Leu

930 935 940

Gu Gn Leu Ser Val Thr Thr Ser Thr Tyr Thr Met Gu Val Gu
950 955 960

Leu Lys Lys Gu Leu Val His Tyr Gn Gn Ser Pro Ay Gu Asp

Ser Leu Arg Leu Gn Gu Gu Val Au Ser Leu Arg Thr G u Leu
980 985 990

Arg Ala Hs Ser u Arg Lys Ile Leu Gu Asp Ala His Ser Arg

995 1000 1005

Lys Asp Gu Leu Arg Lys Arg Val Ala Asp Leu Gu Gn GQu
1010 1015 1020

Ala Leu Leu Lys Asp Au Lys Gu G@n Leu Asn Asn Gn lle
1025 1030 1035

Cys Gn Ser Lys Asp GGu Phe Ala Gn Asn Ser Val Lys du
1040 1045 1050
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Asn

Asn

Leu

Arg

Pro

Thr

Asp

Leu

Leu

Hi s

Leu

Leu

Arg

Ser

Leu
1055

Leu
1070

Vet

Val

Asp

Pro

Ile

Val

Phe

Lys

Lys

Pro

Lys

Ser

Hi s

Thr

Al a

Lys

Lys

Lys

GAu

Ser

Ser

GAu

Leu

Lys

Lys

Asn

Ser

Al a

Pro

GAu

GAn

GAu

Hi s

Lys

Vet

Asn

Thr

GAu

Lys

Leu

Val

Al a

Val

Asp

GAu

Ile

Pro

Val

Tyr

Thr

Ser

Leu

Asp

Asn

Al a

Ser

Leu

Val

Asn

Asp

N3027PCT_sequ. | i st..txt

Leu
1060

Ser
1075

Gu Gu du Arg Ser

An

Ser

Leu

Lys

An

du

Al a

Lys

Ser

Va

Al a

Asn

du

Leu Gu

Lys Gn

Leu Gu

Gy Asp

G u Lys

Arg Va

Leu Gu

Pro Pro

Tyr Asn

Leu Lys

Al a Thr

Leu Leu

Arg Lys

Asp Gn

Ala Arg

Asp Al a

GAn

Thr

Ser

Thr

Al a

Arg

Lys

GAn

Ser

Asn

Leu

GAu

Arg

Ser

Ile
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1065

Asn
1230

Asn
1245

Ser
1290

1305

Arg

Tyr

Ay

Ser

Asp

Vet

Leu

GAu

Asp

Lys

Leu

Asn

GAn

Val

Leu

Trp

Al a

Asp

Hi s

Asn

Al a

Asp

GAu

GAn

Ile

Arg

Asn

Ser

Leu

Leu

Al a

Pro

Asn

Arg

Tyr

Leu

Ser

Lys

Ile

Ay

Asn

Hi s



Ay

Asn

Val

Hi s

Lys

Leu

Ile

Al a

Val

Lys

Lys

Ile

Leu

Lys

Trp

Val
1310

Leu
1385

Ser
1400

1415

Tyr
1430

Pro
1490

Leu
1505

1520

Val
1535

Leu
1550

Cys

Asp

Arg

Ser

Arg

Leu

Vet

Ser

Arg

Asp

Tyr

Val

Leu

Ser

Gn Thr

Gy Gu

Leu Leu

A u Va

Met Asp

Pro Au

Leu Thr

G u Lys

Lys Lys

Gu Arg

Lys Gu

GAu Ala

Met Leu

Met Cys

H s Ser

Lys Lys

Asn Thr

Asn

Leu

Lys

Al a

Asn

Asn

Al a

Lys

Lys

Leu

Ser

Ile

Leu

Hi s

N3027PCT_sequ. | i st..txt
Lys Thr Gu Asp Trp Gy

Ser
1315

Ay
1330

Al a
1345

Hi s
1360

Leu

An

Leu

An

Va

Asn

Arg

Asp

Hi s

Phe

Thr

Hi s

Thr

Asp

Leu

Ala Tyr

Leu G n

Lys Al a

Gn Thr

G u Phe

Leu Asp

Lys Leu

Leu Gu

GAu Leu

Arg Asn

Val Pro

Al a Asp

Ser Thr

Asp Phe

Leu Hi s

GAn

Al a

GAn

1320

Ay
1335

Leu
1365

Phe Cy

Ay

Leu

Lys

Al a

Asn

Vet

Leu

GAu

Cys
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S
1380

Val
1395

Leu
1470

Val
1485

Leu
1500

Thr
1515

Asn
1530

Vbt
1545

Leu
1560

Leu

Ser

GAu

GAn

GAn

GAu

GAn

GAn

Thr

Pro

Asn

Ay

Thr

Lys

Lys

Leu

Al a

Thr

Leu

Leu

Al a

Val

Tyr

Asp

Al a

Asp

Ile

Ser

Leu

Leu

Leu

Val

Lys

Leu

Thr

Hi s

Leu

Tyr

Asp

Lys

Phe



Ser

Leu

Al a

Asn

Arg

Leu

Leu

Tyr

Hi s

Al a

Al a

Lys

Val

Arg

Pro

Thr
1790

Asn
1805

Val

Asp

Asp

Ay

Ser

Arg

Al a

Phe

Lys

Ser

Leu

Leu

Val

Asp

Leu

GAu

Leu

Leu

Val

Ser

Ay

Tyr

Asp

Ser

Ay

Leu

Ser

Asn

Al a

Pro

Phe

Ay

Lys

Ser

Leu

GAn

Ser

Ile

Leu

Vet

Val

Al a

Leu

Leu

Phe

Pro

Phe

Asn

Ile

Ay

Ser

Arg

Asp

Ile

Leu

Val

Leu

Tyr

Ile

GAn

Phe

N3027PCT_sequ. | i st..txt
Gn Asn Thr Ala

Vet
1570

Phe
1585

Thr
1765

Thr
1780

Thr

Asp

Ile

Vet

Ser

Al a

Vet

du

Al a

Trp

du

Thr

Lys

Ser

Pro

Thr

Leu

Pro

Leu Thr

Tyr Gn

Ile Val

Gy Va

Asp Gy

Asn Al a

Val Thr

Ser Thr

Trp Leu

Met G u

Lys Thr

Leu Ser

Leu Asn

lle An

Leu Asp

Ser Ser

GAu

GAn

Ser

Lys

Asp

Phe

Leu

Leu

Ay

Arg

Pro

GAn

Thr

Al a

Al a

Leu
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1575

Asn
1695

Vet
1710

1740

1785

Lys

Arg

Ile

Vet

Thr

Ser

Thr

Val

Asn

GAn

Arg

Ile

Asp

Leu

Hi s

Vet

Lys

Leu

Ay

Tyr

Val

Phe

Leu

Leu

Asn

Al a

Asp

Asn

Val

Ile

Vet

Lys

Leu

Arg

Leu

Al a

GAu

Val

Arg

Phe

Ser



1820

lle His
1835

<210>
<211>
<212>
<213>

39

<220>
<221>
<222>
<223>

<400> 39
gt gcacgcceg

ggatctgtcc
cccgt cecgeg
t cacccgt ac
ggat agt gga
t gggcgcecac
agcttaacaa
gtgtttcctg
tt aaat gaag
acat at gt cg
tcttcagaag
tttgcaattg
attgtatctg
ct gact gaat
ct cct agaag
aaatttgtag
tatctcctag
ttttataggt
ccagat aat t
gacaaacaga
gat cct ctgc
ggtttggatg
ggaaatattg
t ct gct cagt
gtaagtttga

8662
DNA
Hormo sapi ens

[le Pro Ala Cys Leu

m sc_feature

(1)..
myosin Vi

7(8662)

MYC6
cagt gccggg
gagcaggaag
t cgt cgccect
aggt agcccc
aacaggagat
accct acaga
ttgaaccctt
cagaagagga
ccacact gct
ccaacatt ct
caat aaagtc
ct gat aaagc
gagaat cagg
cct at ggaac
cctttggaaa
aaat acattt
agaaat ct ag
tgtgtgctgg
ttcggtattt
ttttacagaa
t agat gacca
at gaagaaaa
attttgagga
ctttggaata

ccacaagagt

1825

1840

gact cggcgg

ccagcct cag
cttcactggc
gcecgecgegce
cgt ggat cct
tggatttcag
gaat cagaaa
cagt aaaaaa
ccataatatc
gattgcagtg
at at caagga
ttttcgagac
agccggcaaa
aggt caagat
t gcgaagact
t aat gaaaag
gatctgtgtt
tgcttctgaa
aaaccgaggc
ccgcaaaagt
tggtgatttt
gcttgatctc
agct ggcagc
ttgtgctgaa

cat gct aaca

Asn Leu G u Phe Leu

ggcgecggcece
ccecggecget
cct cat cact
acctgcecttc
ccttcaaaaa
at gggcaat a
ggcaagacat
gat gt ggaag
aaagtt cgat
aat ccat act
aaatctcttg
at gaaggt gc
acagaaaat a
attgat gaca
gttcgcaaca
agctcagttg
caaggcaaag
gat att agag
t gcact agat
cct gagt acc
at t agaat gt
ttccgggt ag
acttcaggtg
ttactgggtt
acagcagggg
Page 162

N3027PCT_sequ. | i st..txt
1830

Asn
1845

ggcgggcgga
gt cgccgcecc
t ct caccgeg
gct ccegeac
t ggaggat gg
tt gt ggat at
ttttggetct
ataactgttc
at agt aaaga
ttgacatacc
ggacaagacc
t caagat gag
caaaattt gt
gaattgttga
at aat agcag
tt ggaggat t
aggaaagaaa
aaaaacttca
actttgctaa
t t aaggcagg
gcacggct at
t agct ggcgt
gttgtaat ct
t ggaccaaga

gcaccaaagg

A u Va

gaccgact cg
tgtcctggtg
ccct ccaget
cggt gacagt
aaagcccgt t
t ggccccgac
cat aaaccaa
act aat gt at
cagaattt at
t aaaat at at
acct catgtc
tcagtctatc
t ct aagat ac
agct aaccca
t cgattt ggg
tgtttcacat
ttatcatatc
tttgagttca
caaagaaact
ttctatgaaa
gaaaaaaat t
cctgcacct t
gaagaat aaa
tgatcttcga

aacagttata

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500



aaggt acctc
tat agccatc
tcatcctatt
tttgaacaat
att ct gaagg
tat gt ggat a
attttggatg
caccaaaagc
cat aggaat a
t at gaaacaa
ttaatatgtg
aacaaagat a
aagacacagt
t gcat caaac
cagct t cagt
cgagct t cat
agattggatc
gact acaagt
cagat cat ga
ct cacat gca
aacaaaat aa
ctttgcaaga
aaacgacttg
aat aaacaga
act at gat ga
gaact cct ca
cgtattcaag
agaaaggaag
gaagaagaga
cagct ggccc
agggaccggg
gcccaggcecg
caaat ggcca
gcagctgctg

accat caata

t gaaagt gga
tttttgatca
tt att ggagt
tttgcatcaa
aggaacaaga
at caggact g
aagaaaat cg
acaaggat ca
t cagagacga
cccagttt gt
aat ccagaga
ct aaacaaaa
taaatttgct
ctaacttaaa
gt t cagggat
tt cat gaact
caagact at t
ttgggttaac
agt ct gaccc
gt cgct ggaa
aat at cgagc
ggagacacaa
ataaatttaa
t caagaat ct
cgcaggaaca
gtgcattaca
aagaaat gga
aggaggaaag
gaaagaaaag
gacagaagga
agct ggccect
acct ggcgct
aagaaat gt c
gt act aagaa

cttcttgtga

N3027PCT_sequ. | i st..txt

gcaagcaaac
t gt ggt aaac
cctagat at t
ct att gcaat
act ct at caa
tatagattta
ccttccccag
ttttcgactc
cgaaggcttc
ggagaaaaat
taagtttata
agcaggaaaa
t ct ggat aaa
gat gacaagc
ggt gt ct gt t
ctacaacatg
tt gt aaggct
caaagtattt
tgaccactta
gaaagttcag
t gaagcct gc
acct cgcat t
t gaggt agt ¢
ggaaatttct
aat ccagaaa
gaaaaaaaaa
aaaggaaaga
gcggat gaaa
ggaagat gat
ggaggaat cc
gaggat t gcc
gcggagaaat
agaatttttg
at at gat ct t
tattgagctc

aatgctcgtg
agagt aaat c
gctggttttg
gaaaaacttc
aaagaaggt t
att gaagcca
ccaagtgatc
actattccca
att at caggc
aat gat gct t
cgggaat t at
cttagcttca
cttcgaagta
caccactttg
ttggacttga
t acaaaaagt
ttgtttaaag
tttagacctg
gcagagt t gg
t ggt gct cac
at t aaaat gc
gat ggt ct gg
agtgtgttga
attgat act t
gaat at gat g
cagcaggaag
aaaagacgtg
ctt gagat gg
gaaaaacgca
caacagcaag
cagagt gaag
gat ggaacaa
agt agaggt c
agt aaat gga

ct ggcagcett
Page 163

at gccct gge
agtgttttcc
agtactttga
aacaattttt
taggtgttaa
aat t agt ggg
aacactttac
gaaaat ct aa
attttgcggg
tacatatgtc
ttgaatcatc
t cagcgt ggg
ct ggagcaag
aaggt gct ca
t gcagggt gg
at at gccaga
ctttgggett
gcaagtttgc
t t aaaagagt
t ct cagt cat
aaaaaact at
tt aaggt ggg
aagat ggaaa
t gat ggccaa
cactggttaa
aggaagcaga
aagaagacga
aagcaaagag
ttcaagctga
cagttctgga
ccgagct cat
gacccaaaat
ct gct gt act
aat at gcaga

gcagagaaga

aaagacagtg
ttttgaaaca
gcat aacagt
t aat gaaagg
t gaagt gcat
aat act ggat
at ct gcagt t
gct ggcagt t
ggcagt gt gc
tcttgaatcc
cacaaat aac
aaacaagttt
ctttattcgt
aattctgtct
ttacccatca
taaacttgca
aaat gaaaat
agaattt gat
caat cact gg
caaat t gaaa
t cgaat gt gg
cacact gaaa
acccgagatg
aat t aagt cc
aagct cagag
aaggct gagg
aaaacgt cga
aaaacaagaa
agt ggaggca
gcaggagegc
cagt gat gag
gacaccggaa
agccaccaaa
act acgt gat

atttcat agg

1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600



agact aaaag
caacgtgctc
cagcaaaacc
caacgct t ct
aagaaaaaag
ctccatcctg
gagct gaat ¢
cagtttgaag
agcagacagg
ttgcacacca
ccagatttaa
t aat cacggc
acattatttt
acat gggcat
attgttctct
agt accat at
t aaaat gat ¢
agacattttt
tcttagtttg
gat gtatt ct
gcacaatgtg
tcagattgtt
taggttttag
ct caatagtg
tctgcttcca
ttggtaattg
tgcttgtttt
t caaat gt ca
aaaat acatc
aaatt at aaa
cctttgaaat
agtatttccc
tcatgtctta
at t aaat ggt

t gt at cat gc
caaagt ct gt
cagcagct ca
t ccgcat ccc
gctggtggt a
acaagccacc
t t gaggagac
aaat ct ggga
ct cggcccac
gccttacagce
ccattccata
ttttggtgaa
tctgtatccc
at t ct gat gt
aggaaaagag
aact ggagt a
aaggcact aa
ggaaatttcc
aat gaaacac
gt gat aagag
tgttgctgtc
t aaat gcct a
gt ggcat agt
atttttgtat
acatctttct
tagacct gt't
acat aact ga
gcagctttaa
aaggagt t at
gt aaaat gat
gaaattccag
agct gact ag
gt agagaaat

tgtgtctgtg

N3027PCT_sequ. | i st..txt

t t ggaaat ct
tactgatt at
gattcctgce
attcatccgc
tgcccatttt
cat cctactt
t ggcct gact
acgct gt gga
ct at gcaaca
t gggagcct t
atcatgttag
tttgtttaag
gctgtaattc
ttctcatcct
aacttttttc
at aaaacat g
tgttttggtc
att aaaggt g
ttcgaagttc
gt act aat ag
agaat at t ct
aaagttttga
ggct t aact g
cagaatcttg
ttttaagaaa
t cat aagct t
taattttaaa
gcct aat att
gct gacat aa
t ct ct gt act
tgatttcttt
tgtttgtgag
atttatttat

ct att gagaa

aagaacaaga
gattttgcac
aggcagcggg
cct geccgacce
gat ggaccat
gt ggct ggt a
cggaagcgt g
ggcat ccagt
gccat gct ge
tgccatggt a
agttacttct
gttaattatg
ccaaaact ct
tt gccagaag
aaaattcaaa
agcttacatt
t gaaaagct g
gaaaat ct at
tagaattcta
t at ccagcac
ttttatattc
gataagtttt
gactgaattc
t ccaagtt gt
ttcctagt gt
t gt aattcag
atgttttcett
tatgactttc
ttctaaggag
gctttttece
tttccctaga
ccacagacac
t at gat acat
t gcaaatgtg
Page 164

agagaaat ac
catttttgaa
agat t gaaat
agt acaaaga
ggat t gcccg
aggacgacat
gt gct gagat
acctt cagaa
agagt ct gt t
cttaggt agg
at aaagt gaa
gt agcaaat t
cattattctc
actaccttac
atacttttta
cttacaat aa
tgtactttat
ttttttccte
gaaagagcct
agatttgett
t gt ggaaaaa
gtttcaatta
aaatattctt
ttcattgatt
cttttttggc
aaat cct t gt
t gt gt gct gt
acatttggaa
ttttgttgta
ccagttttta
aagat t acct
tgtcttcaga
t caaat gat t

attatctttt

t gaaacagag
caat t cacct
gaaccgacag
ccct cagagt
gcaaat ggaa
ggagat gt gt
cttgccaaga
t gcgat t gag
aaagt agat g
gtgtgtgccc
cagattttat
ttggacct aa
taactattac
atccatcgta
aggat ggcac
ct aaaccact
agacattttc
ctttgcagtyg
taatgtattt
ttctttgcta
t aaaggaaat
gaaaaggaaa
t caactt cat
t agt aagt gt
ctttgaggtt
atttagtaag
t agt at t gat
tttaaagaca
ttttagaata
gagaccct aa
cagt t aggga
attgcttctc

gt caagttaa

gaaggct gt a

3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640



ttactgcata
gtagctactg
tttatttgtg
tt gaacaaaa
tt gt gtat ct
tt aaat gaga
ttataagtcc
aatgtttcta
agttaatttt
acagt agatg
cttttaaagg
gttcacagtc
catattttaa
aact aat ct't
at aaaat at t
tcctaatt gt
aggaagtt ac
ggggagat gg
gt aggagcac
acttttcata
cttaagt gga
at aat ggt at
acaggt cat t
cct gaagt ag
agccaattaa
cagagaggt c
at at gt aaca
gttgcctcetc
accaat aat a
t ggaagggga
acagttgtaa
aaagattctg
gat ct ctacg
ttaaaacttg

ccat act gga

gcttcaccca
aagt aaat ga
t aggat agt g
tttagtagcc
tttagataca
gaat ctaat g
ttagtttttg
at cat gt cac
ggccagcagg
cacat acaca
aaacagcagg
aagcccat gc
tcattttaac
ttcttaatac
t aaaat gaga
ggt aacacag
t ct aat ccac
caccttctca
agggccacac
ggt cattctt
aaat cagt gg
tgtttgtaga
actatggttc
cttaagagta
tatgatgtta
aagtaattta
aaaagaacca
tgtcattcca
acaagtattg
gggcaaagga
caat aaggaa
cacccccagt
aaattttaga
gat caagat a

gaaggt cagc

N3027PCT_sequ. | i st..txt

ccctcgggt c
cctattctct
aat gat aagc
aaattgtttt
ttaat aggca
tttcagaaat
act ct aat ag
acagct gt cc
gcaact gccc
cagacacccc
agt ggt gt cc
at gccaggt t
tgagatttaa
cagttctttc
ggacagaat g
ttgagatatg
gtatgttaag
gaggattgtg
aaaggcattc
gt gaaccat t
tggttgtgaa
gctttattaa
t cagcgat cc
cttggat cag
gt gat agacc
gtt gt agact
aaacaaacac
caactt caga
agagttttaa
tat ct aaaca
agagaagagc
tt ggaaacac
at gaat aat g
t gcceggt gt

agt aaat agg

atttcgtccc
ctcttccatc
ttttttccta
tt aat gacat
ct agat ggaa
tt gt aagaaa
tt aat acaat
t agaact t at
t aat t cagat
tttgct ggag
t aaat gat gt
aaaact gt gg
aat t agaagt
cat agcat at
ttttcacatt
t at t at gagt
agaat attga
aaaat at gag
tattgttatg
ttgttttgca
cactt agaga
ttggatattt
aaat at gt ag
t agaat aaat
tgccteottt
gaaaaat at a
tttttagtgg
aggt gt gaca
aatttctccc
t gagaat aag
aacagt ggaa
tgatacattt
tgtaatttat
atacattctt

cattctgtac
Page 165

t gt gat t ggg
tctcgecettt
accagt agtg
gtctctttag
aat t aaagag
t gt at cacag
t at agtt aat
ctatttaaaa
agatttacag
aaact t agga
t cat gcagct
aaat caaaag
tt aaaccact
gctttgcaaa
tgattcaatt
t at gggaact
gttttcttag
gaagaaacaa
ctcattctgc
agcaaccaag
at agcaat cc
tttaaaagac
at cattggt t
atttattgaa
t at ggaagag
t caaagcct t
cacct gt gga
ggttttcect
agaagat aaa
gacatgttag
gagacaggt t
t aggacacag
aggat cagaa
agcacat agg

at aagcctca

gacagaaggt
aact ggt gt t
agt aaagttc
t acaat agt t
tt aaacat at
caaagggttg
cttaagccat
tagtttcctg
t aacct acgt
ccct gt cage
gctttaccat
t aaatt cact
at at at aaag
ggcagcat gc
ttaat ataat
aatt gagaaa
tt gt aaagt t
aacagt gcat
ttctgtaatg
gaaagaacat
acaggcaaga
attttcattc
ttttttttta
t caat cagtc
gt aacagat c
tgctgcaatc
tttacaaagg
atttatcatt
ct aacaagga
agggggggaa
gt gt gcccect
agcactccta
cgtatggtta
aat ggcactg

t ggaagggt a

5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780
6840
6900
6960
7020
7080
7140
7200
7260
7320
7380
7440
7500
7560
7620
7680
7740



agat ggagag
ttagttcaat
ttagct gt ct
agaatcttca
acgcct gt aa
gagaccagcc
aggcgtggt a
tt gaacgcgg
gcaacaagag
tttgttacat
agagaagcat
ccactttctg
aatcctaatt
tttcttttta
t t aaaagt gt
aat gct ccct
<210>
<211>

<212>
<213>

40
1285
PRT
Hono

<220>
<221>
<222>
<223>

(1).
my os

<400> 40
Met G u Asp
p

Met Gy

Leu Asn
35

Pro

Phe Pro Al a

50

Leu Met

65

Tyr

Tyr Ser Lys

act ggcagaa
t caaat cact
cagaagtttt
gtacaaattt
t cccagcact
t ggccaacat
gt gggt gect
gaggcagagg
cgaaattcca
gggtatattg
acattgtgcc
gagt ct ccaa
t gt accaagt
cttatgaaaa
atatctaatg

gt gt agaat t

sapi ens

M SC_FEATURE
(1285)

in VI MYCs

Ay

Asn |le

20

G n Lys

Gu du

Leu Asn

Asp Arg

85

Lys Pro
5

Val
Ay
Asp
Gu

Ile

N3027PCT_sequ. | i st..txt

gt agcacct a
gtattctttc
t caagagat g
gtttttttaa
ttgggaggcce
ggt gaaaccc
gtaatccctg
ttgcagggag
t ct caaaaaa
catagtggta
cagt aggt aa
t gt cggt t at
agcat ct cac
tt cat ct agt
ctttctctaa

tc

Val

Thr
40

Lys

Ser
55

Lys
Al a Thr

Tyr Thr

ct ct gct ggg

cccattgcta
at caggaaaa
aaat agattt
gaggcggat g
t gt ct ct act
ctacttggga
ccgagat ggc
t aaaat agat
aaat gt gggc
tttttcatcc
tccactcttt
ctttaaatca
caaact gt ca

aaat t gat gt

Ala Pro His

Gy Pro

25

Asp

Phe Leu Al a

Lys Asp Va

Hi s
75

Leu Leu

Val
90

Tyr Al a
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agcacttctc
acctaatata
attaat gcac
agggct ggge
gat cacgagg
aaaaat acaa
ggct gaggca
gccattgcac
ttagggggt a
ttttagtgta
ctaaaccttt
at gt ccat at
caggcttatt
attaattttt

act ggaaat a

Pro Thr Asp
Ser Leu Thr
30
Leu Il e Asn
5

G u Asp Asn
60

Asn lle Lys
Asn |le Leu

t gagt acgct
t gaaacaagc
att caaaagg
gcggtggcetc
t caagacttc
aacat t agcc
ggagaat cac
t ccat cct gg
caagt gcagt
cct aacaccc
t ct cagectc
ctacacattc
agt t gggt gt
cctcatttca

caaat aaata

Phe

GAu

Val

Ser

Val Arg

80

Al a

7800
7860
7920
7980
8040
8100
8160
8220
8280
8340
8400
8460
8520
8580
8640
8662
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Val Asn Pro Tyr Phe Asp Ile Pro Lys Ile Tyr Ser Ser

u Ala lle
100 105 110

Lys Ser Tyr Gn Gy Lys Ser Leu Gy Thr Arg Pro Pro H's Val Phe
115 120 125

Al a Ala Asp Lys Ala Phe Arg Asp Met Lys Val Leu Lys Met Ser

135 140

_,__
w—
([&X0]

Gn Ser Ilelle Val Ser GGy Gu Ser Gy Ala Gy Lys Thr Gu Asn
145 150 155 160

Thr Lys Phe Val Leu Arg Tyr Leu Thr Qu Ser Tyr Gy Thr Gy Gn

y
165 170 175

Asp Ile Asp Asp Arg Ile Val G u Ala Asn Pro Leu Leu Gu Ala Phe
180 185 190

Gy Asn Ala Lys Thr Val Arg Asn Asn Asn Ser Ser Arg Phe Gy Lys
195 200 205

Phe Val Gu Ile Hs Phe Asn G u Lys Ser Ser Val Val Gy Gy Phe
210 215 220

Val Ser His Tyr Leu Leu Gu Lys Ser Arg Ile Cys Val G n Gy Lys
225 230 235 240

GQu Gu Arg Asn Tyr His Ile Phe Tyr Arg Leu Cys Ala Ay Ala Ser
245 250 255

Gu Asp Ile Arg Gu Lys Leu His Leu Ser Ser Pro Asp Asn Phe Arg
260 265 270

Tyr Leu Asn Arg Gy Cys Thr Arg Tyr Phe Ala Asn Lys Gu Thr Asp
275 280 285

Lys Gn lle Leu Gn Asn Arg Lys Ser Pro Gu Tyr Leu Lys Ala Gy
290 295 300

Ser Met Lys Asp Pro Leu Leu Asp Asp His Gy Asp Phe Ile Arg Met
305 310 315 320

Cys Thr Ala Met Lys Lys Ile Gy Leu Asp Asp Gu G u Lys Leu Asp
325 330 335

Leu Phe Arg Val Val Ala Ay Val Leu Hs Leu Gy Asn Ile Asp Phe
340 345 350

GQu Gu Ala Gy Ser Thr Ser Gy Gy Cys Asn Leu Lys Asn Lys Ser
355 360 365
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Ala Gn Ser Leu Gu Tyr Cys Ala Gu Leu Leu Gy Leu Asp G n Asp
370 375 380

Asp Leu Arg Val Ser Leu Thr Thr Arg Val Met Leu Thr Thr Ala Gy
385 390 395 400

Gy Thr Lys Gy Thr Val Ile Lys Val Pro Leu Lys Val Gu Gn Ala
405 410 415

Asn Asn Ala Arg Asp Ala Leu Ala Lys Thr Val Tyr Ser Hi s Leu Phe
420 425 430

Asp His Val Val Asn Arg Val Asn Gn Cys Phe Pro Phe Gu Thr Ser
435 440 445

Ser Tyr Phe Ille Gy Val Leu Asp Ile Ala Gy Phe Gu Tyr Phe Gu
450 455 460

H's Asn Ser Phe Gu Gn Phe Cys Ile Asn Tyr Cys Asn Gu Lys Leu
465 470 475 480

G@n Gn Phe Phe Asn Gu Arg Ile Leu Lys Gu GQu Gn Au Leu Tyr
485 490 495

GnlLlys Gu Gy Leu Gy Val Asn Gu Val H's Tyr Val Asp Asn dn

Asp Cys Ile Asp Leu Ile GGu Ala Lys Leu Val Gy Ile Leu Asp Ile
515 520 525

Leu Asp Gu Gu Asn Arg Leu Pro G n Pro Ser Asp G n H's Phe Thr
530 535 540

Ser Ala Val Hs Gn Lys Hs Lys Asp H's Phe Arg Leu Thr Ile Pro
545 550 555 560

Arg Lys Ser Lys Leu Ala Val His Arg Asn Ile Arg Asp Asp Gu Gy
565 570 575

Phe Ile Ile Arg His Phe Ala Gy Ala Val Cys Tyr Gu Thr Thr Gn
580 585 590

Phe Val @ u Lys Asn Asn Asp Ala Leu His Met Ser Leu Gu Ser Leu
595 600 605

Gu Ser Arg Asp Lys Phe Ile Arg Gu Leu Phe G u Ser Ser
620

oW
(o]
-
[6)]

Thr Asn Asn Asn Lys Asp Thr Lys Gn Lys Ala Gy Lys Leu Ser Phe
625 630 635 640
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Ile Ser Val Gy Asn Lys Phe Lys Thr G n Leu Asn Leu Leu Leu Asp
645 650 655

Lys Leu Arg Ser Thr Gy Ala Ser Phe Ile Arg Cys Ile Lys Pro Asn
660 665 670

Leu Lys Met Thr Ser His His Phe Gu Gy Ala Gn Ile Leu Ser Gn
675 680 685

Leu G n Cys Ser Gy Mt Val Ser Val Leu Asp Leu Met Gn Ay Gy
690 695 700

Tyr Pro Ser Arg Ala Ser Phe Hs Gu Leu Tyr Asn Met Tyr Lys Lys
705 710 715 720

Tyr Met Pro Asp Lys Leu Ala Arg Leu Asp Pro Arg Leu Phe Cys Lys
725 730 735

Ala Leu Phe Lys Ala Leu Gy Leu Asn Qu Asn Asp Tyr Lys Phe Gy
740 745 750

Leu Thr Lys Val Phe Phe Arg Pro Gy Lys Phe Ala G u Phe Asp G n
755 760 765

[le Met Lys Ser Asp Pro Asp His Leu Ala Gu Leu Val Lys Arg Va
770 775 780

Asn His Trp Leu Thr Cys Ser Arg Trp Lys Lys Val G n Trp Cys Ser
785 790 795 800

Leu Ser Val |le Lys Leu Lys Asn Lys Lys Tyr Arg Ala Gu Al a

Cys Ile Lys Met G n Lys Thr Ile Arg Met Trp Leu Cys Lys Arg Arg
820 825 830

His Lys Pro Arg Ile Asp Ay Leu Val Lys Val Gy Thr Leu Lys Lys
835 840 845

Arg Leu Asp Lys Phe Asn Gu Val Val Ser Val Leu Lys Asp Gy Lys
850 855 860

Pro Gu Met Asn Lys Gn Ile Lys Asn Leu Gu lle Ser Ile Asp Thr
865 870 875 880

Leu Met Ala Lys Ile Lys Ser Thr Met Met Thr Gn Gu Gn lle Gn
885 890 895

Lys Gu Tyr Asp Ala Leu Val Lys Ser Ser GGu Gu Leu Leu Ser Ala
900 905 910

Leu Gn Lys Lys Lys An A@n GQu Gu Gu Ala Gu Arg Leu Arg Arg
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915 920 925

[le Gn AQu Gu Met Gu Lys Gu Arg Lys Arg Arg Gu Gu Asp Gu
940

Lys Arg Arg Arg Lys Au Au Qu Gu Arg Arg Met Lys Leu G u Met
945 950 955 960

Gu Ala Lys Arg Lys Gn GQu Gu Gu Gu Arg Lys Lys Arg G u Asp
965 970 975

Asp Gu Lys Arg Ile Gn Ala Gu Val u Ala Gdn Leu Ala Arg G n
980 985 990

Lys Qu Qu Au Ser An dAn An Ala Val Leu Gu Gn Gu Arg Arg
995 1000 1005

Asp Arg Gu Leu Ala Leu Arg Ile Ala Gn Ser Gu Ala Gu Leu
1010 1015 1020

[le Ser Asp Gu Ala Gn Ala Asp Leu Ala Leu Arg Arg Asn Asp
1025 1030 103

Gy Thr Arg Pro Lys Met Thr Pro Gu Gn Met Ala Lys G u Met
1040 1045 1050

Ser Gu Phe Leu Ser Arg G Pro Ala Val Leu Ala Thr Lys Ala

Ala Ala Gy Thr Lys Lys Tyr Asp Leu Ser Lys T
1

p Lys Tyr A a
1070 1075 8

Gu Leu Arg Asp Thr Ile Asn Thr Ser Cys Asp G u Leu Leu

[le

1085 1090 1095

Ala Ala Cys Arg Gu du Phe His Arg Arg Leu Lys Val Tyr Hs
1

Ala T

1

p Lys Ser Lys Asn Lys Lys Arg Asn Thr Gu Thr Gu Gn
]

Arg Ala Pro Lys Ser Val Thr Asp Tyr Asp Phe Ala Pro Phe Leu

1130 1135 1140

Asn Asn Ser Pro dn Gn Asn Pro Ala Ala Gnlle Pro Ala Arg
1145 1150 1155

GnArg GQulle Gu Mt Asn Arg Gn Gn Arg Phe Phe Arg lle
1160 1165 1170

Pro Phe Ile Arg Pro Ala Asp Gn Tyr Lys Asp Pro Gn Ser Lys
1175 1180 1185
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Lys Lys Gy Trp Trp Tyr Ala Hs Phe Asp Gy Pro Trp
1190 1195 1200
Arg Gn Mt Gu Leu Hs Pro Asp Lys Pro Pro Ile Leu
1205 1210 1215
Ala Gy Lys Asp Asp Met Gu Mt Cys Gu Leu Asn Leu
122 1225 1230
Thr Gy Leu Thr Arg Lys Arg Gy Ala Gu lle Leu Pro
1235 1240 1245
Phe Gu GQu lle Trp Gu Arg Cys Gy Gy Ile @n Tyr
1250 1255 1260
Asn Ala Ile GQu Ser Arg Gn Ala Arg Pro Thr Tyr Ala
1265 1270 1275

Met Leu G n Ser Leu Leu Lys
1280 1285
<210> 41
<211> 7367
<212> DNA
<213> Honp sapi ens
<220>
<221> msc_feature
<222> (1)..(7367)
<223> nyosin VIIA MWO/A
<400> 41
ggcaggagag agagggagag acaagagaca cacacagaga gacggcgagg
cccagaggga cgcctagaac gagacttgga gccagacaga ggaagagggg

gcagact ggc
caggct ggca
gcagcaggag
t ggacct gag
act ct gggca
acgcaacgca
gcctggggga
acctcatcta
ccatctactc
cccacat ct t
agt gct gecat
tgcagttcct

t gggcccegt g
ggt cact gag
ctcctgact t
at t ggggcag
ggtccaggtg

cat caagcct
cct caacgag
cacgt at acg
gccagagcac
tgccatt gct
cat cagt ggg

ggcagccat ¢

acccagcttc
agt gggcagce
gggaccat gg
gagt t cgacg
gtggatgatg
at gcacccca
gcgggcat ct
ggct ccat cc
at ccgccagt
gacaact gct
gaat ct gggg
agt gggcagc

ctgagtcctc
t gggccccag
tgattcttca
t gcccat cgg
aagacaat ga
cgt cggt cca
t gcgcaacct
t ggt ggct gt
at accaacaa
actt caacat
ccgggaagac

act cgt ggat
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cgtgcaggtg
aact gt gect
gcagggggac
ggcggt gat g
acact ggat c
cggcegt ggag
gcttatcecge
gaacccct ac
gaagat t ggg
gaaacgcaac

ggagagcaca

lle Ala

Leu Val

Gu du

Arg Gn

Leu G n

Thr Al a

aagggaaaga
acgtgtgttt
gcagct gt ac
ggcccagt gg
cat gt gt gga
aagct ct gcg
t ct ccgcaga
gacat gat cc
t accgggacc
cagct gct ct
gagat gcccc
agccgagacc

aagct gat cc

t gagcagcag gt cttggagg

60
120
180
240
300
360
420
480
540
600
660
720
780
840



ccacccccat
gtttcggaaa
ttgagcagt a
accacgt gtt
t gggccaggc
gggt ggacag
acaccgagaa
agt at gaggc
t ggccacagc
gccgcaccct
tggacgt gcg
acaagat caa
ccat cggcect
tctgcat caa
t ggagcagga
accaggat gc
aggagagcaa
acaagct caa
accattttgc
ccct gecat gg
tcttccaggc
gccagttcaa
ttgtgcgatg
gcgt gcgeca
accccat ccg
t gaagccggce
t gct gggcac
at gacat gct
agaaagt cat
cact gat cca
t gggct t cct
t ggccecgeca
ccttccgeca

cccgeaggct

t ct ggaagca
gt acat cgac
cct gct ggaa
ctactgcatg
ctctgact ac
ccaggagt ac
ct gggagat c
acgcacattt
tgcatccctg
cat cacccgc
cgacgccttc
cgcagcaat t
cctggacatc
cttcgccaat
ggaat at gac
cctggacatg
gttccccaag
cgccaact ac
aggcat cgtc
ggacattatc
cgat gt cgcece
gcggt cact g
cat caagccc
gct gcggt ac
ctacagcttc
ct acaagcag
ccacgat gac
gct ggaagt g
ccggggattc
gaggcact gg
gcggct gcag
gcgcat catc
ccgect ct gg

gcaccaacgc

N3027PCT_sequ. | i st..txt

tttgggaatg

atccacttca
aagt cacgtg
ct ggagggt a
aact actt gg
gccaacat cc
t cgaagct cc
gaaaacct gg
ctt gaggt ga
ggggagacgg
gtaaagggga
t acaagcct c
tttgggtttg
gagcacct gc
ct ggagagca
attgccaaca
ggcacagaca
at ccccccca
t act at gaga
cagct ggt cc
at gggcgcecg
gagct gct ga
aat gagttca
t caggaat ga
gtagagtttg
ggcgacct cc
t ggcagat ag
gagcgggaca
aaagacaggt
cggggt caca
gccct gecacc
cagtt ccagg
gctgtgctca
ct cagggct g

ccaagaccat

acaagcgaag
tctgtcgcca
t gagt gagga
ccat gggt aa
gct ccgcecat
t ggct gccat
atgcct gt ga
acccceccaga
t gt ccaccce
t ct acgggcg
cctcccagga
agaactttgc
agcagttctt
tt gact ggct
agcccat gaa
ccaccatgtt
agaacaacca
cccaaggct t
actcctccag
agaccaggaa
t gcgcacgct
agaagcccat
t ggagaccat
tggagcggt a
gcgggacttg
gcaaaaccaa
aagccat cac
ctaactttct
act gt aggaa
gct cccggaa
cceget geeg
ccgt gcagge
agtatctgtg
Page 172

ccgcaat gac
cgccat cgag
ggccct ggat
t cagaagaag
ct gcat aacc
gaaggt gctc
cctgcacctg
ggttctettc
cct gat gagce
act gagcagg
gctgttcgtg
t gt gaagaac
t gt gaacagc
t gt gcggcac
gcacat cgag
cat cat ctcc
acacaagctg
t gagacccag
cct ggagaag
gaacaagttc
gcgct cgecc
gggtgectge
gctgttcgac
ccgaat ccgc
ccgtgtgcetg
ccagcgcat g
gatctttctg
cgacagagt c
gaagct gaag
gaact acggg
gct gcaccag
cgcctatctg

ct at gccecgg
gcgcect cgag

aact caagcc
ggcgcgaaga
gaaaggaact
aagct gggct
t gt gagggcc
atgttcactg
ggcaacct gc
t ccccat cge
tgcctgact a
gaacaggcac
tggattgtgg
t ct cgcaggt
tttgagcagc
gt gtt caagc
ttcactgaca
ctcatcgatg
aact cccagc
tttggcatca
aaccgagaca
at caagcaga
acacttagca
cagccct t ct
cggcacct gt
cgagct ggct
ctgccaggtg
gct gaggct g
aaggaccacc
atcctccttc
aacgct gcca
ctgatgegtc
cagt accgcc
gtgcgcaagg
ggcat gat cg

gct gagaaaa

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880



tgcggct gge
aggccgageg
agct gaagga
cccgecat ga
cttcaggt gg
gagggcggag
at gaggagga
caaccacgca
agggt gacca
t ccct gagece
ccaagattta
gcgagggcga
tgcatttgac
acggggagt c
agaagct gca
act gccagat
ggat t ct cgt
t gcggaact t
gaaggacct t
ccaagt ccaa
t gct gacgga
ct ct caagga
t gggcagegg
agcagggcgc
cgcccet ggeca
t gcgaggagt
cct cccagcea
t cgt gcccac
cccagcet gge
agaaggt caa
ggttttatga
ccgtcaactg
ccttcccaga
t cacgct ggc
ttcgtgacct

ggaggaagag
caagcat cag
gaaggaggcc
gcct gt caat
cct geccaggce
ggagatggtg
cct ct ct gag
ct cct acacc
gct ggcagcec
caagt accac
t gagaccct g
ggcccagcet ¢
t ct gaaaaag
cacagt gcag
cttcatcatc
cagcaagcag
gtctctctge
cat ccacggg
t gt caat ggg
gaagccaat ¢
ct cggcaacc
ccggt t cggg
cagt gaccac
ccaggagcgc
cagcccct cc
caagtttggg
gtactttgta
ctacat cccc
cat cgccgec
agaggatgtg
agcct acaaa
gacgggt gt g
gat cat ggcc

caccat caag

ggt ggt cacc

N3027PCT_sequ. | i st..txt

aagctt cgga
gagcgcectgg
gct cggegga
cact cagaca
caggagggcc
gaggaggacc
tataaatttg
cggcggcecac
ct ggcggt ct
acagccat ga
ggcaagaaga
cccgagggcec
aagt ccaagc
ggcaacagca
ggcaat ggca
ct gacccaca
gt gggct gt t
ggcccgeccg
acacggacac
at gttgcccg
acggccaagg
ttctccctcet
gt cat ggacg
aacgccccct
gaggacaacg
gagt acaggt
gact at ggct
gaccgcgaga
cacaagaagg
gtcagttatg
ttctcaggcc
tactttgtgg
gt gt ccagca
ggggacgaat
ttcct agagg

aggagat gag
cccagcet gge
agaaggagct
t ggt ggacaa
aggcacct ag
t ggat gcagc
ccaagttcgc
t caaacagcc
ggat caccat
gt gat ggcag
cgt acaagag
agaagaagag
t cacagagga
t gct ggagga
t cct gcggece
acccct ccaa
t cgceccctc
gct acgeecc
agccgceccag
t gacatt cat
agct ct gcaa
acat t gccct
ccatctccca
ggaggctct t
t ggccaccaa
gt gagaagga
ct gagat gat
t cacgcccect
ggatttatgc
cccgettcaa
ccagt ct ccc
at gagcagga
gcaggggagce
acaccttcac

ggct ccggaa
Page 173

cgccaagaag
t cgt gaggac
cct ggagcag
gatgtttggc
tggctttgag
cctgeccctg
ggccacct ac
actgctct ac
cctcegettce
t gagaagat c
ggagct gcag
cagt gt gagg
ggt gaccaag
ccggeccacc
agcact ccgg
gagcagct at
cgagaagttt
gt act gt gag
ct ggct ggag
ggat gggacc
cgcgcet ggece
gtttgacaag
gtgcgagcag
cttccgcaaa
cctcatctac
ggacgacct g
cct ggagegce
gaagacgct g
ccagaggaga
gtggcccttg
caagaacgac
gcaggt act t
gaaaacgacg
ct ccagcaat

gagat ct aag

gccaaggagg
gct gageggg
at ggaaaggg
ttcctgggga
gacct ggagc
cct gacgagg
tt ccagggga
cat gacgacg
at gggggacc
cct gt gat ga
gccct gcagg
cacaagct gg
aggctgcatg
t ccaacct gg
gacgagat ct
gcccggggct
gt caagt acc
gagcgcct ga
ct gcaggcca
accaagaccc
gacaagat ct
gtgtcctccc
t acgccaagg
gaggtcttca
cagcaggt gg
gct gaget gg
ct cct gaacc
gagaagt ggg
act gat gccc
ctcttctcca
gt cat cgt gg
ct ggagct gt
gcccccagct
gct gaggaca
tatgttgtgg

2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980



ccct gcagga
gagacct cat
acggcat caa
t gcccact gt
agaggcagga
agccct acac
t gagccegt gt
aaccgct caa
cctgect gge
gct ccgt caa
aggacgaggc
aggagcgggy
tcctgcccca
gcct gcaacg
t ggaggt gga
at gacact ga
acat cgccac
cagacaaggt
cagact ggat
aggt gttctt
attccatctt
€gcgggagga
agt cct act t
ggcaggtctc
ggaagt ccaa
ttggct cagc
ccat caacaa
atcccttcac
ggaact t ggt
acct cct gac
ggagcggcaa
gtgggttcag
gaggct gggce
gaggcatctc

t aaccccaac
cat cct ggac
t gagaggacc
caccat gcca
cgttgtcecgg
gct ggaggag
cat ggt gt cc
gcaggcegetg
cttcattgct
cgagct cacc
at at gt gcag
tt gggagct g
cgt gcagegce
gct ccagaaa
ggccat ccag
cgaggcecttc
caggct gctc
cct cagegt t
aaagaaagct
cat gaagaag
ccactattac
ggtgctgceag
ccccageat ¢
acct gat gac
ggaggaggcce
cttcttcgag
gt at ggggt ¢
caagat ct cc
gcgegggage
ttcctacatt
gt gaacagtc
gcccat cagc

t ggccageca

t ct gggat gc

N3027PCT_sequ. | i st..txt

cccgeaggceyg
cat gacacgg
aagcagcgt g
ccgcgggaga
ctcttgcage
ttttcctatg
aaggcccgag
ct caagaagc
gt gct caagt
gaccagat ct
at cct gaagc
ct ct ggct gt
ttcctgcagt
gccct gagaa
cacaagacca
gaagt ggagt
ct caagt cct
cct gagaat g
cggcccat ca
ct gt ggacca
caggagt t gc
ct gggggcgc
cccaagct gc
t ggaagcggt
aagct ggcct
caaact acgg
agcct cat cg
aact ggagca
aaact gct ct
agccagat gc
acggggaggt
tacccctgca
ccactgact a

agaacttccc

aggagt cagg
gcgagcaggt
gggacttccc
tt gt ggccct
t gcgaacggc
actacttcag
gcaaggaccg

t cct gggcag
acat gggcga

tt gagggt cc
agct gaccga
gcacgggcct
cccgaaagca
acgggt cccg
cccagatttt
ccagcaccaa
cagagggat t
acttcttctt
aggacggaat
ccacggt gcc
ccaagt at ct
t gat ct acag
t gcgggagct
ccat cgt cgc
t cct gaagct
agccaaact t
at cccaaaac
gcggcaacac
gcgagacgt c
t cacagccat
gctggttcca
gct ggggaag
t accaact gg

tccat ccacc
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cttcctcage
cat gaact cg
caccgacagt
ggt caccat g
ggagcccgag
gcccccaccce
gct gt ggagc
t gaggagct c
ctacccgt cc
cct gaaagcec
caaccacatc
tttcccacce
ctgceccactc
gaagt accct
ccacaaagtc
ggccaaggac
cagcctcttt
tgactttgtt
t gt gccctca
agggaaggat
ccgaggct ac
ggt caagttc
ggt gccccag
ctacttcaac
cat cttcaag
ccctgagatc
gaaggat at c
ctacttccac
act gggct ac
gagcaaacag
t gcct get ct
acttatgcca
gcctctgatg

cct ct ggcac

tttgccaagg
ggct gggcca
gt gt acgt ca
actcccgatc
gt gcgt gcca
aagcacacgc
cacacgcggg
t cgcaggagg
aagaggacac
gagcccct ga
aggt acagcg
agcaacat cc
gccat cgact
ccgcacct gg
tacttccctg
ttctgccaga
gt caaaattg
cgacacttga
ct cacct acc
cccat ggcceg
cacaagt gca
gaggaggaca
gaccttatcc
aagcacgcag
t ggcccacct
ctcctaattg
ct caccactc
atcaccattg
aagat ggat g
cggggct cca
cgaggcagca
t cccggceage

ttcttccagt
ct gggt t ggt

5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780
6840
6900
6960
7020



N3027PCT_sequ. | i st..txt
ctaatcctag tttgetgtgg ccttcecggt tgtgagagee tgtgatcctt agatgtgtct 7080

cctgtttcag accagcccca ccatgcaact tcctttgact ttctgtgtac cactgggata 7140
gaggaat caa gaggacaatc tagctctcca tactttgaac aaccaaatgt gcattgaata 7200
ct ct gaaacc gaagggactg gatctgcagg tgggatgagg gagacagacc acttttctat 7260
attgcagtgt gaatgctggg cccectgcectca agtctaccct gatcacctca gggcataaag 7320
catgtttcat tctctggaaa aaaaaaaaaa aaaaaaaaaa aaaaaaa 7367
<210> 42

<211> 2175

<212> PRT
<213> Honp sapi ens

<220>

<221> M SC_FEATURE
<222> (1)..(2175)

<223> nyosin VIIA MWO/A

<400> 42
Met Val Ile Leu Gn dn Gy Asp His Val Trp Met Asp Leu Arg Leu
1 1

Gy Gn Gu Phe Asp Val Pro Ile Gy Ala Val Val Lys Leu Cys Asp
20 25 30

Ser Gy Gn Val Gn Val Val Asp Asp Gu Asp Asn Gu His Trp Ile
35 40 45

Ser Pro Gn Asn Ala Thr His Ile Lys Pro Met Hs Pro Thr Ser Va
50 55 60

Hs Gy Val Gu Asp Met Ile Arg Leu Gy Asp Leu Asn Gu Ala Gy
65 70 75 80

Ile Leu Arg Asn Leu Leu Ile Arg Tyr Arg Asp His Leu Ile Tyr Thr
85 90 95

Tyr Thr Gy Ser Ile Leu Val Ala Val Asn Pro Tyr Gn Leu Leu Ser
100 105 110

I[le Tyr Ser Pro GGu Hs Ile Arg An Tyr Thr Asn Lys Lys Ile Gy

Gu Met Pro Pro His Ile Phe Ala Ile Ala Asp Asn Cys Tyr Phe Asn
130 135 140

Met Lys Arg Asn Ser Arg Asp G n Cys Cys Ile lle Ser Gy Gu Ser
145 150 155 160

Gy Ala Gy Lys Thr Gu Ser Thr Lys Leu Ile Leu G n Phe Leu Al a
165 170 175

Page 175
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Ala Ile Ser Gy Gn Hs Ser Trp Ile Au A@n An Val Leu Au Ala
180 185 190
Thr Pro Ile Leu Au Ala Phe Gy Asn Ala Lys Thr Ile Arg Asn Asp
195 200 205

Asn Ser Ser Arg Phe Gy Lys Tyr Ile Asp Ile Hs Phe Asn Lys Arg
210 215 220

Gy Alalle Gu Gy Ala Lys Ile Gu G@n Tyr Leu Leu Gu Lys Ser
225 230 235 240

Arg Val Cys Arg Gn Ala Leu Asp Gu Arg Asn Tyr His Val Phe Tyr
245 250 255

Cys Met Leu Gu Gy Met Ser Gu Asp G n Lys Lys Lys Leu Gy Leu
260 265 270

Gy Gn Ala Ser Asp Tyr Asn Tyr Leu Ala Met Gy Asn Cys Ile Thr
275 280 285

Cys Gu Gy Arg Val Asp Ser Gn Gu Tyr Ala Asn Ile Arg Ser Al a
290 295 300

Met Lys Val Leu Met Phe Thr Asp Thr G u Asn Trp GQu lle Ser Lys
305 310 315 320

Leu Leu Ala Ala Ile Leu His Leu Gy Asn Leu Gn Tyr Gu Ala Arg
325 330 335

Thr Phe G u Asn Leu Asp Ala Cys A u Val Leu Phe Ser Pro Ser Leu
340 345 350

Ala Thr Ala Ala Ser Leu Leu Gu Val Asn Pro Pro Asp Leu Met Ser
355 360 365

Cys Leu Thr Ser Arg Thr Leu Ile Thr Arg Gy G u Thr Val Ser Thr
370 375 380

Pro Leu Ser Arg Gu Gn Ala Leu Asp Val Arg Asp Ala Phe Val Lys
385 390 395 400

Gy lle Tyr Gy Arg Leu Phe Val Trp Val Asp Lys |le Asn Ala

415

N
o
(6]
A—
==
(X}

Ala Ile Tyr Lys Pro Pro Ser G n Asp Val Lys Asn Ser Arg Arg Ser

I[le Gy Leu Leu Asp Ile Phe Gy Phe G u Asn Phe Ala Val Asn Ser
435 440 445
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Phe
Phe
465

Ser

Asp

Asn
H s
545
Ile
Phe
Thr
Leu
625
Phe
Arg
Pro
Leu
Cy

705

Ile

Val

Ile

Vet

Ser

Ser

530

GAu

Thr

Ile

GAn

Leu

610

Ay

Lys

Tyr

Ile

Pro

690

Ay

Arg

Asp

Ile

Thr

GAn

Al a

595

Ser

Al a

Lys

Ser

Arg

Ay

Arg

Lys

Leu

Hi s

Trp

Al a

500

Phe

Hi s

Ay

Leu

580

Asp

Ser

Cys

Pro

Tyr

Val

Thr

Val

Leu

485

Asn

Pro

Lys

Phe

Phe

565

Val

Val

GAn

Vet
645

y Met

Ser

Lys

Al a

Lys

Ile

Phe

470

Hi s

Lys

Lys

Leu

Ay

550

Leu

Hi s

Al a

Phe

Pro

630

Leu

Vet

Phe

Pro

Asn

455

Lys

Ile

Pro

Ay

Asn

535

Ile

Ser

Vet

Phe

Val
Al a
695

Al a

Phe

N3027PCT_sequ. | i st..txt
Phe Al a Asn

Leu

Vet

Thr

520

Al a

Asn

Lys

Ser

Ay

Arg

Phe

Asp

Thr

Val

Leu

Phe

Asn

505

Asp

Asn

Hi s

Asn

Arg

Al a

Ser

Val

Arg

Phe

Lys

Leu

Lys

Thr

490

Thr

Tyr

Phe

Arg

Asn

GAu

Leu

Arg Gy

Hi s

650

Arg

Val

GAn

Ay

GAu

Thr

Ile

Al a

555

Asp

Lys

Thr

635

Leu

Ile

Ay

Thr
715

Hi s

460

GAu

Asn

Ser

Vet

Pro

540

Ay

Thr

Phe

Arg

Leu

620

Ile

Arg

Arg

Asp

Hi s

Asp H's Hs
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Leu

Tyr

GAn

Leu

Leu

525

Pro

Leu

Ile

Lys

Val

Arg

Tyr

685

Leu

Asp

GAn

Asp

Asp

Ile

Hi s

Lys

Val

Hi s

Lys

Arg

Vet

Pro

Arg

Al a

670

Arg

Arg

Asp

Vet

Leu

Al a

495

Asp

Lys

Asn

Tyr

Ser

Arg

Asn

Ay

Val

Ay

Trp

Leu

Phe

Leu

GAu

Leu

Asn

Tyr
560

y Asp

Ile

Pro

Thr

Leu

Tyr

Leu

Thr
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730

725 735

Gu Val Gu Arg Asp Lys Ala Ile Thr Asp Arg Val Ile Leu Leu dn
740 745 750

Lys Val Ile Arg Ay Phe Lys Asp Arg Ser Asn Phe Leu Lys Leu Lys
755 760 765

Asn Ala Ala Thr Leu Ile Gn Arg His Trp Arg Ay H s Asn Cys Arg
770 775 780

Lys Asn Tyr Gy Leu Met Arg Leu Gy Phe Leu Arg Leu G n Ala Leu
785 790 795 800

His Arg Ser Arg Lys Leu His Gn Gn Tyr Arg Leu Ala Arg G n Arg
805 810 815

[le Ile dn Phe An Ala Arg Cys Arg Ala Tyr Leu Val Arg Lys Ala
820 825 830

Phe Arg His Arg Leu Trp Ala Val Leu Thr Val Gn Ala Tyr Ala Arg
835 840 845

Gy Mt Ile Ala Arg Arg Leu His Gn Arg Leu Arg Ala G u Tyr Leu
850 855 860

Trp Arg Leu Gu Ala Gu Lys Met Arg Leu Ala Gu Gu Gu Lys Leu
865 870 875 880

Arg Lys Qu Met Ser Ala Lys Lys Ala Lys Gu Qu Ala Gu Arg Lys
885 890 895

Hs Gn Gu Arg Leu Ala G n Leu Ala Arg Gu Asp Ala Gu Arg Gu
900 905 910

Leu Lys Gu Lys Gu Ala Ala Arg Arg Lys Lys Gu Leu Leu Gu Gn
915 920 925

Met Gu Arg Ala Arg His Gu Pro Val Asn His Ser Asp Met Val Asp
930 935 940

Lys Met Phe Gy Phe Leu Gy Thr Ser Ay Gy Leu Pro Gy Gn Gu
945 950 955 960

Gy Gn Ala Pro Ser Gy Phe Gu Asp Leu Gu Arg Gy Arg Arg A u
965 970 975

Met Val Gu Gu Asp Leu Asp Ala Ala Leu Pro Leu Pro Asp G u Asp
980 985 990

Gu Gu Asp Leu Ser Gu Tyr Lys Phe Ala Lys Phe Ala Ala Thr Tyr
995 1000 1005
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Phe

Leu

Pro

Lys

Pro

Leu

Arg

Al a

Pro

Ay

Thr

Leu

Ser
1205

Pro
1220

Phe
1235

Ay

Leu

Val

Lys

Vet

Ay

Leu

Hi s

Arg

Ay

Ser

Ay

Pro

Val

Al a

Thr

Leu

Trp

Tyr

Thr

Leu

GAn

Lys

Asp

Pro

Lys

Trp

Lys

Ay

Asn

Thr

Thr

Tyr

Hi s

Lys

Lys

Lys

Ay

Thr

Leu

Ile

Phe

Tyr

Ay

Lys

Thr

Hi s

Thr

Thr

Ile

Al a

Lys

Lys

Ser

Arg

Leu

Leu

Val

Al a

Thr

Ser

N3027PCT_sequ. | i st..txt

Leu
1090

Ser Tyr Thr

Asp

Leu

Vet

du

Ser

Lys

Thr

Leu

Al a

Hi s

Ser

Tyr

Tyr

Thr

Lys

Arg

Ser

Thr

Ay

Val

Leu

Val

Leu

Asn

Leu

Leu

Pro

Ay

Phe

Asp

Leu

Arg

Thr

Lys

Arg

Pro

Pro

Ile

Arg Arg Pro

Asp

Vet

Ay

Ay

Ay

Hi s

GAu

Ay

Leu

Asp

Ser

Val

Asn

GAu

Pro

Vet
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1020

1065

Phe
1215

Ser
1245

Leu
1260

Leu

Asp

Lys

Al a

Leu

Val

Ser

Phe

Ser

Leu

Trp

Pro

Leu

Al a

Leu

Lys

Thr

GAn

Val

Thr

Vet

Ile

Tyr

Ser

Phe

Hi s

Arg

Leu

Val

Lys

Al a

Pro

Ile

Tyr

Leu

Hi s

Lys

Leu

Ile

Tyr

Al a

Ay

Arg

GAu

Thr



Phe

Thr

Lys

Val

Ser

Asn

Trp

Lys

Asp

Pro

Tyr

Val

Tyr

Val

Vet
1265

Al a
1280

Al a
1340

Hi s
1355

Al a
1445

Ser
1460

Asp

Lys

Arg

Ser

Pro

Ser

Val

Asp

Ay

Tyr

Trp

Tyr

Al a

Val

Ay

Phe

Leu

Trp

Pro

Val

Asp

Ser

Ile

Al a

Arg

Al a

Tyr

Al a

Val

Thr

Leu

Ay

Ay

GAn

Arg

Ser

Arg

Leu

GAu

Pro

GAn

Arg

Arg

Lys

Val

Leu

Thr

Cys

Phe

Ser

Tyr

Leu

Ay

Al a

Asp

Leu

Thr

Phe

Phe

Asn

Leu

N3027PCT_sequ. | i st..txt
Leu Leu Thr Asp

1270

Al a
1330

Phe
1345

Thr

Al a

Leu

Ser

Lys

Phe

Asn

Lys

Leu

Leu

Al a

Trp

Ay

Thr

Leu

Leu Al a

Tyr 1le

Asp Hi s

Arg Lys

Val Al a

Phe Gy

Al a Ser

Gu Arg

Ile Thr

Ala Ala

G n Lys

Pro Leu

Pro Ser

Gy Va

Ser Phe

Asp

Al a

Val

Ay

GAu

Thr

GAn

Leu

Pro

Hi s

Val

Leu

Leu

Tyr

Pro
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1275

Lys
1290

Leu
1305

Vet
1320

Al a
1335

Val
1350

Asn
1365

Tyr
1380

Leu
1410

Leu
1425

Phe
1470

Pro
1485

Phe
1500

1515

Ser

Ile

Phe

Asp

GAn

Phe

Leu

Arg

Tyr

Asn

Lys

Lys

GAu

Ser

Lys

Val

Ile

Al a

Ser

Asp

Al a

Thr

Phe

Leu

Thr

Ay

Asp

Arg

Asn

Asp

Vet

Thr

Leu

Lys

Arg

Pro

Tyr

Val

Val

Leu

Ile

Val

Phe

Asp

Al a



Val

Leu

Al a

Arg

Pro

Leu

Ay

Phe

Pro

Val

Phe

Lys

Leu

Ser

Ay

Asp

Ser

Thr

Asp

Arg

Ay

Ile

Al a

Thr

Val

Al a

Pro

Arg

Tyr

Ser

Ile

Ser

GAu

Leu

Asn

Asp

Ile

Val

Lys

Pro

Ay

Al a

Al a

Pro

Phe

Val

Arg

Lys

Arg

Lys

Asp

Ay

Ser

Val

Arg

Pro

Pro

Lys

Leu

Cys

Ser

GAn

Ay

Asp

Tyr

Ser

Hi s

Ile

Val

Al a

Leu

Tyr

Lys

Asp

Leu

Leu

Lys

Ay

Ile

N3027PCT_sequ. | i st..txt

Al a
1525

Leu
1555

Val
1570

y
1585

Leu
1645

Leu
1660

Thr
1675

Lys Thr Thr Ala Pro
1530
G u Tyr Thr Phe Thr
1545
Val Val Thr Phe Leu
1560
Val Ala Leu G n Asp
1575
Phe Leu Ser Phe Ala
1590
Thr Gy Gu A@n Va
1605
Gu Arg Thr Lys Gn
1620
Val Met Pro Thr Val
1635
Val Thr Met Thr Pro
1650
G n Leu Arg Thr Al a
1665
Leu Gu G u Phe Ser
1680
Thr Leu Ser Arg Va
1695
Leu Trp Ser His Thr
1710
Lys Leu Leu Gy Ser
1725
Phe I1e Ala Val Leu
1740
Thr Arg Ser Val Asn
1755
Leu Lys Ala Gu Pro
1770
Lys G n Leu Thr Asp

Page 181

Ser

Ser

Asn

Lys

Vet

Arg

Thr

Asp

GAu

Tyr

Vet

Arg

GAu

Lys

GAu

Leu

Asn

Phe

Ser

Ay

Pro

Ay

Asn

Ay

Vet

Pro

Asp

Val

Tyr

Leu

Lys

Hi s

Thr

Asn

Leu

Asn

Asp

Ser

Asp

Pro

Arg

Tyr

Ser

Pro

Leu

Vet

Thr

Asp

Ile



Arg

Ay

Phe

Pro

Ile

Al a

Val

Phe

Arg

Phe

Pro

Tyr

Leu

Tyr

Asp

Val
1880

Thr
1895

1910

Phe
1925

Vet
1970

Leu
1985

Ay
2000

Phe
2015

Leu
2030

Ser

Phe

Leu

Leu

Hi s

Arg

Ile

Asp

Vet

Al a

Arg

Al a

Pro

GAu

Pro

Ser

GAn

Val

Lys

Ser

Leu

Al a

Phe

Lys

Lys

Asp

Ay

Leu

Ser

Arg

GAu

Pro

Arg

Lys

Val

Ser

Leu

Asp

Val

Asp

Lys

Ser

Tyr

Ile

Ile

GAn

Arg

Ser

Lys

Al a

Val

Tyr

Thr

Leu

Lys

Arg

Ay

Leu

Ile

Hi s

Tyr

Pro

Val

N3027PCT_sequ. | i st..txt

1780

Gy Trp Gu Leu

1795

Asn
1810

1915

Ser
2035

Arg

Al a

Pro

Al a

Ser

Leu

Leu

Va

Thr

Hi s

Va

Leu

Pro

Leu

Pro

Asn

Ile

Asp

Lys

Ser

Ser

Thr

Pro

Thr

Tyr

Thr

Lys

Leu

Asp

Leu

Leu

Ay

Asp

Asp

Val

Asp

Ser

Thr

Tyr

Arg

Phe

Arg

Asp

Leu

Pro

Al a

Ser

Hi s

Thr

Phe Cy

Ay

Pro

Trp

Leu

Val

GAn

GAu

GAu

Trp
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1785

Phe
1905

Leu
2025

Lys
2040

Leu

Val

Asp

Lys

Thr

GAn

Ser

Asn

Lys

Tyr

Ay

Leu

Val

Asp

Val

Arg

Tyr

Thr

Al a

Asn

Leu

Asp

Lys

Lys

Pro

Leu

Lys

Pro

Ser

Thr

Arg

Leu

Pro

Phe

Ile

Phe

Phe

Al a

Val

Asp

Lys

Ser



Val Al a

2045

Leu
2060

Lys

Ser Al a

2075

Leu
2090

Leu

Thr
2105

Lys

Asn

Val
2135

Leu

Vet
2150

Lys

Al a Met

2165

<210>
<211>
<212>
<213>

43

<220>
<221>
<222>
<223>

<400> 43
gagagct ggc

ggct cct get
gcgcagaggg
aat gt gccac
gaagaagaga
aaaaggt gag
cgt cct cggg
t ccgcgagtc
tt caccgagg
aattcctgtg

Al a

Phe

Ile

Lys

Ser

Arg

Asp

Ser

m sc_featur

(1)..
myosin X

Phe Asn

Phe Leu
Phe
Ala lle
Asp Ile
Ser Gy
Gy Ser
Leu

Asp

Lys

11436
DNA
Hormo sapi ens

(11436?

MYO10
tgagccgegg
cactttgcgg
aggggagccgce
cagct gt t ct
caaaggct gc
aaggacaaga
agt ggcgcecg
ggagcggceac
gaacacgggt

cagaaggcat

Lys

Lys

Asn

Leu

Asn

Lys

Leu

Arg

N3027PCT_sequ. | i st..txt

Hi s
2050

Leu
2065

Thr
2080

Lys
2095

Thr
2110

Thr
2125

Leu
2140

Thr
2155

Ay
2170

Al a

Thr

Tyr

Thr

Tyr

Leu

Ser

Ser

cgcgggactg

cceget gt cc

gct cgecage

ccgettgega

cgt cgggacg
agggaccggg

t gacacgcat

t cggcgagt ¢
ct ggct gaga
cgtcgtcettce

Gy Lys Ser

Phe Lys Trp

Pro Asn

Gy Val Ser

H s Pro Phe

Phe His Ile

Cys Thr

Tyr Ile Ser

Arg Ser Gy

ct cacctcca
tcctgeccege
acccecgeege
gcgcet gecgece
ggcgagttag
cgat ggcagc
ggtttccceg
cgggactgceg
gaaaat ggcc

cggacagact
Page 183

Lys
2055

Pro
2070

Phe
2085

Leu
2100

Thr
2115

Thr
2130

Ser
2145

GAu

Thr

Pro

Ile

Lys

Leu

Vet

agcgct cgceg
cccgagggcec
cttcececcege
cagt agt gag
ggact t gggt
aggggagccc
gacccgceggce
ct ggaacaat

agcattttcc

at ggt caggt

GAu Ala

Phe Gy

GAu

Asp Pro

Ser

Gy Asn

Gy Tyr

Leu Thr

cggggat cge
ccecggecgga
ct gggggaag
gaact t ggag
tt gggcgaac
€gcgggcgceg
ggcgct gact
ggat aacttc
aagtactgta

attcacttac

60
120
180
240
300
360
420
480
540
600



aagcagagca
gt ggat gaca
cagcggt at a
ccctaccagce
cacct gggcg
t ggaagcgcec
gaaagcact a
tcctt aaagg
gaagctttcg
gttcagctga
tt agaaaaaa
gcact gct gg
aact accact
tcctttaggg
gaagt gt cga
ggt ggggceac
gacccaacac
at cct cacgc
ct gt at gcgt
gaggacttca
cactttgaac
catatttttt
gact ggat ag
cttatcaatg
cacagt cagc
ggagt gaagc
agagat acat
tacgatcttt
aaacat cggc
acgct aagct
ccagaccagt
act gt gagaa
aggt at aaag

agcct get ge

caattaccca
t ggcgt cet t
agagaaat ca
ccat cgcegg
agct gccecc
acgacaacca
aat t gat cct
agaagacat c
gcaat gcgaa
acatctgtca
accgagt agt
cagggct gga
acttgaatca
aagttattac
ggctgcttge
aggtttcctt
agct cacaga
ct ct caat gt
gctgetttga
agtctattgg
agtt caat at
ctttagaaca
acaat ggaga
aagaaagcca
at gcgaat aa
act at gct gg
ttcgagat ga
t t gaacat gt
ggcct acagt
cctctaat cc
tt gaccaggc
t ccgcaaagce
t gct gat gag

agct ct at ga
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ccagaaggtg
gacagagct c
aat at at acc
gct gt acgag
gcacatcttc
gtgcatcctc
caagtttctg
ctgtgttgaa
gaccgt gt ac
gaaaggaaat
aaggcaaaat
acat gaagaa
gt ct ggat gt
ggcaat ggac
tggtatactg
caaaacagct
tgctttgacc
t caacaggca
gt gggt aat ¢
cat cct cgac
aaact at gca
act agaat at
at gcct ggac
ttttcctcaa
ccacttttat
agaggt gcaa
ccttct caat
tt caagcegce
cagct cacag
tttetttgtt
gottgtgetg
tgggtatgcg
gaat ct ggct

tgcctccaac

act gct at gc
cat ggcggcet
t acat cggct
cctgecacca
gccat cgeca
atcagtggtg
t cagt cat ca
cgagctattc
aacaacaact
at t cagggceg
cccggggaaa
agagaagaat
gt agaagaca
gt gat gcagt
catcttggga
tt gggcagat
cagagat caa
gt agacagca
aagaagat ca
at cttt ggat
aacgagaaac
agccgggaag
ttgattgaga
gccacagaca
gt gaagccca
tat gat gt cc
ttgct aagag
aacaaccagg
tt caaggact
cgct gt at ca
aaccagct gc
gt ccgaagac
ct gcect gagg
agcgagt ggc
Page 184

accccacgaa
ccatcatgta
ccat cct gge
t ggagcagt a
acgagtgcta
aaagt ggggc
gt caacagtc
tt gaaagcag
ctagtcgct t
ggagaat t gt
ggaattatca
tttatttatc
agacaat cag
t cagcaagga
acat agaat t
ct gcggagt t
tgttcctcag
gggact ccct
acagcaggat
tt gaaaactt
ttcaggagt a
gattagtgtg
agaaact t gg
gcaccttatt
gagt t gcagt
gaggt at ct t
aaagccgat t
ataccttgaa
cactgcattc
agccaaacat
ggt act cagg
cctttcagga
acgt ccgagg
agct ggggaa

cgaggagggc
taacttattc
ct ccgt gaac
cagccggegce
ccgetgectg
aggt aaaacc
tttggaattg
ccccatcatg
t gggaagt tt
agattattta
catattttat
tacgccagaa
t gaccaggaa
ggaagtt cgg
t at cact gct
acttgggctg
gggagaagag
ggccat ggct
caaaggcaat
t gaggt t aat
cttcaacaag
ggaagat at t
cct cect agec
ggagaagct a
taacaatttt
ggagaagaac
tgactttatc
at gt ggaagc
cttaatggca
gcagaagat g
gat gct ggag
cttttacaaa
gaagt gcacg

gaccaaggt c

660

720

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640



tttcttcgag
gcggcecat gg
gtcctttatt
tttttgcacc
cggagagttt
gaagaggaag
gaagccgagc
tt gcagaaga
aagcaggt gg
gagcagcagg
caggagct cc
ctcaatttcg
agcgaatttt
agccagccct
aaggact ccc
accagcgat g
cccagt gcgg
aact cct cca
ccagacggcyg
agcagcgt ga
gt ggggacct
tttgaagata
cggcgt gact
aaaggt ggcc
ttgtggttce
ggct cct cca
aagct gat gt
acggcaaaag
gat aggact t
ct gagt cagg
aacccacaga
gacagccct g
aacgccgaca
gacaccagag

aacagt ccaa

aat ccttgga
t gat t cgggc
gt gt ggt gat
t gaaaaaggc
acagacaatt
aaaagaagaa
t ccgcgecca
gccagaagga
aagagat cct
agct gt cgct
gcaggct gga
acgagat cga
ccagcgagct
acccagagga
ccaaccccag
actcttcaga
acagcacggt
gcggcgagt ¢
act acgact a
ccttctccaa
acaacagctc
gt gaagagga
ct gt gt acag
t gat gaactc
gct ccaagca
cgct gt ccag
actttgaaaa
agat cat aga
t ccacct gat
t ccacgegtc
at gct gt ggg
at agacccaa
cgccggagga
t ggagggcca
agatgtcttc

N3027PCT_sequ. | i st..txt

acagaaactg
ccatgtcttg
aat acagaag
agccat agt t
gct ggcagag
acgggaggaa
gcaggaagaa
agct gaactg
ccgt ct ggag
gaccgaggct
ggaggaagcg
cgagtgtgtc
ggct gagagc
ggaggt cgat
cgagcacggc
ggaggaccca
gct get cgcece
cacct act gc
cgaccaggat
ct cct acggce
gggt gcct ac
ctttgattcc
ct gt gt cact
tt ggaaacgc
ggaggccct c
gagaaat t gg
cgacagcgag
t aacaccacc
t gcagagt cc
cacggaccag
cacct t ggat
ctegtttgtg
gat gcaccac
ggaattcatc

act gaaact g

gagaagcgga
ggcttcttag
aat t acagag
tt ccagaagc
aaaagggagc
gaagaaagag
gaaacgagga
acccgt gaac
aaagaaat cg
tccct gcaga
tgcagggcgg
cggaat at cg
gcat gcgagg
gagggcttcg
cact cagacc
t acat gaacg
ccat cagt gc
at gccccaga
gact at gagg
agccagt ggt
cggt t cagct
aggtttgata
ctgcegt at't
cgct ggt geg
aagcaaggct
aagaagcgct
gagaagct ca
aaggagaat g
ccagaagat g
gagat ccagg
gtggggctga
at cat cacgg
t ggat aaccc
gt gagaggat

aagaaacggt
Page 185

gggaagagga
cacgaaaaca
cattccttct
aact cagagg
aagaagaaaa
aaagagagag
agcagcaaga
t ggagaaaca
aggacct gca
agct gcagga
cccaggagt t
agcggt ccct
agaagcccaa
aagccgacga
agcgaacaag
acacggt ggt
aggact ccgg

acgct gggga
acggt gccat

ccccegact a
ct gagggggc
cagat gat ga
t ccacagct t
t cct caagga
ggct ccacaa
ggtttgtcct
agggcaccgt
ggat cgacat
ccagccagtg
agat gcat ga
ttgattctgt
ccaaccgggt
t gct gcagag
ggttgcacaa
ggttt gt act

agt gagccac
at acagaaag
gaggaggaga
t cagatt gct
gaagaaacag
agagcgaaga
act cgaagcc
gaaggaaaat
gcgcat gaag
gcggcgggac
cct cgagt cc
gt cggt ggga
cttcaacttc
cgacgccttc
t ggcat ccgg
gcccaccagc
gagcct acac
cttgccectcc
cacttccggce
ccgct get ct
gcagt cct cg
gctttcatac
tctgtacatg
t gaaaccttc
aaaaggggag
ccgcecagt cc
agaagt gcga
catt at ggcc
gttcagcgtg
t gagcaggca
gt gt gcct ct
gctgcact gc
gt ccaaaggg
agaggt gaag

cacccacaat

2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740



tccctggat t
aacagcct ct
aacgt caccg
gccacccggt
cccacccage
cagatttaca
ctgceccecttce
cttcaggatg
ccaattccaa
gagct gt act
aacct gt aca
att ct caagt
at ggaaaaat
gtgccttccc
tattgccatg
gt ggt ggaga
tttgaataca
t t agccaagt
tacttcaaac
gcatttatgt
gaaaacct cc
cacgct gcca
agccagt caa
ct agagggga
gaggagcaga
at t gacaagt
gccttgatca
ggt ggcttcc
cgt ggagagg
cccct ggega
gaggt ggt gg
tacagcacga
cacctgtctt

gcccagccaa

act acaagag
gct ct gt cgt
t gt acgggcg
ggt ccagt gc
agctgattca
agcggaaccc
cgt at gggga
aggccat caa
t aat ccaggg
gccagct t at
gct ggcagat
at ct caagt t
acgctctctt
gagat gaaat
gcggeggcet ¢
agct gat ccg
acggccacgt
t t gaaaagct
tttactgett
t t gaacaggc
aggttcttge
t cccacct ct
ccaaaacct t
ccct gaggceg
t gct ggacat
ggaggaaat t
aggagt ggcc
ct caggaact
gaagaccact
at acgt at aa
at gt ggccaa
cacgct ccgc
tgctacctga

aacaaacaca

N3027PCT_sequ. | i st..txt

tt cagagaag
ccccecagat
caagcact gt
catt caaaac
agat at caag
gatccttcga
cataaatctc
gat at t caat
cat cct acag
caaacagacc
cct gacat gc
ccat ct gaaa
cacttacgaa
agaagctctg
ct gcaagat c
aggcct ggcce
cgacaaagcc
ggct gccaca
cct ggacaca
ccacgaagcg
tgcecct gega
cgaagaggt t
cacccct t gt
gagcttccgg
gt ggat t aag
t cagggaat g
t ggct at ggc
ct ggt t gggt
ggaagtcttc
gatcgtggtc
gct cat gaaa
cagcagccag
acgcaccacc

gagct gceca

aacgcgct ca
gagaagat at
t accggcet ct
gt gact gaca
gagaact gcc
t acacccat ¢
aacttgctca
t ccct gcage
acagggcat g
aacaaagt gc
ct gagct gca
aggat acggg
tctcttaaga
at ccacaggc
accat caact
at ggaggaca
at t gaaagtc
t ccgaggttg
gacaacgt gc
gttatccatg
ctccagtatc
tattccctge
gaacggct gg
acaggat ccg
gaagaagt ct
aaccaggaac
t cgacgcet gt
gt cagcgcegg
cagt at gaac
gat gagaggg
gcctacat ca
ggcagct cca
ctctggecta
ggctttcetgg
Page 186

aact ggggac
t caaagagac
acaccaagct
ccaaggcccc
t gaact cgga
accccttgca
aagacaaagg
aact ggagt c
acct gcgacc
cccaccccgg
ccttectgec
aacagtttcc
aaaccaaatg
aggaaat gac
cccacaccac
gcaggaacat
gaaccgt cgt
gggacct gcc
caaaagacag
gccaccat cc
t gcaggggga
agagact caa
agaagaggcg
t ggt ccggca
cctctget cg
aggccat ggc
ttgatgtgga
acgccgtctc
acatcctctc
agctgctct t
gcat gat cgt
ggt gaaggcg
ggct ggct cc
aagcttctgg

cctggtcctce
aggct act gg
gct caacgag
gat cgacacc
t gt ggt ggaa
ctcceegetc
ct ataccacc
cat gt ct gac
t ct gcgggac
cagt gt gggc
gagt cgaggg
aggaagcgag
ccgagagttt
at ccacggt c
cgct ggggag
gtttgetttg
agctgatgtc
at ggaaattc
t gt ggagttt
agccccggaa
ttatactctg
ggcccgeat ¢
gacgagcttc
gaaggt cgag
agccagtatc
caagt acatg
gt gcaaggaa
cgt ct acaag
ttttggggca
t gaaaccagt
gaagaagcgc
ggacagagcc
agt gt gccat
t ct gagggag

4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780



gtgtctccga
taacagtctg
gaggggagga
act aat cgac
t aacagagcg
tccccgaatc
tgtgtttgag
ttetttgttt
aacactttaa
t gt acacagt
gtggttttat
acgtgttgac
aaacagat aa
cagt gct ggt
aagtt aaaaa
t at aat aacc
gagt gaat ct
tcccaagttt
agaagaaaaa
gggccaact a
at gcaaaact
tgtgtgtttc
ttggettttt
ggct ggagt a
attctcctge
taggttttgt
cacctgcctc
ctttttggtg
ct cat caggt
gacttcaaga
aatgtgttta
ctggatccta
gttgccaatg

t gcagaccac

gggattggga

ggatcctttt
cacagtttcc
accacgct gc
cgtaactgtg
t ggaaggggg
t gagggaagg
ct ggagt gct
catcttttaa
tcatggtttc
ctgtatattt
t aacaaaccc
tccattgttt
gcagcct aca
tttagaacaa
caaagtgtta
atgttgacta
t caaaggacc
at aat ggt gg
taatctggtc
agt ct accca
gtttgttgge
ctttatcaga
ggtggttttt
cagt ggcgtg
ct cagcect cc
atttttagta
agcct cccaa
tt aat gct at
ct aaacacag
aagcaaaaga
t gt cagacag
gaacct gcct
t acccaaacc
t gact cccac

t ggaacct ga

N3027PCT_sequ. | i st..txt
gcctgecgee ttcattgatc ctgtattaag

aaagctttac
caccaaagca
ct act gaagg
gcattctctg
t gagggagt g
gcgggcagcece
gt gtacgtgc
at gagcatta
t aat aat gca
aaat cct gga
t acat gt agc
agat aact gt
gaat gaagtc
ctt ggaaggt
t gggggagag
ctgacattaa
t ct gaacaag
ttggactttt
cacgaaaaaa
t cacagaagt
ggaggct ct a
tttttttttce
at ct cggcet c
caaggagttg
gagat ggggt
agt gct ggga
ggtttcagtg
at ct gcagct
agggact ggt
t cccct at gt
gcacct ccct
accaggccag

cctctgcectca

agccaggt gc

tactcttaga
gccggaagtg
gaact gcct t
t caat gat gc
ggaaggggga
tttctcatgg
ttgcctgttc
aaaagcaaag
gagct at agt
ttttcctgtc
aaagt ct gcc
atttataaac
attttggagt
tagcttct at
acgct gcat t
at gct gaggc
gcacct gt aa
tatttttata
gaaatttgcc
tctgacaat a
aaaaccat gg
tttagagaca
act gcagcct
ggagt acagg
ttcaccat gt
t t acaggt gt
tctgggettt
gtctccactg
aaat gaagtc
cagccccaaa
gt ggaccaga
gcgt ct ageca
t gct cacgga

t gcct gaage
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ggacacat gc
ccttaacttg
tcccectt ct
act aacct cc
t ggagagct c
aat gacat ga
gt gcat gt gt
ggaaaaagga
ctcaattgtt
tttgctgtat
at ct gt gt ct
cactcttcaa
ctttcatgtc
catt ct ggat
ccagaaacgt
tttaatacac
at aaat cagc
t ggaaaagt t
ttgtcccttt
aaagat act a
aggggaggct
gagt ct cact
ctgcctcctg
cat gcat cac
t ggccaggct
gagct accgc
gtgtttgttt
ctcttgtaga
acacacagct
gtgtgcctga
acacacaggt
t gagcaagcg
tggcttettc
ct gt ggcecc

ct gt caact t
cttaaaaaag
t ggaaccaac

gggggagact

caacct gat t
gaggggacag
atcaactttt
t cat aaactc
t gt gt aat gg
actttataag
tttgaaaaac
gct gt att at
cagct ggct ¢
t aaaagattt
agattacaga
cttaacactt
acatatttta
atttatgacc
tt aaggact t
gt gt acaacc
gct aacacgc
tatttttgtt
ctgttaccca
ggttctageg
cacgcct ggc
ggtctcgatc
acccggcecgg
catggacttg
cact gagt gt
gaggacttga
tcttgcaacc
aggcagtttg
ccacttctct
ccattctgca

gccaggcacc

6840
6900
6960
7020
7080
7140
7200
7260
7320
7380
7440
7500
7560
7620
7680
7740
7800
7860
7920
7980
8040
8100
8160
8220
8280
8340
8400
8460
8520
8580
8640
8700
8760
8820
8880



caaggaaagc
agaatttgac
tttactctgg
cat gact cag
gcctttacat
t cagagaaag
gt agcat ccc
ct agccacag
gt cagt t gct
ggttccagga
tgct at acag
t cat ct ccag
gt gt gt gt ct
t acagt gcag
ct ccacct ca
aaaagttttt
ct gact gt ag
t cagacgct g
gtgatttgta
aaat gt t act
atttttactg
cat acat aca
tacttttttc
ttattctttt
catctgtatt
aaagaaaaag
t ggacagcaa
aggggaact c
acagcat ggg
aggt ggggat
at at caccac
t aat cccagc
cagt ct gggc
t ggt gcgcat

cggcaaagac
agaagtcttc
aaggct gt cg
attggggggg
ggcatagttg

tt gcaacaga
ccat cact gt
aacctattcc
tt caacaagg
cceccect ceece
t ggt at aat a
gttacagat a
gtgttttaaa
aggcacagt c
gcct cccaaa
tcaaatattt
ttttgaatgt
acaat ct agt
aaaaaaaaaa
tttttccage
ttttattgaa
t at at at ccc
t cagcat agt
t gat gat t at
agt ccat t ct
aagttgaatg
aggaggagaa
ccttttataa
aaaacccacc
t at gggagct
ctaagttctc
at gt t ggaag
aacat gacaa

ct gt agt ccc

N3027PCT_sequ. | i st..txt

tt ggat gt gt
tttctactge
ccecgecct ca
tt agagcagc
tggttttgtt
acgt acaggg
agagcagcat
aattttactg
t cagt gaagt
ccacccct ga
tttgcataga
cctagcacaa
cattgtttat
acagct cat t
gt gct aggat
tctatctgtg
ctgttactga
atttttaatt
aaaaaaaaaa
t gt agccct a
tattctctca
cat cctcatt
attttagctc
at agt acctc
cacactgcta
gact cagt ct
aaggcacat c
aaccatt agc
cccatgattc
at aatt caag
t gt aaaaat a
gccgaggcaa
gaccct gt ct

agct act ggg

gttgtctttg
t cacctctca
attatagatg
accatagtta
ttagcctttt
aggcct gegt
cacagct gac
cttttacatg
gcagt cgt cc
ggat acaaaa
acct gcacac
cat aaat get
tt gagacagg
gcagcct caa
gacaggtgtg
gttggattca
ggaggcacca
tttaaatctt
aaaaaaaaaa
attacccatt
aaaataattt
tttaat agat
t aat cct aca
agat agct ct
gaaggacatg
cacatgcctg
ttatatggca
tcttccgaga
aattacctcc
atgagatttg
gtttcagcca
gaggat cgct
ccacagaaaa
gaggct gaga
Page 188

tttttatttt
ggattccctc
gggaaat agg
gaacat agat
atttagaaat
gccctt cagt
aaagt accgt
cact cattgg
cttggtatcc
ttcacagatg
atctttcctt
gcat aaat ag
gt ct cact ct
cct cet gggce
agccactgtg
gaccacat ga
gcat aaagt a
tt gaaagct a
aaaaaaaaca
ttcctttccce
aagct gt cca
ggaaacaaac
ttaataccta
gt ggaaaaac
cctgagactg
gggaggcct ¢
gcaggcaaga
cat act cact
cat caggt cc
ggt ggggaca
ggcat gct gg
t gagct ccgg
ttaacattag

t gagaaaat ¢

aggct cagaa
tgtgacttaa
caaggaaagg
ttacatgtga
aat t acagac
ttccccagtg
t gagcttccc
t gt gt gt gat
aagggagat t
ct caagt ccc
accctttaaa
ctgttatacc
gt caccaggc
t caagcagtc
ccccaccaaa
acact gaggg
ttttatcact
at acat at ag
act agaagt a
agaaacagct
atcatttact
t gt t gt agct
t agaatt gcc
aggat aaggc
ggt aattt at
acaat cat gg
gagcttgcac
at ggacaaga
ct ccegt gac
gagccaaacc
ct cacgcctg
agtt caagac
ccaggt gt gg

gtttgaaccc

8940
9000
9060
9120
9180
9240
9300
9360
9420
9480
9540
9600
9660
9720
9780
9840
9900
9960
10020
10080
10140
10200
10260
10320
10380
10440
10500
10560
10620
10680
10740
10800
10860
10920



aggaggt caa
gcaagact ct
gcactttttt
ct gct at agt
tttgaaaatc
agctaaattt
attgctggaa
atcttttaga
tttttgtgaa
<210>
<211>

<212>
<213>

44
2058
PRT

<220>
<221>
<222>
<223>

<400>
Vet
1

44
Asp Asn

Gy Gn Hs

Val Phe Arg

35

Thr
50

I'le H s

Val
65

Asp Asp

Tyr Asn Leu

Gy Ser
Tyr Gu P

1
Leu

Trp Arg

agct gcaggg
gt ct ccaaaa
tagttactaa
aaagt t ct gt
cctattcacc
agccagt aca
aat at cggac

t caggggt ca
taaagtttta

N3027PCT_sequ. | i st..txt

agccatgatg
aaaaaaaaaa
gecttttatt
atttgtgtagt
aaaagttt at
tttataactg
ctggattcaa
gt gaact aca

tt gaaacaga

gtgccact gc
aaaaaaaaaa
cagat agcac
attgggtata
act gt aat ag
tttcattcag
ggt tt ggcat
gt acagagac

aaaaaa

at t ct ggt gt
tagttcagaa
act aaatt gg
aaaat aagcg
gggacaaaac
tt gat cagag
tgctgttttc

caaat ct acc

Phe

Phe

20

Thr

GAn

Vet

Phe

Leu

100

Al a

Hi s

Hi s

Hormo sapi ens

M SC_FEATURE
(1)..(2058)
nmyosin X MYO10

Phe

Pro

Asp

Lys

Al a

Al a

Thr

Ile

Asp

Thr

Ser

Tyr

Val

Ser

70

Arg

Ser

Vet

Phe

Asn

Thr

Ay

Thr

55

Leu

Tyr

Val

Ay

Val

Al a

Thr

Lys

Asn

Cys

Thr
Asn

25

Val

Tyr

Al a

Ile

Arg Va
10

Ser Al a

Phe Thr Tyr

H s Thr

60

Pro

Hi s
75

Leu Gy

Asn I'le

90

Pro

Ser Arg

Asn Cys
140

Leu Ile Ser
Page 189

Leu

GAu

Lys

45

Asn

Ay

Tyr

Ile

125

Tyr

Ay

Arg

Ay
30

Ser

Thr

110

Leu

Arg

GAu

gggt gacaga
at ct aagaca
ggt caaaaat
ctttaattaa
aagt gcat aa
aagcat cacg
aaagt atgta

ctgccacctg

Asn
Ile Val
Ser Thr

Ay

Vet
80

Ile

Tyr
95

Gy Leu

GAu

Ay

Leu

Ser Gy

10980
11040
11100
11160
11220
11280
11340
11400
11436



N3027PCT_sequ. | i st..txt
155

145 150 160

Ala Gy Lys Thr Au Ser Thr Lys Leu Ile Leu Lys Phe Leu Ser Val
165 170 175
[le Ser An Gn Ser Leu Gu Leu Ser Leu Lys Au Lys Thr Ser Cys
180 185 190

Val Gu Arg Ala Ile Leu Gu Ser Ser Pro Ile Met Gu Ala Phe Gy
195 200 205

Asn Ala Lys Thr Val Tyr Asn Asn Asn Ser Ser Arg Phe Ay Lys Phe
210 215 220

Val Gn Leu Asn Ile Cys G nLys Gy Asn Ile Gn Ay Gy Arg Ile
225 230 235 240

Val Asp Tyr Leu Leu Gu Lys Asn Arg Val Val Arg Gn Asn Pro Gy
245 250 255

Gu Arg Asn Tyr His Ile Phe Tyr Ala Leu Leu Ala Gy Leu Gu H's
260 265 270

GQu Gu Arg Gu Gu Phe Tyr Leu Ser Thr Pro G u Asn Tyr His Tyr
275 280 285

Leu Asn G n Ser Gy Cys Val Gu Asp Lys Thr Ile Ser Asp G n Gu
290 295 300

Ser Phe Arg Gu Val Ile Thr Ala Met Asp Val Met G n Phe Ser Lys
305 310 315 320

Gu Gu Val Arg Gu Val Ser Arg Leu Leu Ala Gy Ile Leu His Leu
325 330 335

Gy Asn Ille Gu Phe Ile Thr Ala Gy Gy Ala G n Val Ser Phe Lys
340 345 350

Thr Ala Leu Gy Arg Ser Ala Gu Leu Leu Gy Leu Asp Pro Thr G n
355 360 365

Leu Thr Asp Ala Leu Thr G n Arg Ser Met Phe Leu Arg Gy Gu Gu
370 375 380

[le Leu Thr Pro Leu Asn Val G n G n Ala Val Asp Ser Arg Asp Ser
385 390 395 400

Leu Ala Met Ala Leu Tyr Ala Cys Cys Phe Gu Trp Val Ile Lys Lys
405 410 415

I[le Asn Ser Arg Ile Lys Gy Asn Qu Asp Phe Lys Ser Ile Ay Ile
430
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N3027PCT_sequ. | i st..txt

Leu Asp Ile Phe Gy Phe Qu Asn Phe Gu Val Asn His Phe Gu Gn
435 440 445

Phe Asn Ile Asn Tyr Ala Asn Gu Lys Leu G n Gu Tyr Phe Asn Lys
450 455 460

Hs Ile Phe Ser Leu Gu Gn Leu Gu Tyr Ser Arg Gu Gy Leu Va
465 470 475 480

Trp Gu Asp Ile Asp Trp Ile Asp Asn Gy Gu Cys Leu Asp Leu Ile
485 490 495

Gu Lys Lys Leu Gy Leu Leu Ala Leu Ile Asn Gu Gu Ser H s Phe
500 505 510

Pro G n Ala Thr Asp Ser Thr Leu Leu Gu Lys Leu Hs Ser Adn His
515 520 525

Ala Asn Asn Hs Phe Tyr Val Lys Pro Arg Val Ala Val Asn Asn Phe
530 535 540

Gy Val Lys Hs Tyr Ala Gy Gu Val Gn Tyr Asp Val Arg Gy Ile
545 550 555 560

Leu G u Lys Asn Arg Asp Thr Phe Arg Asp Asp Leu Leu Asn Leu Leu
565 570 575

Arg Gu Ser Arg Phe Asp Phe Ile Tyr Asp Leu Phe G u His Val Ser
580 585 590

Ser Arg Asn Asn Gn Asp Thr Leu Lys Cys Gy Ser Lys Hs Arg Arg
595 600 605

Pro Thr Val Ser Ser Gn Phe Lys Asp Ser Leu His Ser Leu Met Ala
610 615 620

Thr Leu Ser Ser Ser Asn Pro Phe Phe Val Arg Cys lle Lys Pro Asn
625 630 635 640

Met G n Lys Met Pro Asp G n Phe Asp Gn Ala Val Val Leu Asn G n
645 650 655

Leu Arg Tyr Ser Gy Met Leu GQu Thr Val Arg lle Arg Lys Ala Gy
660 665 670

Tyr Ala Val Arg Arg Pro Phe G n Asp Phe Tyr Lys Arg Tyr Lys Va
675 680 685

Leu Met Arg Asn Leu Ala Leu Pro Gu Asp Val Arg Gy Lys Cys Thr
690 695 700
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Ser

705

Lys

Arg

Val

Val

Phe

785

Ay

Arg

Leu
865

Arg

Leu
945

Leu

Leu

Thr

Arg

Leu

Val

770

Leu

GAn

GAu

Al a

850

GAn

Lys

GAu

Al a

Leu

930

Asn

Ser

Leu

Lys

GAu

Ay

Ile

Hi s

Ile

GAu

GAn

Lys

Asp

Ser

915

GAu

Phe

Val

GAn

Val

Phe

Ile

Leu

Al a

Ser

Asn

Leu

900

Leu

Asp

Ay

Leu

Phe

725

GAu

Leu

GAn

Lys

Arg

Lys

Arg

GAu

GAn

GAn

GAu

GAu

Ser
965

Tyr

Leu

Val

Al a

Lys

Lys

Arg

Lys

Arg

Lys

Ala Cy

Asp

Arg

Ser

Arg

Asn

775

Al a

Val

Lys

Arg

Val

Leu

935

Asp

Phe

N3027PCT_sequ. | i st..txt

Al a Ser Asn Ser

Hi s

Tyr

Al a

Tyr

GAn

Al a

GAu

Lys

Arg

GAu

Ser

Ser
Al a
745

GAn

Arg

Arg

GAu

GAu

GAu

Al a

Cys

Ser

715

Leu Gu
730

Al a Met

Tyr Arg

Al a Phe

Val Phe

795

Leu

©0
o3

Gu Arg
Lys Gn
Leu Thr
875
Ile Leu
890
Gn G@n
Arg Arg
Ala dn
Val Arg
G u Leu
970
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GAu

GAn

Val

Lys

Leu

780

GAn

Leu

GAu

Arg

Arg

Arg

GAu

Asp

Asn

Al a

Trp

Lys

Ile

Val

765

Leu

Lys

Al a

Lys

Leu

Leu

GAu

GAn

Leu

Arg

Leu

Arg

Lys

Al a

Leu

Leu

Ser

910

Leu

GAu

Ser

Leu

Al a

Tyr

Arg

Leu

GAu

GAu

GAu

Leu

GAu

Arg

Al a
975

Lys

Hi s

Arg

Arg

Arg

Arg

Leu

Al a

Thr

Arg

Ser

Ser
960

Cys



N3027PCT_sequ. | i st..txt
Gu Gu Lys Pro Asn Phe Asn Phe Ser G n Pro Tyr Pro Gu Gu Qu
980 985 990

Val Asp Qu Gy Phe Gu Ala Asp Asp Asp Ala Phe Lys Asp Ser Pro
995 1000 1005

Asn Pro Ser GQu His Ay His Ser Asp Gn Arg Thr Ser Gy lle
1010 1015 1020

Arg Thr Ser Asp Asp Ser Ser G u Gu Asp Pro Tyr Met Asn Asp
1025 1030 1035

Thr Val Val Pro Thr Ser Pro Ser Ala Asp Ser Thr Val Leu Leu
1040 1045 1050

Ala Pro Ser Val Gn Asp Ser Gy Ser Leu H's Asn Ser Ser Ser
1055 1060 1065

Gy Gu Ser Thr Tyr Cys Met Pro dn Asn Ala Gy Asp Leu Pro
1070 1075 1080
Ser Pro Asp Gy Asp Tyr Asp Tyr Asp G n Asp ?sp Tyr G u Asp
Gy Ala Ile Thr Ser Gy Ser Ser Val Thr Phe Ser Asn Ser Tyr
Gy Ser dn Trp Ser Pro As Tyr Arg Cys Ser Val Gy Thr Tyr
Asn Ser Ser dy Ala Tyr ?g Phe Ser Ser Qu Gy Ala dn Ser
Ser Phe G u Asp Ser GGu Gu Asp Phe Asp Ser ?g Phe Asp Thr
Asp As G u Leu Ser Tyr ?g Arg Asp Ser Val Tyr Ser Cys Val
Thr Leu Pro Tyr Phe His Ser Phe Leu Tyr Met Lys Gy Gy Leu
Met Asn  Ser Trp Lys Arg ?8 Trp Cys Val Leu Lys Asp Gu Thr
Phe Leu Trp Phe Arg Ser Lys Gn Gu Ala Leu Lys dn Gy Trp
Leu Hs Lys Lys Gy Gy Gy Ser Ser Thr Leu Ser Arg Arg Asn

1220 1225 1230

Trp Lys Lys Arg Trp Phe Val Leu Arg G n Ser Lys Leu Met Tyr
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Phe

Arg

Ile

Ser

Hi s

Al a

Asp

Val

Pro

Ay

Leu

Leu

Tyr

Leu

Lys

Ser

Ser
1490

Asn

Al a

Ile

Ser

Pro

Val

Thr

Lys

Lys

Ser

Ser

Thr

Arg

Al a

Asp

Lys

Ile

Asp

Thr

GAn

Thr

Arg

GAu

Arg

Ser

Leu

Ay

Leu

Ile

Ser

Al a

Asp

Asn

Al a

Al a

Hi s

Val

Val

Trp

GAn

Al a

Ser

GAn

Al a

Ser

Asn

Hi s

Lys

Phe

Lys

Ser

Trp

Thr

Asn

N3027PCT_sequ. | i st..txt

1240

Asn
1405

Val
1420

Asn
1435

Val
1450

Asn
1465

Val
1495

Lys

Asp

Arg

Trp

Gy

Ser

Va

Ile

An

Ser

Leu

Al a

Va

Va

Leu

Thr

Leu Lys

Asn Thr

Thr Phe

Phe Ser

Thr Leu

Pro Asp

Leu Hi s

Thr Leu

G u Phe

Pro Lys

Thr His

Leu Lys

Pro Pro

Thr Val

Leu Asn

Asp Thr

Ay

Thr

Hi s

Val

Vet

Asp

Arg

Cys

Leu

Vet

Asn

Leu

Asp

Tyr

GAu

Lys
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1245

Thr
1260

Lys
1275

Leu
1290

Leu
1305

Hi s
1320

Val
1335

Pro
1350

Asn
1365

1380

Val
1395

Ser
1410

Ser
1425

Val

GAu

Ile

Ser

Asp

Ay

Asn

Al a

Arg

Arg

Ser

Leu

Thr

Lys

Arg

Thr

Pro

GAu

Asn

Al a

GAu

Leu

Ser

Asp

Ser

Ay

Leu

Asp

Leu

Lys

Arg

Ile

Val

Ay

GAu

Val

Ile

Phe

Thr

Lys

Trp

Lys

Tyr

Val

Phe

Hi s

Trp

Asp



Thr

Asn

Arg

Tyr

Thr

Leu

Ay

Phe

Lys

Al a

Phe

Leu

Leu

Leu
1565

Thr
1595

Leu
1610

Asn
1625

Val
1685

Vet
1700

Thr
1715

Thr

Asp

Thr

Asp

Ser

Ay

Ile

Leu

Pro

Ile

Phe

Pro

Thr

GAn

Val

Hi s

Ile

Asp

Vet

Hi s

Lys

Tyr

Ser

Arg

Thr

Ser

Ser

Asn

Ay

GAn

Val

Hi s

Asn

Ser

Asp

Ser

Arg

Tyr

Arg

Thr

Ser

Leu

Asn

Leu

GAu

Pro

Leu

Al a

Asp

Leu

Thr

Trp

Ay

Asp

Val

Hi s

Al a

Ay

N3027PCT_sequ. | i st..txt

Leu
1540

Asn
1555

Tyr

Thr
1720

Vet
1735

Hi s
y

Gn Asp Ile Lys Gu

Hi s

Leu

Lys

Pro

Lys

Leu

Pro

Leu

Ile

Thr

Va

Tyr

Ser

Leu

Ile

Pro

Leu

Val

Leu

Lys

Ay

Lys

GAu

Hi s

Al a

Asp

Asp

Lys

Pro

Lys

Phe

Ile

Arg

Pro

Thr

Tyr

Ser

Lys

Al a

Ay

Ay

Ser

Lys

Arg

Leu

Asp

Asn

Asp

Hi s

Leu

GAu

Thr

Leu

Ay

GAu

Arg

Al a
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1515

Asn
1530

Leu
1545

Lys
1560

Ser
1575

Val
1725

Asn
1740

Asn

Pro

Pro

Ay

Leu

Ay

Leu

Ay

Ser

Phe

GAu

Hi s

Ser

Val

Vet

GAu

Ile

Leu

Tyr

Tyr

Ser

Hi s

Lys

Arg

Arg

Phe

Ser

Leu

Leu

Pro

Thr

Leu

Val

Thr

Leu

Tyr

Lys

Lys

Al a

Arg



Thr

Thr

Tyr

Phe

Hi s

Arg

Pro

Ile

Lys

Arg

Leu

Ile

Al a

Ay

Lys

Ile

Val
1760

Ser
1775

Vet
1940

Ser
1955

Val

GAu

Phe

Phe

Pro

Leu

Arg

Ay

Vet

Asp

Al a

Thr

Leu

Ay

Ser

Al a

Val

Leu

Vet

Al a

Tyr

GAu

Ser

Thr

Ser

Trp

Lys

Lys

Leu

Trp

GAu

Phe

Asp

Ay

Asp

Phe

Pro

Leu

Thr

Ser

Val

Ile

Trp

Tyr

Phe

Leu

Ay

Ay

Val

Asp

Thr

Val

Lys

Phe

Val

Lys

Arg

Vet

Asp

Ay

Arg

Al a

N3027PCT_sequ. | i st..txt
Ala Lys Phe A u Lys

Leu
1765

Leu
1780

Thr
1870

Leu
1885

Val
1975

1990

Pro
2005

Pro

Asn

Al a

Asn

Asp

Ser

Phe

du

Phe

Leu

Ser

Leu

Leu

Trp

Val

Hi s

Leu

Tyr

Leu

Thr

Ay

Lys

Val

Al a

Al a

Lys

Pro

GAu

GAn

Thr

GAn

Pro

Thr

Val

Ser

Ay

Lys

Lys

Asp

Val

Asn

Phe

Lys

Al a

Val

Leu

Arg

Cys

Leu

GAu

Ser

Vet

GAu

Al a

Phe

Thr
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1770

Tyr
1785

Val
1815

Leu
1830

1845

Leu
1860

Leu

Phe

Ser

Al a

Al a

Lys

Arg

Arg

GAu

Arg

GAn

Pro

Ay

Ser

Tyr

Lys

Al a

Lys

Val

Hi s

Al a

Al a

Al a

Leu

Ser

Al a

Ay

Phe

Val

Ile

Al a

Leu

GAu

Ay

Leu

Arg

GAu

Phe

Vet

Ser

GAn

Tyr

Pro

Hi s

Val



N3027PCT_sequ. list..txt

Val Asp

Lys Lys

Val Asp du Arg Qu Leu Leu Phe Gu Thr Ser Gu Va
2015 2020 2025

Val Ala Lys Leu Met Lys Ala Tyr |lle Ser Met Ile Va
2030 2035 2040

Arg Tyr Ser Thr Thr Arg Ser Ala Ser Ser Gn Gy Ser Ser Arg
2045 2050 2055

<210> 45

<211> 3209

<212> DNA

<213> Honp sapi ens

<220>

<221> msc_feature

<222> (1)..(83209)

<223> nyosin Xl X

<400> 45

gttcttcceg
aagcacggcg
t aaccgcgaa
cttgactcca
gcget ggagt
cagcccat gg
ct ggct gacc
at ggccaagc
tgct gt acaa
ggt gcct gca
tagccttgaa
accat gct gc
cct acaggaa
agagt ggt gc
ccacct cacc
t gaact ccaa
gcagt cgct t
ccgcagt cca
ggaacttcca
ggcaccttcc
aggattgttt
agaacaacat

cct ccgagga

ccgcect gacce

gct cgggecg
accgact gga
gct aggagct
gacttgtctg
t cccat gact
acttt gaagg
cagggagt ac
act ggat gac
ggcccggt ac
cccctt caag
gcct cagecc
t gt caagagc
t ggaaagaca
tgcatcttgg
ccctgtcatg
t gggaagttc
gacctacctc
catcttct at
t gagggagct
t gaggt gacc
ctttaaggtc

t gaagcccag

t ggccegecc
t gggaccgt g
gcaggagct g
gat gct gcat
agattcctcc
aggt ggat ag
aggat gct cc
ct cagagaag
ct caccaggg
at ggcagaca
cctgttcctce
cagaaact ga
ct gatt gaac
t ggacgtctc
gagagccaca
gaagcttttg
at ccagct cc
ct agagaaaa
cagatttgca
gccttctcct
agagaggcca
ct agct ggac

ccct geccage

gcctttccag
ttcacaccct
ggagaact gg
cgt aat aaca
agaact gagc
tact cctt gt
agcaggt caa
acct gcagga
t gaat cct gt
cattctacac
agctctactc
agccccat gt
cagt caacca
gct gcct aat
agat t gcaga
ggaat gcgt g
agct gaacag
ct cgagt ggc
aaggagccag
ggct gcccaa
tgctccattt

t gct gcacct

cgat ggat ga
Page 197

tctggccggg

tt ccagaaat
agaaaact gc
tttgcagagc
cctttgttgg
acct cctgca
t ggccacaat
gttcct gggt
gacact agag
caat gct ggc
gcccgagcet a
gttcactgtg
gtctattgtt
gaagtt ct at
gaggat agaa
t acact gagg
ggct cagcaa
ct gccaggct
t gaggacgag
cccagagagg
gggcat t gac
tggcaatatc

t gccaagt ac

cgggggcectg
t cttggct gg

tctaatctca
gctttcacag
aaccat accc
acccagaacc
ccggggtctg
ggggaggt cc

acagt cctga
t gcaccct gg
at gagagagt
ggt gaacaga
gt cagt ggag
gct gt ggt gg
cagaggat cc
aat aacaaca
at gact ggag
t ccagt gaga
aggct ccagt
agct t agaag
acccct accc
cagtttgctg
t ct gt cagga

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380



cggcagcct ¢
ccat cagggc
acacccgt ag
cagt gat caa
tggatgtgta
acgccaat ga
ctgct gget t
gaaggcttca
ctgaatggtg
acact ct gcc
cagcccccat
t ggaat gt gg
ggcgacaccg
ccattcgttc
t caagcgt gc
at ggt gt gga
agaccaggct
cggct at ggg
ccaggggcag

ccat ccgage
at gct gacat
t ggaaagaca
tggtgecttt
agcacacagc
ctccagcctt
acat caagca
ggccacattt
cact ggggat
aat t ggcgcet
aaactttagt
taatgcaat g
<210>
<211>

<212>
<213>

46
770
PRT

gctgcet gggg
aggcagacag
agactgcctg
cagcagcat ¢
tggatttgaa
gaagct gcag
ccccat ccgg
tccttgcaca
t ccacacagc
ggt cct aact
gcact gt ggc
gcgtgeecgg
gcaccgagag
ct ggt t aact
at ggcagaag
agaaaaacac
cct ggaggcea
t gt aggcagc
ccccagt age
gctgcct cag
ctgcect gaa
caggct gat c
gtttccacaa
t gccagact a
cgacccagag
ct gat ggt gt
cactaccttc
cccaattcca
ggaat t t ggg
atttaattag

t aaaaaaaaa

Hormo sapi ens

N3027PCT_sequ. | i st..txt

ct cccagagg
cagcaggt gt
gccaaact ga
t gt gcagaca
tcatttcctg
ct ggaggcct
gt ctct cacc
tcct ct ggcece
gaggaagcca
caggcagcag
aggaccaagg
gt gct ggagc
caggagcggc
cggaaacaca
t ggagaat ca
ttctctcaag
at aat ccgcece
tttcagagga
tacact gt cc
ggat cgat aa
ccttcaccct
cacgt gacct
ggccttttcec
tt cccacagt
ccecegt gecce
cagggct ggt
acagat caaa
cat aagcact
ct gggaaaaa
ttgatttatt

daaaaaaaa

acgt gct gcet
t ccggaagcec
tct atgcgeg
ccgactcgtg
acaacagt ct
gt ggcct cgt
gaaacttt gt
ccgacagccc
cgct t gaacc
ccat aact gg
tgttcatgac
agt gt gcceg
agt ggcgggc
t ccagaggct
gaat ggcct g
ctccetgttce
t ct ggcccect
aat t agt ggt
agacagcaca
agtttcactg
acagcattac
cttctgeett
tgceceectge
gctccaaat g
agt gcgt cag
agttaccaaa
ct cagcagca
tttggaagaa
tcttgtggtt
t aat gt aat t

Page 198

ggagat ggt g
ct gcgeccega
gttgtttgac
gaccactttc
ggaacagttg
ggagaccat c
agaacgat ac
at at cct gcc
tct cat ccag
t gact cggct
tgactctatg
ct gcat ccag
cgtcatgctc
gcat gcagct
ccttget get
cct gagcacc
gggact ggt c
ct gggcettge

agaccaggct
cagaaagt ct
aggcttt aat
cact gggctg
cttgccaaag
cacat gaaca
t gggcct ggg
t cagggttaa
gtcatgactg
aacagccaaa
atttccttta

t caaacaatt

cagatt agaa
gccgagtgtg
t ggct ggt at
at aggcct gc
t gcat caact
cat at cagtg
aagttact aa
aaagggct cc
gacattctcc
gaggccat gc
ct ggagcttc
ggt ggct gga
at ccaggcag
gccacagt ca
aaagagct gg
t cgceget ge
ctggccaat a
ct ccagct cc
ggt gt cacgt
ccact gcggt
cagattctgc
gggt gat cct
acatttaatc
acagt gacgg
gttccaggct
gaaacat cag
tctgtcacta
gttggcct aa
aaaaggaaca

aaatt atgaa

1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3209



N3027PCT_sequ. | i st..txt
<220>
<221> M SC_FEATURE
<222> (1)..(770)
<223> nyosin Xl X
<400> 46

Met Leu Gn Gn Val Asn Gy His Asn Pro Gy Ser Asp Gy Gn Ala
p

Arg Gu Tyr Leu Arg Gu Asp Leu Gn Qu Phe Leu Gy Ay Gu Val
20 25 30

Leu Leu Tyr Lys Leu Asp Asp Leu Thr Arg Val Asn Pro Val Thr Leu
35 40 45

Gu Thr Val Leu Arg Cys Leu G n Ala Arg Tyr Met Ala Asp Thr Phe
50 55 60

Tyr Thr Asn Ala Gy Cys Thr Leu Val Ala Leu Asn Pro Phe Lys Pro
65 70 75 80

Val Pro An Leu Tyr Ser Pro Gu Leu Met Arg Au Tyr His Ala Ala

85 90 95
Pro Gn Pro Gn Lys Leu Lys Pro His Val Phe Thr Val Gy Gu Gn
100 105 110
Thr Tyr Arg Asn Val Lys Ser Leu Ile GQu Pro Val Asn Gn Ser Ile
115 120 125

Val Val Ser Gy Qu Ser Ay Ala Gy Lys Thr Trp Thr Ser Arg Cys
130 135 140

Leu Met Lys Phe Tyr Ala Val Val Ala Thr Ser Pro Ala Ser Trp Gu
145 150 155 160

Ser Hs Lys Ile Ala Gu Arg lle Gu Gn Arg Ile Leu Asn Ser Asn
165 170 175

Pro Val Met GQu Ala Phe Gy Asn Ala Cys Thr Leu Arg Asn Asn Asn
180 185 190

Ser Ser Arg Phe Gy Lys Phe Ile G n Leu G n Leu Asn Arg Ala dn
195 200 205

Gn Met Thr Gy Ala Ala Val G n Thr Tyr Leu Leu Gu Lys Thr Arg
210 215 220

Val Ala Cys Gn Ala Ser Ser GGu Arg Asn Phe His Ile Phe Tyr G n
225 230 235 240

[le Cys Lys Gy Ala Ser Au Asp Gu Arg Leu Gn Trp Hs Leu Pro
Page 199



N3027PCT_sequ. l i st..txt
250

245 255

Gu Gy Ala Ala Phe Ser Trp Leu Pro Asn Pro Gu Arg Ser Leu Qu
260 265 270

Gu Asp Cys Phe Gu Val Thr Arg Gu Ala Met Leu His Leu Gy Ile
275 280 285

Asp Thr Pro Thr G n Asn Asn |le Phe Lys Val Leu Ala Gy Leu Leu
290 295 300

Hs Leu Ay Asn Ile Gn Phe Ala Ala Ser Gu Asp Gu Ala Gn Pro
305 310 315 320

Cys G n Pro Met Asp Asp Ala Lys Tyr Ser Val Arg Thr Ala Ala Ser
325 330 335

Leu Leu Gy Leu Pro Gu Asp Val Leu Leu Gu Met Val Gn lle Arg
340 345 350

Thr Ile Arg Ala Gy Arg Gn Gn An Val Phe Arg Lys Pro Cys Ala

Arg Ala Qu Cys Asp Thr Arg Arg Asp Cys Leu Ala Lys Leu lle Tyr
370 375 380

Ala Arg Leu Phe Asp Trp Leu Val Ser Val Ile Asn Ser Ser Ile Cys
385 390 395 400

Ala Asp Thr Asp Ser Trp Thr Thr Phe
405

Gy Leu Leu Asp Val Tyr
415

A —
—_
[N}

Gy Phe Gu Ser Phe Pro Asp Asn Ser Leu Gu Gn Leu Cys lle Asn
420 425 430

Tyr Ala Asn Gu Lys Leu G n Leu Gu Ala Cys Gy Leu Val Gu Thr
435 440 445

lle Hs Ile Ser Ala Ala Gy Phe Pro Ile Arg Val Ser Hs Arg Asn
450 455 460

Phe Val Gu Arg Tyr Lys Leu Leu Arg Arg Leu H's Pro Cys Thr Ser
465 470 475 480

Ser Gy Pro Asp Ser Pro Tyr Pro Ala Lys Gy Leu Pro Gu Trp Cys
485 490 495

Pro Hs Ser Gu Gu Ala Thr Leu Gu Pro Leu Ile Gn Asp Ile Leu

H's Thr Leu Pro Val Leu Thr G n Ala Ala Ala Ile Thr Gy Asp Ser
515 520 525
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Al a

Vet

545

Leu

Hi s

Al a

Al a

Al a

625

Ser

Leu

Thr

Al a
705

Ser

Leu

Leu

GAu

Arg

GAn

GAu

Al a

Leu

690

GAn

Ile

Pro

GAu

Ay
770

<210>
<211>
<212>

Al a

Asp

Arg

Thr

Leu

Al a

Al a

Vet

675

Asp

Lys

GAu

Arg

47
7591
DNA

Vet

Ser

Ser

Val

Al a

Pro Cy

Ay

Leu

Phe

Pro
740

Hi s

Pro

Vet

Al a
565

Al a

Val

Pro

Al a

Hi s

725

Ser

Arg

Al a

Leu

550

Arg

Arg

Leu

Lys

Lys

Ser

Arg

Ay

Arg

Ay

Cys

Pro

Leu

Pro
535

Thr

Leu

Leu

Ser

Ay

Val

Arg

Tyr

N3027PCT_sequ. | i st..txt

Vet

Leu

Trp

Arg

Al a

Leu

Ser

Trp

Phe

680

Ser

Thr

Lys

Ser

Hi s
760

Hs Cys Ay Arg

Leu

Arg

Lys

Trp

Asp

Thr

Pro

665

Pro

Ser

Ser

Gu G

Ay

Al a

Hi s

Ay

Ser

650

Leu

Arg

Ser

Pro
730

Thr

Thr
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555

Ay

Val

Ile

Lys

Val

635

Pro

Ay

Lys

Ser

Arg

Leu

Ay

Ser

540

Ay

Trp

Vet

Leu

Leu

Leu

Tyr

700

Al a

Arg

Phe

Ser

Thr

Arg

Arg

Leu

Arg

Arg

GAn

Val

Val

685

Thr

Leu

Tyr

Asn

Al a
765

Lys

Al a

Arg

Leu

Lys

Thr

Leu

670

Val

Val

Pro

Al a

Val

Arg

Hi s

575

GAn

Hi s

Arg

Hi s

Arg

Al a

GAn

GAn

Asp

735

Thr

Phe

Val

560

Arg

Al a

Al a

Vet

Phe

640

Leu

Asn

Al a

Thr

Ay

Ile

Leu

Ay



<213>

<220>
<221>
<222>
<223>

<400> 47
tccatccctg

gcgggcet cecg
cct ct ggggy
acaaggacaa
t gt cagcggc
t gaaccgctc
t caaggt ggc
gcagcgt cat
gt gaggaggg
ccaagcagaa
agagcgcct c
aggt gaggac
ggcaccgat ¢
ccccegt ggt
ct ggagact t
aggcct gt cg
t ggggct ggt
ccagggat ga
agcccattcc
gcagggagcce
agacggagaa
ct gaggagct
t cct ggat gt
aggat ct ggc
gct at ggegce
gtggggcecce
aggacat ggc
gccgt cagga

gccagcat ct

ct gt ggagaa

Hormo sapi ens

m sc_feature

(1).
nmyosin XVIIITA MYOI8A transcript

~(7591)

accgggccga
gt ggccgcag
t gct acccct
agat ggcggg
agagct t cgg
ct ccaagegt
cagcggct ct
cct ggact cg
t agctt ccgt
ct cacagatg
agaaacct cg
t ct agaggga
ccgagcccct
gcccct gecce
tggcttctcc
gegtgtggtce
gccaggagat
gatt gt ggag
agagct cagc
at ccgat gcg
ggtgtggetg
caactt gcct
ggat gaggat
ctcactggtg
tagcctgetg
tgctgtgtac
accccacatc
t cagt caatc
ggt gcagt ac
gt ggcaggct

N3027PCT_sequ. | i st..txt

ggctgetgga
caaagt gggg
acaaacagca
cggaaggaga
agcct ggagg
gaat ccaaga
gacct gcacc
ggccacct aa
ggct cggt ge
att gt caagc
acgccct cag
cagct ggt gc
gagct agt ga
ccacct accc
ct gcggcegcea
cactttgctg
cgact ggt gg
at gat ccggce
gagct cagca
aaaacagaag
gt ccat aggg
gaggggaagg
gacgt t gaga
tacctcaatg
cacacgtatg
t ct gagaagg
t at gcagt gg
at cct cct gg
ct ggccacca

ctgtacaccc

varia

t gccgegt ct
caccaaggcc
cccccaccat
agaaggagaa
agat gagcct
cgcgect gga
t gact gacat
gt acagccag
tgcagcgggce
gcttttcett
agcact ct gc
agcat cct gg
ct aaaaagtt
t ccgggaget
caaccat get
agcct ggt gc
agat t aat gg
agt cagggga
ggagct ggcet
aacagattgc
acggcttctce
t gcgt gt gaa
aggct aat gc
agt ccagcgt
ctggccccag
t gat gcacat
cccagaccegce
gcagt agt gg
t cgcgggceat
t cct ggaage
Page 202

nt 1

ccgettctge
ct gt gct aag
gtttaaccta
aaaggagaaa
gcgacgt gge
aat ct ccaac
t gact ccgat
ct ccagcgat
agccaagttc
ct cccagegt
cgcccecct cg
cccaggcat ¢
cccagt cgac
ggagct gcaa
ggat cggggc
aggcaccaag
gcacaatgtg
cagcgt gcgg
gcggagceggce
agcagaagag
act ggccagt
gct ggaccac
tccctectge
cctgcacacc
cctgetggtt
gt t caagggt
at acagggcg
cagt ggcaag
cagcgggaac

ctttgggaac

t gcct gcecgg
cact cat aat
at gaagaaag
aaggagcgga
ttcttcaacc
cccat cceca
agt aaccggg
gacct caagg
ggct cact gg
agccgggat g
ccacaggt gg
cct cgaccag
ct gcgect ge
cgacggccca
cccgagggcec
gacct ggccc
gagagcaagt
ct caaggt gc
gagggacct c
gcct ggaat g
caact caaat
gat ggggcca
gaccgt ct gg
ttgcgccage
cttggccecc
t gt cggcggg
at gct gat ga
accaccagct
aaggtgtttt

agccccacca

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800



tcatt aat gg
gccaggt gge
gcccagccag
ccct caggac
cact ggccaa
ccat gaaggt
ccatctacca
agtttgcccg
agctgtcctc
ccttccgeca
cact ggagtg
t ct ccct ggt
t cgacacccc
aggagct gt g
t cgt gcagga
aacccccgac
gct cget gge
tggtgccagg
aggaaggt ga
t cct gggcca
acaccaagca
aaat cat cag
t cgcgggcect
cctttaccac
aggt ggacgce
t gcct gt age
gcagcagt ga
acgt gcccect
accgccaagg
t ggcceccgcea
cagt ggagga
gcegggt gt t
ccagcaggaa
t caagaagag

acaaaggggt

caat gccacc
ct cagcect cc
t gaagccaca
agagct ccac
gcct gaggaa
gct gggcat ¢
cct gggggct
ccat gagt gg
agccatcttc
gggccccgag
cctt gagggce
gaat agggct
gggcttccag
ccacaact ac
gtt ggaaaga
ggat gact ct
ccgcacagac
ggccagt gag
caaaaaaggc
cagccat ggc
gaacccagcc
caacctgttt
ggagggcggce
aggcat ggcg
cct cat cgac
t gagggct gg
gct ggacct g
gct ccgeacc
ttaccctgac
cct gaccaag
gctgcetggag
cttccgggcg
cctaaccctg

aaagat ccag

gaaggact gg

N3027PCT_sequ. | i st..txt

cgcttctcecc
attcagacaa
tt caacgt ct
ct caaccact
aagcagaagg
tccceecgat g
gcgggagcca
gcccagaagg
aagcaccagc
gagagt ggcce
at ggcggcecg
ct caagt cca
aaccct gagc
acccaagacc
t acaaggagg
gtggetgetg
gaggcgaggg
gacaccct cc
caaagccccece
accaact ggg
acccagaat g
ct gggecegeg
t cgcagct gg
gct gt caaaa
accat caaga
gctggggage
ccct cgggag
cagct ccgeg
cacat ggt gt
aaacacgggc
tgcttggatc
ggcacct t gg
ttccaagcag

gacct ggcca

ccct ggt gga

agatcctctc
tgcttctgga
tctact acct
t ggcagagaa
cagct cagca
aacagaaggc
ccaaagaagc
ct gcgt acct
acaagggt gg
t gggagat gg
gcct ct acag
gccagcactc
agggt gggt ¢
ggctgcagag
agaacat cga
t ggaccaggc
gcctgcetctg
t ggagcgcect
ttctgcacag
t agagt acaa
ccccecggct
caggcagt gc
cact gcgccg
agaagt cact
agt caaagct
ccegttcege
accact gcga
gct ccegect
tttccgagtt
gt aact acat
t ggagaagag
cacggct gga
cct gcagggg
ttcgct gt gt

agctttttac
Page 203

cctggacttt
gaagct gegt
gct ggcct gt
caatgtgttt
gtttagtaag
ctgctggttc
t gct gaagct
act gggct gc
caccct gcag
gacaggcccg
cgagctcttc
act ct gct cc
agcccgcegga
gctcttccac
gctggegttt
ct cccat cag
gct att ggaa
tttctcctat
cagcaaacca
t gt gact ggc
cct gcaggac
cacggtgctc
ggccaccagc
gt gcat ccag
gcattttgtg
ctcct cecege
ggctgggcetc
gct cgat gcc
ccgeegecege
cgt ggt ggat
cagct gct gc
ggagcagcgg
ctacct ggcc
acagaagaac

cacagt gagg

gaccaagct g
gtggcet cgge
ggggat ggca
gggattgtgc
ct gcaggcgg
attctggctg
gggcgcaagce
agcct ggagg
cgct ccacct
aaact gagtg
acccttctcg
atgatgattg
gcctcctttg
gagcgcacct
gacgact t gg
tccctggt cc
gaggaggct ¢
t at ggccecc
caccactttc
t ggct gaact
t cccagaaaa
t ct ggct cca
at gcggaaaa
at gaagct ac
cactgcttcc
cgagt cagca
ct gcagct cg
at gcgcat gt
tttgatgtcc
gaaaggcggg
at gggcct ga

gat gaacaaa
cgccagceact
at caagaaga

cccctcatcg

1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900



aagt acagct
gcaagct cga
agagccggat
cct cccaget
aact gcagac
t ggaggceccg
gtggcgagtg
ggct ccagca
aacggcggct
t caagaagaa
gccagcaggt
cgcaggcgcea
aggacat gct
acat t gcagg
cccaagagt ¢
aggccaaagt
t ggaacaggc
aggagat gga
t aaaacagat
agaagcggga
ttgagt caga
cccagct cat
t caagaacca
caat ggaggt
cagcgct gga
t ggaggaaga
aggcttcccg
aagagaagca
agcagt ccat
agacacgcct
t caaggaaaa
gggagaagga
gcgagcettge

t agaaagcct

gt cagaggag
gaaggcggag
ct cagagctg
gct ggacgcg
ccagt acgat
t ct cat ccgg
gcggct gaag
ggagtttgag
cggggacctg
gt gccagcga
ccgcaaccac
t gaggaggcc
cct cgcet gag
gttcacccag
caaggat gag
caaggat cag
caagct gegt
gagt cgggat
ggaggt gcag
gct ggagggce
gaagcggct g
gct ggaccac
gct ggaggag
ggagat cgaa
ggagcagct g
t caggaagac
ggacct ggct
ggagct gcag
ggt ggacaag
ggagtttgaa
cat ggagaag
acagaacaag
caggaaggag
ggaggct gcet

N3027PCT_sequ. | i st..txt

cagat ccgga acaaagacga ggagat ccag

aaggagagga
acat cggagc
gagacagcag
gcact gaaga
gcagcggaga
t at gagcggg
gacaagct gg
caggcagat a
ct gacggctg
gaact ggaga
cagcgggaga
gctttcagcec
aaggtt gt gt
gcttctctgg
gaagaagagc
ct ggagat gg
gaggaggt gg
ct agaggaag
aagct cgcca
cggaaggacc
ct gaagaaca
t cagagttca
gacct gcacc
agccgcecttc
at gaacgaat
cagat aaat g
gagaagct ac
tccctggt ga
aggacgcaag
ct gact gagg
cggct acaga
gccgaggcega

aaccagagcc

acgagct geg
t gacagat ga
agaggct ccg
agcagat gga
t caacgggga
ct gt gcggga
aggt ggagca
gt gaggagag
agct gcaaga
agaagcagag
agct gcageg
t gaagcagca
ct ct agaggc
ccaaggt caa
t ggat gagca
agat ggagcg
aggaggcccg
agt at gagga
ccct cagega
t gaagcgcac
gtgctcccag
cct gt gegge
t gcagattga
agcgt gagaa
t gat gaagaa
at ct ccaagc
aagccct cca
gcaggcagga
t gaaacggct
agcgggat ca
ggcagct ccg
gccgcaagaa
t gcaggct ga
Page 204

gct caacagt
gcgt aacaca
ggct gagaag
ggtt at ggaa
agt ggat gat
ggt ggacttc

gcagaacaag

t cagcgggct
caccaagctg
gaggtttgac
ggagaagct g
act agaggaa
agagct ccag
gaaacagct c
ggcagggacce
gat gagacag
gcagt cgt gt
caagcagaag
ccaggt gaac
caaggccctg
caagcgagag
agccgt gaaa
t gacat cgcc
gaat gagat c
gcacaaggct
t cagct agaa
gagccaggt g
agct aagat a
ggagagcctg
gcgcattgca
ggacaccaag
gcacgaact g

cctaaagttg

cagct gcgga
gaccggct gg
ggagagt ccg
gagat gaagg
at ggaggt ga
gat gat gcag
accaagaaac
aggcagct gg
ct gcagcagc
cacct ggagg
agt gagct ct
cagcgggaga
aaagacat gg
gacatttctt
cgggacct gg
at ccagat gc
acccattcta
cagaagaagt
gttctgcgag
cggcgggact
ct ggcagatg
attgcccagce
gcacggaaag
aaagccaaga
cagaaccggc
gccgtgget c
gaagccaaca
gagttcctgg
cgggagct gg
gct ageegtc
gccgagaacc
gaggagat gg
gagat ggat c

gcat t caagc

3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940



gcat cgggga

t cat caacag
gagact ¢t ga
caaaaaacaa
ccaccagcta
acaacacctc
agct gacgga
ct gt ggct ge
tgctgatctg
ggt gt ct gat
ttgctcct ct
ggcaggt ggc
agggacggt g
t gggggagga
cctgct gt ct
gagagt ggga
ctccatcttc
agagccgggt
gggttgagca
ccccaccctc
aact acagca
t ggaccat aa
ct gaagat gg
cccgt gt cat
ggt ct ggagg
ggagcccaag
tggtttgtac
cttttcctcce
<210>
<211>

<212>
<213>

48

<220>
<221>
<222>
<223>

<400> 48

2054
PRT
Hormo sapi ens

cct gcaggct
tttgcaggac
t gt ggact cg
gggaccttcc
ct ggaagt cc
cagaccgcga
gact aacgca
ct gggcacct
cat gggaaac
gt ct ccacgt
gt ct caaaat
ct ggcact gc
gacaggttgc
gaagcagt gc
ttctactttt
gggggct gt a
acccttcaga
ccaggttctt
agcct acgca
tttgtctcag
gt t cagggct
actcaacttg
aagttttggc
tcttccaacc
t cccageccce
t gcagt gect
t cact gggct
t ggct gcgece

M SC_FEATURE

(1).
nmyosin XVIIITA MYOI8A transcript

~(2054)

N3027PCT_sequ. | i st..txt

gccat t gagg
at ggt gacaa
gagct ggagg
aaggcagct t
cttgccectg
tactcccaca
t agcccaggg
ct cccaggaa
accct gacct
ggaagaggt g
gccagact ct
at ggagccag
ct act gggac
cttcectetce
taatttaaat
gtggtagetg
gagcagt cct
aagaat gagg
gacaagtgtg
cgt gt t at gt
gat ccaagca
agagggaagg
cggt gct cat
tccectgeecce
caccct aaaa
ggtgctgcetc
gtgctctccc

agt aaaaaaa

at gagat gga
agt at cagaa
accgtgttga
ct gat gat gg
at cggt caga
gttatctgag
gagtggttgg
gt ggt ggggce
tcttctgtca
ggggaaagag
tggcttctac
cacgt t gacc
act ct aggt t
gtgtgggatg
acccaacctc
gggct cccaa
ttctctgtge
t gcggagggy
t gt gt ggacc
gcaat gacct
ct gcct cect
cttggggtty
t agacat gag
cacacactta
aggttatccc
ccat ctgccg
ctgtttaccc

a

varia

Page 205

gagt gat gag
aagaaagaat
cggggt caag
cagct t aaag
t gat gagcac
t gacagcgac
cagccctcetc
accggt ct cc
ggggcact tt
gagtttctga
cct gt gt cac
tccctctcag
gct gggt cca
ggggct ct ct

t ccat cacag
gaacgact cg
agct ggagac
ctctccggtyg
at ccgcacct
atttaaggta
cct get ct gt
aggacttgtg
t cct cact ct
t cccagacac
t gagaact cc

cccccecttct

gat gt at gga

nt 1

aat gaggacc
aaact t gagg
tcctggt t gt
agttccagcc
gaccct ct cg
acagaggcca
accccagggc
cccacccgac
ccaggctatg
agagaact tt
cgt gggcagt
ctccetgetc
t ggggaggat
cttcttggtg
ct gcat ccct
ggaat gt cat
gct ggt gagg
ct gct gggct
ccagccccca
aacccattcc
ccaggtggtc
at cagaaaaa
gt gt cct gag
aacaccat gt
accagacttg
ct cct gcaat

aat aaaggcc

6000
6060
6120
6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780
6840
6900
6960
7020
7080
7140
7200
7260
7320
7380
7440
7500
7560
7591



N3027PCT_sequ. | i st..txt
Met Phe Asn Leu Met Lys Lys Asp Lys Asp Lys Asp Gy Gy Arg Lys
5 10

Gu Lys Lys Gu Lys Lys Gu Lys Lys Gu Arg Met Ser Ala Ala G u
20 25 30

Leu Arg Ser Leu Gu Gu Met Ser Leu Arg Arg Gy Phe Phe Asn Leu
35 40 45

Asn Arg Ser Ser Lys Arg Gu Ser Lys Thr Arg Leu Gu Ile Ser Asn
50 55 60

Prolle Pro Ile Lys Val Ala Ser Gy Ser Asp Leu Hi s Leu Thr Asp
65 70 75 80

[le Asp Ser Asp Ser Asn Arg Gy Ser Val Ile Leu Asp Ser Gy H s
85 90 95

Q

Leu Ser Thr Ala Ser Ser Ser Asp Asp Leu Lys Gy Qdu Gy Ser
1

Phe Arg

Q

Ser Val Leu G n Arg Ala Ala Lys Phe Gy Ser Leu Ala

—
—
o<
—
)]
(]
—
\]
o<

Lys G n Asn Ser G n Met Ile Val Lys Arg Phe Ser Phe Ser G n Arg
130 135 140

Ser Arg Asp G u Ser Ala Ser Gu Thr Ser Thr Pro Ser Qu His Ser

145 150 155 160

Ala Ala Pro Ser Pro G n Val Gu Val Arg Thr Leu Gu Gy Gn Leu
0 175

Val Gn Hs Pro Ay Pro Gy |Ile Pro Arg Pro Ay Hs Arg Ser Arg
190

Ala Pro Qu Leu Val Thr Lys Lys Phe Pro Val Asp Leu Arg Leu Pro
195 200 205

Pro Val Val Pro Leu Pro Pro Pro Thr Leu Arg Gu Leu Gu Leu G n
210 215 220

Arg Arg Pro Thr Ay Asp Phe Gy Phe Ser Leu Arg Arg Thr Thr Met
225 230 235 240

Leu Asp Arg Ay Pro Au Ay An Ala Cys Arg Arg Val Val H s Phe
245 250 255

Ala Gu Pro Gy Ala Gy Thr Lys Asp Leu Ala Leu Gy Leu Val Pro
260 265 270
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Ay
Arg
Leu
305

Leu

Asp
385
Al a
Asn
Leu
Ay
Cy

465
Al a

Leu

Val

Ser

Asp

Asp

Lys

Arg

GAu

Leu

Ay

Pro

GAu

Leu

Al a

450

Arg

Tyr

Ay

Tyr

Val

Ser

Val

355

Leu

Al a

Ser

Ser

Hi s

435

Pro

Arg

Arg

Ser

Leu

515

Lys

Thr

Leu

Hi s

Asn

Cys
Ser
420

Thr

Al a

Al a

Ser

500

Al a

Trp

Ile

Val

Val

Pro

Al a

Arg

Leu

Leu

Asp

Val

Tyr

Val

Asp

Vet

485

Ay

Thr

GAn

Ile

GAu

GAu

Ay

Al a

Asp

Pro

Asp

Arg

Leu

Al a

Vet
470

Leu

Ser

Al a

Asn

Ile
Met
295

Pro

Pro

Val

Leu

Hi s

Ay

Ser

455

Al a

Vet

Ay

Al a

Leu

535

Ay

N3027PCT_sequ. | i st..txt
Asn Ay H s Asn Va

280

Ile

Arg

GAu

Phe

360

Ay

Asp

Thr

Pro

440

Pro

Ser

Lys

Ay

Tyr

Asn

Arg

Leu

Arg

Al a

345

Ser

Lys

Asp

Leu

425

Ser

Lys

Hi s

Arg

Thr

505

Ile

Thr

Al a

GAn

Ser

Trp

Leu

Val

Asp

Leu

410

Arg

Leu

Val

Ser

Leu

Ser

Pro

Asn

Al a

Arg

Asp

Al a

Leu

Vet

Tyr

475

Asp

Ser

Ay

Leu

Ay

Leu

Ser

Ser

Val

380

Val

Ser

Arg

Val

Hi s

460

Al a

Cys

Asn

GAu
540

Thr Arg Phe
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GAu

285

Asp

Ser

Asp

Thr

Lys

GAu

Leu

Tyr

Leu

445

Vet

Val

Ser

GAn

Ser

Ser

Ser

Arg

Al a

Leu

Leu

Lys

Val

Ay

Ay

Phe

Al a

Ile

510

Val

Phe

GAn

Lys

Val

Ser

Lys

Lys

Lys

Asp

Al a

Pro

Lys

GAn

Leu

Phe

Ay

Ile

Ser

Arg

Trp

Thr

Val

Ser

Hi s

Asn

400

Leu

Ser

Arg

Ay

Thr

480

Leu

Val

Ser

Asn

Leu



N3027PCT_sequ. | i st..txt
555

545 550 560

Ser Leu Asp Phe Asp G n Ala Gy Gn Val Ala Ser Ala Ser Ile dn
565 570 575

Thr Met Leu Leu G u Lys Leu Arg Val Ala Arg Arg Pro Ala Ser Gu
580 585 590

Ala Thr Phe Asn Val Phe Tyr Tyr Leu Leu Ala Cys Gy Asp Gy Thr
595 600 605

Leu Arg Thr Gu Leu Hs Leu Asn His Leu Ala G u Asn Asn Val Phe
610 615 620

Gy lle Val Pro Leu Ala Lys Pro Gu GQu Lys Gn Lys Ala Ala G n
625 630 635 640

G n Phe Ser Lys Leu G n Ala Ala Met Lys Val Leu Gy Ile Ser Pro
645 650 655

Asp GGu Gn Lys Ala Cys Trp Phe Ile Leu Ala Ala Ile Tyr H s Leu
660 665 670

Gy Ala Ala Gy Ala Thr Lys Gu Ala Ala Gu Ala Gy Arg Lys Gn
675 680 685

Phe Ala Arg His Au Trp Ala G n Lys Ala Ala Tyr Leu Leu Gy Cys
690 695 700

Ser Leu Gu Gu Leu Ser Ser Ala Ile Phe Lys Hs Gn Hs Lys Gy
705 710 715 720

Gy Thr Leu G n Arg Ser Thr Ser Phe Arg Gn Gy Pro Gu Gu Ser
Gy Leu Gy Asp Gy Thr Gy Pro Lys Leu Ser Ala Leu G u Cys Leu
7

Gu Gy Met Ala Ala Gy Leu Tyr Ser Gu Leu Phe Thr Leu Leu Val
755 760 765

Ser Leu Val Asn Arg Ala Leu Lys Ser Ser G n Hs Ser Leu Cys Ser
770 775 780

Met Met Ile Val Asp Thr Pro Ay Phe G n Asn Pro Qu Gn dy Gy
785 790 795 800

Ser Ala Arg Gy Ala Ser Phe Gu Gu Leu Cys Hi s Asn Tyr Thr dn
805 810 815

Asp Arg Leu G n Arg Leu Phe Hs Gu Arg Thr Phe Val G n Gu Leu
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N3027PCT_sequ. | i st..txt

Gu Arg Tyr Lys Gu Gu Asn Ile Gu Leu Ala Phe Asp Asp Leu G u
835 840 845

Pro Pro Thr Asp Asp Ser Val Ala Ala Val Asp G n Ala Ser Hs Gn
850 855 860

Ser Leu Val Arg Ser Leu Ala Arg Thr Asp Gu Ala Arg Gy Leu Leu
865 870 875 880

Trp Leu Leu Gu Au Gu Ala Leu Val Pro Gy Ala Ser Au Asp Thr
885 890 895

Leu Leu Gu Arg Leu Phe Ser Tyr Tyr Gy Pro Gn GQu Gy Asp Lys
900 905 910

Lys Gy Gn Ser Pro Leu Leu Hs Ser Ser Lys Pro Hs H's Phe Leu
915 920 925

Leu Ay Hs Ser Hs Ay Thr Asn Trp Val Gu Tyr Asn Val Thr Gy
930 935 940

Trp Leu Asn Tyr Thr Lys G n Asn Pro Ala Thr G n Asn Ala Pro Arg
945 950 955 960

Leu Leu G n Asp Ser Gn Lys Lys Ile Ile Ser Asn Leu Phe Leu Gy
965 970 975

Arg Ala Gy Ser Ala Thr Val Leu Ser Ay Ser Ile Ala Gy Leu Gu
980 985 990

Gy Gy Ser Gn Leu Ala Leu Arg Arg Ala Thr Ser Met Arg Lys Thr
995 1000 1005

Phe Thr Thr Gy Met Ala Ala Val Lys Lys Lys Ser Leu Cys Ile
1010 1015 1020

Gn Met Lys Leu G n Val Asp Ala Leu Ile Asp Thr Ile Lys Lys
1025 1030 1035

Ser Lys Leu Hs Phe Val Hs Cys Phe Leu Pro Val Ala Qu Gy
1040 1045 1050

Trp Ala @y Au Pro Arg Ser Ala Ser Ser Arg Arg Val Ser Ser
1055 106

1060 065
Ser Ser du Leu Asp Leu Pro Ser Gy Asp His Cys Gu Ala Gy
1070 1075 1080

Leu Leu Gn Leu Asp Val Pro Leu Leu Arg Thr G n Leu Arg Gy
1085 1090 1095
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Ser

Asp

Al a

Asp

Al a

Ser

Al a

Arg Gy

Trp

Val

Leu

Ser

Lys

Pro
1235

Leu
1280

Thr
1295

Leu

Vet

Hi s

Arg

Ser

Thr

Asn

Val

Trp

Leu

Leu

Arg

Ser

Leu

Vet

Leu

Val

Leu

Arg

Ser

Leu

Leu

Hi s

GAn

Trp

Ser

Arg

Leu

Leu

Lys

Val

Asp

Phe

Thr

Al a

Cys

Al a

Thr

Phe

Lys

Lys

GAu

Ser

Asn

Leu

Asp

GAu

Vet

Al a

Ser

Lys

Val

Arg

Leu

Lys

Asn

Leu

Lys

Ser

Thr

Al a

Leu

GAu

N3027PCT_sequ. | i st..txt
Arg Met Tyr Arg Gn Gy
1110

Vet
1105

Phe

Hi s

du

Ay

du

Arg

Lys

Thr

Ile

du

Arg

Thr

Thr

Arg Arg

Gy Arg

Leu Leu

Leu Ser

GAu dn

Ala Ala

Lys Ile

Lys Asn

Thr Val

Arg Asn

Lys Al a

Leu Gu

Arg Asn

Ala du

Gn Tyr

Val

Vet

Arg

Asn

Gu G

Arg

Arg

Cys

GAn

Lys

Arg

Lys

GAu

Ser

Thr

Arg

Asp

Page 210

Phe
1125

Pro
1245

Leu
1320

Al a
1335

Al a
1350

Asp

Leu

Phe

GAu

Ay

Leu

Val

Leu

GAu

Arg

Leu

Arg

Tyr

Val

Val

Asp

Phe

Tyr

Al a

Lys

Arg

Ser

Ser

Al a

Lys

Leu

Pro

Leu

Val

Leu

Arg

Thr

Leu

Ile

Asp

Ile

Asn

Al a

GAu

Lys

Ile



Arg

Ay

Phe

Val

Leu

Lys

Leu

Lys

Al a

Asp

Leu

Al a

Thr

Asp

Lys

Al a
1355

Al a

Trp

Lys

Al a

Lys

Leu

Arg

Arg

Leu

Asp

Al a

Ser

Val

Arg

GAu

Vet

GAu

Arg

Lys

GAn

Asp

GAu

Arg

Leu

Vet

GAu

Leu

Lys

Vet

Vet

Val

GAu

Leu

Arg

Asn

Ser

GAn

Ay

Phe

Lys

Al a

Asp

Leu

Al a

Asp

Leu

Arg

GAu

Val

Asn

Lys

Leu

Lys

Asp

Leu

GAu

Ile

Lys

GAn

GAn

GAu

GAn

N3027PCT_sequ. | i st..txt
G u Val Asp Asp Asp Asp
1365

Ay
1360

Tyr
1375

du

An

Ser

Thr

Va

du

Arg

Phe

Ile

Lys

du

Al a

Hi s

Arg

du

Arg Al a

G u Phe

Leu Gu

Gn Arg

Ala du

Arg Asn

Leu Ser

G u Lys

Ser Leu

Phe Thr

Ser Ser

Lys Gn

GAu Leu

Lys Leu

Ser Lys

A n Ser

Gu du

Val

GAu

Arg

Al a

Leu

Hi s

Leu

Lys

GAn

Leu

Asp

Arg

GAu

Cys

Tyr
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Leu
1425

Al a
1470

Leu
1575

Vet
1590

GAu

Lys

Leu

Asp

Leu

Hi s

Arg

GAn

Val

Ser

Asp

GAu

Lys

Asp

Al a

Val

Leu

Ay

Thr

Leu

Val

Lys

Leu

Al a

Vet

Ser

Lys

Lys

Asp

GAu

Asp

Leu

Lys

GAu

Lys

GAu

Ser

Asp

GAu

Ay

Arg

Leu



Lys

Leu

Leu

Al a

Ile

Al a

Val

Arg

Lys

Al a

1610

Val
1625

Ser
1640

Leu

Asp

Lys

Vet

Al a

Al a

Leu

Asn

Lys

Phe

Thr

Asn

Arg

GAn

Asp

Leu

GAn

Al a

Hi s

GAu

Arg

Hi s

Asn

Leu

Al a

GAn

Vet

Asn

GAu

Val

Leu

Asp

Leu

Val

Leu

GAn

Leu

Lys

Asp

Leu

GAu

Lys

Val

GAu

Arg

Asn

Lys

Hi s

Lys

Lys

Leu

Al a

Leu

GAu

N3027PCT_sequ. | i st..txt

1615

Arg du Leu

1630

Arg

Thr

Lys

Arg

Asp

Arg

Asp

Va

Al a

Lys

du

Leu

Thr

du

Asp

Lys

Asn

Leu

Lys

Asp

Leu

GAn

Al a

GAn

Leu

Val

Leu

GAn

Phe

Al a

Ser

Al a

Ile

GAn

GAu

GAn

Leu

GAn

GAu

Ser

GAu

Asn

Ay

GAu

Leu

Al a

GAu

Al a

Arg

Asp

Al a

GAu

Al a

Lys

Thr

Leu

Arg

Lys
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1620

Lys
1635

Ser
1650

Leu
1665

Vet
1755

Ser
1770

1785

Leu
1800

Ser
1815

Leu

GAu

Al a

Ser

GAu

Val

Al a

Lys

Asn

Arg

Al a

GAn

Leu

Leu

Ser

GAn

Leu

Al a

Lys

Asp

Lys

Phe

Lys

Asn

Asp

Asn

Ser

Val

Arg

Arg

Thr

Arg

Al a

Arg

Thr

Ile

Thr

Leu

Leu

Lys

Ser

Phe

Leu

Arg



Leu

Asp

Asp

Lys

Asp

Ser

Asn

Asp

Leu Arg Asp

Ala Gu Ala

Ser Leu du

Ala Phe Lys

Met du Ser

Met Val Thr
1955

Ser Asp Val
1970

Ser Trp Leu
1985

Asp Gy Ser
2000

Leu Ala Pro
2015

Thr  Ser Arg
2030

Thr Gu Al a
2045

<210> 49

<211> 7546

<212> DNA

<213> Homo sapie

<220>
<221> msc_featu
<222> (1)..(75486)

<223>

<400> 49

tccat ccctg accgggecga ggetgetgga tgecgegt ct

Thr

Ser

Al a

Arg

Asp

Lys

Asp

Ser

Leu

Asp

Pro

Lys

ns

re

Lys

Arg

Al a

Ile

GAu

Tyr

Ser

Lys

Lys

Arg

Arg

Leu

N3027PCT_sequ. | i st..txt

Asn
1915

y
1930

Asn
1945

Asn
1990

Ser
2005

Ser
2020

Tyr
2035

Thr
2050

Asp

du

Lys

Leu

Lys

Ser

Asp

Ser

du

Vet

Hi s

Ser

Leu

Asp

Arg

Ay

Ser

Asp

Hi s

Thr

nmyosin XVIIITA MYOI8A transcript

Gy Gu Leu

GAu

Leu

Leu

Lys

Asp

Pro

Pro

GAu

Ser

Asn

vari ant

Leu

Al a

Asn

Arg

Ser

Thr

Hi s

Tyr

Al a

1890

GAu
1905

1980

1995

Ser
2010

Asp
2025

Leu
2040

2

Al a

Vet

Asp

Ile

Ser

Leu

Asp

Al a

Tyr

Pro

Ser

ccgcettetge

gcggget ccg gt ggccgecag caaagt gggg caccaaggcec ct gt get aag

cctct ggggg tgcetaccccet

acaaacagca cccccaccat

gtttaaccta

acaaggacaa agatggcggg cggaaggaga agaaggagaa aaaggagaaa
Page 213

Arg Lys

Asp Leu

Leu Lys

Gu Asp

Leu G n

Gy Va

Al a Ser

Trp Lys

Leu Asp

Asp Ser

tgcetgeegg 60
cact cat aat 120
at gaagaaag 180
aaggagcgga 240



t gt cagcggc
t gaaccgctc
t caaggt ggc
gcagcgt cat
gt gaggaggg
ccaagcagaa
agagcgcct c
aggt gaggac
ggcaccgat ¢
ccccegt ggt
ct ggagact t
aggcct gt cg
t ggggcet gat
ccagggat ga
agcccattcc
gcagggagcc
agacggagaa
ct gaggagct
t cct ggat gt
aggat ct ggc
gct at ggegce
gt ggggcccc
aggacat ggc
gccgt cagga
gccagcat ct
ct gt ggagaa
tcatt aat gg
gccaggt ggc
gcccagccag
ccct caggac
cact ggccaa
ccat gaaggt
ccatctacca

agtttgcccg

agagct t cgg
ct ccaagegt
cagcggct ct
cct ggact cg
t agctt ccgt
ct cacagatg
agaaacct cg
t ct agaggga
ccgagcccct
gcccct gecce
tggcttctcc
gegtgtggtce
gccaggagat
gattgtggag
agagct cagc
at ccgat gcg
ggt gt ggct g
caactt gcct
ggat gaggat
ctcactggtg
tagcctgetg
tgctgtgtac
accccacatc
t cagt caatc
ggt gcagt ac
gtggcaggct
caat gccacc
ct cagcect cc
t gaagccaca
agagct ccac
gcct gaggaa
gct gggcat ¢
cct gggggct
ccat gagt gg

N3027PCT_sequ. | i st..txt

agcct ggagg
gaat ccaaga
gacct gcacc
ggccacct aa
ggctcggtge
att gt caagc
acgccct cag
cagct ggt gc
gagct agt ga
ccacct accc
ct gcggcegcea
cactttgctg
cgact ggt gg
at gat ccggce
gagct cagca
aaaacagaag
gt ccat aggg
gaggggaagg
gacgt t gaga
tacctcaatg
cacacgtatg
t ct gagaagg
t at gcagt gg
at cct cct gg
ct ggccacca
ct gt acaccc
cgcttctcecc
attcagacaa
tt caacgt ct
ct caaccact
aagcagaagg
tccceecgat g
gcgggagceca

gcccagaagg

agat gagcct
cgcgect gga
t gact gacat
gt acagccag
t gcagcgggce
gettttectt
agcact ct gc
agcat cct gg
ct aaaaagtt
t ccgggagct
caaccat gct
agcct ggt gc
agat t aat gg
agt cagggga
ggagct ggct
aacagattgc
acggcttctc
t gcgt gt gaa
aggct aat gc
agt ccagcgt
ct ggcccceag
t gat gcacat
cccagaccgce
gcagt agt gg
t cgcgggcat
t cct ggaagce
agatcctctc
tgcttctgga
tctact acct
t ggcagagaa
cagct cagca
aacagaaggc
ccaaagaagc
ct gcgt acct
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gcgacgt gge
aat ct ccaac
t gact ccgat
ct ccagcgat
agccaagttc
ct cccagegt
cgcccecct cg
cccaggcat ¢
cccagt cgac
ggagct gcaa
ggat cggggce
aggcaccaag
gcacaatgtg
cagcgt gcgg
gcggagceggce
agcagaagag
act ggccagt
gct ggaccac
tccctectge
cctgcacacc
cctgetggtt
gt t caagggt
at acagggcg
cagt ggcaag
cagcgggaac
ctttgggaac
cctggacttt
gaagct gegt
gct ggcct gt
caatgtgttt
gtttagtaag
ctgctggttc
t gct gaagct
act gggct gc

ttcttcaacc
cccat cceca
agt aaccggg
gacct caagg
ggct cact gg
agccgggatg
ccacaggt gg
cct cgaccag
ct gcgect ge
cgacggccca
cccgagggcec
gacct ggccc
gagagcaagt
ct caaggt gc
gagggacct c
gcct ggaat g
caact caaat
gat ggggcca
gaccgt ct gg
ttgcgccage
cttggccecc
t gt cggcggg
at gct gat ga
accaccagct
aaggtgtttt
agccccacca
gaccaagct g
gt ggct cggce
ggggat ggca
gggattgtgce
ct gcaggcgg
attctggctg
gggcgcaagce
agcct ggagg

300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280



agctgtcctc
ccttccgeca
cact ggagtg
t ct ccct ggt
t cgacacccc
aggagcetgtg
t cgt gcagga
aacccccgac
gct cget gge
t ggt gccagg
aggaaggt ga
t cct gggcca
acaccaagca
aaat cat cag
t cgcgggcect
cctttaccac
aggt ggacgce
t gcct gt age
gcagcagt ga
acgt gcccect
accgccaagg
t ggcceccgcea
cagt ggagga
gccggat gt t
ccagcaggaa
t caagaagag
acaaaggggt
aagt acagct
gcaagct cga
agagccggat
cct cccaget
aact gcagac
t ggaggcccg
gtggcgagtg

ggct ccagcea

agccatcttc
gggccccgag
cctt gagggce
gaat agggct
gggcttccag
ccacaact ac
gtt ggaaaga
ggat gact ct
ccgcacagac
ggccagt gag
caaaaaaggc
cagccat ggc
gaacccagcc
caacctgttt
ggagggcggce
aggcat ggcg
cct cat cgac
t gagggct gg
gct ggacct g
gct ccgeacc
ttaccctgac
cct gaccaag
gct gct ggag
cttccgggcg
cctaaccctg
aaagat ccag
gaaggact gg
gt cagaggag
gaaggcggag
ct cagagctg
gctggacgceg
ccagt acgat
t ct cat ccgg
gcggcet gaag
ggagtttgag

N3027PCT_sequ. | i st..txt

aagcaccagc
gagagt ggcc
at ggcggecg
ct caagt cca
aaccct gagc
acccaagacc
t acaaggagg
gtggctgctg
gaggcgaggg
gacaccct cc
caaagccccece
accaact ggg
acccagaat g
ct gggccgeg
t cgcagct gg
gct gt caaaa
accat caaga
gct ggggage
ccct cgggag
cagct ccgeg
cacat ggt gt
aaacacgggc
tgcttggatc
ggcacct t gg
ttccaagcag
gacct ggcca
ccct ggt gga
cagat ccgga
aaggagagga
acat cggagc
gagacagcag
gcact gaaga
gcagcggaga
t at gagcggg
gacaagct gg

acaagggt gg
t gggagat gg
gcct ct acag
gccagcactc
agggt gggt ¢
ggct gcagag
agaacat cga
t ggaccaggc
gcctgcetctg
t ggagcgcect
ttctgcacag
t agagt acaa
ccccecggct
caggcagt gc
cact gcgccg
agaagt cact
agt caaagct
ccegttcege
accact gcga
gct ccegect
tttccgagtt
gt aact acat
t ggagaagag
cacggct gga
cct gcagggg
ttcgct gt gt
agctttttac
acaaagacga
acgagct gcg
t gacagat ga
agaggct ccg
agcagat gga
t caacgggga
ct gt gcggga

aggt ggagca
Page 215

caccct gcag
gacaggcccg
cgagctcttc
act ct gct cc
agcccgcegga
gctcttccac
gctggegttt
ct cccat cag
gct att ggaa
tttctcctat
cagcaaacca
t gt gact ggc
cct gcaggac
cacggtgctc
ggccaccagc
gt gcat ccag
gcattttgtg
ctcct cecege
ggct gggcet ¢
gct cgat gcc
ccgeegecege
cgt ggt ggat
cagct gct gc
ggagcagcegg
ctacct ggcc
acagaagaac
cacagt gagg
ggagat ccag
gct caacagt
gcgt aacaca
ggct gagaag
ggtt at ggaa
agt ggat gat
ggt ggacttc

gcagaacaag

cgct ccacct
aaact gagtg
acccttctcg
atgatgattg
gcctcctttg
gagcgcacct
gacgact t gg
tccctggt cc
gaggaggct ¢
t at ggccecc
caccactttc
t ggct gaact
t cccagaaaa
t ct ggct cca
at gcggaaaa
at gaagct ac
cactgcttcc
cgagt cagca
ct gcagct cg
at gcgcat gt
tttgatgtcc
gaaaggcggg
at gggcct ga

gat gaacaaa
cgccagcact
at caagaaga
cccct cat cg
cagct gcgga
gaccggct gg
ggagagt ccg
gagat gaagg
at ggaggt ga
gat gat gcag
accaagaaac

aggcaget gg

2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380



aacggcggct
t caagaagaa
gccagcaggt
cgcaggcgcea
aggacat gct
acat t gcagg
cccaagagt ¢
aggccaaagt
t ggaacaggc
aggagat gga
t aaaacagat
agaagcggga
ttgagt caga
cccagct cat
t caagaacca
caat ggaggt
cagcgct gga
t ggaggaaga
aggcttcccg
aagagaagca
agcagt ccat
agacacgcct
t caaggaaaa
gggagaagga
gcgagcettge
t agaaagcct
gcat cgggga
t cat caacag
tcaagtcctg
t aaagagttc
agcacgaccc
gcgacacaga
ctct cacccc

tctccceccac

cggggacctg
gt gccagcga
ccgcaaccac
t gaggaggcc
cct cgcet gag
gttcacccag
caaggat gag
caaggat cag
caagct gegt
gagt cgggat
ggaggt gcag
gct ggagggce
gaagcggct g
gct ggaccac
gct ggaggag
ggagat cgaa
ggagcagct g
t caggaagac
ggacct ggct
ggagct gcag
ggt ggacaag
ggagtttgaa
cat ggagaag
acagaacaag
caggaaggag
ggaggct gct
cct gcaggct
t gagggagac
gttgtcaaaa
cagccccacce
t ct cgacaac
ggccaagct g
agggcctgtg
ccgactgctg

N3027PCT_sequ. | i st..txt

caggcagat a
ct gacggctg
gaact ggaga
cagcgggaga
gctttcagcec
aaggtt gt gt
gcttctctgg
gaagaagagc
ct ggagat gg
gaggaggt gg
ct agaggaag
aagct cgcca
cggaaggacc
ct gaagaaca
t cagagttca
gacct gcacc
agccgcecttc
at gaacgaat
cagat aaat g
gagaagct ac
tccctggt ga
aggacgcaag
ct gact gagg
cggct acaga
gccgaggcega
aaccagagcc
gccat t gagg
t ct gat gt gg
aacaagggac
agct act gga
acct ccagac
acggagact a

gct gect ggg
at ct gcat gg

gt gaggagag
agct gcaaga
agaagcagag
agct gcagcg
t gaagcagca
ct ct agaggc
ccaaggt caa
t ggat gagca
agat ggagcg
aggaggcccg
agt at gagga
ccct cagega
t gaagcgcac
gt gct cccag
cct gt gcggce
tgcagattga
agcgt gagaa
t gat gaagaa
at ct ccaagc
aagccct cca
gcaggcagga
t gaaacggct
agcgggat ca
ggcagct ccg
gccgcaagaa
t gcaggct ga
at gagat gga
act cggagct
cttccaaggc
agtcccttge
cgcgat act c
acgcat agcc
cacct ct ccc
gaaacaccct
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t cagcgggct
caccaagctg
gaggtttgac
ggagaagct g
act agaggaa
agagct ccag
gaaacagct c
ggcagggacc
gat gagacag
gcagt cgt gt
caagcagaag
ccaggt gaac
caaggccctg
caagcgagag
agccgt gaaa
t gacat cgcc
gaat gagat c
gcacaaggct
t cagct agaa
gagccaggt g
agct aagat a
ggagagcctg
gcgcattgca
ggacaccaag
gcacgaact g
cctaaagttg
gagt gat gag
ggaggaccgt
agct t ct gat
ccct gat cgg
ccacagtt at
caggggagtg
aggaagt ggt

gaccttcttc

ct gcagcagc
cacct ggagg
agt gagct ct
cagcgggaga
aaagacat gg
gacatttctt
cgggacct gg
at ccagat gc
acccattcta
cagaagaagt
gttctgcgag
cggcgggact
ct ggcagatg
attgcccagce
gcacggaaag
aaagccaaga
cagaaccggc
gccgtgget c
gaagccaaca
gagttcctgg
cgggaget gg
gct ageegtc
gccgagaacc
gaggagat gg
gagat ggat c
gcat t caagc
aat gaggacc
gt t gacgggg
gat ggcagct
t cagat gat g
ct gagt gaca
gtt ggcagcece
ggggcaccgg
t gt caggggc

4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6420



actttccagg
t ct gaagaga
gt caccgt gg
ct cagctccc
gtccat gggg
tctctettct
cacagct gca
act cgggaat
gagacgct gg
cggt gct get
cacctccagc
aggt aaaccc
t ct gt ccagg
ttgtgatcag
actctgtgtc
gacacaacac
act ccaccag
cttctctcct
at ggaaat aa
<210>
<211>

<212>
<213>

50
2039
PRT
Hono

<220>
<221>
<222>
<223>

(1).

<400>

Vet
1

50

G u Lys Lys

Leu Arg Ser
35

Asn Arg Ser
50

Pro Ile Pro Ile Lys Va

ct at gggt gt
actttttgct
gcagt ggcag
t gct caggga
aggat t gggg
t ggt gcct ge
t ccct gagag
gtcatctcca
t gaggagagc
gggcetgggt t
ccccacccca
attccaacta
t ggt ct ggac
aaaaact gaa
ct gagcccegt
cat gt ggt ct
act t gggagc
gcaattggtt
aggccctttt

sapi ens

M SC_FEATURE

~(2039)

N3027PCT_sequ. | i st..txt

ctgatgtctc
cctetgtcetce
gtggectgge
cggt ggacag
gaggagaagc
tgtctttcta
t 9ggaggggg

tcttcaccct
cgggt ccagg
gagcaagcct
ccctetttgt
cagcagttca
cat aaact ca
gat ggaagt t
gtcattcttc
ggaggt ccca
ccaagt gcag
t gt act cact

cct cct gget

nmyosin XVIIITA MYOI8A transcript

Phe Asn Leu Met Lys Lys Asp Lys
5

Gu Lys Lys Gu Lys
20

Leu u Gu Mt

Ser
40

Ser Lys Arg Gu Ser
55

Al a Ser

Lys
25

Lys

cacgt ggaag
aaaat gccag
act gcat gga
gttgcct act
agtgccttcc
ctttttaatt
ct gt agt ggt
t cagagagca
ttcttaagaa
acgcagacaa
ct cagcgt gt
gggct gat cc
act t gagagg
ttggccggt g
caacct ccct
gcccccaccce
t gcect ggt gc
gggct gt gct

gcgccagt aa

vari a
Asp Lys
10

Gu Arg

Thr Arg

Page 217

aggt ggggga
act ct t ggct

gccagcacgt
gggacact ct
ctctegtgtyg
t aaat accca
agct ggggct
gtcctttcte
t gaggt gcgg
gtgtgtgt gt
t at gt gcaat
aagcact gcc
gaaggct t gg
ctcattagac
gcccccacac
t aaaaaggt t
tgctcccatc
ctccectgtt

aaaaaa

nt 2

Asp Gy Gy

Met Ser Ala

30

Leu Arg Arg Gy Phe Phe
45

Leu Au lle
60

Gy Ser Asp Leu H s Leu

aagaggagt t
t ctaccct gt
t gacct ccct
aggt t gct gg
999t gggggc
acct ct ccat
cccaagaacg
t gt gcagct g
aggggctctc
ggaccat ccg
gacctattta
tccctectge
ggt t gaggac
atgagtcctc
acttatccca
at ccct gaga
t gccgecccce

t acccgat gt

Arg Lys
15

Ala du
Asn Leu
Ser Asn

Thr Asp

6480
6540
6600
6660
6720
6780
6840
6900
6960
7020
7080
7140
7200
7260
7320
7380
7440
7500
7546
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75

65 70 80

[le Asp Ser Asp Ser Asn Arg Gy Ser Val Ile Leu Asp Ser Gy H s
85 90 95

—
-0
oC

Leu Ser Thr Ala Ser Ser Ser Asp Asp Leu Lys Gy Qdu
100 105

Gy Ser

Phe Arg

Q

Ser Val Leu G n Arg Ala Ala Lys Phe Gy Ser Leu Ala

—
—
o<
—
)]
(]
—
\]
o<

Lys G n Asn Ser G n Met Ile Val Lys Arg Phe Ser Phe Ser G n Arg
130 135 140

Ser Arg Asp G u Ser Ala Ser Gu Thr Ser Thr Pro Ser Qu His Ser

145 150 155 160

Ala Ala Pro Ser Pro G n Val Gu Val Arg Thr Leu Gu Gy Gn Leu
0 175

Val Gn Hs Pro Ay Pro Gy |Ile Pro Arg Pro Ay Hs Arg Ser Arg
190

Ala Pro Qu Leu Val Thr Lys Lys Phe Pro Val Asp Leu Arg Leu Pro
195 200 205

Pro Val Val Pro Leu Pro Pro Pro Thr Leu Arg Gu Leu Gu Leu G n
210 215 220

Arg Arg Pro Thr Ay Asp Phe Gy Phe Ser Leu Arg Arg Thr Thr Met
225 230 235 240

Leu Asp Arg Ay Pro Au Ay An Ala Cys Arg Arg Val Val H s Phe
245 250 255

Ala Gu Pro Gy Ala Gy Thr Lys Asp Leu Ala Leu Gy Leu Val Pro
260 265 270

Gy Asp Arg Leu Val Gu lle Asn Gy Hs Asn Val Gu Ser Lys Ser
275 280 285

Arg Asp Au lle Val Gu Met Ile Arg A n Ser Ay Asp Ser Val Arg
290 295 300

Leu Lys Val Gn Pro lle Pro Gu Leu Ser GGu Leu Ser Arg Ser Trp
305 310 315 320

Leu Arg Ser Gy Gu Gy Pro Arg Arg Gu Pro Ser Asp Ala Lys Thr
325 330 335

Gu G@ud@nille Ala Ala Gu Gu Ala Trp Asn Gu Thr Gu Lys Val
340 345 350
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Trp Leu Val H's Arg Asp Gy Phe Ser Leu Ala Ser G n Leu Lys Ser
355 360 365

Gu Gu Leu Asn Leu Pro Gu Gy Lys Val Arg Val Lys Leu Asp H s
370 375 380

Asp Gy Ala Ile Leu Asp Val Asp Qu Asp Asp Val Gu Lys Ala Asn
385 390 395 400

Ala Pro Ser Cys Asp Arg Leu G u Asp Leu Ala Ser Leu Val Tyr Leu
405 410 415

Asn G u Ser Ser Val Leu His Thr Leu Arg Gn Arg Tyr Ay Ala Ser
420 425 430

Leu Leu H's Thr Tyr Ala Gy Pro Ser Leu Leu Val Leu Gy Pro Arg
435 440 445

Gy Ala Pro Ala Val Tyr Ser Gu Lys Val Met H s Met Phe Lys Gy
450 455 460

Cys Arg Arg Gu Asp Met Ala Pro His Ile Tyr Ala Val Ala G n Thr
465 470 475 480

Ala Tyr Arg Ala Met Leu Met Ser Arg Gn Asp Gn Ser Ile Ile Leu
485 490 495

Leu Gy Ser Ser Gy Ser Gy Lys Thr Thr Ser Cys Gn His Leu Va
500 505 510

Gn Tyr Leu Ala Thr Ile Ala Gy Ile Ser Gy Asn Lys Val Phe Ser
515 520 525

Val Gu Lys Trp Gn Ala Leu Tyr Thr Leu Leu Gu Ala Phe Gy Asn
530 535 540

Ser Pro Thr Ile Ile Asn Gy Asn Ala Thr Arg Phe Ser G n Ile Leu
545 550 555 560

Ser Leu Asp Phe Asp G n Ala Gy Gn Val Ala Ser Ala Ser Ile dn
565 570 575

Thr Met Leu Leu G u Lys Leu Arg Val Ala Arg Arg Pro Ala Ser Gu
580 585 590

Ala Thr Phe Asn Val Phe Tyr Tyr Leu Leu Ala Cys Gy Asp Gy Thr
595 600 605

Leu Arg Thr Gu Leu Hs Leu Asn His Leu Ala G u Asn Asn Val Phe
610 615 620
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Gy lle Val Pro Leu Ala Lys Pro Gu GQu Lys Gn Lys Ala Ala G n
625 630 635 640

G n Phe Ser Lys Leu G n Ala Ala Met Lys Val Leu Gy Ile Ser Pro
645 650 655

Asp GGu Gn Lys Ala Cys Trp Phe Ile Leu Ala Ala Ile Tyr H s Leu
660 665 670

Gy Ala Ala Gy Ala Thr Lys Gu Ala Ala Gu Ala Gy Arg Lys Gn
675 680 685

Phe Ala Arg Hs Gu Trp Ala Gn Lys Ala Ala Tyr Leu Leu Ay Cys
690 695 700

Ser Leu Gu Gu Leu Ser Ser Ala Ile Phe Lys Hs Gn Hs Lys Gy
705 710 715 720

Gy Thr Leu G n Arg Ser Thr Ser Phe Arg Gn Gy Pro Gu Gu Ser
Gy Leu Gy Asp Gy Thr Gy Pro Lys Leu Ser Ala Leu G u Cys Leu
7

Gu Gy Met Ala Ala Gy Leu Tyr Ser Gu Leu Phe Thr Leu Leu Val
755 760 765

Ser Leu Val Asn Arg Ala Leu Lys Ser Ser G n Hs Ser Leu Cys Ser
770 775 780

Met Met Ile Val Asp Thr Pro Ay Phe G n Asn Pro Qu Gn dy Gy
785 790 795 800

Ser Ala Arg Gy Ala Ser Phe Gu Gu Leu Cys Hi s Asn Tyr Thr dn
805 810 815

Asp Arg Leu G n Arg Leu Phe Hs Gu Arg Thr Phe Val G n Gu Leu

Gu Arg Tyr Lys Gu Gu Asn Ile Gu Leu Ala Phe Asp Asp Leu G u
835 840 845

Pro Pro Thr Asp Asp Ser Val Ala Ala Val Asp G n Ala Ser Hs Gn
850 855 860

Ser Leu Val Arg Ser Leu Ala Arg Thr Asp Gu Ala Arg Gy Leu Leu
865 870 875 880

Trp Leu Leu Gu Au Gu Ala Leu Val Pro Gy Ala Ser Au Asp Thr
885 890 895
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Leu Leu Gu Arg Leu Phe Ser Tyr Tyr Ay Pro Gn Gu G

y Asp Lys
900 905 910

Lys Gy Gn Ser Pro Leu Leu Hs Ser Ser Lys Pro Hs H's Phe Leu
915 920 925

Leu Ay Hs Ser Hs Ay Thr Asn Trp Val Gu Tyr Asn Val Thr Gy
930 935 940

Trp Leu Asn Tyr Thr Lys G n Asn Pro Ala Thr G n Asn Ala Pro Arg
945 950 955 960

Leu Leu G n Asp Ser G n Lys Lys Ile Ile Ser Asn Leu Phe Leu Gy
965 970 975

Arg Ala Gy Ser Ala Thr Val Leu Ser Ay Ser Ile Ala Gy Leu Gu
980 985 990

Gy Gy Ser Gn Leu Ala Leu Arg Arg Ala Thr Ser Met Arg Lys Thr
995 1000 1005

Phe Thr Thr Gy Met Ala Ala Val Lys Lys Lys Ser Leu Cys Ile
1010 1015 1020

Gn Met Lys Leu G n Val Asp Ala Leu Ile Asp Thr Ile Lys Lys
1025 1030 1035

Ser Lys Leu Hs Phe Val Hs Cys Phe Leu Pro Val Ala Qu Gy
1040 1045 1050

Trp Ala @y Au Pro Arg Ser Ala Ser Ser Arg Arg Val Ser Ser
106

1055 1060 065
Ser Ser du Leu Asp Leu Pro Ser Gy Asp His Cys Gu Ala Gy
1070 1075 1080

Leu Leu Gn Leu Asp Val Pro Leu Leu Arg Thr G n Leu Arg Gy

1085 1090 1095
Ser Arg Leu Leu Asp Ala Met Arg Met Tyr Arg Gn Gy Tyr Pro
1100 1105 1110

Asp His Mt Val Phe Ser Gu Phe Arg Arg Arg Phe Asp Val Leu

Ala Pro His Leu Thr Lys Lys His Gy Arg Asn Tyr |le Val Val

Asp Gu Arg Arg Ala Val Qu G u Leu Leu Gu Cys Leu Asp Leu

Gu Lys Ser Ser Cys Cys Met Gy Leu Ser Arg Val Phe Phe Arg
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1160
Ala Gy
1175
Ser Arg
1190
Ala Arg
1205
Arg Cys
1220
Trp Pro
1235
Val G n
1250
Gn dn
1265
GAu Leu
1280
Leu Thr
1295
Ser Gn
1310
Lys Gu
1325
A n Mt
1340
Arg Al a
1355
Gy Gu
1370
Phe Thr
1385
Val du
1400
Leu A n
1415

Thr

Asn

Val

Trp

Leu

Leu

Arg

Ser

Leu

Vet

Al a

Trp

Lys

Al a

Leu

Leu

Hi s

GAn

Trp

Ser

Arg

Leu

Leu

Lys

Val

GAu

Arg

Lys

GAn

Asp

Al a

Thr

Phe

Lys

Lys

Ser

Asn

Leu

Asp

Vet

Ile

Leu

Arg

Asn

Ser

Arg

Leu

Lys

Asn

Leu

Lys

Ser

Thr

Al a

Leu

Asn

Lys

Leu

Lys

N3027PCT_sequ. | i st..txt

1165

Leu
1180

Tyr
1375

du

Arg

Lys

Thr

Ile

du

Arg

Thr

Thr

du

du

An

An

Ser

GAu dn

Ala Ala

Lys Ile

Lys Asn

Thr Val

Arg Asn

Lys Al a

Leu Gu

Arg Asn

Ala du

Val Met

Val Asp

Arg Al a

G u Phe

Leu Gu

Gn Arg

Arg

Cys

GAn

Lys

Arg

Lys

GAu

Ser

Thr

Arg

Asp

Asp

Val

Arg

Al a

Page 222

1170

Pro
1245

Leu
1320

Al a
1335

Al a
1350

Leu
1425

GAu

Ay

Leu

Val

Leu

GAu

Arg

Leu

Arg

Asp

GAu

Lys

Leu

GAn

Al a

Lys

Arg

Ser

Ser

Al a

Lys

Leu

Al a

Val

Leu

Ay

GAn

Thr

Leu

Ile

Asp

GAu

Ile

Asn

Al a

GAu

Lys

Ile

Ay

Asp

GAu

Asp

Leu



Lys

Leu

Lys

Al a

Asp

Leu

Al a

Thr

Asp

Lys

Lys

Leu

Leu

1430

Hi s
1445

Val
1625

Ser
1640

Lys

Leu

Arg

Arg

Leu

Asp

Al a

Ser

Val

Vet

Leu

Asp

Lys

Vet

GAu

Arg

Leu

Vet

Leu

Lys

Vet

Vet

Val

Arg

GAn

Asp

Leu

Ay

Phe

Lys

Al a

Asp

Leu

Al a

Asp

Leu

Arg

Val

Val

Leu

Asp

Arg

Asp

Leu

Lys

Asn

Lys

Hi s

N3027PCT_sequ. | i st..txt

Leu
1435

Thr Ala Gu Leu Gn

Va

du

Arg

Phe

Gy

Ile

Lys

du

Al a

Hi s

Arg

du

Arg

Thr

Lys

Arg Asn

Leu Ser

G u Lys

Ser Leu

Phe Thr

Ser Ser

GAu Leu

Lys Leu

Ser Lys

A n Ser

Gu du

Leu Gu

Asp Phe

Lys Al a

Asn Ser

Hi s

Leu

Lys

GAn

Leu

Asp

Arg

GAu

Tyr

Ay

GAu

Leu

Al a
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1440

GAu
1455

Al a
1470

Leu
1575

Vet
1590

1635

Ser
1650

Leu
1665

Asp

Leu

Hi s

Arg

GAn

Val

Ser

Asp

GAu

Lys

Asp

Leu

GAu

Al a

Ser

Thr

Leu

Val

Lys

Leu

Al a

Vet

Ser

Lys

Lys

Al a

Lys

Asp

Lys

Lys

Lys

Ser

Asp

Arg

Leu

Thr

Arg

Al a

Arg



Al a

Ile

Al a

Val

Arg

Lys

Al a

Leu

Al a

Al a

Leu

Asn

Lys

Phe

Thr

Asn

Leu

Phe

GAn

Al a

Hi s

GAu

Arg

Hi s

Asn

Leu

Al a

GAn

Vet

Asn

Asp

Al a

GAu

Lys

Leu

Val

Leu

GAn

Leu

Lys

Asp

Leu

GAu

Lys

Val

GAu

Arg

Thr

Ser

Al a

Arg

Lys

Lys

Leu

Al a

Leu

Lys

Lys

Lys

Arg

Al a

Ile

N3027PCT_sequ. | i st..txt
Gn Leu Gu Gu Ser

Asn
1690

Asn
1915

y
1930

Arg

Asp

Arg

Asp

Va

Al a

Lys

du

Leu

Thr

du

Asp

Lys Al a

Asp Ile

Leu G n

Ala dn

G n Leu

Leu G n

Val Asp

Leu Gu

A u Ser

G n Asn

Met Gy

Hs Au

Ser Leu

Leu G n

Vet

Al a

Arg

Asp

Al a

GAu

Al a

Lys

Thr

Leu

Arg

Lys

Leu

Al a

Page 224

1695

GAu
1710

Lys
1725

1740

Vet
1755

Ser
1770

1785

Leu
1800

Ser
1815

GAu

Val

Al a

Lys

Asn

Arg

Al a

GAn

Leu

Leu

Ser

GAn

Leu

Al a

Vet

Asp

Ile

Phe

Lys

Asn

Asp

Asn

Ser

Val

Arg

Arg

Arg

Asp

Leu

GAu

Thr

Ile

Thr

Leu

Leu

Lys

Ser

Phe

Leu

Ile

Arg

Lys

Leu

Lys

Asp



Vet
1940

a

Ser
1955

Asp As

Ser
1970

Lys Tr

Asp G

Ser Leu Al

2000

Thr
2015

Asn Se

Thr
2030

Asp G

<210>
<211>
<212>
<213>

51
8565
DNA
Hono

<220>
<221>
<222>
<223>

m sc

(1).
<400> 51
gggaagggat

t cggt ggggt
tct gt gt cct

ctcattccgt
ct gcct cage
ggacaagagc
cattaagcaa
gttagctgtc
caagt ccagc
ctctcct ggg
t gagcagat g
aaccaaaaag
ggccaagct g
tt gcaagacc

gact cct t gt

u Ser Asp

p Val Asp

p Leu Ser

y Ser Leu

a Pro Asp

r Arg Pro

u Ala Lys

sapi ens

_feature
. (8565)

gt gt gt cggt
cccttcgegg
ctttgcagaa
gct gt ct ggc
at ggccat ct
cct ccaccat
ct ggt ccggg
gcct ctccag
agt ggcacca
agct cagaca
acaagcat ca
act gt ccect
gacccggact

tctccecececeg

ggct cccagg

N3027PCT_sequ. | i st..txt

Gu Asn Gdu Asp Leu Ile Asn Ser
1945 1950

Ser Gu Leu Gu Asp Arg Val Asp
1960 1965

Lys Asn Lys Gy Pro Ser Lys Ala
1975 1980

Lys Ser Ser Ser Pro Thr Ser Tyr
1990 1995

Arg Ser Asp Asp GGu Hs Asp Pro
2005 2010

Arg Tyr Ser His Ser Tyr Leu Ser
2020 2025

Leu Thr G u Thr Asn Ala
2035

myosin XVIII1B MYO18B

gt gt gt ggag
ccacccgggy
gttctgtgtc
aggaagct cc
cat cacgcct
cct cgeccecce
ggact gaaaa
aacgagagat
gat ct ggaag
ttctgggcaa
at ggt gagaa
t caagagggg
cagccaagcc
ccacagat ac

ccagcaccga

agggt get cc

agacgtctta
cat ct cat gt
atctcatctc
cgcccet gt gg
tcectettttce
agaggccaag
cccagaaat t
ccagcagat c
ggagagcgag
ggcccaggag
cgt gaggagg
agagaagact
t ggaaaggaa

gat cttggcc
Page 225

ttcgctcctg
gacagtcgtg
gctgegtatg
at cat ct cac
gagcagaaga
tctgtcatcc
gaagcgagac
t ccat cagcc
t ct caggacg
gggt cccgea
ct gggct cca
ggt gat gt gt
catccccatg

aagaaagggg

ccgaaagct g

GAu

Gy Va

Al a Ser

Trp Lys

Leu Asp

Asp Ser

ctttcccgge
gttcctgtga
t ct gt aaagc
ggccct ggeca
tt cgggaaga
cagggggcet t
agaggaagca
aacccaacag
accagt caag
gccccgacce
gt gcgacacc
t gt t gat ggt
acgccccccece
agacct ct ag

agaagacccg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900



gact gggggat

t caaagcat a
gccccagggc
gcgaccaggg
tgtctctaag
gt ggggaggt
agaaggggt g
gacaagccaa
gct t cggagce
accccagggt
agccccaaag
gccaggaagc
t gccct ggag
gcct cggat a
ccagagcaga
gct ggct cag
agacct gcca
ggat gaggag
ctctctcatc
tcagctgctg
ggt gcct t ct
ct ccat ggca
ggccect gggce
ggt ggggat g

cactgtcctc
ctccatggtg
gacaat gct t
ggttttctce
ccagat ggca
gaaggcggca
gagcgagcag
ggcct gcaaa

ggccct ggge

gat cat ccag

ctt ggggacc
gt ggggaagg

aaagacaggc
aaagcagaga
gacgtaggga
ttcctgggaa
ctcttaagta
gt gcagggcg
acgact ggga
aagt ccggga
gaggt gagca
cgt gggcagg
acagagct gg
cggaaggaga
gact cagacc
aaggat ggat
gcaggaaggg

catgtccatc
agt gt caacg
cacacct gca
gcagggaagg
cagcgggcat
t ggagt ggcg
gcaggcagt g
cgggccttcg
at gt cgct gg
tt ggagaaga
cagat gct gg
gat agcagct
gctgectttg
cggget gttt
gt gggt cgga
tgcgagtatg

caaat gacgt

N3027PCT_sequ. | i st..txt

caggccaagg
ggcttgggac
aggggaccag
aggagggage
gt gaagggaa
gaaggagt aa
aggcagagaa
agttggggga
aggcaggt ga
acgcaggt ga
caat ggt gga
aagcagagga
aaggacccag
accaagacgg
aggct cct ga
ttactcttge
tgagactttg
gggccaaccce
aat ccagt gt
cagggcct ga
t gcccaaggg
act gggcgct
ct gggaagac
t ggat ggcag
gctctgtgtce
actt caacgc
gccgegt ggc
ct ggat t gga
cctttggcat
cccagcet cca
ggcgggt cct
agcagt t cat
aggagct gaa
tt gggccaag

aact gt ggca
ccccaagacce
gccccaagcece
agagcccaca
gcacgt aagg
gt gggacgat
gacaggt gag
cgat ct gaga
gt cct gggat
agct cggagt
gt cgccagcea
gccctget ca
ccagcct get
gccagccccg
ggacagat gg
tacggtgcta
gattgat gct
t cctgagetg
cct gaacacg
tctgattgtce
ccgcegggat
gct gaaccag
cacct gct gt
ggtctcagtg
cat ggcccac
t acaggccge
acggcagccg
cttggatctc
gggcgt gt gg
gggt gccatg
ggcagccat ¢
gaggtttgag
cacggccacc
ccgat ggggce
Page 226

ct gaaaaaag
acagagct ga
caagggcccyg
aacacggt gg
ccccaaat cc
ccccagaat a
cct cagaccc
at gggggaga
aagaaggaaa
cagacagaga
gct cct ggga
agagcaggt g
ct ggagaagg
c¢aggaggagg
t at gaggcag
aagccagat g
gacaaaacca
gaccaggt cg
cttctgcage
ct ccagccecc
ggcctgect g
cggagagacc
gagcaggt cc
gagaagat cc
agccgceagt g
at cacagctg
gaaggggaaa
aggacggagc
t ccaagcct g
gagat gct cg
taccacct gg
t gggcaaact

tt caagcacc

ct cgaggat g

gcgaggaggg
aagaggct ga
gcgagggggt
aaaaggggaa
ct gggagaaa
agaaggacaa
agat ggagaa
aagcaggt ga
agat ggggca
agggct gt ga
agggaggctg
at ggggct gg
at gcagaaag
gcaaaggagg
agaaagtctg
agggaacagc
t cact gaggt
aggacct ggc

gct acaaagc
gggggccct ¢
cccacattgg
agagcat t gt
t ggaacacct
gagccacct t
ccacccggt t
ct cagct cca
gtaacttcct
t gaacct gca
aagat aaaca
gcat ct caga
gt gcggcggg
acgcagct ga
accttcgaca

aggaaaccag

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940



ct cagggct c
ggaactcttt
cat ggcct cc
ggaccgggcyg
gctgttctac
tgtgcagttt
tccctctcag
ggt ct t agat
gt gt gct gct
t gagcagccc
cct cacgggce
cctgcaccag
tcctgtgtgc
ccgcat ggt g
ctcccagatc
ctttatccac
accaccaccg
cccagcactg
gacaggct at
cgctccactc
ggaggagct c
agtttttctc
t cagagcat c
gaagct gaag
cgcagt caag
caccattgga
gct agaaaaa
caagat t gct
ccaggtgctg
caagagcaag
agcccagcag
gt ggcagat g
gcaat gcgag
tggggagttg

gt gccaccat

aagat gacag
gcgget gt gg
at cat ggt gg
gccacctttg
cagcggacct
gacct cccgg
gtccgcettac
gaggaagt cc
tt cgagaaga
ctccagtgtg
t ggct ccaca
t caaaaagag
cgggct gt gg
aggaggacct
aagct gcaga
t gcct ggt ac
cagcct ggt a
agggt ccagc
gct gaccaca
ct gaagaagc
ct ggagaccc
aaggcaggtg
gttctcttce
attcgccgac
gact ggccat
act gagcagc
t cagagaagt
gact t gacct
gagagt gagc
cat gaacaag
aaaat t cagt
cgct t cgact
gagaggct gg
caaagt gct t

cttacctgtg

N3027PCT_sequ. | i st..txt

gagtggactg
t ct cact cat
t ggact ctcc
aggagcetgtg
ttgtctccac
acccct cecc
cagct ggagg
at gt agaggg
aaggagct gg
agattttcca
gagccaagcc
aggagct gcg
caggcct gga
ttgccagcag
t ggat gcgct
caaaccct gt
gagacaagcc
ttgct gggt t
t ggggct cac

t cat gt cgac

t ggat ct gga
t gat ct ccag
aggcggcttg
t ggct gcaca
ggt ggcagct
t ccgagccaa
t gcggaat ga
ctgaccttgc
gggcagagcg
t ccagaaaaa
t gaat gact t
gt gct cagat
act cggagct

at gacggggc
acct t gagga

t gt ggagggg
caacagat cc
aggcttccag
ccacaact ac
gct acagcga
agggaccacc
aggt gcccag
ct ccagt gac
gact gaaggg
ccagtt ggga

caacct ct cg
gagtctattc
gggcacct cc
ccttgeegeg
gaccagcat g
ggt ggaaagc
t ggggcaggt
ccacatcctg
tcgcttcege
ct ccgaggga
aaagaaggcyg
gct t gagaag
caagggcttt
gt gcat ccag
gcttggttcc
ggaggaggag
act ccggcag
cgat gagcgc
gct acaggcc
act gggagat
ggaaaggaat
ggagaacgag
gacagccagg
caagaagat g

tacctgcegtc
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at ggcct cgg

ttttcctccce
aacccccgge
gcccat gagc
t at caagagg
gtggctgttg
gat gccagag
agt gt ggt gc
tcctctgecc
t gggaccct g
gccctggat g
caggcccggg
cagcaggccc
gt gaggagga
at caaaaggt
aggagt gggce
ggacct ct gg
gaggct ct gc
cggcaattcc
at agat gaaa
gt ggct gt gg
cagcgagaga
ct gt ct cgcece
aagaat gt gg
ct ccagectc
cttacaacgc
aacacagat c
ttcaaaggtg
ttccgggagyg
gt gaat aaac
cccact ggag
ttcctcagaa
aaagagct gg
gct caccaac

ct gct agaga

gcct gt acca
accatctctc
accagggcaa
gcct gcaget
aaggtgttcc
t ggat caaaa
gecttttetg
t cgagcegt ct
t gcggacct g
t gcggt acga
caccccaggt
ccaagct gcc
t gcagaggag
aagccccgt g
ccecggcet geca
aggaat ct cc
ccct ggat at
gt ctgcat ag
aggt gct gga
ggaaggccegt
ggcacagcca
agctggtatc
aggaattcaa
ctgtgttcct
tacttagtgc
t aagacggaa
t gct agaaag
at gt ggcctg
t ccaggagct
agtt ggaaga
gagcagacga
agcgt ct gca
agcaaaagct
t gaagaggaa

accaacaaag

3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040



t cgaaaccat
aggt gagt ca
ccggt gggag
gct gaagcag
t ct gggggaa
ccttgagcaa
ccgccagegy
ggaccaggag
ggaaat gcag
tttggaaggc
gaagcgact t
t ct gggcacc
cagccagctg
cacagcggac
ggt ggat gag
t gaggaccag
t gct gct gac
gaagcacaag
gt ccaccgtg
caagacagag
ggacagcct g
gcgggagagce
gctggtgcag
ggaacttgca
tgccgacct g
ccagacggca
cagct cccag
agatactatg
gat aaacgaa
ccggt ccacc
ccgeeggeaa
cacagagaga
gct gt cgagg
ccggaggaag

gagct ggaga
gtgtttgaga
ct aggccagce
caggt ggaga
aattgcgttg
cagaaaat cc
tttgagctgg
gaggaact gg
ct ggagcaag
tt gat cggaa
cggagagacc
at ggaggat g
gagcagagtg
ct ggagagca
cagct gt aca
gat gacct ga
att gggcaga
ct acaagaac
gat cgagcca
tt ccagaagg
at caagat gg
agccagt act
cgggaggcag
gcagt gaggce
caggct gect
gtggattgtg
ccagagggca
aggact cct t
gaggct gggg
aat gt ccaca
aagtactgtc
ttagaacctg
gaaaagct gc

agagcccaga

N3027PCT_sequ. | i st..txt

agaagcagaa
agggt ct ccg
ttcagcagca
t gct acagga
ctggcttgaa
agagccagca
agat cgagcg
aggat gt ccg
agt at gaaga
ccctetgtga
t caggaggac
gcaagacat c
aagccaagt g
t gcacagcga
ggct gcagt t
at gagct gat
t ccaagaact
aact gcaggt
t cgt cagcag
tgcagattaa
gggaggagct
accagcggcyg
aggccagcecg
aaaccct cca
t ggaagaagt
gcagcagegg
gcctgeagtc
ct cgacagtc
acact gagag
gcaagacctc
attttgggga
cttcctctec

ccagtccttc

gaggccaggg

gaagtttgac
t gagaaagt g
gct gaagcaa
ccat aaacgg
ggagaggctc
ggaaaacacc
gat gaagcag
t cagt cctge
gaagcagat g
ccagatt ggc
acatgcactg
agt cagcaag
t gaggaggcce
gct ggagaac
t gagaaggcg
gcagaagcac
gcagct gcag
ggct cagatg
gcaggaggcg
gagatttgag
tt cacaggcg
cct ggaagag
gcggtgceatg
gacagacctg
ggcat ccagt
ccgaaaagag
ct ggttgagce
agccaccagce
gacccagt cg
aggagacaag
cggcgaagtg
cctggettct
agcggcecectc
gt ccacgcetg
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ct gcagct gg
acccaggaga
aaggagcagg
gagcet gct gg
t ggaagt t gg
at caagcagc
at gcaccaga
cagaagcggc
gtcctccatg
cat cgggact
tt gt cagacg
gaggagct gg
t t gaagacgc
at gacgcgga
gacctcctga
aaggacct ca
ct ggaggaag
cgcat cgagt
gtcatctgtg
gtcctggtga
gccacct ccg
ct gaaggccg
gagct ggaga
gagacat cca
gacagt gat a
at ggat aacg
t gt act ct gt
agccgceat cc
gcattggcac
cetgtttetc
cttgeccegtcc
cggagt acaa
t cggagttcg
ggcct agagg

cccaggcecct
acaccagt gt
aagcct caca
ggt caccctc
aat ccagcgc
t ggagcagct
aggaccgt ga
tt cat cagct
agaagcaaga
ttgatgtgga
t gcagct cct
agaaagt gca
agaaggt gct
acaagagcct
agcgcat cga
ttgctcagtc
ccaagaagga
acct ggaaca
acct agagaa
tccggettcg
agt cccagca
acat ggaaga
agt acgt gga
tt cggcggat
ct gagagt gt
t ct ccat cct
ccct ggecac
t cagccccag
t gagcagagc
cccacttt gt
agagaaagt c
at acat cccc

t ggaagggct

act ggcccac

5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780
6840
6900
6960
7020
7080



tctccccatt
cgagggaaac
tggtggtctc
aaccctactc
cagaccgage
gcccacact g
agaccttgga
acct ¢t aggce
caaagt ggac
ggct ggat ca
ggaagaggct
gcccaaggag
ctt caaaagt
t ggcgagcega
t gcgagcat a
cecctt gaaga
cggt ggccag
t at cct gcgg
cctgggceatc
t gcagat agg
tatacttcta
tggccagttt
t gct cct ot
atttctctat
aat gaat gaa
<210>
<211>

<212>
<213>

52

<220>
<221>
<222>
<223>

<400>

Vet
1

52

G u Asp Lys Ser

2567
PRT
Hormo sapi ens

t accagacga
ctctcget ga
ttgaggtcca
cccgaaaagt
at ggggagaa
cgt cct cgga
aaggagccgc
agt gacccat
tt cgat gact
gccaaaggt g
aaccgtt cct
gat ccecgcet c
gct gacagca
acgt cccccg
at gaagaaat
cttcccgact
agccagccag
ggat gct ggg
tgtgcct t ct
ggt aggact g
tttctcttcc
cagct cact t
ccat gct ccc
cctgtgtatg

t gagccaaag

M SC_FEATURE

(1).
myosin XVIII1B MYO18B

~(2567)

N3027PCT_sequ. | i st..txt

ct ggggcectc
gggt t ggggce

ccagcct caa
cgaaaaccca
aact gagct c
ggcgat gt ct
ttgttttcca
t cagct ggaa
t cctcccage
ggcaagacgg
ttctctcggg
acctgtctga
t caaaagt cg
agcggagaga
acct ccagaa
ct acaat aac
cat ggccacc
ct cccagt gt
ctat ggccet t
tt agaat aga
tacatgtcta
cct ccaggaa
ttaatcccca
tataagtgtg

aacaaat aaa

Pro Pro Pro Ser

Ser

cacact aagg
aaagt caccc
at gcat ct ct
attcagttcc
t ccgaccaca
ggagt cct ct
gaaccgccag
act cccaagc
t at ccggaag
ttcacagcgt
gat caagacc
ctcgtcctca
accaggaat c
gccagggacg
gt aggaacca
tt ggagacag
ct caagaggc
ggttggectg
gct acct ggg

accaacccaa
cat gccat ga
gtctttectg
tgcttgtcga
t acaagcat t

t gagcccaca

aggggcagag
ct ggaaat cg
t cagacggt g
t gcgagt ccc
cccagggaca
gtggacgatg
tttgcccacc
ct cgact acg
ccccagacac
t caagcat cc
attttgaaga
t cct ccgget
ccacgacttg
gggaggaaag
gttcagcctc
agagact ggc
gagat gagcc
aacaaaat aa
attccagaga
actgtgtgta
ccttcctcct
at at at caaa
ttatattcct
caagaaactg

caccc

ct ggcagt ga
aaggggccgce
t t gggggcac

tcttagaatc
tgctgttgtc
cgggcet gt cc
t gat ggagga
aacgcaagac
ctacctcctt
actttgaaac
agagcccgga
ccatcgtgtc
cgggt gacgg
acgacgat gt
cttgaagctg
caggcct ccc
cacagaggca
agt gt t gact
gttgat gggg
gtttggggatg

cctcttcact
ct gaaacaaa
ttgccaattc

at gaat gat g

Ala Ile Ser Ser Arg Leu Ala Leu Trp Qu Gn Lys Ile Arg Gu
5 10 15

Pro Pro Pro Leu Phe Ser Val
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7140
7200
7260
7320
7380
7440
7500
7560
7620
7680
7740
7800
7860
7920
7980
8040
8100
8160
8220
8280
8340
8400
8460
8520
8565



N3027PCT_sequ. | i st..txt
20 25 30

lle Pro Gy Gy Phe Ile Lys G n Leu Val Arg Gy Thr Gu Lys Gu
35 40 45

Ala Lys Gu Ala Arg G n Arg Lys Gn Leu Ala Val Ala Ser Pro Gu
50 55 60

Arg Gu lle Pro Gu lle Ser Ile Ser G n Pro Asn Ser Lys Ser Ser
65 70 75 80

Ser Gy Thr Arg Ser Gy Ser Gn Gn lle Ser GAn Asp Asp G n Ser

85 90 95
Ser Ser Pro Gy Ser Ser Asp Ile Leu Gy Lys Gu Ser Au Gy Ser
100 105 110
Arg Ser Pro Asp Pro GGu G n Met Thr Ser Ile Asn Ay Gu Lys Ala
115 120 125

Gn Gu Leu Gy Ser Ser Ala Thr Pro Thr Lys Lys Thr Val Pro Phe

Lys Arg Gy Val Arg Arg Gy Asp Val Leu Leu Met Val Ala Lys Leu
150 155 160

Asp Pro Asp Ser Ala Lys Pro Gu Lys Thr His Pro His Asp Ala Pro
165 170 175

Pro Cys Lys Thr Ser Pro Pro Ala Thr Asp Thr Gy Lys G u Lys Lys
180 185 190

Gy Gu Thr Ser Arg Thr Pro Cys Gy Ser Gn Ala Ser Thr Gu Ile
195 200 205

Leu Ala Pro Lys Ala Gu Lys Thr Arg Thr Gy Gy Leu Gy Asp Pro
210 215 220

Gy Gn Gy Thr Val Ala Leu Lys Lys Gy Gu GQu Gy An Ser Ile
225 230 235 240

Val Gy Lys Gy Leu Gy Thr Pro Lys Thr Thr Qu Leu Lys Gu Ala
245 250 255

GQuProG@ndy Lys Asp Arg G n Gy Thr Arg Pro Gn Ala Gn Gy
260 265 270

Pro Gy Gu Gy Val Arg Pro Gy Lys Ala Gu Lys Gu Gy Ala Gu

Pro Thr Asn Thr Val Gu Lys Gy Asn Val Ser Lys Asp Val Gy Ser
290 295 300
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GQu dy Lys Hs Val Arg Pro Gn Ile Pro Gy Arg Lys Trp Gy Gy
305 310 315 320

Phe Leu Gy Arg Arg Ser Lys Trp Asp Gy Pro G n Asn Lys Lys Asp

Lys Gu Gy Val Leu Leu Ser Lys Ala Gu Lys Thr Gy Gu Pro Gn
340 345 350

Thr G n Met Gu Lys Thr Ser G n Val Gn Gy Gu Leu Ay Asp Asp
355 360 365

Leu Arg Met Gy Gu Lys Ala Ay Gu Leu Arg Ser Thr Thr Ay Lys
370 375 380

Ala Gy Au Ser Trp Asp Lys Lys Gu Lys Met Ay Gn Pro Gn Gy
385 390 395 400

Lys Ser Gy Asn Ala Gy Gu Ala Arg Ser Gn Thr Gu Lys Ay Cys
405 410 415

Gu Ala Pro Lys Gu Val Ser Thr Met Val Gu Ser Pro Ala Ala Pro
420 425 430

Gy Lys Gy Gy Trp Pro Ay Ser Arg Gy Gn GQu Ala Gu Gu Pro
435 440 445

Cys Ser Arg Ala Gy Asp Gy Ala Gy Ala Leu Gu Thr Gu Leu Gu
450 455 460

Gy Pro Ser Gn Pro Ala Leu Gu Lys Asp Ala Gu Arg Pro Arg Ile
465 470 475 480

Arg Lys Au Asn Gdn Asp Ay Pro Ala Pro Gn Ju Gu Ay Lys Gy
485 490 495

Gy Gn Ser Arg Asp Ser Asp G n Ala Pro Gu Asp Arg Trp Tyr Qu
500 505 510

Ala Gu Lys Val Trp Leu Ala G n Lys Asp Gy Phe Thr Leu Ala Thr
515 520 525

Val Leu Lys Pro Asp Gu Ay Thr Ala Asp Leu Pro Ala Ay Arg Val
530 535 540

Arg Leu Trp Ile Asp Ala Asp Lys Thr Ile Thr Gu Val Asp Gu Gu
545 550 555 560

Hs Val Hs Arg Ala Asn Pro Pro Gu Leu Asp G n Val Gu Asp Leu
565 570 575
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Ala Ser Leu Ile Ser Val Asn Qu Ser Ser Val Leu Asn Thr Leu Leu
580 585 590

Gn Arg Tyr Lys Ala G n Leu Leu Hs Thr Cys Thr Gy Pro Asp Leu
595 600 605

I[le Val Leu G n Pro Arg Gy Pro Ser Val Pro Ser Ala Gy Lys Va
610 615 620

Pro Lys Ay Arg Arg Asp Ay Leu Pro Ala Hs Ile Gy Ser Met Ala
625 630 635 640

Gn Arg Ala Tyr Trp Ala Leu Leu Asn G n Arg Arg Asp G n Ser Ile
645 650 655

Val Ala Leu Gy Trp Ser Gy Ala Gy Lys Thr Thr Cys Cys Gu Gn

Val Leu Qu Hs Leu Val Ay Met Ala Ay Ser Val Asp Ay Arg Va
675 680 685

Ser Val Gu Lys Ile Arg Ala Thr Phe Thr Val Leu Arg Ala Phe Gy
690 695 700

Ser Val Ser Met Ala His Ser Arg Ser Ala Thr Arg Phe Ser Met Va
705 710 715 720

Met Ser Leu Asp Phe Asn Ala Thr Gy Arg Ile Thr Ala Ala G n Leu
725 730 735

G@n Thr Met Leu Leu Gu Lys Ser Arg Val Ala Arg Gn Pro Gu Gy
740 745 750

G u Ser Asn Phe Leu Val Phe Ser G n Met Leu Ala Gy Leu Asp Leu
755 760 765

Asp Leu Arg Thr G u Leu Asn Leu His G n Mt Ala Asp Ser Ser Ser
770 775 780

Phe Gy Met Gy Val Trp Ser Lys Pro Gu Asp Lys Gn Lys Ala Ala
785 790 795 800

Ala Ala Phe Ala G n Leu dn Gy Ala Met Gu Met Leu Ay lle Ser
805 810 815

Gu Ser Gu Gn Arg Ala Val Trp Arg Val Leu Ala Ala Ile Tyr Hs
8 830

Leu Gy Ala Ala Gy Ala Cys Lys Val Ay Arg Lys G n Phe Met Arg
835 840 845

Page 232



N3027PCT_sequ. | i st..txt
Phe Gu Trp Ala Asn Tyr Ala Ala Gu Ala Leu Gy Cys Gu Tyr Gu
850 855 860

G u Leu Asn Thr Ala Thr Phe Lys Hs Hs Leu Arg Gn lle Ile Gn
865 870 875 880

Gn Met Thr Phe Gy Pro Ser Arg Trp Gy Leu Gu Asp Qu Gu Thr

Ser Ser Gy Leu Lys Met Thr Gy Val Asp Cys Val Gu Gy Mt Aa
900 905 910

Ser Gy Leu Tyr G n Gu Leu Phe Ala Ala Val Val Ser Leu lle Asn
915 920 925

Arg Ser Phe Ser Ser Hs H's Leu Ser Met Ala Ser Ile Mt Val Val
930 935 940

Asp Ser Pro Gy Phe G n Asn Pro Arg His Gn Gy Lys Asp Arg Ala
945 950 955 960

Ala Thr Phe Gu Gu Leu Cys Hs Asn Tyr Ala Hs Gu Arg Leu G n
965 970 975

Leu Leu Phe Tyr G n Arg Thr Phe Val Ser Thr Leu Gn Arg Tyr Gn
980 985 990

Gu G@u @y Val Pro Val G n Phe Asp Leu Pro Asp Pro Ser Pro Gy
995 1000 1005

Thr Thr Val Ala Val Val Asp G n Asn Pro Ser G n Val Arg Leu
1010 1015 1020
Pro Ala Gy Gy Gy Ala Gn Asp Ala Arg Gy Leu Phe Trp Val
1025
Leu Asp Gu Gu Val Hs Val Gu Gy Ser Ser Asp Ser Val Val
Leu Gu Arg Leu Cys Ala Ala Phe Gu Lys Lys Ay Ala Gy Thr
1
Gu @ Ser Ser Ala Leu Arg Thr Cys Gu Gn Pro Leu Gn Cys
7
Phe Hs Gn Leu Gy Trp Asp Pro Val Arg Tyr Asp Leu
9
Thr Gy Trp Leu His Arg Ala Lys Pro Asn Leu Ser Ala Leu Asp
1100 1105 1110

Ala Pro Gn Val Leu Hs Gn Ser Lys Arg Gu Gu Leu Arg Ser
Page 233



Leu

Al a

Lys

Ser

Pro

Pro

Al a

Ile

Pro

Arg

Lys

Val

Ser

1115

Phe
1130

Asn
1205

Pro
1220

Leu
1235

Leu
1250

Leu

Arg

Pro

Pro

Leu

Leu

Al a

Val

Ser

Val

Phe

Lys

Al a

GAu

Arg

Lys

Val

Pro

Al a

Thr

Lys

Val

Al a

Arg

Leu

Lys

Asn

Arg

Ay

Thr

Ser

Arg

Val

Ay

Pro

Leu

Arg

Lys

Val

Leu

Phe

Lys

Val

Al a

Thr

Phe

Ser

Arg

Al a

Arg

Phe

Leu

Leu

Al a

N3027PCT_sequ. | i st..txt

1120

Leu
1240

Leu
1255

Val
1375

Ser

Lys

Leu

Arg

Lys

Arg

Hi s

Arg

Ser

Leu

Ser

Al a

Phe

Pro Pro

Gn A a

Ser Leu

Leu G n

Hi s Phe

Ser Gy

Pro Gy

Val Gn

Arg Thr

G n Phe

Thr Ser

Gu Thr

G n Va

Arg Gu

Cys Lys

Arg Arg

Leu Al a

Val

Leu

Al a

Vet

GAn

Al a

Leu

Ay

GAn

GAu

Leu

Phe

Lys

Ay

Leu

Val
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1125

Cys
1140

Al a
1245

Tyr
1260

Val
1275

Leu
1320

Leu
1335

Phe
1350

Al a
1365

1380

Arg

Arg

Val

Al a

Cys

Ser

Ay

Ay

Al a

Leu

Leu

Lys

Val

Leu

Al a

Asp

Al a

Ser

Arg

Leu

Leu

Pro

Pro

Phe

Asp

Asp

Asp

Al a

Ser

Ser

GAn

Trp

Val

Arg

Arg

Thr

Val

Pro

Leu

Hi s

Hi s

Al a

Lys

Ay

Arg

Cys

Pro



Trp

Ile

Leu

Arg

Ser

Val

Val

Ay

Leu

Lys

Al a

Tyr

Hi s

Asn

Phe

Lys

GAn

Thr

Arg

Asn

Leu

Val

Asp

Arg

Leu

Lys

Ay

Leu

GAn

Leu

Leu

Leu

GAu

Lys

Thr

Al a

Ser

Leu

Asn

Leu

Phe

GAn

GAu

Al a

Thr

Ser

GAn

Arg

Leu

GAn

Leu

Asp

Asp

Lys

Lys

Leu

Lys

Arg

Leu

GAu

Ay

Leu

Leu

Arg

Ser

Lys

Asp

Asn

Al a

N3027PCT_sequ. | i st..txt

Ser
1390

Leu
1495

Asn
1510

Val
1630

Leu G n Pro Leu Leu

Al a

Ser

Phe

du

Hi s

du

Pro

An

du

Lys

Al a

du

du

Al a

Thr

Lys

Ser

Lys

Arg

Thr

Vet

Arg

Leu

Hi s

Asp

Leu

Leu

GAn

Lys

Lys

Ay

Leu

Al a

Ay

Leu

Ay

Thr

GAu

Ay

GAu

GAu

Leu

Ile

Asp

Val

GAn

Ay

Asn

Asp

GAu

Leu

Lys

GAu

Asn
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1395

Al a
1440

Val
1455

Al a
1470

Ser
1545

Leu
1560

1575

Val
1590

1605

Ser
1620

Thr
1635

Ser

Leu

Asn

Asp

Al a

Phe

Lys

Lys

Asp

Phe

GAu

Arg

Leu

GAn

Val

Ser

Al a

Thr

Leu

Arg

Lys

Ile

Leu

Leu

Ser

Lys

Leu

Lys

Phe

Val

Thr

Thr

Leu

Thr

Leu

GAn

Trp

Arg

Thr

Al a

Arg



Trp

Lys

Al a

Leu

Lys

Ile

Leu

Ay

Asp

Leu

Ser

Leu

Vet

Val

Leu

Hi s

Arg

Vet

Val

Leu

Ser

Ay

GAn

Leu

Lys

Lys

Leu

Hi s

Arg

GAu

Asp

Arg

Thr

GAu

Hi s

GAu

Leu

GAn

Leu

Leu

Ile

Arg

Leu

Asp

Hi s

Asp

Ser

Thr

Leu

Leu

Lys

Ay

Arg

Lys

Ser

Phe

Al a

Ay

Arg

N3027PCT_sequ. | i st..txt
Gn An Leu Lys Gn

Ser
1675

Leu
1690

1840

1855

Asn
1870

Leu
1885

Pro

Trp

An

Phe

Arg

An

du

Leu

Va

Leu

Thr

Va

Vet

An

Val

Ser

Lys

GAn

Ser

Ser

GAn

Leu

Thr

Phe

GAu

Leu

Leu

Leu

Asp

Arg

Lys

Ay

Lys

Asp

Val

Ser

Thr

Arg

Vet

Ay

GAu

Asn

GAu

Leu

GAn

Thr

Arg

Val

Ser

Al a

Asn

Lys
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1650

Leu
1665

GAu
1680

Ser
1695

Thr
1710

Vet
1770

Leu
1785

Leu
1800

Lys

GAn

Asn

Ser

Ile

GAu

GAu

GAn

Val

Arg

Leu

GAu

Lys

Leu

Ser

Asp

Al a

Lys

Arg

Leu

Leu

Asp

Arg

Leu

Leu

Leu

GAn

Hi s

Val

Leu

Vet

Leu

Hi s

Asp

Leu

Leu

Ser

Val

Leu



Lys

Lys

Ile

Hi s

Tyr

Val

Ser

Leu

Ile

Ser

Ay

Ser

Ser

Thr

Leu
2000

Ser
2015

Al a
2045

Al a
2060

Ser
2090

Ser
2105

Leu
2135

Ser

Leu

Val

Ile

Leu

Ser

Al a

Arg

Asp

Ser

Pro

Al a

Ser

Asp

Asp

Leu

GAn

Ile

Lys

Lys

GAn

Lys

Arg

Val

Ser

Ay

GAu

Thr

Arg

GAu

Leu

Ser

Cys

Arg

Vet

Arg

Al a

Arg

Arg

Al a

Asp

Arg

Ay

Asp

Ile

Asp

Leu

Thr

Asp

Phe

Ay

Asp

Thr

Lys

Ser

Thr

Leu

N3027PCT_sequ. list..txt

Gn Asp Asp Leu Asn Gu
1900 1905
Ala Gn Ser Ala Ala Asp
1915 1920
Gn Leu Gu Gu Ala Lys
1930 1935
Leu Gn Val Ala G n Met
1945 1950
Val Asp Arg Ala Ile Va
1960 1965
Leu Gu Asn Lys Thr Gu
1975 1980
Gu Val Leu Val Ile Arg
1990 1995
Gu GulLeu Ser An Ala
2005 2010
Ser Ser An Tyr Tyr Gn
2020 2025
Met Gu GQu Leu Val Gn
2035 2040
Met G u Leu Gu Lys Tyr
2050 2055
Thr  Leu G n Thr Asp Leu
2065 2070
Leu Gn Ala Ala Leu Gu
2080 2085
Gu Ser Val An Thr Ala
2095 2100
Gu Mt Asp Asn Val Ser
2110 2115
Leu dAn Ser Trp Leu Ser
2125 2130
Met Arg Thr Pro Ser Arg
2140 2145
Ser Pro Arg Ile Asn Gu
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Leu

Lys

Arg

Ser

Phe

Leu

Al a

Arg

Arg

Val

GAu

Val

Ile

Vet

Ay

Ile

Arg

GAn

Arg

Thr

Arg

Thr

Val

Asp

Leu

Thr

Ser

Al a

GAn

GAn

Lys

GAu

GAn

Lys

Asp

Ser

Leu

Al a

GAu

Ser

Al a

Cys

Ser

Leu

Al a

Ay



Asp

Ser

Pro

Al a

Ser

Val

Thr

Thr

Ay

Ile

Ser

Pro

Ser

Leu

2150

Thr
2165

Thr
2180

Hi s
2195

Val
2210

Ser
2225

Leu
2270

Ay
2285

Asn
2300

y
2315

Ser
2330

Lys
2345

Ser
2360

Leu
2375

Ser
2390

Val
2405

Asn

Phe

Leu

Ser

Ay

Ay

Al a

Leu

Al a

Ser

Thr

Vet

Leu

Val

Phe

Arg

Val

Val

Al a

Pro

Lys

Leu

Leu

Ser

Ser

Al a

Asp

GAn

Ay

Ser

Asp

Thr

Hi s

Arg

Val

Leu

Leu

Arg

Thr

Leu

Ay

Ay

Phe

Arg

Pro

Asp

Asn

Ser

Arg

Al a

Pro

Arg

Asp

Leu

Arg

Ay

Val

Ser

Lys

Thr

Al a

Arg

N3027PCT_sequ. | i st..txt

2155

Ser
2170

Ser
2230

Ser
2245

Lys
2260

Val
2305

Leu
2320

Ay
2335

Ser
2350

Leu
2365

Leu
2380

Ay
2395

2410

Al a

Thr

Lys

Lys

Arg

Pro

Arg

Pro

Arg

Ay

Leu

Ay

Ser

Arg

Phe

Leu Al a

Ser Gy

Tyr Cys

Ser Thr

Ser Thr

Ser Al a

Ala dn

Thr Leu

Gy Arg

Ala Lys

Arg Ser

Thr Thr

A u Ser

Ser Pro

Pro Arg

Pro Asp

Ala His

Leu

Asp

Hi s

GAu

Asn

Al a

Arg

Pro

Al a

Ser

Thr

Leu

Leu

Thr

Arg

Leu

Leu

Page 238

2160

Ser
2175

Lys
2190

Phe
2205

Thr
2235

Leu
2250

Pro
2310

Ser
2325

Leu
2340

Leu
2355

Thr
2370

Vet
2415

Arg

Pro

Ay

Leu

Ser

Ser

GAn

Tyr

Ser

Leu

Leu

Pro

GAu

Pro

Lys

GAu

Al a

Val

Asp

Pro

Lys

GAu

Ser

Arg

Leu

GAu

Arg

Ser

Ay

Pro

Leu

Phe

Ser

Thr

GAu

Cys

Lys

Arg

Asp

GAu

Pro

Pro



N3027PCT_sequ. | i st..txt

Leu Gy Ser Asp Pro Phe Ser
2420 2425

Gu Arg Lys Thr Lys Val Asp
2435 2440

Arg Lys Pro @n Thr Pro Thr
2450 2455

Gy Gn Asp Gy Ser Gn Arg
2465 2470

Gu Ala Asn Arg Ser Phe Leu
2480 2485

Lys Ser Pro Qu Pro Lys Gu
2495 2500

Ser Ser Ser Ser Gy Ser lle
2510 2515

l[le Lys Ser Arg Pro Gy lle
2525 2530

Gu Arg Thr Ser Pro Gu Arg
2540 2545

Asp Asp Asp Val Ala Ser Ile
2555 2560

<210> 58

<211> 6038

<212> DNA

<213> Honp sapi ens

<220>

<221> msc_feature

<222> (1)..(6038)

<223> nyosin, heavy chain 1,

<400> 53

gtctctcctc ataaagcttc
tccttaactg ggctaccatc
ttttggggag gctgctcctt
caagcctttt
agcaacagtg cagagcaggg
t gt aacagt g aaagat gacc
ggacat ggcc atgatgactc
ct acgcagcc tggat gat ct

gat gccaaga

Trp

Phe

Ser

Ser

Ser

Asp

Va

Pro

Arg

ske

aagt t ct gat
aat aacct gc
t cct ccgaaa
cat cagt ct t
aaggggggaa
aagt cttccc
at ct acacga

acacctactc

Lys Leu Pro Ser Leu Asp
2430

Asp Asp Phe Leu Pro Ala
2445

Leu Ala Gy Ser Ala Lys
2460

Ser Ile Hs Phe Gu Thr
2475

Gy lle Lys Thr Ile Leu
2490

Pro Ala Hs Leu Ser Asp
2505

Ser Phe Lys Ser Ala Asp
2520

Arg Leu Ala Gy Asp Gy
2535

GuPrody Thr dy Arg
2550

Lys Lys Tyr Leu @ n Lys
2565

letal muscle, adult (MYH1)

ccactttaag
agccat gagt
gt ct gaaagg
t gt ggt ggac
ggt gacagct
cat gaaccct
gcctgetgtg
aggcttgttc
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gtcgcat ct ¢ tacgccaggg
t ccgact ct g agat ggccat

gagcgaattg
cct aaggagt
aagaccgaag
cccaaatatg
ct gt acaacc

tgtgtcactg

aagcccagaa
cctttgtgaa
ct ggagct ac
acaagat cga
t caaagagcg

tcaaccccta

Tyr

Lys

Ser

Ser

Ay

Lys

60
120
180
240
300
360
420
480



caagtggttg
ggaggcccca
t cgggagaat
caagcgtgtc
agttacttct
act ggaggcc
att cat cagg
tcttctggag
ttatcagatc
cccat acgat
agaagagttg
agtgtccatc
aaagcagcgt
t ct ccaaaat
cggcaat gag
t ct ggccaaa
gct ggacacc
gat ctttgat
acagtttttc
t gagt ggacg
gcct at gggc
ctccttcaag
caagcct gcc
ggact acaac
ggggct gt ac
agcggaagca
gact gt gt ct
t cacccccac
gcat gagct t
caggaaaggc
aaat gcaagt
cct ggagt cc
caaagct ggt

tacccgaacc

ccagtgtata
ccccacat ct
cagt ct at ct
at ccagt act
ggcaaaat gc
tttggcaacg
at ccacttcg
aagt ct agag
at gt ct aaca
tatgccttcg
at ggct acag
t at aagct ca
gaggagcaag
ctgaactctg
t at gt cacca
gctgtctacg
aagcagccca
tt caacagcc
aaccaccaca
ttcattgact
atcttctcca
aacaagct gt
aaaggcaagc
attgccggct
cagaagtctg
gaggct ggcg
gctctcttca
tttgtgcggt
gtcctgcatc
ttcccaagca
gctatccctg
attgacattg

cttctgggge
caggccat gt

N3027PCT_sequ. | i st..txt

at gcagaggt
tctccatctc
t gat caccgg
tt gcaacaat
aggggact ct
ccaagaccgt
gt accacagg
ttactttcca
agaagccaga
t cagt caagg
at agt gccat
caggggct gt
ct gagccaga
cagat ct gct
aaggt caaac
at aagat gt t
ggcagt act t
t ggagcagct
tgttcgtgct
ttgggat gga
t cct ggaaga
at gaacaaca
ct gaggccca
ggcttgacaa
caat gaagac
gt ggaaagaa
gggagaattt
gcat cat ccc
agct gaggtg
gaatccttta
aaggacaat t
accacaccca

t cct agagga
gcagagggt t

ggt gacagcc
t gacaat gcc
agaat ct ggc
t gcagttact
ggaagat caa
gaggaat gac
gaaact ggct
gct aaaggct
tctaattgaa
ggagat caca
tgaaattctg
gatgcat t at
t ggcact gaa
caaagccctc
t gt gcagcag
cttgtggatg
catt ggggt c
gt gcat caac
ggagcaggag
cct gget gec
ggagtgcatg
tcttggaaaa
cttctetttg
gaacaaggac
tctggctctc
aggt ggt aag
gaat aagct g
caat gaaact
taacggtgtg
tgcagacttc
cat cgat agc
gtataaattt
gat gcgagat
cttggcaaga
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t accgaggca
tatcagttca
gcagggaaga
ggggagaaga
at cat cagtg
aactcctctc
tctgctgata
gaaagaagct
at gct cct ga
gt gcccagcea
ggctttactt
gggaacat ga
gttgctgaca
tgctacccta
gtgtacaatg
gt cacccgcea
ttggacattg
ttcaccaatg
gagt acaaga
t gcat cgagc
ttccccaagg
t ccaat aact
attcactatg
cccctgaatg
ctetttgttg
aagaagggt t
at gaccaact
aaaactcctg
ct ggaaggca
aaacagagat
aagaaggct t
ggt cacacca
gagaagct gg
gt ggagt acc

aaaagcgcca
t gct gact ga
ct gt gaacac
agaaggaaga
ccaaccccct
gctttggtaa
ttgaaacat a
atcatatttt
t caccaccaa
ttgatgacca
cagat gaaag
aatt caagca
aggcagcct a
gggt caaggt
cagt gggt gc
t caaccagca
ctggctttga
agaaact gca
aggaaggcat
t cat cgagaa
cgacagacac
t ccagaagcc
ct ggcaccgt
agact gt ggt
gggcaacggg
cttctttcca
t gaggagcac
gt gccat gga
tccgcatctg
acaaggt gtt
cagagaagct
aggtcttttt
cccagct gat

agaaaat ggt

540

600

660

720

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520



ggaaagaaga
gcact ggccc
agagaaggag
gaccgaggca
tgacttgcaa
t gaccagct a
agct gaggat
tgaatgttca
gaaggagaaa
ggat gaaacc
gaccct ggat
caaacttgaa
gatggatct a
cacaat ggat
t gaaat gagc
gaagaaaat c
gcgggcect cc
gat cagcgag
gaagcgggag
t gaagccacg
gcagatt gac
gat ggagat c
t gaaaagat g
gcagcagcgg
tgaatattca
acaagccttt
caagagt gcc
acagt at gag
cagt gaggt t
gct ggaggag
agct gt gaat
t gaggacct c
gcaaaggaac
t gaactt gaa

gaat gct t at

gagt ccat ct
t ggat gaagc
at ggccaaca
aaaaggaaag
ctccaggttc
at caaaacca
gaggaagaga
gaact caaga
cat gccacag
attgct aagc
gacct gcagg
caacaagt gg
gaaagagcaa
at agaaaat g
ggt ct gcaaa
aaggagtt ac
cgggccaaag
aggct ggaag
gctgagttcc
gcggcecaccce
aacct gcagc
gatgaccttg
t gcecgegcet c
ctgatcaatg
cgccagcet ag
acacaacaga
ctggcacatg
gaggagcagg
gcccagt gga
gccaagaaga
gccaaatgtg
atgattgatg
tttgataaga
gcttctcaaa

gaggaat ct t

N3027PCT_sequ. | i st..txt

tctgcatcca
tgtatttcaa
t gaaggaaga
agct ggaaga
aagct gaagc
aaat ccagct
t caat gct ga
aagacat tga
aaaacaaggt
t gaccaagga
cagaggagga
atgatcttga
agagaaaact
acaaacaaca
gcaagattga
aagcccgcat
cagagaagca
aagccggt gg
agaaaat gcg
t gaggaagaa
gagt gaagca
ct agt aacat
t agaagat ca
acct cacagc
at gaaaagga
t t gaggaact
ccctgeagtc
aagccaaggc
ggaccaaat a
agct ggct ca
cttceccttga
t t gagaggac
t cct ggcaga
aggaat cccg

t agaccaact

gtacaatgtc
gat caaaccc
atttgagaaa
aaaaat ggt t
t gacagcttg
agaagccaaa
gct gacagcc
t gacctt gag
gaaaaacct c
gaagaaggct
caaagt caac
aggatctttg
agagggagac
acttgatgaa
agat gaacaa
t gaggagct g
gcgct ct gat
ggccacct ca
cagggacctg
gcat gcagat
gaagct ggag
ggagactgtc
act gagt gaa
acagagagcg
cacact agt t
gaaaaggcaa
ct cccgecat
cgagct acag
t gagacagat
gcgt ct gcag
gaagacgaag
aaat gct gcc
at ggaaacag
ct cact cagc

t gaaaccttg
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cgtgccttca
ct cct caaaa
accaaagaag
act ct gat gc
gct gat gcag
at caaagagg
aagaagagga
ct gacact gg
acagaagaga
ct ccaggagg
accct gacca
gaacaagaaa
ct aaaatt gg
aagctt aaaa
gcccttggta
gaggaggaaa
ct ct ccecggy
gcccagattg
gaggaggcca
agt gt ggccg
aaggagaaga
t ccaaagcca
att aagacca
cgcct gcaaa
t cacagct ct
ctt gaagagg
gact gt gacc
agagcaat gt
gccat ccagce
gat gct gagg
cagaggct cc
t gt gccgecc
aagt gt gaag
acagaact at

aaacgggaaa

t gaat gt gaa
gt gcagagac
agct ggct aa
aagaaaaaaa
aggaaaggtg
t gact gagag
aact ggagga
ccaaggttga
t ggcgggt ct
cccaccagcea
aagct aaaat
agaaaat ccg
ct caagaat c
agaaagagt t
t gcagct gca
t cgaggcaga
agct ggagga
agat gaacaa
ccct acagcea
agcttgggga
gt gagat gaa
agggaaacct
aggaagagga
cagaat cagg
cgaggggcaa
agat aaaggc
tgct gcggga
ccaaggccaa
gcacagagga
aacat gt aga
agaat gaagt
t ggacaaaaa
aaact cat gc
ttaagattaa

at aagaattt

2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
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gcaacaggag atttctgatc tcactgaaca gattgcagaa ggaggaaagc gcatccatga
act ggaaaaa ataaagaagc aagttgagca agaaaagtct gaacttcagg ctgccttaga
ggaggcagag gcatctcttg aacatgaaga gggaaagatc ctgcgcatcc agcttgagtt
gaaccaagtc aagtctgagg ttgataggaa aattgctgaa aaagatgagg aaattgacca
gat gaagaga aaccacatta gaatcgtgga gtccatgcag agcacactgg atgctgagat
caggagcagg aatgatgcca ttaggctcaa gaagaagatg gagggagacc tcaat gaaat
ggaaat ccag ctgaaccatg ccaaccgcat ggctgctgag gccctgagga act at aggaa
cacccaagcc atcctcaagg atacccaget ccacctggat gatgctctcc ggagccagga
ggacct gaag gaacagctgg ctat ggt gga gcgcagagcc aacctgcetgce aggcet gagat
cgaggagctg cgggccactc tggaacagac agagaggagc aggaaaatcg cagaacagga
gctcctggat gccagtgage gtgttcaget cctgcacacc cagaacacca gcctgatcaa
caccaagaag aagctggaga cagacatttc ccaaatccag ggagagatgg aagacat cat
ccaggaagcc cgcaatgcag aagagaaggc caagaaggcc atcactgatg ctgccatgat
ggct gaggag ctgaagaagg aacaggacac cagcgcccat ctggagcgga tgaagaagaa
cct ggaacag acggt gaagg acctgcagca tcgtctggat gaggcetgage agcetggcecct
gaagggt ggg aagaagcaga tccagaaact ggaggccagg gttcgtgaac ttgaaggtga
agttgaaagt gaacagaagc gcaatgttga agctgtcaag ggtctacgca aacat gagag
aaaagtgaag gaactcactt accaaactga ggaagaccgc aagaatattc tcaggctcca
ggacct ggt g gacaaact gc aagcaaaggt gaaatcctac aagagacaag ctgaagaagc
ggaggaacaa tccaacgtca acctctccaa attccgcagg atccagcacg agct ggagga
ggccgaggaa cgggcetgaca ttgcetgagtc ccaggtcaac aagctgaggg tgaagagcag
ggaggttcac acaaaaatca taagtgaaga gtaatttatc taactgctga aaggtgacca
aagaaat gca caaaatgtga aaatctttgt cactccattt tgtacttatg acttttggag

at aaaaaatt tatctgccaa aaaaaaaaaa aaaaaaaa

<210> 54
<211> 1939
<212> PRT

<213> Honp sapi ens

<220>

<221> M SC_FEATURE

<222> (1)..(1939)

<223> nyosin, heavy chain 1, skeletal mnuscle, adult (MYH1)

<400> 54

Met Ser Ser Asp Ser Gu Met Ala Ile Phe Gy Gu Ala Ala Pro Phe
1 5 10 15

Leu Arg Lys Ser u Arg Qu Arg Ile Gu Ala Gn Asn Lys Pro Phe
20 25 30
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4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6038
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Asp Ala Lys Thr Ser Val Phe Val Val Asp Pro Lys G u Ser Phe Val
35 40 45

Lys Ala Thr Val G n Ser Arg Gu Gy Gy Lys Val Thr Ala Lys Thr
50 55 60

Gu Ala Gy Ala Thr Val Thr Val Lys Asp Asp G n Val Phe Pro Met

Asn Pro Pro Lys Tyr Asp Lys lle Gu Asp Met Ala Met Met Thr Hi s
85 90 95

Leu Hs Gu Pro Ala Val Leu Tyr Asn Leu Lys Gu Arg Tyr Ala Ala
100 105 110

Trp Met Tyr Thr Tyr Ser Ay Leu Phe Cys Val Thr Val Asn Pro

[le y
115 120 125

Tyr Lys Trp Leu Pro Val Tyr Asn Ala Gu Val Val Thr Ala Tyr Arg

130 135 140
Gy Lys Lys Arg Gn Gu Ala Pro Pro His Ile Phe Ser Ile Ser Asp
145 150 155 160
Asn Ala Tyr G n Phe Met Leu Thr Asp Arg Gu Asn G n Ser |lle Leu
165 170 175

I[le Thr Gy Gu Ser Gy Ala Gy Lys Thr Val Asn Thr Lys Arg Val

[le Gn Tyr Phe Ala Thr Ile Ala Val Thr Gy Gu Lys Lys Lys Gu
195 200 205

Gu Val Thr Ser Gy Lys Met Gn Gy Thr Leu Gu Asp An lle lle
210 215 220

Ser Ala Asn Pro Leu Leu Gu Ala Phe Gy Asn Ala Lys Thr Val Arg
225 230 235 240

Asn Asp Asn Ser Ser Arg Phe Gy Lys Phe Ile Arg Ile Hs Phe Gy
245 250 255

Thr Thr Gy Lys Leu Ala Ser Ala Asp Ile Gu Thr Tyr Leu Leu Gu
260 265 270

Lys Ser Arg Val Thr Phe G n Leu Lys Ala Gu Arg Ser Tyr His lle
275 280 285

Phe Tyr G n Ile Met Ser Asn Lys Lys Pro Asp Leu Ille Gu Met Leu
290 295 300
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Leu
305
I'le

Ser

Tyr

Asp

Al a

Ay

Al a

Ile

Phe

Phe

Lys

Thr

Al a

Lys

Lys

Leu

GAn

Val

Leu

450

Al a

Asn

Val

Ile

Pro

530

Al a

Lys

Thr

Val

Leu
355

Al a

Thr

Tyr

435

Asp

Ay

Phe

Leu

Asp

515

Vet

Thr

Ser

Thr

Pro

Arg

Al a

Tyr

Val

420

Asp

Thr

Phe

Thr

Phe

Ay

Asp

Asn

Asn

Ser
325

Tyr

Pro

405

GAn

Lys

Lys

Asn
485

Thr

Asn
565

Ile

Leu

Al a

Leu
390

Arg

Vet

Vet

Phe

Ser

550

Phe

Asp

Ay

Val

Val

Val

Phe

Pro

455

Phe

Lys

Asp

Ser
535

Phe

N3027PCT_sequ. | i st..txt

Asp Tyr Ala Phe

Asp

Phe

Vet

360

Al a

Asn

Lys

Tyr

Leu

440

Arg

Asp

Leu

Tyr

Leu

520

Lys

Lys

Thr

345

Hi s

GAu

Leu

Val

Asn

425

Trp

Phe

Leu

Asn

Pro

Ser

Tyr

Pro

Vet

Tyr

Asn

Lys

Al a

GAu

Lys

Lys
570
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315

GAu

Asp

Ay

Asp

Ser

395

Asn

Val

Val

Phe

Ser

475

Phe

Leu
555

Pro

Val

Leu

Asn

Ay

Thr

Leu

Phe

Ay

Ile

Al a

Ser

Vet

Arg

Vet
365

y Thr

Asp

Tyr

Al a

Arg

Ay

Asn

GAu

Lys

Al a
Val

350

Lys

Leu

Val

Leu

430

Ile

Val

Hi s

Leu

Vet

Ay

Ay

Thr

335

Ser

Phe

Val

Leu

Thr

415

Al a

Asn

Leu

Leu Cy

Hi s

495

Trp

Ile

Phe

Hi s

Lys
575

Lys

Al a

Lys

Lys

GAn

Asp

480

Vet

Thr

Pro

Leu
560

Pro



Val
Val

625

Ay

Phe

Ay

Asp

Ay

Ile

Phe

Leu

785

Al a

Trp

Thr

Al a

Al a

Ay

Ay

Lys

Asn

Val

Hi s

690

Ile

Phe

Vet

Hi s

Ay

Leu

Al a

Lys

Leu

Arg

Lys

Phe

Al a

GAn

Val

GAn

Lys

Lys

Phe

580

Trp

Tyr

Thr

Lys

Asn

660

Leu

Ile

Asp

Ay

Leu

Tyr
820

Leu

Ser

Leu

GAn

Ay

Val

Cys

Arg

Asp

Hi s

Leu

Tyr
805
Asn

Tyr

Vet

Leu

Asp

Lys

Al a
630

y Ser

Leu

Ile

Leu

Arg

Tyr

Ser

Thr

Leu

Thr

790

Val

Phe

Al a

Ile

Lys

Ser

615

GAu

Ser

Vet

Pro

Hi s

695

Lys

Lys

Lys

Ay

Arg

Lys

Arg

Lys

Asn

N3027PCT_sequ. | i st..txt
His Tyr Ala Gy Thr

Asn

600

Al a

Al a

Phe

Thr

Asn

680

Ay

Val

Lys

Tyr

760

Leu

Thr

Vet

Al a

585

Lys

GAu

Asn

665

Leu

Phe

Leu

Al a

745

Lys

Leu

Val
Phe
825

Lys

Lys

Asp

Lys

Al a

Thr

650

Leu

Thr

Arg

Pro

Asn

730

Ser

Phe

GAu

Pro

Pro

Thr

Ay

Val

Arg

Lys

Ser
715

Al a

Ay

GAu

Vet

795

Arg

Asn

Leu

Leu

Leu

620

Ay

Ser

Ser

Thr

Asn

700

Arg

Ser

Lys

Hi s

Vet

780

Arg

Val

Leu

G u G u Phe
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Val

Asn

605

Al a

Ay

Al a

Thr

Pro

685

Ay

Ile

Al a

Leu

Thr

765

Arg

Arg

Leu

Lys

Leu

Hi s

670

Ay

Val

Leu

Ile

Leu

750

Lys

Asp

Ay

Ser

Hi s

830

Ser

Lys

Tyr

Thr

Leu

Lys

Phe

655

Pro

Al a

Leu

Tyr

Pro

735

Ay

Val

Phe

Trp

Al a

Thr

Asn

Val

Phe

Arg

Hi s

Vet

GAu

Al a

720

GAu

Ser

Phe

Lys

Leu

800

Phe

Pro

GAu

Lys



N3027PCT_sequ. | i st..txt
850 855 860

Gu Gu Leu Ala Lys Thr Gu Ala Lys Arg Lys Gu Leu Gu Gu Lys
865 870 875 880

Met Val Thr Leu Met G n Gu Lys Asn Asp Leu G n Leu Gn Val Gn
885 890 895

Ala Gu Ala Asp Ser Leu Ala Asp Ala Au Gu Arg Cys Asp G n Leu
900 905 910

Ile Lys Thr Lys Ile G n Leu Gu Ala Lys Ile Lys Gu Val Thr Gu
915 920 925

Arg Ala Gu Asp Gu Gu GQu Ile Asn Ala Qu Leu Thr Ala Lys Lys
930 935 940

Arg Lys Leu Gu Asp Gu Cys Ser Gu Leu Lys Lys Asp Ile Asp Asp

Leu Gu Leu Thr Leu Ala Lys Val Gu Lys Gu Lys Hs Ala Thr Gu
965 970 975

Asn Lys Val Lys Asn Leu Thr GGu Gu Met Ala Gy Leu Asp Gu Thr
980 985 990

Ile Ala Lys Leu Thr Lys GGu Lys Lys Ala Leu Gn Gu Ala Hs Gn
1000 1005

Gn Thr Leu Asp Asp Leu Gn Ala Gu Gu Asp Lys Val Asn Thr
1010 1015 1020

Leu Thr Lys Ala Lys Ile Lys Leu Gu G@n GAn Val Asp Asp Leu
1025 1030 1035

Gu dy Ser Leu Gu G@n Gu Lys Lys Ile Arg Met Asp Leu Gu
1040 1045 1050

Arg Ala Lys Arg Lys Leu Au Ay Asp Leu Lys Leu Ala Gn Gu
1055 1060 1065

Ser Thr Met Asp Ile Gu Asn Asp Lys Gn dn Leu Asp Au Lys
1070 1075 1080

Leu Lys Lys Lys Gu Phe Gu Mt Ser Gy Leu G n Ser Lys Ile
1085 1090 1095

GuAsp GQud@nAaleu @y Mt Gn Leu Gn Lys Lys Ile Lys

GQuleu Gn AaAglle Gu Gu Leu Gu Qu Gu Ile u Al a
1115 1120 1125

Page 246



Ser

Ay

Hi s

Val

Asp

Leu

Lys

Al a

Ser

Asn

-
wQ
o

Ser
1370

Al a

Thr

Al a

Leu

Al a

Lys

Lys

Arg

Asp

Al a

Ser

Leu

Ser

Lys

Thr

Leu

Ser

Vet

Al a

GAu

Phe

Hi s

Al a

Val

Arg

Al a

Vet

Al a

Ay

Lys

Asn

Arg

Lys

Thr

Lys

Asp

Lys

Al a

Al a

GAu

GAn

Arg

Al a

GAu

Leu

Asp

Al a

Cys

Al a

GAn

N3027PCT_sequ. | i st..txt

Lys
1135

Ala du Lys Gn Arg

Ser

du

Asp

Leu

Ser

Thr

Leu

An

Thr

Leu

Ile

Ser

Leu

Leu

Arg

Gu Arg

Met Asn

Leu Gu

Arg Lys

Asp Asn

Val Ser

Gu Asp

Arg Leu

A u Ser

Val Ser

Gu du

Al a Leu

Leu Arg

Gn Arg

Thr Lys

Leu

Lys

Lys

Leu

Lys

Lys

GAn

Ile

Ay

Leu

Al a

GAu

Al a

Tyr

Page 247

1140

Al a
1245

Leu
1260

Asn
1275

1290

Leu
1305

Lys
1320

Hi s
1335

Ser

GAu

Arg

Thr

Al a

Arg

Lys

Ser

Asp

Tyr

Ser

Arg

Al a

Tyr

Ser

Thr

Asp

Al a

Leu

Asp

Val

Ile

Ay

Leu

Ser

Arg

Leu

Lys

Asp

Leu

Ay

Al a

Ser

Lys

Asp

Asn

Thr

Arg

Ay

Leu

Al a

Al a



Lys

Val

Al a

Ser

Lys

Arg

Arg

Lys

Hi s

Ay

1445

Arg

Leu

Al a

Asp

Leu

Lys

Lys

Al a

Asn

Al a

Al a

Al a

Arg

Ser

Leu

Thr

GAn

Ser

Leu

Asp

GAn

GAu

Lys

GAu

Val

GAu

Leu

GAu

Arg

Asn

Asp

Leu

Vet

Lys

Lys

Ser

Asn

Ay

Al a

Lys

Val

Asn

GAu

Al a

Leu

Ay

Ser

Leu

Asp

Asp

Vet

N3027PCT_sequ. | i st..txt
Gu Gu Ala Lys Lys

Leu
1390

Ser
1480

Ser
1495

Leu
1555

Asn
1570

Thr

Va

Arg

du

Leu

Leu

An

Arg

Lys

du

Vet

Ile

H s Va

Lys Gn

Gu Arg

Asn Phe

Thr His

Ser Thr

Asp Gn

lle His

Ser Gu

Hs Au

Val Lys

[le Asp

A n Ser

Arg Leu

G n Leu

GAu

Arg

Thr

Asp

Al a

GAu

Leu

Ser

GAu

Leu

GAu

Ser

GAn

Thr

Lys

Asn

Page 248

1395

Al a
1410

Leu
1425

Asn
1440

Leu
1485

Lys

Val

GAn

Al a

Ile

Leu

Phe

Thr

Leu

GAu

Al a

Lys

Val

Lys

Asp

Lys

Al a

Leu

Asn

Asn

Al a

Leu

Lys

Leu

Thr

Lys

Al a

Ile

Asp

Arg

Al a

Vet

Asn

Al a

Al a

Cys

Al a

Al a

Leu

Leu

Arg

Asn

GAu

Arg



Vet

Leu

Leu

Thr

Ser

Asn

Al a

Lys

Asn

Al a

Leu

Arg

Asn

Val

Asn

Al a
1640

Thr
1730

Vet
1745

Lys
1760

1775

Leu
1790

Al a

Asp

Leu

Arg

Arg

Lys

Al a

Arg

Val

Leu

Ser

Asn

GAu

Thr

Lys

Al a

Ser

Val

Lys

Asp

Al a

GAn

Leu

Arg

Asn

Lys

Arg

Tyr

Leu

Al a

GAu

Arg

GAn

Lys

Ile

Ile

Asp

Thr

Al a

Val

Val

Leu

Lys

Ser

Leu

Leu

GAn

Lys

Leu

Leu

Ile

Thr

Thr

Val

Leu

Arg

Leu

Arg

Lys

N3027PCT_sequ. | i st..txt
Arg Asn Tyr Arg Asn Thr

1645

Leu

Al a

du

Al a

Hi s

Thr

du

Al a

Al a

Asp

Ay

Leu

Va

Tyr

Leu

Al a

Arg

Asp Asp

Met Va

Leu Arg

GAu dn

Thr Gn

Asp Ile

Ala Arg

Al a Met

H s Leu

Leu G n

Gy Lys

Lys Gy

Gn Thr

Val Asp

Gu du

Arg Ile

Al a

Al a

GAu

Asn

Ser

Asn

Vet

GAu

Hi s

Lys

GAu

Leu

Lys

Al a

GAn
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1650

Leu
1665

Leu
1710

Thr
1725

GAn

Arg

Arg

Leu

Leu

Ser

GAu

Vet

Leu

Ile

GAu

Lys

Asp

GAu

GAu

Al a

Ser

Al a

Asp

Leu

Lys

Asp

Ser

Hi s

Arg

Al a

GAn

Leu

Asn

Al a

Ile

Ay

Lys

Leu

Lys

GAu

Lys

GAu

Lys

Lys

Ser

GAu



1895

GAu Ala
1910

Leu Arg Val

1925

<210>
<211>
<212>
<213>

55

<220>
<221>
<222>
<223>

6163
DNA
Hormo sapi ens

Gu Gu Arg Ala Asp

m sc_feature
(1).

myosi n,

~(6163)

variant 1

<400> 55
atagctatcc

ccaagaactg
cagcagccat
gaaagt ct ga
tctttgtgge
gaaaagt gac
tccccat gaa
at gagcct gc
at t caggt ct
aggt ggt gac
tctctgacaa
ct ggagaat c
caat t gcagt
ct ct ggaaga
ccgt gaggaa
ct ggaaaact
tccagcttaa
cagaact t at
aaggggagat
ct at t gat at
ct gt gat gca

at at aaaaga
tctcactccc
gagt t cagac
aagggagcgc
ggagcccaaa
ggt gaagact
ccct cccaaa
tgtgctgtac
cttctgtgtc
agcct accga
cgcct at cag
tggt gcaggg
t act ggt gag
tcaaat catc
t gacaact cc
ggcat ct gct
ggct gagaga
t gaaat get t
cagt gt ggcc
tttgggettt
tt at gggaac

Lys Ser Arg Gu

heavy chain 2,

1900

1915

1930

gccct t ggaa
aggct acatc
t cagaat t gg
at t gaggccc
gaatcctttg
gagggaggag
t at gacaaga
aacct caaag
act gt caacc
ggcaaaaagc
ttcatgctga
aagact gt ga
aagaagaagg
agt gccaacc
tctegetttg
gat att gaaa
agttatcata
ctgattacca
agcat cgatg
act aat gaag

ctaaaattta

Va

skel et a

Ile Ala Qu Ser

His Thr Ly

nmuscl

t gaggct gac
ttctcacttg
ctgtttttgg
agaat aggcc
t caaagggac
cgact ct gac
t cgaggat at
aacgttatgc
cctacaagtg
gccaggaggce
ct gaccgaga
acaccaagcg
aagaaatt ac
ccct act gga
gt aaat t cat
cat at ct gct
ttttttacca
cgaacccat a
at caggaaga
aaaaggtctc

agcaaaagca
Page 250

N3027PCT_sequ. | i st..txt
1905

GAn
1920

Val

slle Ile

1935

e, adult

t cgt cct gt
ct aacaagga
ggaggct gcet
ctttgatgcec
cat ccagagc
agt gaaggat
ggccat gat g
agcctggatg
gctgectgtg
ccecgecccac
gaat cagt ca
t gt cat ccag
ttctggcaaa
ggcctttgge
cagaat ccac
agagaagt ct
gattacatcg
tgattaccca
act gat ggcc

catttacaag

gcgt gaggag

Asn Lys

Ser Gu

t t aaaaagct
cct ct gagt t
cctttcctec
aaaacat ctg
agagaaggag
gat caggt ct
act cat ct gc
at ct acacct
t at aagcccg
atcttctcca
at cctgat ca
tactttgcaa
at acagggga
aacgccaaga
tttggcacta
agagttgttt
aat aagaaac
tttgtcagtc
acagat agt g
ct cacggggg

caagcagagc

(MYH2) , transcri pt

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260



cagat ggcac
t gct caaagc
agact gt aga
tgttcctgtg
actt cat cgg
agct gt geat
t gct ggagca
t ggacct ggc
aagaggagt g
agcacct ggg
cccacttcge
agaagaacaa
aaact ct agc
gggccaagaa
gagagaattt
gt at catccc
agct gaggt g
gaatccttta
aagggcaat t
accacaccca
t cct agagga
gcagagggt t
tctgtatcca
tcttcttcaa
t gaaggaaga
aact ggaaga
aggct gaagc
aaat ccagct
t caat gct ga
aagacat tga
aaaacaaggt
t gaccaagga
cagaggagga
atgatcttga

agaagtt gct
tctctgctac
acaggt gt cc
gatggttgcc
ggt ctt ggac
caactt cacc
ggaggagt ac
tgcctgeatc
catgttccct
caagt ct gcc
tctgattcac
ggaccccct g
tcagctcttc
aggt ggt aag
gaacaagct g
caat gagaca
taacggtgtg
tgcagacttc
catt gat agc
gtataaattt
gat gcgagat
cttggcaaga
gtacaatatc
gat caagcct
atttcagaaa
aaagat ggt g
cgaaggcttg
agaagccaaa
gct gacagcc
t gacctt gag
gaaaaacct c
gaagaaggct
caaagt caac

agggtccttg

N3027PCT_sequ. | i st..txt

gacaaggcgg

cccagggt ca
aacgcagt ag
cgcat caacc
attgctggtt
aat gagaaac
aagaaggaag
gagct cat cg
aaggcaacag
aacttccaga
tatgctggtg
aat gagaccg
t ct ggggcet ¢
aagaagggct
at gaccaacc
aaaactcctg
ct ggaaggca
aaacagagat
aagaaggcct
gggcacacca
gacaagct gg
gt ggagt acc
agatccttca
ct gtt gaaga
att aaagacg
acgctgttga
gct gat gcag
at caaagagg
aagaagagga
ct gacact gg
acagaagaga
ct ccaggagg
accct gacca

gagcaagaaa

cctacctcca
aggt cggcaa
gt gct ct ggc
agcagct gga
ttgagatttt
t gcaacagtt
gcat cgagt g
agaagcct at
acacct cct t
agcccaaggt
ttgtggacta
t ggt t ggact
aaact gct ga
cttctttcca
t caggagt ac
gt gccat gga
tccgcatctg
acaaggt at t
ct gagaagct
aggtcttttt
cccagct gat
agaggat ggt
t gaat gt caa
gt gcagaaac
aacttgccaa
aagaaaaaaa
aggaaaggt g
t gact gagag
aact ggagga
ccaaggttga
t ggcaggt ct
cccaccagcea
aagct aaaat

agaaacttcg

Page 251

gagt ct gaac
tgagtatgtc
caaagccgtc
caccaagcag
tgatttcaac
tttcaaccac
gacgttcatc
gggcatcttc
caagaacaag
ggt caaaggc
caacat t act
gt accagaag
aggagaggga
gacagt gt ct
ccat cct cac
gcat gagct t
t aggaaagga
aaat gcaagt
ccttgcatcc
caaagct ggt
t acccgaacc
ggagagaagg
gcact ggccc
t gagaaggag
gt cagaggca
t gacttgcag
t gaccagct a
agct gaggat
tgaatgttca
gaaggagaaa
ggat gaaacc
gaccct ggat
caaacttgaa

cat ggacct a

tctgcagatc
accaaaggcc
t acgagaaga
cccaggcagt
agcct ggagce
cacat gttcg
gactt cggga
t ccat cct gg
ct gt at gacc
aaggccgagyg
ggctggetgg
t ctgcaat ga
gct ggt ggag
gcccttttca
ttt gt gaggt
gt cct ccacc
tttccaagca
gcaatccctg
at cgacattg
cttctggggc

caggccaggt
gaggccat ct

t ggat gaaac
at ggccacca
aaaaggaagg
ctccaagttc
at caaaacca
gaggaagaga
gaact caaga
cat gccacag
attgct aagc
gacct gcagg
caacaagt gg

gaaagggct a

1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300



agaggaaact
agaaacagca
gcaagattga
aagcccgcat
cagagaagca
aagccggt gg
agaaaat gcg
t gaggaagaa
gagt gaagca
ct agt aat gt
t agaggacca
acct gact gc
at gaaaagga
tt gaagaat t
ccctgeagtc
aat ccaaggc
ggaccaaat a
agct ggccca
cttcecctcga
t ggagaggac
t cct ggcaga
aggaggcccg
t ggat cagct
t cacggaaca
aagt ggaaca
aacat gaaga
tt gat aggaa
gaat cgt gga
ttaggct caa
ccaaccgcat
at acccagat
ccat ggt gga
t ggaacagac
gt gt t cagct

cagatatttc

t gagggt gac
acttgatgaa
agat gaacag
tgaggagct g
gcgct ct gac
ggccacttca
cagggacctg
gcat gcagat
gaagct ggag
agaaacggt c
act gagt gaa
gcagaggggg
agctctggtg
aaagaggcaa
ttcccgecac
cgagct gcag
cgagacggac
gcggct gcag
aaagacgaag
aaat gccgcec
at ggaaacag
ttcccttgge
agaaaccctg
gattgcagaa
agaaaagt gt
gggaaagat c
aattgct gaa
gt ccat gcag
gaagaagat g
ggctgetgag
ccacct ggat
gcgcagagcec
agagaggagc
act gcacacc

ccaaat gcaa

N3027PCT_sequ. | i st..txt

tt gaagttgg
aagct caaaa
gcact tggca
gaggaggaaa
ct ct ccecggy
gcccagattg
gaggaggcca
agt gt ggccg
aaggagaaga
t ccaaagcca
ct gaaat caa
cgcct gcaga
t ct cagtt at
ctt gaagagg
gact gt gacc
agagcact gt
gccat ccagce
gcagct gagg
cagcggct gc
t gt gccgecc
aaat gt gagg
act gagct gt
aagcgagaga
ggagggaaac
gaact t cagg
ct gcgceat cc
aaagat gagg
agcacgct gg
gagggagacc
gccct gagga
gatgctctcc
aacct gct gc
agaaaaat cg

cagaacacca

ggagagat gg

cccaagaat ¢
agaaagagt t
ttcaattgca
t cgaggcaga
agct ggagga
agat gaacaa
ccct acagcea
agct t gggga
gt gagat gaa
agggaaacct
aggaagagga
ct gaat ct gg
caagaggcaa
agat aaaagc
tgctgcggga
ccaaggccaa
gcacagagga
aacat gt aga
agaat gaggt
ttgacaaaaa
aaacgcat gc
t caagat aaa
acaaaaactt
gtatccatga
ctgctttaga
agctt gagt t
aaattgacca
at gct gagat
t caat gaaat
act acaggaa
ggagccagga
aggct gagat
cagaacagga
gcct gat caa

aggacattct
Page 252

cat aat ggac
t gaaat cagc
gaagaaaat t
gcgggcect cc
gat cagcgag
gaagcgggag
t gaagccaca
gcagatt gac
gat ggagat t
agagaaaat g
gcagcagegg
tgagttttca
acaagccttt
caagaacgcc
acagt at gag
caccgaggt t
gct ggaggag
agct gt gaac
cgaggacctc
gcaaaggaac
t gagct t gag
gaat gcct at
acagcaggag
act ggagaaa
agaagcagag
gaaccaagt c
gct gaagaga
caggagt agg
ggaaat ccag
cacccaaggc
ggacct gaag
cgaggagctg
gct cct ggat
caccaagaag

ccaggaagcc

attgaaaatg
aat ct gcaaa
aaagaatt gc
cgggccaaag
aggct ggaag
gctgagttcc
gcggcecaccce
aacct gcagc
gatgaccttg
t gccggact c
ctgatcaatg
cgccagettg
act caacaga
ct ggcgcat g
gaggagcagg
gcccaat gga
gccaagaaga
gccaaatgtg
atgcttgatg
ttcgat aaga
gcct cccaga
gaggaat ct t
atttctgacc
at aaagaaac
gcatctcttg
aagt ct gagg
aaccacatta
aat gat gcca
ct gaaccatg
at cct caagg
gaacagct gg
cgggccact ¢
gccagt gagc
aagct ggaga

cgcaat gcag

3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400



aagaaaaggc
agcaggacac
at ct gcagct
t ccagaaact
gt aat gctga
accagacgga
aggcaaaagt
at ct agct aa
ttgctgagtc
t aagt gaaga

acatctttgg

caagaaggcc
cagcgcccac
ccgt ct ggat
ggaggccagg
ggct gt caaa
agaagat aga
gaaat ctt at
attccgcaag
ccaggt gaac
gt gat cat gt

tcatttccct

N3027PCT_sequ. | i st..txt

atcactgatg
ct ggagcgga
gaggct gagc
gt acgggagc
ggt ct gcgcea
aagaatattc
aagagacaag
ctccagcatg
aaact gcggg
cctgat gcca

ctgtaattat

ccgccat gat
t gaagaagaa
agct ggccect
t ggaaggaga
aacat gagag
t caggcttca
ct gaggaggc
agct ggagga
t gaagagccg
t ggaat gact
tgtgtattct

ggct gaggag
cat ggagcag
gaagggt ggg
ggt t gagagt
gcgagt gaag
agatttggta
t gaggaacaa
ggccgaggaa
ggaggttcac
gaagacaggc

accctgttge

aagcataggg tagtttgcaa acaat aaaaa aaaaaaaaaa aaaaaaaaaa

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaa

<210> 56

<211> 1941

<212> PRT

<213> Honp sapi ens

<220>

<221> M SC_FEATURE

<222> (1)..(1941)

<223> nyosin, heavy chain 2, skeletal nuscle, adult

variant 1

<400> 56

Met Ser Ser Asp Ser Gu Leu Ala Val Phe Gy Gu Ala Ala

1 5 10

Leu Arg Lys Ser Gu Arg Gu Arg Ile Gu Ala G n Asn Arg
20 2 30

Asp Ala Lys Thr Ser Val Phe Val Ala Gu Pro Lys Gu Ser

35 40 45
Lys Gy Thr Ile Gn Ser Arg Au Gy Gy Lys Val Thr Va
50 55 60

GuG@y Gy Ala Thr Leu Thr Val Lys Asp Asp G n Val Phe

65 70 75

Asn Pro Pro Lys Tyr Asp Lys lle Gu Asp Met Ala Met Met

85 90

Leu Hs Gu Pro Ala Val Leu Tyr Asn Leu Lys Gu Arg Tyr

100 105 110

Page 253

ct gaagaagg
accgt gaagg
aagaagcaga
gagcaaaagc
gaact cact t
gat aaacttc
t ccaacacca
cgggct gaca
acaaaagt ca
acaaaatgtg
aaaggaaat a

daaaaaaaaa

Phe

Pro Phe

Phe Val

Lys Thr

Pro Met

80

Thr
95

Hi s

Ala Ala

5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6163

(MYH2) , transcri pt



N3027PCT_sequ. | i st..txt

Tyr Thr Tyr Ser Ay Leu Phe Cys Val Thr Val Asn Pro

Trp Met Ile
115 120 125

Tyr Lys Trp Leu Pro Val Tyr Lys Pro Gu Val Val Thr Ala Tyr Arg
130 135 140

Lys Lys Arg Gn Gu Ala Pro Pro Hi s

y Phe Ser Ile Ser Asp
145 150

_k_
o —
(SN0
-y
[e2]
o

Asn Ala Tyr G n Phe Met Leu Thr Asp Arg Gu Asn G n Ser Leu
0

165 17

—_—
~N
o1

lle Thr Gy Gu Ser Gy Ala Gy Lys Thr Val Asn Thr Lys Arg Va

[le Gn Tyr Phe Ala Thr Ile Ala Val Thr Gy Gu Lys Lys Lys Gu
195 200 205

Gulle Thr Ser Gy Lys Ile Gn Gy Thr Leu Gu Asp GAn lle Ile

Ser Ala Asn Pro Leu Leu Gu Ala Phe Gy Asn Ala Lys Thr Val Arg
225 230 235 240

Asn Asp Asn Ser Ser Arg Phe Gy Lys Phe Ile Arg Ile Hs Phe Gy
245 250 255

Thr Thr Gy Lys Leu Ala Ser Ala Asp Ile Gu Thr Tyr Leu Leu Gu
260 265 270

Lys Ser Arg Val Val Phe G n Leu Lys Ala Gu Arg Ser Tyr His lle
275 280 285

Phe Tyr G n Ile Thr Ser Asn Lys Lys Pro Gu Leu Ile Gu Mt Leu
290 295 300

Leu Ile Thr Thr Asn Pro Tyr Asp Tyr Pro Phe Val Ser Gn Gy Gu
305 310 315 320

[le Ser Val Ala Ser Ile Asp Asp G n Gu Gu Leu Met Ala Thr Asp
325 330 335

Ser Ala Ile Asp Ile Leu Gy Phe Thr Asn Gu Gu Lys Val Ser Ile
340 345 350

Tyr Lys Leu Thr Ay Ala Val Met His Tyr Gy Asn Leu Lys Phe Lys
355 360 365

GnLys Gn Arg Gu Gu G@n Ala Gu Pro Asp Gy Thr Gu Val A a

Page 254



Asp

Al a

Ay

Al a

Ile

Phe

Phe

Lys

Val
Ser
625

Lys

Phe

Lys

Leu

GAn

Val

Leu

450

Al a

Asn

Val

Ile

Pro

530

Al a

Lys

Al a

Thr

Ay

Ay

Ay

Arg

Al a

Cys

Thr

Tyr

435

Asp

Ay

Phe

Leu

Asp

515

Vet

Thr

Ser

Hi s

Ay

Leu

Al a

Ay

GAu

Al a

Tyr

Val

420

Thr

Phe

Thr

Phe

Ay

Asp

Al a

Phe

580

Trp

GAn

Lys

Asn

Pro
405

Lys

Lys

GAu
4

Asn
485

Thr

Asn

565

Al a

Leu

GAn

Thr

Leu
390
Arg

GAn

Vet

GAu

GAu

Vet

Phe

Ser

550

Phe

Leu

GAu

Lys

Al a

630

Lys

Asn

Val

Val

Phe

Pro

455

Phe

Lys

Asp

Ser

535

Phe

GAn

Ile

Lys

Ser

615

GAu

Ay

Lys

N3027PCT_sequ. | i st..txt
Leu Asn Ser Ala

Ser

Lys

Ser

Leu

440

Arg

Asp

Leu

Tyr

Leu

520

Lys

Lys

Hi s

Asn

600

Al a

Ay

Ser

Leu

Val
Asn

425

Trp

Phe

Leu

Asn

Pro

Tyr

585

Lys

Ser

395

Gy Asn

Al a Va

Met Va

Tyr Phe

Asn Ser

475

G n Phe

Lys Gu

Ala Cys

Gu du

Lys Leu

555

Lys Va

Ala Gy

Asp Pro

Lys Thr

Gy Ala

635

Phe G n
650

Thr Asn
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GAu

Ay

Al a

Ile

Leu

Phe

Ay

Ile

Val

Val

Leu

Leu

620

Ay

Thr

Leu

Asp

Tyr

Al a

Asn

Asp

Lys

Val

Asn

605

Al a

Ay

Val

Arg

Leu

Val

Leu

430

Ile

Val

GAn

Hi s

Leu

Vet

Ay

Ser

Ser

Leu

Thr

415

Al a

Asn

Leu

Leu Cy

Hi s

495

Trp

Ile

Phe

Hi s

Lys

575

Thr

Leu

Al a

Al a

655

Thr

Lys

Lys

GAn

Asp

480

Vet

Thr

GAu

Pro

Leu

560

Al a

Asn

Val

Phe

Lys

Leu

Hi s



N3027PCT_sequ. | i st..txt
660 665 670

Pro His Phe Val Arg Cys Ile Ile Pro Asn Gu Thr Lys Thr Pro Gy
675 680 685

Ala Mt Gu Hs Gu Leu Val Leu Hs Gn Leu Arg Cys Asn Gy Va
690 695 700

Leu Gu Gy Ile Arg Ile Cys Arg Lys Ay Phe Pro Ser Arg Ile Leu
705 710 715 720

Tyr Ala Asp Phe Lys G n Arg Tyr Lys Val Leu Asn Ala Ser Ala Ile
725 730 735

Pro Gu Gy Gn Phe Ile Asp Ser Lys Lys Ala Ser Gu Lys Leu Leu

Ala Ser Ile Asp Ile Asp H's Thr A n Tyr Lys Phe Gy H's Thr Lys
755 760 765

Val Phe Phe Lys Ala Gy Leu Leu Gy Leu Leu Gu Gu Mt Arg Asp
770 775 780

Asp Lys Leu Ala A n Leu Ile Thr Arg Thr G n Ala Arg Cys Arg Gy
785 790 795 800

Phe Leu Ala Arg Val Gu Tyr Gn Arg Met Val Gu Arg Arg Gu Ala
805 810 815

Ile Phe Cys Ile GAn Tyr Asn Ile Arg Ser Phe Met Asn Val Lys His
820 825 830

Trp Pro Trp Met Lys Leu Phe Phe Lys Ile Lys Pro Leu Leu Lys Ser
835 840 845

Ala Gu Thr Gu Lys Gu Met Ala Thr Met Lys Au Gu Phe G n Lys
850 855 860

Ile Lys Asp Gu Leu Ala Lys Ser Gu Ala Lys Arg Lys Gu Leu Gu
865 870 875 880

Gu Lys Met Val Thr Leu Leu Lys Gu Lys Asn Asp Leu Gn Leu An
885 890 895

Val Gn Ala Gu Ala Gu Ay Leu Ala Asp Ala Gu Gu Arg Cys Asp
900 905 910

Gn Leu Ile Lys Thr Lys Ile G n Leu Gu Ala Lys Ile Lys Gu Va
925

Thr Gu Arg Ala Gu Asp Gu Gu Au Ile Asn Ala Qu Leu Thr Ala
930 935 940
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Lys Lys Arg Lys Leu Gu Asp G u Cys Ser Gu Leu Lys Lys Asp lle
950 955 960

Asp Asp Leu Gu Leu Thr Leu Ala Lys Val Gu Lys Gu Lys Hs Ala
965 970 975

Thr G u Asn Lys Val Lys Asn Leu Thr Gu Gu Met Ala Gy Leu Asp
980 985 990

Gu Thr Ile Ala Lys Leu Thr Lys du Lys Lys Ala Leu Gn Gu A a
995 1000 1005

Hs An Gn Thr Leu Asp Asp Leu G n Ala Gu Gu Asp Lys Val
1010 1015 1020

Asn Thr Leu Thr Lys Ala Lys Ile Lys Leu Gu Gn dn Val Asp
1025 1030 1035

Asp Leu Gu Gy Ser Leu Gu Gn Gu Lys Lys Leu Arg Met Asp
1040 1045 1050

Leu Gu Arg Ala Lys Arg Lys Leu Gu Ay Asp Leu Lys Leu Ala
1055 1060 1065

Gn Gu Ser Ile Mt Asp Gu Asn Gu Lys Gn Gn Leu Asp
Gu Lys Leu Lys Lys Lys Gu Phe Gu Ile Ser Asn Leu G n Ser
Gu Asp Gu Gn Ala Leu dy Ile dn Leu Gn Lys Lys
Ile Lys GIuLeuGInAIa?g lle Au Au Leu Au Gu GQu lle
Gu Al a GIuArgAIaSer?g Ala Lys Ala Gu Lys Gn Arg Ser
Asp Leu Ser Arg Gu Leu Gu GIuIIeSerGIu?% Leu Au Gu
Ala Gy Gy Ala Thr Ser Ala Gn lle Gu Met Asn Lys Lys Arg

Gu Ala Gu Phe Gn Lys Met Arg Arg Asp Leu Gu Gu Ala Thr

Leu Gn Hs Gu Ala Thr Ala Ala Thr Leu Arg Lys Lys Hs Ala
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Asp Ser
1205
Val Lys
1220
[le Asp
1235
Gy Asn
1250
G u Leu
1265
Leu Thr
1280
Ser Arg
1295
Arg Gy
1310
G n Leu
1325
Leu G n
1340
Gu Gu
1355
Lys Al a
1370
Asp Al a
1385
Leu Al a
1400
Asn Al a
1415
Asn Gu
1430
Ala Cys
1445

Val

Asp

Leu

Lys

Al a

Ser

Asn

Lys

Val

Al a

Al a

Lys

Leu

GAu

Ser

GAn

Leu

GAn

GAu

Ser

GAn

Thr

GAu

Al a

GAu

Leu

Al a

Lys

Lys

Arg

Asp

Al a

GAu

Arg

GAu

Arg

Leu

Al a

Asp

Leu

Leu

Ser

Vet

Phe

Ile

Hi s

Ser

Val

Thr

Ser

Leu

Asp

N3027PCT_sequ. | i st..txt
Gy Gudnlle Asp Asn

1210

Lys
1225

Asn
1240

Cys
1255

Al a
1405

Leu
1420

Vet
1435

1450

du

Va

Arg

Leu

du

An

Al a

Al a

An

du

Al a

du

Leu

Lys

Lys Ser

Gu Thr

Thr Leu

Gn dn

Gn Thr

Al a Leu

Gnlle

Lys Asn

Asp Leu

GAu Leu

Trp Arg

Leu Gu

Gu du

Lys Thr

Asp Va

Gn Arg

Val

GAu

Arg

GAu

Val

GAu

Al a

Leu

GAn

Thr

GAu

Hi s

Lys

GAu

Asn
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1215

Vet
1230

Ser
1245

Leu
1275

Ser
1290

Ser
1305

1320

Leu
1335

Al a
1395

Val
1410

Phe
1455

Leu

Lys

Lys

Ile

Ay

Leu

Al a

GAu

Al a

Tyr

Lys

Arg

Thr

Asp

Vet

Al a

Leu

Asn

Leu

Lys

Hi s

Leu

Lys

Al a

Leu

Asn

Lys

Arg

GAu

Lys

Ser

Asp

Phe

Ser

Arg

Al a

Tyr

Ser

Thr

Lys

Val

Al a

Ile



Leu

Lys

Leu

Thr

Lys

Al a

Asp

Arg

Al a

Asn

Ay

Ser

Al a

Asp

Al a
1460

Al a
1475

Leu
1550

Leu
1565

GAu

Ser

Lys

Arg

Arg

Lys

Hi s

Leu

Leu

Thr

Ser

Trp

Asn

GAu

Ile

Lys

GAu

Ile

Ile

Arg

Asp

Al a

Lys

Asp

Leu

GAu

Lys

Lys

Al a

Asn

Al a

GAn

Al a

Al a

Arg

Ser

Leu

Al a

Asp

Leu

GAn

Arg

Arg

Tyr

Lys

GAu

Val

GAu

Leu

GAu

Ile

Arg

Asn

GAu

Thr

Lys

Al a

Ser

Val

N3027PCT_sequ. | i st..txt
Cys Gu du Thr

Asn
1510

y
1525

Val
1600

Asn
1615

Arg

Leu

Ay

An

Ser

Leu

Asp

du

Asp

Vet

Leu

An

Lys

Leu

Ser

Ser

Leu

Asn

GAu

Ser

Al a

Arg

Hi s

Leu

GAu

Leu

Leu

GAn

Arg

Lys

GAu

GAn

GAu

Ile

Ile

Asn

Leu

Al a

GAu

Al a

Ay

Asp

GAu

Hi s

Val

Ile

GAn

Arg

GAn

Tyr

Asp

Vet

Leu

GAu

Leu H's Thr
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Hi s
1470

Thr
1485

GAn
1500

Ser
1605

Leu
1620

Al a

GAu

Leu

Ser

GAu

Leu

GAu

Ser

GAn

Thr

Lys

Asn

Asn

Al a

Al a

GAu

Asn

GAu

Leu

Asp

Leu

GAn

Ay

Leu

Leu

Lys

Hi s

Thr

Leu

Arg

Thr

Leu

Thr

Leu

Phe

Thr

Leu

Al a

Lys

Val

Lys

Asp

Lys

Al a

Arg

Arg

Leu

Leu

Ser



Leu

Lys Lys

Asp Gu

Ser Gu

Hs Au

Arg Lys

Ala Lys

Leu Gu

Asn Lys

Ser Gu

<210>
<211>
<212>
<213>

Asn

Al a

Lys

Asn

Al a

Leu

Arg

Asn

Val

Asn

Leu

57
6163
DNA

Thr

Vet

Lys

Lys

Vet

GAu

GAu

Lys

Arg

Lys

Thr

Al a

Arg

Lys

Lys

GAu

GAn

Al a

Arg

Val

Leu

Ser

Asn

GAu

Val

Hormo sapi ens

Lys

Asp

Al a

Leu

Arg

Asn

Lys

Arg

Tyr

Leu

GAu

Lys

N3027PCT_sequ. | i st..txt

1720

Leu

Leu

Thr

Thr

Va

Leu

Arg

du

Leu

An

Arg

Lys

Al a

Arg

G u Thr Asp

Gn du Al a

Asp Ala Al a

Ser Ala His

Lys Asp Leu

Lys Gy Gy

Gu Leu Qu

Ala Val Lys

Thr Tyr Gn

Asp Leu Va

Gn Ala GQu

Phe Arg Lys

Asp Ile Ala

Gu Val His
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1725

Thr
1860

1905

1920

Thr
1935

Ser

Asn

Vet

GAu

Leu

Lys

GAu

Leu

Lys

Al a

GAn

Ser

Lys

Al a

Al a

Arg

Arg

Val

Arg

GAu

Leu

GAu

Hi s

Val

Vet

GAu

GAu

Vet

Leu

Ile

GAu

Lys

Asp

GAn

GAu

GAu

Val

Ile



<220>
<221> msc_feature
<222> (1)..(6163)
<223> nyosin,

vari ant 2
<400> 57
aggacgggcec tttcaagagg

ttctgaactg
cagcagccat
gaaagt ct ga
tctttgtgge
gaaaagt gac
tccccat gaa
at gagcct gc
at t caggt ct
aggt ggt gac
tctctgacaa
ct ggagaat c
caat t gcagt
ct ct ggaaga
ccgt gaggaa
ct ggaaaact
tccagcttaa
cagaact t at
aaggggagat
ct at t gat at
ct gt gat gca
cagat ggcac
t gct caaagc
agact gt aga
tgttcctgtg
actt cat cgg
agct gt geat
t gct ggagca
t ggacct ggc
aagaggagt g
agcacct ggg

tctcactccc
gagt t cagac
aagggagcgc
ggagcccaaa
ggt gaagact
ccct cccaaa
tgtgctgtac
cttctgtgtc
agcct accga
cgcct at cag
tggt gcaggg
t act ggt gag
tcaaat catc
t gacaact cc
ggcat ct gct
ggct gagaga
t gaaat get t
cagt gt ggcc
tttgggettt
tt at gggaac
agaagtt gct
tctctgctac
acaggt gt cc
gatggttgcc
ggt ctt ggac
caactt cacc
ggaggagt ac
tgcctgeatc
catgttccct

caagt ct gcc

heavy chain 2,

N3027PCT_sequ. | i st..txt

gacactggtc
aggct acatc
t cagaat t gg
at t gaggccc
gaatcctttg
gagggaggag
t at gacaaga
aacct caaag
act gt caacc
ggcaaaaagc
ttcatgctga
aagact gt ga
aagaagaagg
agt gccaacc
tctegetttg
gat att gaaa
agttatcata
ctgattacca
agcat cgatg
act aat gaag
ctaaaattta
gacaaggcgg
cccagggt ca
aacgcagt ag
cgcat caacc
attgctggtt
aat gagaaac
aagaaggaag
gagct cat cg
aaggcaacag

aacttccaga

skel et a

nmuscl

acaccgccca
ttctcacttg
ctgtttttgg
agaat aggcc
t caaagggac
cgact ct gac
t cgaggat at
aacgttatgc
cctacaagtg
gccaggaggce
ct gaccgaga
acaccaagcg
aagaaatt ac
ccct act gga
gt aaat t cat
cat at ct gct
ttttttacca
cgaacccat a
at caggaaga
aaaaggtctc
agcaaaagca
cctacctcca
aggt cggcaa
gt gct ct ggc
agcagct gga
ttgagatttt
t gcaacagtt
gcat cgagt g
agaagcct at
acacct cct t
agcccaaggt

Page 261

e, adult

gt gt cagcag
ct aacaagga
ggaggct gcet
ctttgatgcec
cat ccagagc
agt gaaggat
ggccat gat g
agcctggatg
gctgectgtg
ccecgecccac
gaat cagt ca
t gt cat ccag
ttctggcaaa
ggcctttgge
cagaat ccac
agagaagt ct
gattacatcg
tgattaccca
act gat ggcc
catttacaag
gcgt gaggag
gagt ct gaac
tgagtatgtc
caaagccgtc
caccaagcag
tgatttcaac
tttcaaccac
gacgttcatc
gggcatcttc
caagaacaag

ggt caaaggc

cagct gct ag
cctct gagt t
cctttcectcec
aaaacatctg
agagaaggag
gat caggt ct
act cat ct gc
at ct acacct
t at aagcccg
atcttctcca
at cct gat ca
tactttgcaa
at acagggga
aacgccaaga
tttggcacta
agagttgttt
aat aagaaac
tttgtcagtc
acagat agt g
ct cacggggy
caagcagagc
tctgcagatc
accaaaggcc
t acgagaaga
cccaggcagt
agcct ggagce
cacat gttcg
gactt cggga
t ccat cct gg

ct gt at gacc

aaggccgagg

(MYH2) , transcri pt

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860



cccacttcge
agaagaacaa
aaact ct agc
gggccaagaa
gagagaattt
gt at catccc
agct gaggt g
gaatccttta
aagggcaat t
accacaccca
t cct agagga
gcagagggt t
tctgtatcca
tcttcttcaa
t gaaggaaga
aact ggaaga
aggct gaagc
aaat ccagct
t caat gct ga
aagacat tga
aaaacaaggt
t gaccaagga
cagaggagga
atgatcttga
agaggaaact
agaaacagca
gcaagattga
aagcccgcat
cagagaagca
aagccggt gg
agaaaat gcg
t gaggaagaa
gagt gaagca
ct agt aat gt

t agaggacca

tctgattcac
ggaccccct g
tcagctcttc
aggt ggt aag
gaacaagct g
caat gagaca
taacggtgtg
tgcagacttc
catt gat agc
gtataaattt
gat gcgagat
cttggcaaga
gtacaatatc
gat caagcct
atttcagaaa
aaagat ggt g
cgaaggcttg
agaagccaaa
gct gacagcc
t gacctt gag
gaaaaacct c
gaagaaggct
caaagt caac
agggtccttg
t gagggt gac
acttgatgaa
agat gaacag
tgaggagct g
gcgct ct gac
ggccacttca
cagggacctg
gcat gcagat
gaagct ggag
agaaacggt c

act gagt gaa

N3027PCT_sequ. | i st..txt

tatgctggtg
aat gagaccg
t ct ggggcet ¢
aagaagggct
at gaccaacc
aaaactcctg
ct ggaaggca
aaacagagat
aagaaggcct
gggcacacca
gacaagct gg
gt ggagt acc
agatccttca
ct gtt gaaga
att aaagacg
acgctgttga
gct gat gcag
at caaagagg
aagaagagga
ct gacact gg
acagaagaga
ct ccaggagg
accct gacca
gagcaagaaa
tt gaagttgg
aagct caaaa
gcact tggca
gaggaggaaa
ct ct ccecggy
gcccagattg
gaggaggcca
agt gt ggccg
aaggagaaga
t ccaaagcca

ct gaaat caa

ttgtggacta
t ggt t ggact
aaact gct ga
cttctttcca
t caggagt ac
gt gccat gga
tccgcatctg
acaaggt at t
ct gagaagct
aggtcttttt
cccagct gat
agaggat ggt
t gaat gt caa
gt gcagaaac
aacttgccaa
aagaaaaaaa
aggaaaggt g
t gact gagag
aact ggagga
ccaaggttga
t ggcaggt ct
cccaccagcea
aagct aaaat
agaaacttcg
cccaagaat ¢
agaaagagt t
ttcaattgca
t cgaggcaga
agct ggagga
agat gaacaa
ccct acagcea
agct t gggga
gt gagat gaa
agggaaacct

aggaagagga
Page 262

caacat t act
gt accagaag
aggagaggga
gacagt gt ct
ccat cct cac
gcat gagct t
t aggaaagga
aaat gcaagt
ccttgcatcc
caaagct ggt
t acccgaacc
ggagagaagg
gcact ggccc
t gagaaggag
gt cagaggca
t gacttgcag
t gaccagct a
agct gaggat
tgaatgttca
gaaggagaaa
ggat gaaacc
gaccct ggat
caaacttgaa
cat ggacct a
cat aat ggac
t gaaat cagc
gaagaaaat t
gcgggcect cc
gat cagcgag
gaagcgggag
t gaagccaca
gcagatt gac
gat ggagat t
agagaaaat g

gcagcagegg

ggctggetgg
t ctgcaat ga
gct ggt ggag
gcccttttca
ttt gt gaggt
gt cct ccacc
tttccaagca
gcaatccctg
at cgacattg
cttctggggc

caggccaggt
gaggccat ct

t ggat gaaac
at ggccacca
aaaaggaagg
ctccaagttc
at caaaacca
gaggaagaga
gaact caaga
cat gccacag
attgct aagc
gacct gcagg
caacaagt gg
gaaagggct a
attgaaaatg
aat ct gcaaa
aaagaatt gc
cgggccaaag
aggct ggaag
gctgagttcc
gcggcecaccce
aacct gcagc
gatgaccttg
t gccggact c

ctgatcaatg

1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960



acct gact gc
at gaaaagga
tt gaagaat t
ccctgeagtc
aat ccaaggc
ggaccaaat a
agct ggccca
cttcecctcga
t ggagaggac
t cct ggcaga
aggaggcccg
t ggat cagct
t cacggaaca
aagt ggaaca
aacat gaaga
tt gat aggaa
gaat cgt gga
ttaggct caa
ccaaccgcat
at acccagat
ccat ggt gga
t ggaacagac
gt gt t cagct
cagatatttc
aagaaaaggc
agcaggacac
at ct gcagct
t ccagaaact
gt aat gctga
accagacgga
aggcaaaagt
at ct agct aa
ttgctgagtc

t aagt gaaga

gcagaggggg
agctctggtg
aaagaggcaa
ttcccgecac
cgagct gcag
cgagacggac
gcggct gcag
aaagacgaag
aaat gccgcec
at ggaaacag
ttcccttgge
agaaaccctg
gattgcagaa
agaaaagt gt
gggaaagat c
aattgct gaa
gt ccat gcag
gaagaagat g
ggctgetgag
ccacct ggat
gcgcagagcec
agagaggagc
act gcacacc
ccaaat gcaa
caagaaggcc
cagcgcccac
ccgt ct ggat
ggaggccagg
ggct gt caaa
agaagat aga
gaaat ctt at
attccgcaag
ccaggt gaac

gt gat cat gt

N3027PCT_sequ. | i st..txt

cgcct gcaga
t ct cagtt at
ctt gaagagg
gact gt gacc
agagcact gt
gccat ccagce
gcagct gagg
cagcggct gc
t gt gccgecc
aaat gt gagg
act gagct gt
aagcgagaga
ggagggaaac
gaact t cagg
ct gcgceat cc
aaagat gagg
agcacgct gg
gagggagacc
gccct gagga
gatgctctcc
aacct gct gc
agaaaaat cg
cagaacacca
ggagagat gg
atcactgatg
ct ggagcgga
gaggct gagc
gt acgggagc
ggt ct gcgcea
aagaatattc
aagagacaag
ctccagcatg
aaact gcggg

cctgatgcca

ct gaat ct gg
caagaggcaa
agat aaaagc
tgctgcggga
ccaaggccaa
gcacagagga
aacat gt aga
agaat gaggt
tt gacaaaaa
aaacgcat gc
t caagat aaa
acaaaaactt
gt atccat ga
ctgctttaga
agcttgagtt
aaattgacca
at gct gagat
t caat gaaat
act acaggaa
ggagccagga
aggct gagat
cagaacagga
gcct gat caa
aggacat t ct
ccgecat gat
t gaagaagaa
agct ggccct
t ggaaggaga
aacat gagag
t caggcttca
ct gaggaggc
agct ggagga
t gaagagccg
t ggaat gact
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tgagttttca
acaagccttt
caagaacgcc
acagt at gag
caccgaggt t
gct ggaggag
agct gt gaac
cgaggacctc
gcaaaggaac
t gagct t gag
gaat gcct at
acagcaggag
act ggagaaa
agaagcagag
gaaccaagt c
gct gaagaga
caggagt agg
ggaaat ccag
cacccaaggc
ggacct gaag
cgaggagctg
gct cct ggat
caccaagaag
ccaggaagcc
ggct gaggag
cat ggagcag
gaagggt ggg
ggt t gagagt
gcgagt gaag
agatttggta
t gaggaacaa
ggccgaggaa
ggaggttcac

gaagacaggc

cgccagettg
act caacaga
ct ggcgcat g
gaggagcagg
gcccaat gga
gccaagaaga
gccaaatgtg
atgcttgatg
ttcgat aaga
gcct cccaga
gaggaat ct t
atttctgacc
at aaagaaac
gcatctcttg
aagt ct gagg
aaccacatta
aat gat gcca
ct gaaccatg
at cct caagg
gaacagct gg
cgggccact ¢
gccagt gagc
aagct ggaga
cgcaat gcag
ct gaagaagg
accgt gaagg
aagaagcaga
gagcaaaagc
gaact cact t
gat aaacttc
t ccaacacca
cgggct gaca
acaaaagt ca

acaaaatgtg

4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000



N3027PCT_sequ. | i st..txt
acatctttgg tcatttccect ctgtaattat tgtgtattct accctgttge aaaggaaata 6060

aagcataggg tagtttgcaa acaat aasaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 6120

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaa 6163

<210> 58

<211> 1941

<212> PRT

<213> Honp sapi ens

<220>

<221> M SC_FEATURE

<222> (1)..(1941)

<223> nmyosin, heavy chain 2, skeletal muscle, adult (MYH2),transcri pt
variant 2

<400> 58

Met Ser Ser Asp Ser Gu Leu Ala Val Phe Gy Gu Ala Ala Pro Phe
1 5 10 15

Leu Arg Lys Ser u Arg Au Arg Ile Gu Ala Gn Asn Arg Pro Phe
20 25 30

Asp Ala Lys Thr Ser Val Phe Val Ala Qu Pro Lys Gu Ser Phe Va
35 40 45

Lys Ay Thr Ile An Ser Arg Qu Gy Gy Lys Val Thr Val Lys Thr
50 55 60

Gu dy Gy Ala Thr Leu Thr Val Lys Asp Asp G n Val Phe Pro Met
75 80

Asn Pro Pro Lys Tyr Asp Lys lle Gu Asp Met Ala Met Met Thr Hi s
85 90 95

Leu Hs Gu Pro Ala Val Leu Tyr Asn Leu Lys Gu Arg Tyr Ala Ala
100 105 110

Trp Met Tyr Thr Tyr Ser Ay Leu Phe Cys Val Thr Val Asn Pro

125

_k_
—
o1
—
N
O

Tyr Lys Trp Leu Pro Val Tyr Lys Pro Gu Val Val Thr Ala Tyr Arg
130 135 140

Lys Lys Arg Gn Gu Ala Pro Pro Hi s

y Phe Ser Ile Ser Asp
145 150

_k_
o —
(SN0
-y
[e2]
o

Asn Ala Tyr G n Phe Met Leu Thr Asp Arg Gu Asn G n Ser Leu
0

165 17

—_—
~N
o1

lle Thr Gy Gu Ser Gy Ala Gy Lys Thr Val Asn Thr Lys Arg Va
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Ile

Ser

225

Asn

Thr

Lys

Phe

Leu

305

Ile

Ser

Tyr

Asp

Al a

Ay

Al a

Ile

GAn

Al a

Asp

Thr

Ser

Tyr

290

Ser

Al a

Lys

Lys

Leu

GAn

Val

Leu

450

Al a

Tyr

195

Thr

Asn

Asn

Ay

Thr

Val

Leu
355

Al a

Thr
Tyr
435

Asp

Ay

Phe

Ser

Pro

Ser

Ile

Thr

Al a

Asp

Thr

Arg

Al a

Tyr

Val

420

Thr

Phe

Al a

Ay

Leu

Ser

245

Leu

Val

Thr

Asn

Ser
325

Pro
405

Lys

Lys

Thr

Lys

Leu

230

Arg

Al a

Phe

Ser

Ile

Leu

Al a

GAu

Leu

390

Arg

GAn

Vet

Ile

Ile

Phe

Ser

GAn

Asn

295

Asp

Ay

Val

Val

Val

Phe

Pro

455

Phe

N3027PCT_sequ. | i st..txt

Al a

200

GAn

Al a

Ay

Al a

Leu

280

Lys

Asp

Asp

Phe

Vet

360

Al a

Ser

Lys

Ser

Leu

440

Arg

Asp

Val

Ay

Phe

Lys

Asp

Lys

Lys

Tyr

Thr

345

Hi s

GAu

Leu

Val

Asn

425

Trp

Phe

Thr Gy

Thr Leu

Gy Asn

235

Phe |le

250

Ala du

Pro Au

Pro Phe

315

Asn Gu

Tyr Gy

Pro Asp

Asn Ser

395

Asn

Al a Va

Met Va

Tyr Phe

Asn Ser
Page 265

GAu

Al a

Arg

Thr

Arg

Leu

300

Val

Leu

GAu

Asn

Ay

Al a

GAu

Ay

Al a

Ile

Leu

Lys
205
Asp

Lys

Tyr

Ser

285

Ser

Vet

Lys

Leu

365

Thr

Asp

Tyr

Al a

Thr

Hi s

Leu

270

Tyr

Al a
Val

350

Lys

Leu

Val

Leu

430

Ile

Val

Lys

Ile

Val

Phe

255

Leu

Hi s

Vet

Ay

Thr

335

Ser

Phe

Val

Leu

Thr

415

Al a

Asn

Leu

Leu

GAu

Ile

Arg

Ay

GAu

Ile

Leu

Lys

Al a

Lys

Lys

GAn

Asp

Cys



N3027PCT_sequ. list..txt
475

465 470 480

Ile Asn Phe Thr Asn G u Lys Leu G n GAn Phe Phe Asn His Hi s Mt
485 490 495

Phe Val Leu Gu Gn GQu Gu Tyr Lys Lys Gu Gy Ile Gu Trp Thr

Phe Ile Asp Phe Gy Met Asp Leu Ala Ala Cys Ile Gu Leu Ile Gu
515 520 525

Lys Pro Met Gy Ile Phe Ser Ile Leu Gu Gu Gu Cys Met Phe Pro
530 535 540

Lys Ala Thr Asp Thr Ser Phe Lys Asn Lys Leu Tyr Asp G n H s Leu
545 550 555 560

Gy Lys Ser Ala Asn Phe G n Lys Pro Lys Val Val Lys Gy Lys Ala
565 570 575

Gu Ala H's Phe Ala Leu Ile H's Tyr Ala Gy Val Val Asp Tyr Asn
580 585 590

[le Thr Ay Trp Leu Gu Lys Asn Lys Asp Pro Leu Asn A u Thr Va
595 600 605

Val Gy Leu Tyr G n Lys Ser Ala Met Lys Thr Leu Ala G n Leu Phe
610 615 620

Ser Gy Ala Gn Thr Ala Gu Gy Gu Gy Ala Gy Gy Gy Ala Lys
625 630 635 640

Lys Gy Gy Lys Lys Lys Gy Ser Ser Phe G n Thr Val Ser Ala Leu
645 650 655

Phe Arg A u Asn Leu Asn Lys Leu Met Thr Asn Leu Arg Ser Thr His
660 665 670

Pro Hs Phe Val Arg Cys Ile Ile Pro Asn Gu Thr Lys Thr Pro Gy
675 680 685

Ala Mt Gu Hs Gu Leu Val Leu Hs Gn Leu Arg Cys Asn Gy Va
690 695 700

Leu Gu Gy Ile Arg Ile Cys Arg Lys Ay Phe Pro Ser Arg Ile Leu
705 710 715 720

Tyr Ala Asp Phe Lys G n Arg Tyr Lys Val Leu Asn Ala Ser Ala Ile
725 730 735

Pro Gu Gy Gn Phe Ile Asp Ser Lys Lys Ala Ser Gu Lys Leu Leu
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Ala Ser Ile Asp Ile Asp H's Thr A n Tyr Lys Phe Gy H's Thr Lys
755 760 765

Val Phe Phe Lys Ala Gy Leu Leu Gy Leu Leu Gu Gu Mt Arg Asp
770 775 780

Asp Lys Leu Ala A n Leu Ile Thr Arg Thr G n Ala Arg Cys Arg Gy
785 790 795 800

Phe Leu Ala Arg Val Gu Tyr Gn Arg Met Val Gu Arg Arg Gu Ala
805 810 815

Ile Phe Cys Ile GAn Tyr Asn Ile Arg Ser Phe Met Asn Val Lys His
820 825 830

Trp Pro Trp Met Lys Leu Phe Phe Lys Ile Lys Pro Leu Leu Lys Ser
835 840 845

Ala Gu Thr Gu Lys Gu Met Ala Thr Met Lys Au Gu Phe G n Lys
850 855 860

Ile Lys Asp Gu Leu Ala Lys Ser Gu Ala Lys Arg Lys Gu Leu Gu
865 870 875 880

Gu Lys Met Val Thr Leu Leu Lys Gu Lys Asn Asp Leu Gn Leu An
885 890 895

Val Gn Ala Gu Ala Gu Ay Leu Ala Asp Ala Gu Gu Arg Cys Asp
900 905 910

Gn Leu Ile Lys Thr Lys Ile G n Leu Gu Ala Lys Ile Lys Gu Va
925

Thr Gu Arg Ala Gu Asp Gu Gu Au Ile Asn Ala Qu Leu Thr Ala
930 935 940

Lys Lys Arg Lys Leu Gu Asp G u Cys Ser Gu Leu Lys Lys Asp lle
960

Asp Asp Leu Gu Leu Thr Leu Ala Lys Val Gu Lys Gu Lys Hs Ala
965 970 975

Thr G u Asn Lys Val Lys Asn Leu Thr Gu Gu Met Ala Gy Leu Asp
980 985 990

Gu Thr Ile Ala Lys Leu Thr Lys du Lys Lys Ala Leu Gn Gu A a
9 1000 1005

Hs Gn Gn Thr Leu Asp Asp Leu G n Ala Gu Gu Asp Lys Va
1010 1015 1020
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Asn

Asp

Leu

Asp

Al a

Leu

Asp

Val

Ile

Ay

Thr
1025

Leu
1040

Asn
1250

Leu
1265

Leu

Arg

Ser

Leu

Ser

Ay

Hi s

Val

Asp

Leu

Lys

Thr

Ay

Al a

Lys

Asp

Leu

Arg

Arg

Al a

Phe

GAu

Al a

Lys

Leu

GAu

Ser

Lys

Ser

Lys

Vet

Lys

Al a

Thr

Al a

GAu

Leu

Al a

Lys

Lys

Al a

Leu

Arg

Asp

Lys

GAn

Al a

Ser

Leu

Ser

Lys

Thr

Leu

Ser

N3027PCT_sequ. | i st..txt
[le Lys Leu Gu Gn

Lys
1030

Asn
1240

Cys
1255

An

Leu

du

Phe

Leu

Al a

du

Arg

Al a

du

Va

Arg

GAu

GAu

Asn

GAu

Ay

GAu

Lys

Ile

Arg

Thr

GAn

Lys

GAu

Thr

GAn

Lys

Ay

Ile

Ile

Al a

Ser

GAu

Asp

Leu

Ser

Thr

Leu

GAn

Lys

Asp

Lys

Ser

GAn

Leu

GAu

GAu

Vet

Leu

Arg

Asp

Val

GAu

Arg

Page 268

1035

Leu
1050

Leu
1065

Asn
1215

Vet
1230

Ser
1245

Leu
1275

GAn

Arg

Lys

Leu

GAn

GAu

GAn

Leu

Lys

Lys

Leu

Lys

Lys

Ile

Val

Leu

Leu

Lys

Al a

Hi s

Vet

Al a

Leu

Asn

Asp

Asp

Al a

Asp

Ser

Ser

GAu

Arg

Thr

Al a

Arg

GAu

Lys

Ser

Asp



Leu

Ser

Arg

Leu

Lys

Asp

Leu

Asn

Asn

Ala Cy

Leu

Lys

Leu

Thr

Lys

Thr
1280

Al a
1370

Al a
1385

Al a
1400

Al a
1460

Al a
1475

Al a

Ser

Asn

Lys

Val

Al a

Ser

Lys

Arg

Lys

GAn

Leu

GAn

GAu

Ser

GAn

Thr

GAn

Arg

GAu

Al a

Trp

Asn

GAu

Lys

Arg

Asp

Al a

GAu

Arg

GAu

Arg

Leu

Al a

Asp

Leu

Lys

Lys

Al a

Asn

Al a

Phe

Ile

Hi s

Ser

Val

Thr

Ser

Leu

Asp

Tyr

Lys

GAu

Val

N3027PCT_sequ. | i st..txt

Arg
1285

Al a
1405

Leu
1420

Vet
1435

Asn
1510

y
1525

GAu

Leu

du

An

Al a

Al a

An

du

Al a

du

Leu

Lys

Leu

Ay

An

Gn Thr

Al a Leu

Gnlle

Lys Asn

Asp Leu

GAu Leu

Trp Arg

Leu Gu

Gu du

Lys Thr

Asp Va

Ser Leu

Ser Leu

Lys Arg

G u Lys

GAu

Val

GAu

Al a

Leu

GAn

Thr

GAu

Hi s

Lys

GAu

Asn

Thr

Ay

Asp

GAu

Ile

Cys

Page 269

Ser
1290

Ser
1305

GAu
1320

Leu
1335

Al a
1395

Val
1410

Phe
1455

Hi s
1470

Thr
1485

Ay

GAn

Leu

Al a

GAu

Al a

Tyr

Lys

Arg

Thr

Asp

Al a

GAu

Leu

Ser

GAu

Leu

GAu

Leu

Lys

Hi s

Leu

Lys

Al a

Leu

Asn

Lys

GAu

Leu

Asp

Leu

Phe

Ser

Arg

Al a

Tyr

Ser

Thr

Lys

Val

Al a

Ile

Leu

Phe

Thr

Leu

GAu

Al a



Al a

Asp

Arg

Al a

Asn

Ay

Ser

Al a

Asp

Leu

Lys

1535

Leu
1550

Leu
1565

Arg

Lys

Hi s

Leu

Leu

Thr

Ser

Asn

Al a

Lys

Asn

GAu

Ile

Ile

Arg

Asp

Al a

Lys

Asp

Leu

GAu

Thr

Vet

Lys

Lys

Vet

Al a

GAn

Al a

Arg

Ser

Leu

Al a

Asp

Leu

Arg

Arg

Lys

GAu

GAu

Leu

GAu

Arg

Asn

GAu

Thr

Lys

Al a

Ser

Val

Lys

Asp

Al a

GAn

GAn

N3027PCT_sequ. l i st..txt

1540

Val
1600

Asn
1615

Thr
1795

Ser

Leu

Asp

du

Asp

Vet

Leu

An

Lys

Leu

Leu

Leu

Thr

Thr

Va

Leu Au His

Asn G n Va

GAQuddulle

Ser Met G n

Ala Ile Arg

Gu lle dn

Arg Asn Tyr

H's Leu Asp

Leu Ala Met

Gu Gu Leu

lle Ala Gu

Leu Hi s Thr

G u Thr Asp

Gn du Al a

Asp Ala Al a

Ser Ala His

Lys Asp Leu
Page 270

1545

GAu
1560

Lys
1575

Ser
1605

Leu
1620

Leu
1635

GAu

Ser

GAn

Thr

Lys

Asn

Asn

Al a

Al a

GAu

Asn

Ser

Asn

Vet

GAu

Leu

Ay

Leu

Leu

Lys

Hi s

Thr

Leu

Arg

Thr

Leu

Thr

Al a

Al a

Arg

Arg

Lys

Val

Lys

Asp

Lys

Al a

Arg

Arg

Leu

Leu

Ser

Vet

GAu

GAu

Vet

Leu



Asp

Ser

Hi s

Arg

Al a

Leu

Asn

Ser

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

gt gggcggag
gact ct cagc
ctttcctceg
agacgtattg
ct caggat gg
aggatgtgta
cgcacct gaa

tctataccta

Ala du

Leu G u
Lys
Arg Arg
Asn
Val Lys
Asn Thr
Al a
Leu

Arg

59
6037
DNA

Hormo sapi ens

m sc_feature

(1)..(6037)
myosi n,

59

GAn

Al a

Arg

Val

Leu

Ser

Asn

GAu

Val

t gacaccat g
gaagt cagaa
cttcgtggtyg
gaaggt cact
cgccat gaac
t gagccagcec

ct caggcctc

Leu

Arg

Asn

Lys

Arg

Tyr

Leu

GAu

Lys

N3027PCT_sequ. | i st..txt

Al a
0

heavy chain 3,

Leu Lys Gy Ay Lys Lys
1815

Arg Qu Leu u dy QGu
1830

Gu Ala Val Lys Gy Leu
1845

Leu Thr Tyr Gn Thr Gu
1860

Gn Asp Leu Val Asp Lys
1875

Arg Gdn Ala du du Al a
1890

Lys Phe Arg Lys Leu Gn
1905

Ala Asp Ile Ala Au Ser
1920

Arg Au Val Hs Thr Lys
1935

skel etal nuscle, enbryon

gt ct gggat ¢ tcctggcet gt

agt agt gaca

aaggagagga

gact caaagg

gt ggaaact g

ccccccaagt

gt gct gt aca

ttctgtgtca

tgctgtettc
ct gaaat gga
t cgaggct ca
aagaat at gc
aggacaacag
t cgacaggat
acct gaagga

ct gt caaccc
Page 271

tgctctcatc
agt gttcggc
gaaccagccc
caaggggaaa
gaccctggtg
cgaagacatg
ccgttacaca

ct acaagt gg

Gnlle

Val du

Arg Lys

Gu Asp

Leu G n

Gu du

Hs Au

G n Va

Val Ile

¢, (MYH3)

ct gcaggt gg
atagctgctc
tttgatgcca
at caagagt t
gt caaaccag
gccatgctga
tcttggatga
ct gccggt gt

60
120
180
240
300
360
420
480



acaaccccga
tcttctccat
ttctgatcac
actttgcaac
ggact ct gga
agact gt gag
ccact gggaa
ctttccagct
agcct gagct
gccaggggga
gcgccattga
gagccgt gat
agccggat gg
acct cct aaa
gt caaact gt
agttgttctt
aacact t cat
agcagctgtg
t cgtgct gga
ggat ggacct
t ggaagagga
accagcat ct
aggct cact t
t ggagaagaa
acaggct cct
agaaagttgc
acct gaacaa
ttcccaatga
ggt gt aacgg
tctatggcga
aattcattga
ct cagt acaa
aagagat gcg
ggttcct cat

ggt ggt ggaa
ct ct gacaac
cggagaat cc
aat t gcagct
agat caaat c
gaat gacaac
gct ggcct ct
gaaggct gaa
cat agagctg
gatcctggtg
cat cct gggc
gcact acggg
cacagaagtg
agctttgtgc
ggat caggt t
gtggat ggtc
tggtgttttg
cat caacttc
gcaggaggag
ggct gcetge
gtgcatgttc
t ggaaagt cc
ctcactgatc
caaggaccct
ggcacacctc
caagaagaag
gctgat gt ca
aaccaaaact
t gt cct ggag
ttttaaacaa
cagcaagaaa
atttggacat
ggat gaccgc
gcgt gt ggaa

N3027PCT_sequ. | i st..txt

ggct accgag
gcct at cagt
ggggcaggaa
act ggggacc

at cagt gcca
tcctceegtt
gcagatattg
agaagct acc
ctgcttatta
gccagcat ag
ttcaccccag
aacat gaagt
gct gacaaaa
tttcctagag
caccatgctg
actcgcatta
gacattgcag
accaat gaga
t acaagaagg
at cgagct ca
cccaaggcaa
aacaacttcc
cact at gcgg
ct gaacgaga
t at gccacgt
ggttcttcct
aatttaagaa
ccaggggct a
ggcat ccgca
agat accgag
gcct gt gaaa
accaaggt gt
ct ggccaaac

tt ccagaaga

gcaaaaagcg
t cat gct gac
agact gt gaa
t ggccaagaa
at cccct get
ttggcaagtt
aaactt at ct
acatcttcta
cgaccaaccc
at gat gcaga
aagagaaatc
t caagcagaa
cagcct at ct
t gaaagttgg
t gaat gct ct
accagcaact
gctttgaaat
aact gcaaca
aaggcat cga
t cgagaagcc
cagacacctc
agaagcccaa
gcaccgt gga
ctgtggttag
ttgccacggce
t ccaaact gt
ctact cacce
t ggaacacag
t ct gcaggaa
t gct gaat gc
agcttctgge
tcttcaaggc
t aat cacccg
t ggt gcagag
Page 272

ccaggaggcc
t gat cgt gaa
caccaaacgg
gaaggact cc
ggaggccttt
cat ccgaat c
t ct ggaaaaa
ccagattctt
ttacgactac
ggagctgcetg
t gggct ct ac
gcagcgagag
gatgggcctg
gaat gagt ac
ttcaaaat ca
ggat acgaag
ctttgagt at
gtttttcaac
gtggacgttc
t at gggcat c
cttcaagaac
ggt ggt caaa
ctacagtgtc
gct gt accag
ggat gct gac
ctctgcccett
tcattttgtg
cctigttetg
agggttccca
cagt gcaatc
at ccat t gat
tggcttgetg

gacacaagct

gagggagt cc

ccaccccaca
aaccagt cca
gt cat ccagt
aaaat gaagg
gggaacgcca
cattttggaa
t caagagt ca
t ct aacaaga
ccgttcatta
gct acagaca
aagct gacgg
gagcaggccg
aact cttcgg
gttaccaaag
gtttatgaaa
cttccaagac
aacagcct gg
caccacat gt
attgacttcg
ttctccatcc
aagctgtatg
ggcagggecg
t caggt t ggc

aagtcttcca
agt ggaaaga
tt cagggaaa
cgttgtataa
caccagct gc
aacaggattc
cct gagggac
attgaccaca
ggaaccct gg
gt gt gcagag

atcttctgca

540

600

660

720

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520



t ccagt acaa
t caagat caa
aagaattcca
aggaaaaact
aaagcgaaaa
agct cgaggce
ct gagct gac
tt gat gacct
aggtt aaaaa
gagagaagaa
aagacaaagt
t ggaaagct c
aat t ggaagg
aacagct gga
t ggaagat ga
gaat t gagga
aacagcgcag
gaggcgt cac
tgcgcaggga
agaagcat gc
agcagaagct
gcat ggagag
at cagtt aag
ccacacagaa
aagaaagcat
agct caagag
agt cct cceg
aagct gagct
aat acgagac
ct cagcgcect
t ggagaagac
gagccaattc
cagagt ggaa
cccgcet cet t

aacttgaaac

cattcgctca
gcccectcctc
gaaaaccaaa
ggtgactctg
tttgttggat
caagat caag
ggccaagaag
t gagt t gacc
ccttactgag
ggccct ccaa
caattctttg
cct agaacaa
agact t gaag
cgaaaggct c
gcagacact g
gct ggaagag
cgact at gcc
ct ccacgcag
cctggaggag
ggatagtgtg
ggagaaggag
t gt gt cgaaa
t gaggccagg
gtctcgtttg
agt at cccaa
gcagct ggag
ccacgact gt
gcagagggcg
ggacgccat ¢
t caagattcc
caagcagagg
cttggccgece
gacaaagt gt
gagcact gag
t gt gaaacgg

N3027PCT_sequ. | i st..txt

ttcat gaacg
aagagt gcag
gat gaact cg
gt ccaagaga
gct gaggaaa
gaggt gacag
aggaaact gg
ct ggccaagg
gaactctctg
gaggcgcacc
aacaaaacca
gaaaagaagc
cttgctcaag
aagaagaaag
ggcct ccagt
gagat agagg
cgggagct gg
at agagct ca
gccacact gc
gccgagettg
aagagcgagt
t ct aaggcaa
ggcaagaat g
cagaccgagg
ctttccagga
gaagagaaca
gacctgct gc
ct gt ccaagg
cagcgcacag
gaggaacagg
ct gcaaggag
gct ct ggaca
gaggagagcc
ctcttcaaac

gaaaat aaga

t caagcact g
agact gagaa
ccaagt cgga
agaat gacct
gat gcgat ca
agagagct ga
aggat gaat g
tt gagaagga
ggt t agat ga
agcaggcect t
agagcaaact
t ccgagt aga
agtccat at t
attttgaata
tt cagaagaa
cggagagggc
aggagct gag
acaagaagcg
agcacgaagc
gggagcagat
t caagct gga
at ct ggaaaa
aggaaattca
ct ggt gagct
gcaagcaagc
aggccaagaa
gggaacagt a
ccaat agt ga
aagagct gga
t t gaggcagt
aggt ggagga
agaagcagag
aagcagagct
t gaaaaat gc

acttagagca
Page 273

gccctggat g
agagat ggcc
ggcaaaaagg
gcagct ccaa
gct gat caaa
agat gaggag
ct cagagct c
gaagcat gcc
aacaattgca
ggat gacctc
ggaacagcaa
cct ggaaagg
agat ct ggag
tt gt caact t
aat caaagag
cacccgcegeg
cgagcggct g
ggaggcggag
cat ggt ggcc
t gacaacct g
gat cgat gac
aat ct gccga
gaggagcct g
gagt cgt cag
ctttacccag
cgcccet ggeg
t gaggaggag
ggttgcccag
ggaggccaag

gaat gct aaa
t ct gat ggt t
gaactttgac
ggaggcat cc
ct acgaggaa

ggagat agca

aaact ctt ct
accat gaagg
aaggagct ag
gt acaagct g
gccaaattcc
gagat caat g
aagaaagaca
acagagaaca
aagttaacca
caagct gaag
gt ggaagacc
aacaaaagga
aat gacaagc
caaagcaaag
ttgcaggct c
aagacagaga
gaggaggcgg
ttcct gaagc
gcgcetgagga
cagcgggt ca
ct ct ccagca
accct ggagg
agcgagct ga
ct ggaagaaa
caaacagaag
cacgccct gc
caggaaggca
t ggagaacca
aaaaaacttg
tgtgcttcac
gat gtt gaaa
aaggt gt t gg
ct gaaggagt
gccttagatc

gat ct cacag

2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620



aacaaattgc
agct ggaaaa
aagaagccaa
gaaagat cgc
t ggaaaccat
t caagaagaa
gccaggcggc
agct ccacct
t ggagcgcag
agacggagag
agct gct gca
t cat gcagct
aggccaagaa
acaccagcgce
agcat cgt ct
aact ggagac
cagagt ct gt
gt gaagagga
aagt caagt ¢
ccaaattccg
aat ct caagt
t ccacgagag
atattttctt
ataaactttg
<210>
<211>

<212>
<213>

60
PRT

<220>
<221>
<222>
<223>

<400>

Vet
1

60

1940

t gaaaat ggc
ggctgatatc
gat cct ccga
cgagaaggat
gcagagcgcc
gat ggagggg
ggagaccct c
ggat gat gcc
agccaacctg
ggcccggaaa
t acccagaac
ccagagt gag
ggccat cacg
ccacct t gag
agat gaggcc
caggat ccga
t aagggcct g
caggaagaat
ct acaagagg
aaaggct cag
caacaagct c
t gaagagt ga
gattcctgac

ctttgtttca

Hormo sapi ens

M SC_FEATURE
(1),

myosi n,

~(1940)

Ser Ser Asp Thr G u Met

5

heavy chain 3,

N3027PCT_sequ. | i st..txt

aaaaccat cc
cagct ggct ¢
atccagcttg
gaagagat cg
ct ggacgccg
gacctgaat g
aaacacct ca
ct ccggggcec
ct gcaggccg
ct ggcggaac
accagcct ca
gt agaagat g
gacgct gcca
cggat gaaga
gagcagct gg
gagct ggagt
aggaagt at g
gt gct gagat
caggcggagyg
cat gagct gg
cgcgct aaga
gccagcecct t
catt gat act

at ct gggaaa

skel et a

GAu Va

at gaact gga
t cgaggaagc
aatt gacaca
agcagct gaa
aggt gcggag
aaat cgagat
ggagt gt cca
aggaggacct
aggt ggagga
aggagct cct
t ccacaccaa
ccagcaggga
tgat ggcgga
agaacct gga
cgct gaaggg
ttgaacttga
agcggagggt
t gcaggat ct
aggct gat ga
aggaggcecga
ct cgagact t
ct ggagcagg
t aat gt ccat

aaaaaaa

10

nmuscl e,

gaaat caaga
agaggct gct
agt gaaat ca
gaggaact ac
caggaat gaa
ccagct gagc
gggacagctg
gaaggagcag
gct gcgggct
ggact ccaac
gaagaagct g
t gcaaggaac
ggagct gaag
acagacggtg
cgggaagaag
gggagagcag
caaggagctg
ggt ggat aaa
acaagccaat
ggaacgt gcg
cacct ccagc
acagaagat a

gtgactcttt

aagcagattg
cttgagcatg
gaaattgata
cagagaacag
gccat ccggce
cacgccaacc
aaggat acgc
ctggcgattg
act ct ggagc
gagagggt gc
gagacagacc
gct gaggaga
aaggagcagg
aaggacct gc
cagat ccaga
aagaagaaca
acgt accaga
ct gcaagt ga
gctcatctca
gat at cgcag
aggat ggt gg
t gcaaaat gt

ttcacatgca

enbr yoni ¢, ( MYH3)

Phe Gy Ile Ala Ala Pro Phe

15

lle Gu Ala Gn Asn G n Pro Phe

Leu Arg Lys Ser Gu Lys Gu Arg
20 25 30
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4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6037



N3027PCT_sequ. | i st..txt

Asp Ala Lys Thr Tyr Cys Phe Val Val Asp Ser Lys Gu du Tyr Ala
35 40 45

Lys Gy Lys Ile Lys Ser Ser Gn Asp Gy Lys Val Thr Val G u Thr
50 55 60

G u Asp Asn Arg Thr Leu Val Val Lys Pro Gu Asp Val Tyr Ala Met

Asn Pro Pro Lys Phe Asp Arg Ile Gu Asp Met Ala Met Leu Thr Hi s
85 90 95

Leu Asn Gu Pro Ala Val Leu Tyr Asn Leu Lys Asp Arg Tyr Thr Ser
100 105 110

Trp Met Tyr Thr Tyr Ser Ay Leu Phe Cys Val Thr Val Asn Pro

125

_k_
—
o1
—
N
O

Tyr Lys Trp Leu Pro Val Tyr Asn Pro Qu Val Val Gu Gy Tyr Arg
130 135 140

Lys Lys Arg Gn Gu Ala Pro Pro Hi s Phe Ser Ile Ser Asp

—_—
N
o=
—_—
(8]
o
L
o —
o1
—_—
(0]
o

Asn Ala Tyr G n Phe Met Leu Thr Asp Arg Gu Asn G n Ser Leu
0

165 17

—_—
~N
o1

I[le Thr Gy Gu Ser Gy Ala Gy Lys Thr Val Asn Thr Lys Arg Val

[le Gn Tyr Phe Ala Thr Ile Ala Ala Thr Gy Asp Leu Ala Lys Lys
195 200 205

Lys Asp Ser Lys Met Lys Ay Thr Leu Gu Asp Gn lle lle Ser Al a

Asn Pro Leu Leu Qu Ala Phe Gy Asn Ala Lys Thr Val Arg Asn Asp
225 230 235 240

Asn Ser Ser Arg Phe Gy Lys Phe Ile Arg Ile His Phe Ay Thr Thr
245 250 255

Gy Lys Leu Ala Ser Ala Asp Ile Gu Thr Tyr Leu Leu G u Lys Ser
260 265 270

Arg Val Thr Phe G n Leu Lys Ala Gu Arg Ser Tyr His Ile Phe Tyr
275 280 285

Gnlle Leu Ser Asn Lys Lys Pro Gu Leu Ile Gu Leu Leu Leu Ile
290

Page 275



N3027PCT_sequ. | i st..txt

Thr Thr Asn Pro Tyr Asp Tyr Pro Phe Ile Ser Gn Gy Gu Ile Leu
305 310 315 320

Val Ala Ser Ile Asp Asp Ala GGu G u Leu Leu Ala Thr Asp Ser Ala
325 330 335

[le Asp Ile Leu Ay Phe Thr Pro Gu Au Lys Ser Gy Leu Tyr Lys
340 345 350

Leu Thr Gy Ala Val Met His Tyr Gy Asn Met Lys Phe Lys A n Lys
355 360 365

Gn Arg Gu Gu G@n Ala Gu Pro Asp Gy Thr Gu Val Ala Asp Lys

Thr Ala Tyr Leu Met Gy Leu Asn Ser Ser Asp Leu Leu Lys Ala Leu
385 390 395 400

Cys Phe Pro Arg Val Lys Val Gy Asn
405

Tyr Val Thr Lys Gy Gn

20
oC
I~
-
(6]

Thr Val Asp GAn Val Hs Hs Ala Val Asn Ala Leu Ser Lys Ser Va
420 425 430

Tyr G u Lys Leu Phe Leu Trp Met Val Thr Arg Ile Asn G n G n Leu
435 440 445

Asp Thr Lys Leu Pro Arg Gn H's Phe Ile Ay Val Leu Asp Ile Ala
450 455 460

Gy Phe Gu lle Phe Gu Tyr Asn Ser Leu Gu Gn Leu Cys lle Asn
465 470 475 480

Phe Thr Asn GQu Lys Leu G n GAn Phe Phe Asn Hs H s Met Phe Va
485 490 495

Leu Gu Gn GQu Gu Tyr Lys Lys Gu Gy Ile Gu Trp Thr Phe lle
500 505 510

Asp Phe Gy Met Asp Leu Ala Ala Cys Ile Gu Leu Ile Gu Lys Pro
515 520 525

Met Gy Ile Phe Ser Ile Leu Gu Qu Gu Cys Met Phe Pro Lys Al a
530 535 540

Thr Asp Thr Ser Phe Lys Asn Lys Leu Tyr Asp Gdn H's Leu Gy Lys
545 550 555 560

Ser Asn Asn Phe Gn Lys Pro Lys Val Val Lys Gy Arg Ala Gu Ala
565 570 575

Page 276



Hi s

Ay

Leu

Phe

625

Lys

Asn

Leu

Asp

Ay

Leu

785

Tyr

Leu

Phe

Trp

Tyr

Al a

Ay

Lys

Val
690

Cys

Arg

Asp

Hi s

Leu

770

Phe

Asn

Phe

Vet

Ser

Leu

595

Thr

Ser

Leu

Leu

Arg

Tyr

Ser

Thr

755

Leu

Thr

Ile

Phe
835

Al a

Leu

580

Lys

Al a

Ser

Vet

660

Pro

Hi s

Lys

Arg

Ay

Arg

Lys

Arg

Lys

Thr

Ile

Lys

Ser

Asp

Phe

645

Ser

Asn

Gy
Val

725

Lys

Thr

Thr

Vet

805

Ser

Vet

Hi s

Asn

Ser

Al a

630

GAn

Asn

Leu

Phe

710

Leu

Al a

Lys

Leu

Val

Phe

Lys

Lys

Lys

Asn

615

Asp

Thr

Leu

Thr

Arg

Pro

Asn

Cys

Phe

Vet

Pro

N3027PCT_sequ. | i st..txt
Ala Ay Thr Val Asp

Asp

600

Arg

Ser

Val

Arg

Asn

Al a

GAu

Ay

GAu

Val

Arg

Asn

Leu

840

GAu

585

Pro

Leu

Ay

Ser

Thr

665

Thr

Asn

Arg

Ser

Arg
Val

825

Leu

Phe

Leu

Leu

Lys

Al a

650

Thr

Pro

Ay

Ile

Al a

730

Leu

Thr

Arg

Arg

©0
oc

Lys

GAn

Asn Gu

Ala His

620

Lys Lys

Leu Phe

Hs Pro

Gy Ala

Val Leu

700

Leu Tyr

715

Ile Pro

Leu Al a

Lys Va

Asp Asp

Gy Phe

Ser Ile

Hs Trp

Ser Al a

Lys Thr

Page 277

Tyr

Thr

605

Leu

Val

Arg

Hi s

Vet

685

GAu

Ay

GAu

Ser

Phe

765

Leu

Phe

Pro

GAu

Lys

Ser
590
Val

Tyr

Al a

Phe

670

Ay

Asp

Ay

Phe

Leu

Vet

Cys

Trp

Thr

Asp

Val

Val

Al a

Lys

Asn

655

Val

Hi s

Phe

Asp

Lys

Al a

Arg

Ser

Ay

Thr

Arg

Ser

Arg

Lys

Phe

Ile

Al a

Lys

Val

800

GAn

Lys

Lys

Leu



N3027PCT_sequ. | i st..txt
850 855 860

Ala Lys Ser Gu Ala Lys Arg Lys Gu Leu Gu du Lys Leu Val Thr
865 870 875 880

Leu Val An @u Lys Asn Asp Leu G n Leu Gn Val Gn Ala Gu Ser
885 890 895

G u Asn Leu Leu Asp Ala Gu Gu Arg Cys Asp G n Leu Ile Lys Ala
900 905 910

Lys Phe G n Leu Gu Ala Lys Ile Lys Gu Val Thr Gu Arg Ala Gu

Asp Gu Qu Gu Ile Asn Ala Gu Leu Thr Ala Lys Lys Arg Lys Leu
930 935 940

Gu Asp Gu Cys Ser Gu Leu Lys Lys Asp Ile Asp Asp Leu G u Leu
945 950 955 960

Thr Leu Ala Lys Val Gu Lys GGu Lys Hs Ala Thr Gu Asn Lys Va
965 970 975

Lys Asn Leu Thr Gu Gu Leu Ser Gy Leu Asp Gu Thr Ile Ala Lys
980 985 990

Leu Thr Arg Gu Lys Lys Ala Leu Gn Gu Ala Hs Gn Gn Ala Leu
995 1000 1005

Asp Asp Leu Gn Ala AQu Gu Asp Lys Val Asn Ser Leu Asn Lys
1010 1015 1020

Thr Lys Ser Lys Leu u @n Gn Val Gu Asp Leu G u Ser Ser
1025 1030 1035

Leu Au Gn Gu Lys Lys Leu Arg Val Asp Leu Gu Arg Asn Lys
1040 1045 1050

Arg Lys Leu Au Ay Asp Leu Lys Leu Ala Gn Gu Ser Ile Leu

1055 1060 1065
Asp Leu G u Asn Asp Lys Gn Gn Leu Asp Gu Arg Leu Lys Lys
1070 1075 1080

Lys Asp Phe Gu Tyr Cys Gn Leu GAn Ser Lys Val Gu Asp Gu

G@n Thr Leu Gy Leu Gn Phe Gn Lys Lys Ile Lys Gu Leu Gn

1100 1105 1110
Ala Arg Ile du @Qu Leu Au GQu Gu lle Gu Ala Gu Arg Al a
1115 1120 1125
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Thr

Leu

Ser

Lys

Leu

Ser

Asn

Ser

Phe

Asn

Hi s

Ay

Val

Ser
1235

Cys
1250

Al a
1370

Al a

Arg

Al a

Vet

Arg

Leu

Al a

Al a

Lys

Leu

Ile

Arg

Al a

GAn

Lys

GAu

Thr

Ile

GAn

Ser

GAn

Lys

Asp

GAu

Trp

Thr

Ser

GAu

Asp

Leu

Ser

Ser

Leu

GAn

Thr

Thr

Asn

Leu

Leu

Arg

Leu

Leu

Arg

Asp

Val

Val

Al a

Leu

Thr

N3027PCT_sequ. | i st..txt

Asn
1210

Phe
1225

Ser
1240

Ser
1270

Al a
1285

Ser
1300

1315

Leu
1330

Gn Arg Ser

Leu Gu du

Lys Lys Arg

G u Ala Thr

Lys Hs Al a

Leu G n Arg

Lys Leu Gu

Lys Ser Lys

A n Leu Ser

Leu Ser Gu

Gy Gu Leu

A n Leu Ser

Leu Lys Arg

Ala Hs Al a

Gu G@n Tyr

Al a Leu Ser

Tyr Gu Thr

Asp

Al a

GAu

Leu

Asp

Val

Ile

Al a

GAu

Leu

Ser

Arg

GAn

Leu

GAu

Lys

Asp

Page 279

Tyr
1140

Asn
1245

Al a
1260

Thr
1275

Ser
1305

Leu
1320

Al a
1365

Al a
1380

Al a

Ay

GAu

Hi s

Val

Asp

Leu

Arg

Thr

GAn

Lys

Ser

GAu

Asn

Val

Phe

GAu

Al a

Lys

Leu

Leu

Ser

GAn

Ser

GAn

GAu

Thr

Leu

Al a

GAu

Leu

Ser

Lys

Lys

Lys

Al a

Arg



Thr

Ser

Leu

Asp

Thr

Tyr

Lys

Ile

Leu

Thr

Arg

Asn

Leu
1415

Vet
1430

Asn
1505

Asn
1520

Val
1595

Asn
1610

Ser

Val

Lys

Leu

Ay

Leu

Al a

Leu

Asp

Ile

Leu

Lys

Asp

GAn

GAu

Ser

Al a

GAu

Lys

Leu

Thr

Thr

Al a

GAu

GAu

GAu

Thr

Val

Arg

Leu

Leu

Thr

Lys

Vet

Ile

Ile

GAu

GAn

Lys

Asn

Ser

Ser

Asp

Al a

Hi s

Val

Ile

GAn

Arg

GAn

N3027PCT_sequ. | i st..txt

Al a
1390

Val
1405

Ser
1600

Leu
1615

Leu
1630

Lys Lys Lys Leu Ala

du

Arg

Al a

Asp

Al a

du

Leu

Al a

du

Ile

du

Ser

An

Al a

Lys

Ser

Al a Va

Leu G n

Asn Ser

Lys Va

GAu Leu

Leu Phe

Gu Thr

Asp Leu

Leu Gu

G n Leu

Ala Lys

Leu Lys

Leu Asp

Lys Lys

Hs A a

Asn

Ay

Leu

Leu

GAu

Lys

Val

Thr

Lys

Al a

Asp

Arg

Al a

Vet

Asn

Page 280

1395

Al a
1440

Al a
1455

Al a
1470

Leu
1485

Ser
1530

Leu
1545

Leu
1560

GAn

Lys

Val

Al a

Ser

Lys

Arg

GAn

Arg

Arg

Lys

Tyr

Val

Ay

GAn

Arg

Cys

Al a

Trp

Leu

Asn

GAu

Lys

GAu

Arg

Asp

Al a

Leu

Al a

Asp

Leu

Lys

Al a

Asn

Al a

GAn

Al a

GAn

Al a

Arg

Ser

Leu

Al a



Thr

Lys

Al a

Al a

Val

Lys

Asp

Al a

Leu

Arg

Asn

Lys

Arg

Tyr

Leu

Thr
1640

Leu

Leu

Val

Lys

Leu

Leu

Ser

Thr

Thr

Val

Leu

Arg

Leu

Arg

Lys

Hi s

Leu

GAu

Leu

Leu

GAu

Arg

Asp

Ser

Lys

Lys

GAu

Ser

Thr

Asp

GAn

Phe

Hi s

Leu

Al a

Al a

Hi s

Thr

Asp

Al a

Al a

Asp

Ay

Leu

Val

Tyr

Leu

Al a

Arg

Leu

Asp

Ile

Leu

GAu

Thr

Asp

Al a

Al a

Hi s

Leu

Ay

Val

GAu

Lys

N3027PCT_sequ. | i st..txt

Arg Ser Val

1645

Phe
1825

y
1840

Ser
1855

Al a

Al a

du

Asn

Vet

Asn

Vet

du

Hi s

Lys

du

Leu

Lys

Al a

An

Leu

Arg

Thr

Leu

Thr

GAn

Al a

Al a

Arg

Arg

GAn

Leu

Arg

GAu

Leu

Asp

Gn dy G@n

Arg

Arg

Leu

Leu

Ser

Leu

GAu

GAu

Vet

Leu

Ile

GAu

Lys

Asp

GAn

GAu

Ay

Al a

GAu

Asp

Leu

GAn

GAu

Lys

Asp

GAn

Ay

Tyr

Arg

Val

GAn

Hs Au Leu
Page 281

1650

Ser
1740

1755

Leu
1770

Leu

Leu

Thr

Asn

Hi s

GAu

Al a

Lys

Asn

Al a

Leu

GAn

Arg

Asn

Val

Asn

GAu

Asp

Leu

Thr

Val

Lys

Lys

Leu

GAu

Lys

Arg

Val

Lys

Al a

Al a

Asp

Leu

GAn

Arg

Arg

Lys

GAu

Lys

GAu

GAu

GAn

Thr

Val

Leu

Ser

Hi s

GAu



1895

GuArg Ala Asplle Ala Gu

1910

Lys Thr
1925

<210>
<211>
<212>
<213>

61

<220>
<221>
<222>
<223>

<400> 61
atccttcctce

at aat acaag
gact ct gaga
cgaat t gaag
aaggagt cct
accgaagctg
aaat at gaca
t at aacct ca
gt caccgt ca
cgaggcaaaa
cagttcat gc
gggaagact g
gagaagaaaa
at cagtgcta
t cctct cgct
gcagatattg
agaagct acc
cttctgatca
cccagcattg
ttcactgctg

aacat gaaat

6016
DNA
Hormo sapi ens

Arg Asp Phe Thr Ser

m sc_feature
(1).

myosi n,

~(6016)

aaaattcttg
aggt at acct
tggccatttt
ct cagaacaa
acgt gaaagc
gagct act gt
agat cgagga
aagagcgtta
acccct acaa
agcgccagga
t aact gat cg
t gaacacgaa
aagaggaacc
accccct act
ttggt aaat t
aaacat at ct
acatatttta
ccaccaaccc
at gaccagga
at gaaaaggt

t caagcaaaa

heavy chain 4,

1900

1915

1930

aagt agt t gt
agt ccagt ac
t ggggaggct
gccttttgat
aat agt gcag
aact gt gaaa
cat ggccatg
cgcagcct gg
gt ggct gecg
ggccccacce
t gaaaaccag
gcgtgtcatc
t gcct ct gge
ggaagccttc
cat caggat c
gct agagaag
tcaaatcctg
atatgacttc
agagct gatg
ggccatttac

gcaaagggaa

Ser

Ser Arg Met

skel et a

Gn Val As

Va

nmuscl

ctgctttgag
t gccat caat
gctcctttce
gccaagacat
agcagggaag
gaagaccaag
at gact cacc
at gat ct aca
gt gt acaacc
catatcttct
tcaatcttga
cagtactttg
aaaat gcagg
ggcaat gcca
cattttggtg
tcccgagtta
t ccaat aaga
gcatttgtca
gccacagat a
aagct cactg
gagcaggcag
Page 282

N3027PCT_sequ. | i st..txt
1905

n Lys Leu

1920

| Val
1935

Hi s

e (MYH4)

cct geccacct
aacct gcagc
t ccgaaagtc
cagtctttgt
gggggaaggt
tcttctccat
t gcat gagcc
cct act cggg
ct gaggt ggt
ccatctctga
ttact ggaga
caacaattgc
ggacccttga
agaccgt gag
ccacaggcaa
cttttcagct
aaccagagct
gccaagggga
gtgct gt gga
gagccgt gat
agccagat gg

Arg Al a

A u Ser

tcttcatctg
cat gagt t ct
t gaaaaggag
ggt ggaccct
gacagccaag
gaaccct ccc
tgctgtgctg
cctcttctgt
gacagcct ac
caat gcct at
at ct ggt gca
agttactgga
agat caaat c
gaat gacaac
act ggct t ct
aaaggct gaa
cattgaaatg
aattactgtg
cat cct gggt

gcat t at ggg
cacggaagt t

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260



gct gacaaag
t at cccagag
t acaat gcag
acccgcat ca
gacattgctg
accaacgaga
t acaagaagg
at cgagct ca
cccaaggcaa
aacaacttcc
cact at gccg
ct gaat gaga
ttctctggog
aagggttctt
accaacttga
actcctggtyg
gaaggcat cc
cagagat aca
aaggcttctg
cat accaagg
aagct agct ¢
gagttcagaa
gctttcatga
ct caagagtg
aaagaagagc
ct aat gcaag
gat gcagagg
aaagaggt aa
aagaggaaac
acact ggcca
gaagagat gg
caggaggccc
ct gaccaaag
caagaaaaga

aaat t ggccc

ctgcttatct

t caaggt cgg
t gggt get ct

accagcagct
gcttt gagat
aact gcaaca
aaggcat cga
t cgagaagcc
cagacacctc
agaagcccaa
gcaccgt gga
ct gt ggt ggg
cacaaact gc
ctttccagac
ggagcact ca
ccat ggagca
gcat ct gcag
aggttctaaa
agaaactt ct
ttttcttcaa
aact cat cac
agat gat gga
at gt gaagca
cagagacaga
t ggct aagac
agaaaaat ga
aaagat gt ga
ct gaaagagc
t ggaggat ga
aggt t gagaa
caggt ct gga
accagcagac
ct aaaaccaa
aactttgcat

aagaat ccac

N3027PCT_sequ. | i st..txt

gacaagtctg
caatgagttc
ggccaaagcc
ggacaccaag
ctttgatttc
gtttttcaac
gtgggagttc
t at gggcat c
cttcaagaac
gcct gccaaa
ctacaacatc
gct gt accag
t gaagcagag
agt gt cagct
cccccact tt
tgagcttgtc
gaaaggcttc
t gcgagt gct
agggt ct at t
agct ggectg
gcgcact caa
gaggagagag
ct ggccect gg
gaaggagat g
agaggcaaaa
cttacaactc
tcagttgatt
t gaggat gag
at gt t cagag
ggagaaacat
t gaaaccat t
cct ggat gac
gct agaacag
ggact t agaa

aat ggat aca

aactctgctg
gt aaccaaag
at ct acgaga
cagcccaggce
aacagcct gg
caccacat gt
attgacttcg
ttctccatcc
aagctgtatg
ggcaagcct g
gcecggcet ggc
aagt ct gcaa
ggt ggt gat g
cttttcaggg
gtgcggtgcea
ct gcat cagc
ccaagcagaa
at cccagagg
gaaatt gacc
ct gggaact c
gccat atgca
tccatcttct
at gaagct gt
gccaacat ga
aggaaagaac
caagttcaag
aaaaccaaaa
gaagagat ca
ct caagaaag
gccacagaga
gct aagct ga
ct gcagat gg
caagt ggacg
agagccaaga

gaaaat gaca
Page 283

acct gct caa
gccagact gt
agat gttcct
agt act t cat
agcagctgtg
t cgtgct gga
ggat ggacct
t agaagagga
aacaacat ct
aggct cact t
t ggacaaaaa
t gaagact ct
gaaagaaagg
agaatttgaa
tcatccccaa
t gaggt gt aa
tcctttatge
gt cagtt cat
acacccagta
t agaggaaat
gagggt t cct
gcattcagta
atttcaagat
aggaagaat t
t agaagaaaa
ct gaagcaga
tccaacttga
at gct gagct
acattgatga
acaaggt gaa
ccaaggagaa
aggaggacaa
at ctt gaagg
gaaaact gga

aacagcaact

atctctctge
gcagcaggt g
gtggatggt c
cggggtcttg
cat caacttc
gcaggaagag
ggct gcetge
gtgcatgttc
t ggaaaat cc
ctcactggtg
caaggacccc
ggctttcctc
t ggcaaaaag
taagctgat g
t gaaact aaa
cggtgtgcetg
agactt caaa
t gacagcaag
caaat t cggt
gcgagat gaa
gat gagagt g
caacat ccgt
caagcccctc
t gagaaaacc
gat ggt gacg
tgcct t ggct
ggccaaaat ¢
gacagccaag
ccttgagcetg
aaacct caca
gaaggctctc
agt caacacc
at ct ct ggaa

gggt gacct a

t aat gagaaa

1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360



ct caaaaaga
cttgcaat ac
gaggaaat cg
t cccgggage
cagat t gaga
gagt ccaccc
gt ggct gagc
gaaaagagt g
aaagccaagg
aaaacaaagg
ttacacacag
cagct at ccc
gaagaggaga
t gt gacct gc
ggaat gt cca
at ccagcgca
gcagaagaac
aggct acaga
at agct ct cg
t at gaggaaa
gagctgttca
cgagagaat a
ggaaagcat a
ct acagactt
cgcatt caac
gat gaagaac
acactggatg
ggagatctta
ct aaggaat ¢
gccat cagag
ct gat gcagg
aaaat ggcag

aacaccagcc

gagat ggagg

aagagtttga
agct acaaaa
aggcagageg
t ggaggagat
t gaacaagaa
t gcagcacga
tt ggggagca
agct gaagat
caaactttga
aagaagagca
aat caggt ga
gaggcaaaca
ct aaggccaa
t gcgggaaca
aggccaacag
cagaggagct
at gt agaagc
at gaagt aga
at aagaagca
ct caggct ga
aggt gaagaa
agaacttaca
t ccat gaact
ccct agagga
ttgagct aaa
t cgat cagct
ct gagat cag
at gaaat gga
tt agaaacac
gccaagat ga
ct gaagttga
agcaagagct
t gat caacac

acat cgtcca

N3027PCT_sequ. | i st..txt

aat gagcaat
gaagat caaa
ggcct ccecgg
cagt gagagg
gcgggaggcet
agccacggca
gat t gacagc
ggagat caat
gaaaat gt gc
acaacgctta
gttttcacga
agcatttaca
gagcactctg
gt at gaggag
t gaggt t gcc
ggaggaggcc
tgtgaattcc
ggacctcatg
aagaaact tt
act t gaggcc
t gcct acgag
acaggagat t
ggagaaagt a
agcagaggca
t caggt gaaa
aaagaggaac
gagcagaaat
aat ccagctg
acaaggaat a
cctt aaggaa
agagct cagg
t ct ggat gcc
caagaagaag

ggaagcccgce

ct gcaaggca
gaattacagg
gccaaagcag
ct ggaagaag
gagttccaga
gctgetcette
ctt cagcggg
gaccttgcta
cgcaccct ag
at aaat gagt
cagct agat g
caacagattg
gcccat gcce
gagcaggaag
cagt ggagga
aagaagaagc
aaat gt gctt
att gat gt gg
gacaaggttc
t cccagaagg
gaat ccctgg
t ct gacct ga
aagaaacaac
tctcttgage
tctgagattg
cat ct cagag
gat gctctga
aaccat gcca
ct gaaggaca
caact ggcaa
gcatccctgg
agt gaacgtg
ct ggaaacag
aat gcagagg
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agat t gaaga
cccgeattga
agaagcagcg
ccggt ggggc
aaat gcgcag
ggaagaagca
t caagcagaa
gt aacat gga
aggaccagct
t gt cagccca
aaaaagat gc
aagaatt aaa
t gcagt cagc
ccaaggct ga
ccaagt acga
t agcccagceg
ctcttgaaaa
aacgat ct aa
t ggcagaat g
agtcgegttc
atcatcttga
cagagcaaat
ttgatcatga
at gaagaagg
accgaaaaat
ttgtggagtc
ggat caagaa
accgccaggce
ct cagct aca
tggttgageg
aacggact ga
t gcaact t ct
acatttccca

agaaggccaa

t gaacaagcc
ggagct ggag
ctctgacctc
cact t cagcc
ggacct ggaa
cgcagat agt
gct ggagaag
gactgtctcc
t agt gaaat a
gaaggcacgt
tatggtttct
gaggcagct a
ccgccat gac
gct gcagagg
gacggacgcc
t ct gcaggat
gacaaagcag
tgctgectge
gaaacagaag
t ct cagcact
aact ct aaag
t gcagagggt
gaagagt gaa
caaaattctt
t gct gaaaaa
aat gcagagt
gaagat ggag
t gct gaggca
tttggat gat
cagagct aac
gagaggcagg
gcacact cag
aat ccaggga

gaaggccat ¢

3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400



actgatgctg
gagcggat ga
gct gagcage
agagagcttg
cttcgcaaac
aatattctca
agacaagct g
cagcacgagc
ct gagagt ga
at gaaagaaa
at at caagga
<210>
<211>

<212>
<213>

62
1939
PRT
Hono

<220>
<221>
<222>
<223>

(1).
my os

62
Ser

<400>

Met Ser
p

Leu Arg Lys

Asp Al a Lys

35

Al a
50

Lys [le

Ala Gy

Asn Pro Pro

Leu Hs Gu

Trp

Tyr Lys

ccat gat ggc
agaagaacat
t ggcgct gaa
aaagt gaggt
at gagagaag
ggct gcagga
aagaggct ga
t ggaggaggce
agagt cggga
at gt gaccaa

aat aaa

sapi ens

M SC_FEATURE

-(1939)
in,

Asp

Ser
20

GAu

Thr Ser

Val Gn

Al a Thr

Lys Tyr

85

Al a
Tyr Thr

Leu Pro

heavy chain 4,
Ser G u Mt
5

Lys

Val

Ser

Val

70

Asp Lys

Val

Tyr

Val

N3027PCT_sequ. | i st..txt

tgaggagct g
ggagcagacc
gggt gggaag
ggaaagt gaa
agt gaaggaa
cttggtggac
ggaacaat cc
caaggaacgg
ggttcacaca

agaaat gcac

sk

Al a

GAu

Phe Val

40

Arg Gu

55

Thr

Val

Ile

Leu

Ser

Tyr

Arg
2

aagaaggaac
gt gaaggat ¢
aagcagat cc
cagaagcaca
ctcacttacc
aaatt gcaaa
aat gt caacc
gctgacattg
aaagt cat aa

gaaat gt gaa

el etal nusc

I[le Phe Gy

10

GAu Ala

Val Asp Pro

Gy Gy Lys

Lys G u Asp

75

G u Asp Met

90

Asn Leu

105

Lys

Leu Phe

Cys

Pro Gu Va
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aggacaccag
t gcagct ccg
agaaact gga
at gt t gaggc
agact gagga
ccaaagt caa
ttgccaagtt
ct gagt ccca
gt gaagagt a
gttctttgtc

e (MYH4)

Gu Ala Al a

G n Asn Lys

30

Lys G u Ser

Val
60

Thr Al a

G n Val Phe

Ala Met Met

Gu Arg

110

Val Thr

125

Val

Val Thr Al a

cgcccacctg
t ct ggat gag
ggccaggat g
t gt caagggt

ggaccgcaag
agct t acaag
ccgcaagcetc
agt caacaag
attcattcta

act gt cct gt

Phe

Pro Phe

Tyr Val

Lys Thr

Ser Met

80

Thr
95

H s
Ala Al a
Pro

Asn

Tyr Arg

5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6016



N3027PCT_sequ. | i st..txt
130 135 140

—
=Q
o<

Lys Lys Arg Gn Au Ala Pro Pro His Ile Phe Ser Ile Ser Asp
150 155 160

Asn Ala Tyr G n Phe Met Leu Thr Asp Arg Gu Asn G n Ser Leu
0

165 17

—_—
~N
o1

lle Thr Gy Gu Ser Gy Ala Gy Lys Thr Val Asn Thr Lys Arg Va

[le Gn Tyr Phe Ala Thr Ile Ala Val Thr Gy Gu Lys Lys Lys Gu
195 200 205

Gu Pro Ala Ser Gy Lys Mt Gn Gy Thr Leu Gu Asp An lle lle
210 215 220

Ser Ala Asn Pro Leu Leu Gu Ala Phe Gy Asn Ala Lys Thr Val Arg
225 230 235 240

Asn Asp Asn Ser Ser Arg Phe Gy Lys Phe Ile Arg Ile Hs Phe Gy
245 250 255

Ala Thr Gy Lys Leu Ala Ser Ala Asp Ile Gu Thr Tyr Leu Leu Gu
260 265 270

Lys Ser Arg Val Thr Phe G n Leu Lys Ala Gu Arg Ser Tyr His lle
275 280 285

Phe Tyr G n Ile Leu Ser Asn Lys Lys Pro Gu Leu Ile Gu Mt Leu
290 295 300

Leu Ile Thr Thr Asn Pro Tyr Asp Phe Ala Phe Val Ser Gn Gy Gu
305 310 315 320

[le Thr Val Pro Ser Ile Asp Asp G n Gu Gu Leu Met Ala Thr Asp
325 330 335

Ser Ala Val Asp |le Leu Gy Phe Thr Ala Asp Gu Lys Val Ala Ile
340 345 350

Tyr Lys Leu Thr Ay Ala Val Met His Tyr Gy Asn Met Lys Phe Lys
355 360 365

GnLys Gn Arg Gu Gu G@n Ala Gu Pro Asp Gy Thr Gu Val A a

Asp Lys Ala Ala Tyr Leu Thr Ser Leu Asn Ser Ala Asp Leu Leu Lys
385 390 395 400

Ser Leu Cys Tyr Pro Arg Val Lys Val Gy Asn G u Phe Val Thr Lys
405 410 415
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Ay

Al a

Ile

Phe

Phe

Lys

Val
Ser

625

Ay

Phe

GAn

Leu

450

Al a

Asn

Val

Ile

Pro

530

Al a

Lys

Al a

Al a

Ay

Ay

Lys

Asn

Val

Thr

Tyr

435

Asp

Ay

Phe

Leu

Asp

515

Vet

Thr

Ser

Hi s

Ay

Leu

Al a

Lys

Leu

Arg

Val

420

Thr

Phe

Thr

Phe

Ay

Asp

Asn

Phe

580

Trp

Tyr

Lys

Asn
660

Cys

GAn

Lys

Lys

Asn
485

Thr

Asn

565

Ser

Leu

GAn

Thr

Ile

GAn

Vet

Vet

Phe

Ser

550

Phe

Leu

Asp

Lys

Al a
630

y Ser

Leu

Val

Phe

Pro

455

Phe

Lys

Asp
Ser

535

Phe

Val

Lys

Ser

615

GAu

Ser

Vet

Pro

N3027PCT_sequ. | i st..txt

Tyr

Leu

440

Arg

Asp

Leu

Tyr

Leu

520

Lys

Lys

Hi s

Asn

600

Al a

Al a

Phe

Thr

Asn
680

Asn
425
Trp

GAn

Phe

Leu

Asn

Pro

Tyr

585

Lys

GAu

GAn

Asn
665

Al a

Vet

Tyr

Asn

Lys

Al a

GAu

Asp

Lys

Ay

Thr

650

Leu

Thr

Val Gy

Val Thr

Phe Ile

Ser Leu

475

Phe Phe

Cys lle

Leu Tyr

555

Pro Al a

Gy Thr

Pro Leu

Thr Leu

620

Ay Gy

Val Ser

Arg Ser

Lys Thr

Page 287

Al a

Arg

Ay

Asn

GAu

Lys

Val

Asn

605

Al a

Ay

Al a

Thr

Pro
685

Leu
430

Ile

Val

Hi s

Leu

Vet

Phe

Lys

Leu

Hi s

670

Ay

Al a

Asn

Leu

Leu Cy

Hi s

495

Trp

Ile

Phe

Hi s

Lys

575

Thr

Leu

Phe
655

Pro

Al a

Lys

GAn

Asp

480

Vet

GAu

Pro

Leu

560

Pro

Asn

Val

Phe

Arg

Hi s

Vet



N3027PCT_sequ. | i st..txt

GQuHs GQu Leu Val Leu Hs Gn Leu Arg Cys Asn Gy Val Leu Gu
690 695 700

Gy lle Arg Ile Cys Arg Lys Gy Phe Pro Ser Arg Ile Leu Tyr Al a
705 710 715 720

Asp Phe Lys G n Arg Tyr Lys Val Leu Asn Ala Ser Ala Ile Pro Gu
725 730 735

Gy Gn Phe Ile Asp Ser Lys Lys Ala Ser Gu Lys Leu Leu Gy Ser
740 745 750

lle Gu lle Asp Hs Thr G n Tyr Lys Phe Gy Hs Thr Lys Val Phe
755 760 765

Phe Lys Ala Gy Leu Leu Gy Thr Leu Gu Gu Met Arg Asp A u Lys
770 775 780

Leu Ala G n Leu Ile Thr Arg Thr G n Ala Ile Cys Arg Gy Phe Leu
785 790 795 800

Met Arg Val GQu Phe Arg Lys Met Met Gu Arg Arg Au Ser Ile Phe
81

805

Cys Ile Gn Tyr Asn Ile Arg Ala Phe Met Asn Val Lys His Trp Pro
820 825 830

Trp Met Lys Leu Tyr Phe Lys |lle Lys Pro Leu Leu Lys Ser Ala Gu

Thr Gu Lys Gu Met Ala Asn Met Lys Gu Gu Phe Gu Lys Thr Lys
850 855 860

Gu Gu Leu Ala Lys Thr Gu Ala Lys Arg Lys Gu Leu Gu Gu Lys
865 870 875 880

Met Val Thr Leu Met G n Gu Lys Asn Asp Leu G n Leu Gn Val Gn
885 890 895

Ala Gu Ala Asp Ala Leu Ala Asp Ala Au Gu Arg Cys Asp G n Leu
900 905 910

Ile Lys Thr Lys Ile G n Leu Gu Ala Lys Ile Lys Gu Val Thr Gu
915 920 925

Arg Ala Gu Asp Gu Gu GQu Ile Asn Ala Qu Leu Thr Ala Lys Lys
930 935 940

Arg Lys Leu Gu Asp Gu Cys Ser Gu Leu Lys Lys Asp Ile Asp Asp
945 950 955 960
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Leu Gu Leu Thr Leu Ala Lys Val Gu Lys Gu Lys Hs Ala Thr Gu
965 970 975

Asn Lys Val Lys Asn Leu Thr GGu Gu Met Ala Gy Leu Asp Gu Thr
980 985 990

Ile Ala Lys Leu Thr Lys GGu Lys Lys Ala Leu Gn Gu Ala Hs Gn
995 1000 1005

Gn Thr Leu Asp Asp Leu G n Mt Gu Gu Asp Lys Val Asn Thr
1010 1015 1020

Leu Thr Lys Ala Lys Thr Lys Leu Gu G@n Gn Val Asp Asp Leu
1025 1030 1035

Gu dy Ser Leu Gu G@n Gu Lys Lys Leu Cys Met Asp Leu Gu
1040 1045 1050

Arg Ala Lys Arg Lys Leu Au Ay Asp Leu Lys Leu Ala Gn Gu
1055 1060 1065

Ser Thr Met Asp Thr Gu Asn Asp Lys Gn dn Leu Asn du Lys
1070 1075 1080

Leu Lys Lys Lys Gu Phe Gu Mt Ser Asn Leu An dy Lys lle
1085 1090 1095

GuAsp GQu d@n Ala Leu Ala Ile @G@n Leu Gn Lys Lys Ile Lys

GQuleu Gn AaAglle Gu Gu Leu Gu Qu Gu Ile u Al a

1115 1120 1125
GuArg Ala Ser Arg Ala Lys Ala Qu Lys dn Arg Ser Asp Leu
1130 1135 1140

Ser Arg du Leu u Gu Ser Gu Arg Leu Gu du Ala Gy
114

Gy Ala Thr Ser Ala Gn G u Met Asn Lys Lys Arg Au Ala

Gu Phe Gn Lys Met Arg Arg Asp Leu Gu @u Ser Thr Leu Gn
118

Hs Gu Ala Thr Ala Ala Ala Leu Arg Lys Lys His Ala Asp Ser

Val Ala Gu Leu Gy Au Gn Ile Asp Ser Leu Gn Arg Val Lys
1205 1210 1215

G@n Lys Leu Gu Lys Gu Lys Ser Au Leu Lys Met Gu Ile Asn
Page 289



Asp

Phe

Lys

Al a

Ser

Asn

Lys

Val

Ile

Ser

1220

Leu
1235

Al a
1445

Trp
1460

Al a

Lys

Lys

Lys

Asp

Al a

Arg

Leu

Al a

Asp

Leu

Lys

Lys

Ser

Vet

Al a

GAu

Phe

Thr

Hi s

Al a

Val

Thr

GAn

Ser

Leu

Asp

GAn

GAu

Asn

Cys

Arg

Lys

Thr

Lys

Asp

Lys

Al a

Asp

Leu

Vet

Lys

Lys

Ser

Leu

Asp

Al a

Cys

Al a

GAn

Al a

Lys

Tyr

Arg

1225

Hi s
1285

Al a
1300

Leu
1390

Ser
1480

Thr

Leu

An

Thr

Ile

Ser

Leu

Leu

Arg

du

Thr

Va

Arg

du

Leu

Val Ser

Gu Asp

Arg Leu

A u Ser

Val Ser

Gu du

Thr Leu

Leu Arg

Thr Lys

GAu Ala

H s Va

Lys Gn

Gu Arg

Asn Phe

Thr Gn

Ser Thr

Lys

GAn

Ile

Ay

Leu

Al a

GAu

Ay

Tyr

Lys

Arg

Ser

Asp

Al a

GAu

Page 290

Al a
1245

Leu
1260

Asn
1275

1290

Leu
1305

1320

Hi s
1335

Leu
1485

N3027PCT_sequ. | i st..txt
1230

Lys

Ser

Phe

Ser

Arg

Al a

Tyr

Ser

Thr

Lys

Val

GAn

Al a

Val

Leu

Phe

Al a

Leu

Ser

Arg

Leu

Lys

Asp

Leu

Asn

Asn

Al a

Leu

Lys

Asn

Ser

Arg

Ay

Leu

Al a

Al a

Al a

Ser

Cys

Al a

Al a

Val



Lys

Arg

Arg

Lys

Hi s

Leu

Asp

Leu

Thr

Ser

Asn

Asn
1490

Thr
1730

Al a

Asn

Al a

Al a

Al a

Arg

Ser

Leu

Al a

Asp

Leu

Arg

Arg

Lys

Lys

GAu

Leu

GAu

Leu

GAu

Val

Arg

Asn

GAu

Thr

Lys

Al a

Ay

Val

Lys

Asn

Ay

Asp

Al a

Lys

Val

Asn

Al a

GAu

Arg

Lys

GAu

Leu

Ay

Hi s

Ser

Leu

Asp

Asp

Vet

Leu

Leu

Val

Lys

Leu

Leu

N3027PCT_sequ. | i st..txt

Ser
1495

Leu
1555

Asn
1570

Leu Asp His Leu Gu

An

Hi s

Lys

du

Vet

Leu

Ile

Asn

Leu

Al a

du

Al a

Hi s

Thr

GAulle

lle His

Ser Gu

Hs Au

Val Lys

Leu Asp

A n Ser

Arg Ile

G n Leu

Leu Arg

Asp Asp

Met Va

Leu Arg

GAu dn

Thr Gn

Asp Ile

Ser

GAu

Leu

GAu

Ser

GAn

Thr

Lys

Asn

Asn

Al a

GAu

Al a

GAu

Asn

Ser
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1500

Leu
1590

Leu
1605

Thr
1650

Leu
1710

Thr
1725

Thr

Leu

GAu

Thr

Lys

Lys

Asp

Lys

Al a

GAn

Arg

Arg

Leu

Leu

Ser

Leu

Thr

Lys

Ser

Ile

Asp

Arg

Al a

Vet

Asn

Ay

Ay

Al a

Asp

Leu

GAn

Lys

Val

Leu

Leu

Arg

Asn

GAu

Arg

Ile

Asn

Arg

Al a

Ile

Ay
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Gu Mt GuAsplle Val Gn Gu Ala Arg Asn Ala Gu Gu Lys
1745 1750 1755

Ala Lys Lys Ala Ile Thr Asp Ala Ala Met Met Ala Gu Gu Leu
1760 1765 1770

Lys Lys Gu Gn Asp Thr Ser Ala Hs Leu Gu Arg Mt Lys Lys
1775 1780 178

Asn Met Gu An Thr Val Lys Asp Leu Gn Leu Arg Leu Asp du
1790 1795 180

Ala Gu Gn Leu Ala Leu Lys Gy Gy Lys Lys Gn Ile Gn Lys
18

Leu Au Ala Arg Val Arg Gu Leu Gu Ser Gu Val Gu Ser Gu

G@n Lys Hs Asn Val Gu Ala Val Lys Gy Leu Arg Lys His Gu
2

Arg Arg Val Lys Gu Leu Thr Tyr Gn Thr Gu GQu Asp Arg Lys

185
Asn Leu Arg Leu G n Asp Leu Val Asp Lys Leu Gn Thr Lys
Val Lys Ala Tyr Lys Arg dn Ala Gu Gu Ala Gu Gdu dAn Ser

Asn Val Asn Leu Ala Lys Phe Arg Lys Leu G n Hs du Leu Gu

GQuAa Lys Gu Arg Ala Asp Ile Ala Gu Ser G n Val Asn Lys
1

910 1915 1920

Leu Arg Val Lys Ser Arg Gu Val Hys Thr Lys Val Ile Ser Gu
1925 1930 1935

Gu

<210> 63

<211> 5937

<212> DNA

<213> Honp sapi ens

<220>

<221> msc_feature

<222> (1)..(5937)

<223> nyosin, heavy chain 6, cardiac nuscle, alpha, (cardi onyopathy,
hypertrophic 1) (MYHB)
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<400> 63
agagagact c

caccaagatg
gt cagagaag
cgt gcccgat
ggt cat t gct
gcagaaccca
gcccgeggt g
gggcctcttc
ggtggecgece
cgacaacgcc
agaat ccggg
tgcagccat a
ggaccagat c
gaacgacaac
gct ggcet t ct
gaaagct gag
gct ggacat g
ggtgtcegt g
cgt gct gggc
gcact acggg
caccgaagat
gggget gt ge
gcagcaggt g
ctggatggt g
aggagtcctg
cat caacttc
gcaggaggag
gcaggcct gc
gtgcatgttc
gggcaagt cc
ctccectgatc
caaggat cct
ggccactctc

aggcaagaaa

ct gcggcecca
accgat gccc
gagcgt ct ag
gacaaggaag
gaaaccgaga
cccaagttcg
cttttcaacc
tgtgtcactg
t accggggca
t at cagt aca
gcggggaaga
ggtgaccgtg
at ccaggcca
t cct cceget
gcagacat ag
agaaact acc
ct gct ggt ca
gcctccattg
ttcacttcag
aacat gaagt
gct gacaagt
caccct cggg
tactactcca
acgcgcat ca
gacatcgct g
accaacgaga
t acaagaagg
attgacctca
cccaaggcca
aacaatttcc
cact acgccg
ct caacgaga
ttctcctcect

aagggct cat

N3027PCT_sequ. | i st..txt

gattcttcag
agat ggct ga
aggcccagac
agtttgtcaa
at gggaagac
acaagattga
t caaggagcg
t caacccct a
agaagaggag
t gct gacaga
ct gt gaacac
gcaagaagga
accccgct ct
tt gggaaat t
agacct acct
acatcttcta
ccaacaat cc
at gact ccga
aggagaaagc
t caagcagaa
cggcct acct
t gaaagt ggg
t cggggct ct
acgccaccct
gct t cgagat
agct gcagca
agggcat tga
t cgagaagcc
ct gacat gac
agaagccacg
gcact gt gga
ctgttgtggc
acgcaact gc

ccttccagac

gattctccgt
ctttggggca
ccggeccttt
agccaagatt
ggtgactgtg
ggacat ggcc
ct acgcggcec
caagtggctg
t gaggccccg
t cgggagaac
caagcgtgtc
caat gccaat
ggaggccttc
cattaggatc
gct ggagaag
ccagattctg
ctacgact ac
ggagctcatg
t ggcgt ct ac
gcagcgggag
cat ggggct g
caacgagt at
ggccaaggca
ggagaccaag
cttcgacttc
gttcttcaac
gtggacattc
cat gggcatc
ctt caaggcc
caacat caag
ctacaacatc
cct gt accag
cgat act ggg
ggt gt cggct
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gaagggat aa
gcggcccagt
gacattcgca
ttgtcccggg
aaggaggacc
at gct gacct
t ggat gat at
ccggt gt aca
ccccacat ct
cagt ccat cc
at ccagt act
gcgaacaagg
ggcaat gcca
cactttgggg
t cccgggt ga

t ccaacaaga
gcct t cgt gt
gccaccgat a
aagct gacgg
gagcaggcgg
aact cagctg
gt caccaagg
gt gt at gaga
cagccacgcc
aacagctttg
caccacat gt
attgactttg
at gt ccat cc
aagct gt acg
gggaagcagg
ctgggcetgge
aagt cct ccc
gacagt ggt a

ct ccaccggg

¢caggggaag

acct ccgcaa
ct gagt gct t
agggaggcaa
aggt gttgca
tcctgcacga
atacctactc
at gccgaggt
tctccatctc
t cat cacggg
ttgccagcat
gcaccct gga
agact gt ccg
ccact ggaaa
tcttccagcet
agccggagt t
ct cagggaga
gtgcctttga
gagccat cat
agccagacgg
acct gct caa
ggcagagcgt
agatgttcaa
agt act t cat
agcagctctg
t cgtgct gga
gcat ggacct
t ggaggagga
acaaccacct
aagcccact t
t ggaaaaaaa
t caagct cat
aaagcaaagg

aaaat ct caa

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040



caagct aatg
t gagcggaag
tggegtgetg
ggact t ccgg
t gat agcagg
caagtttggc
gcgggat gag
cat gcgcat t
gaacatt cgg
caagccgctg
cgggcgcat ¢
gat ggt gt cc
caacct caat
ggccaaagt a
cact gccaag
cctggagcetg
gaacct aaca
gaaagctct a
ggt caacagc
at ccct agag
gggcgacct g
ggaagaaaag
t gagcaggt g
ggagct ggag
ct cagacctg
cacgtccgtg
ggacct ggag
cgccgacagce
gct ggagaag
gcagat cat c
caat gagt ac
gcgagccaag
gct aat ct cg
aaggcagctg

ccggcat gac

accaacctga

gct ccagggg
gagggcat cc
cagaggt at ¢

aaggggacag
cacaccaagg
aggct gagcc
gagttcaaga
gccttcat gg
ct gaagagcg
aaagagacgc
ct gct gcagg
gat gct gagg
aaggagat ga
aagcgcaagc
acact ggcca
gaggagat gg
caagaggccc
ct gt ccaagt
caagagaaga
aagct gaccc
ctt aagaaga
ctggecccttce
gaggagct gg
t ct cgggagce
cagat cgaga
gaggccacgc
gt ggccgagce
gagaagagcg
aaggccaagg
cgcgt gaagce
ct gcagaccg
cagct gaccc
gaggaggagg
t gcgacct gc

N3027PCT_sequ. | i st..txt

ggaccaccca
t gat ggacaa
gcat ct gcag
gcat cct gaa
agaagct gct
tgttcttcaa
gcat cat cac
agat agt gga
gggt caagaa
cagagacgga
t ggagaagt c
agaagaat ga
agcgct gcga
at gagaggct
t ggaagacga
aggt ggagaa
ct gggct gga
at cagcaggc
ct aaggt caa
aggt gcgcat
aggagagcat
aggagtttga
aact acagaa
aggccgageg
t ggaggagat
t gaacaagaa
t gcagcacga
tgggcgagcea
agtt caagct
caaacct gga
t agaagaggc
agaat ggaga
gggggaagct
gcaaggcgaa

t gcgggagcea

tcctcacttt
cceceetggtc
gaagggcttc
cccagt ggcc
cagctctctg
ggcagggcet g
gcgcat gcag
acgcagggat
ttggccct gg
gaaggagat g
cgaggct cgc
cctgcagcetc
ccagctgatc
ggaggat gag
gt gct cagag
ggagaagcat
t gaaat catc
cct ggat gac
gct ggageag
ggacct ggag
cat ggacctg
catt aat cag
gaaact gaag
caccgccagg
cagcgagcegg
gcgcgaggcce
ggccact gcc
gat cgacaac
ggagct ggat
gaaagt gt ct
ccaacgct cc
gtt ggccegg
ctcttatacc

gaacgccct g

gt acgaggag
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gtgcgttgca
at gcaccagc
cccaaccgca
at ccct gagg
gacattgatc

cttgggcet gc

gcccaagccc
gccct gect gg
at gaagct ct
gccaccat ga
cgcaaggagc
caagt gcagg
aaaaacaaga
gaggagat ga
ct caagaagg
gcaacagaga
gct aagct ga
cttcaggttg
caggt ggat g
cgagcaaagc
gaaaat gat a
cagaacagt a
gaaaaccagg
gct aaggt gg
ct ggaagagg
gagttccaga
gcggecct gc
ct gcagcggyg
gacgt cacct
cggacgct gg
ct caat gat't
cagct agagg
cagcaaat gg

gcccat gcac

gagacagagg

tcatccccaa
t gcgcet gcaa
tcctctacgg
gacagt t cat
acaaccagta
t ggaggagat
ggggccagct
taatccagtg
actt caagat
aggaagagt t
t ggaggagaa
cggaacaaga
ttcagct gga
acgcggagct
acattgatga
acaaggt gaa
ccaaggagaa
aggaagacaa
at ct ggaggg
ggaaact gga
aact gcagct
agat t gagga
cacgcat cga
agaagct gcg
€Cggcggggc
agat gcggceg
gcaagaagca
t gaagcagaa
ccaacat gga
aggaccaggc
t caccaccca
aaaaggaggc
aggacct caa
t gcagt cggc

ccaaggccga

2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140



gct gcagegce
gacggacgcc
gct gcaggat
gaccaagcac
t gct gct gt
gaagcagaag
cct cagcaca
gacctt caag
aggagaagga
gaagct ggag
caagat cctc
ggcagagaag
gct gcagacc
gaagat ggaa
t gccgaggcec
gct ggacgat
gcgcaacaac
gcggt ccegg
gcattcccag
gct ccagt cg
gaaggccat ¢
cgcccacctg
gct ggacgag
agcgeggat g
ggt gaagggce
agacaaaaag
ggcct acaag
ccgcaaggt g
ggt caacaag

ggagt gacac

<210> 64
<211> 1939
<212> PRT
<213> Hono
<220>

gtcctgtcca
att cagcgga
gccgaggagg
cggct acaga
gcagccct gg
t at gaggagt
gagctcttca
cgggagaaca
ggaaagaat g
ct gcagt cag
cgggcccage
gacgaggaga
tccctggatg
ggagacct ca
cagaagcaag
gcggt cecgt g
ct gct gcagg
aagct ggcgg
aacaccagcc
gaagt ggagg
acggat gccg
gagcgcat ga
gccgagcaga
cgggagct gg
at gaggaaga
aacct gct gc
cgccaggccyg
cagcat gagc
cttcgagcca

t gcct cggga

sapi ens

N3027PCT_sequ. | i st..txt

aggccaact c
ct gaggagct
ccgt ggaggce
at gagat aga
acaagaagca
cgcagt ct ga
agct caagaa
agaaccttca
t gcat gagct
ccct ggagga
tagagttcaa
t ggaacaggc
cagagacacg
at gagat gga
t caagagcct
ccaacgacga
ct gagct gga
agcaggagct
t cat caacca
aggcagt gca
ccat gat ggc
agaagaacat
t cgccct caa
agggt gagct
gcgagcggcg
ggct acagga
aggaggcgga
t ggat gaggc
agagccgt ga

acct cact ct

ggaggt ggcc
cgaagaggcc
tgttaatgcc
ggacttgatg
gagaaacttt
gct ggagt cc
cgcct acgag
ggaggaaat ¢
ggagaaggt c
ggcagaggcce
ccagat caag
caagcgcaac
cagccgcaac
gat ccagct ¢
ccagagcttg
cct gaaggag
ggagct gegt
gat t gagacc
gaagaagaag
ggagt gcaga
agaggagctg
ggagcagacc
gggaggcaag
ggaggcecgag
cat caaggag
cct ggt ggac
ggagcaagcc
agaggagcgg
catt ggt gcc

tgccaacct g
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cagt ggagga
aaaaagaagc
aagt gct cct
gtggacgt ag
gacaagat cc
t cacagaagg
gagt ccct gg
tcggacctta
cgcaaacagc
t ccct ggagce
gcagagat cg
caccagcggg
gaggt cct ga
agccacgcca
ct gaaggaca
aacat cgcca
gccgtggt gg
agcgagcegag
at ggagt cgg
aacgccgagyg
aagaaggagc
at t aaggacc
aagcagct gc
cagaagcgca
ct cacct acc
aagct gcaac
aacaccaacc
gcggacat cg
aagcaaaaaa

t aat aaat at

ccaagt at ga
t ggcccageg
cact ggagaa
agcgct ccaa
tggccgagtg
aggct cgct ¢
agcacct aga
ct gagcagct
t ggaggt gga
acgaggaggg
agcggaagct
t ggt ggact c
gggt gaagaa
accgcat ggc
cccagat cca
t cgt ggagceg
agcagacaga
t gcagcet gcet
at ct gaccca
agaaggccaa
aggacaccag
t gcagcaccg
agaagct gga
acgcagagt c
agacagagga
t gaaggt caa
t gt ccaagtt
ct gagt ccca
t gcacgat ga
gagt gcc

4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5937



N3027PCT_sequ. | i st..txt
<221> M SC_FEATURE
<222> (1)..(1939)
<223> nyosin, heavy chain 6, cardiac nuscle, alpha, (cardi onyopathy,
hypertrophic 1) (MYHB)

<400> 64
Met Thr Asp Ala G n Met Ala Asp Phe Gy Ala Ala Ala G n Tyr Leu
1 5 10 15

Arg Lys Ser GGu Lys GGu Arg Leu Gu Ala Gn Thr Arg Pro Phe Asp

[le Arg Thr G u Cys Phe Val Pro Asp Asp Lys Qu G u Phe Val Lys
35 40 45

Ala Lys Ile Leu Ser Arg Gu Gy Ay Lys Val Ile Ala Gu Thr Gu
50 55 60

Asn Gy Lys Thr Val Thr Val Lys Gu Asp G n Val Leu Gn Gn Asn
65 70 75 80

Pro Pro Lys Phe Asp Lys Ile Gu Asp Met Ala Met Leu Thr Phe Leu
85 90 95

Hs Gu Pro Ala Val Leu Phe Asn Leu Lys Gu Arg Tyr Ala Ala Trp
100 105 110

Met [le Tyr Thr Tyr Ser Gy Leu Phe Cys Val Thr Val Asn Pro Tyr
115 120 125

Lys Trp Leu Pro Val Tyr Asn Ala Gu Val Val Ala Ala Tyr Arg Gy
130 135 140

Lys Lys Arg Ser Qu Ala Pro Pro His Ile Phe Ser Ile Ser Asp Asn
145 150 155 160

Ala Tyr G n Tyr Met Leu Thr Asp Arg Gu Asn Gn Ser Ile Leu Ile
165 170 175

Thr Gy Qu Ser Ay Ala Ay Lys Thr Val Asn Thr Lys Arg Val Ile
180 185 190

Gn Tyr Phe Ala Ser |le Ala Ala Ile Gy Asp Arg Gy Lys Lys Asp
195 200 205

Asn Ala Asn Ala Asn Lys Gy Thr Leu Au Asp Gn Ile Ile An Ala

Asn Pro Ala Leu Qu Ala Phe Gy Asn Ala Lys Thr Val Arg Asn Asp
225 230 235 240

Asn Ser Ser Arg Phe Gy Lys Phe Ile Arg Ile Hs Phe Gy Ala Thr
245 250 255
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Gy Lys Leu Ala Ser Ala Asp Ile Gu Thr Tyr Leu Leu G u Lys Ser
260 265 270

Arg Val Ile Phe A n Leu Lys Ala Gu Arg Asn Tyr His Ile Phe Tyr
275 280 285

Gn lIle Leu Ser Asn Lys Lys Pro Gu Leu Leu Asp Met Leu Leu Va
290

Thr Asn Asn Pro Tyr Asp Tyr Ala Phe Val Ser Gdn Gy du Val Ser
305 310 315 320

Val Ala Ser Ile Asp Asp Ser GGu GQu Leu Met Ala Thr Asp Ser Ala
325 330 335

Phe Asp Val Leu Gy Phe Thr Ser GGu Gu Lys Ala Gy Val Tyr Lys
340 345 350

Leu Thr Gy Ala Ile Met His Tyr Gy Asn Met Lys Phe Lys A n Lys
355 360 365

Gn Arg Gu Gu G@n Ala Gu Pro Asp Gy Thr Gu Asp Ala Asp Lys

Ser Ala Tyr Leu Met Gy Leu Asn Ser Ala Asp Leu Leu Lys Gy Leu
385 390 395 400

Cys H's Pro Arg Val Lys Val Gy Asn Gu Tyr Val Thr Lys Gy Gn
41

405

Ser Val Gn Gn Val Tyr Tyr Ser Ile Gy Ala Leu Ala Lys Ala Va
4

Tyr G u Lys Met Phe Asn Trp Met Val Thr Arg Ile Asn Ala Thr Leu
435 440 445

Gu Thr Lys Gn Pro Arg Gn Tyr Phe Ile Gy Val Leu Asp Ile Ala
450 455 460

Gy Phe Gu lle Phe Asp Phe Asn Ser Phe Gu Gn Leu Cys Ile Asn
465 470 475 480

Phe Thr Asn GQu Lys Leu G n GAn Phe Phe Asn Hs H s Met Phe Va
485 490 495

Leu Gu Gn GQu Gu Tyr Lys Lys Gu Gy Ile Gu Trp Thr Phe lle
500 505 510

Asp Phe Gy Met Asp Leu Gn Ala Cys Ile Asp Leu Ile Gu Lys Pro
515 520 525
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Thr

545

Ser

Hi s

Ay

Leu

Tyr

625

Lys

Leu

Arg

Pro

Arg

Arg

Phe

Ile

Al a

Arg

Ady

Asp

Asn

Phe

Trp

Lys

Asn

Leu
690

Ile

Asp

Ay

Ile

Vet

Asn

Ser

Leu

595

Thr

Ay

Lys

Arg

Asp

Hi s

755

Leu

Ile

Thr

Phe

Leu

580

Lys

Al a

Ser

Leu

660

Vet

Arg

Tyr

Ser

740

Asn

Leu

Thr

Ser

Phe

Lys

Ser

Asp

Ser

645

Vet

Pro

Hi s

Lys

Arg

Arg

GAn

Ay

Arg

Lys

Lys

Hi s

Asn

Ser

Thr

630

Phe

Thr

Asn

Lys

Tyr

Leu

Vet
790

Leu

535

Al a

Pro

Tyr

Lys

Leu

615

Ay

Asn

Leu
695

y Phe

Leu

Ay

Lys

Leu
775

N3027PCT_sequ. | i st..txt

Gu Gu du Cys Met

Lys

Arg

Al a

Asp

Lys

Asp

Thr

Leu

Arg

Arg

Pro

Asn

Thr

Phe

760

GAu

Al a

Leu

Asn

Ay

Pro

Leu

Ser

Val

Arg

Lys

Asn

Pro

Tyr

Leu

Vet

Ay

Ser

650

Thr

Al a

Asn

Arg

Val

730

Lys

Hi s

Vet

Al a
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Asp

555

Lys

Val

Asn

Al a

Lys

Al a

Thr

Pro

Ay

Ile

Al a

Leu

Thr

Arg

Arg
795

540

Asn

Ay

Asp

Thr

620

Ser

Leu

Hi s

Ay

Val

700

Leu

Leu

Lys

Asp

780

Ay

Phe

Hi s

Lys

Tyr

Thr

605

Leu

Lys

Hi s

Pro

Val

685

Leu

Tyr

Pro

Ser

Val

765

GAu

GAn

Pro

Leu

Asn

590

Val

Phe

Ay

Arg

Hi s

670

Vet

Ser
750
Phe

Arg

Leu

Lys

Ay

Val

Ser

Ay

Phe

Asp

Ay

Asp

Ay

Leu

Phe

Leu

Al a

Leu

Al a

Ser

Val

Asn

Ile

Phe

720

Asp

Lys

Ser

Arg
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[le Gu Phe Lys Lys Ile Val Gu Arg Arg Asp Ala Leu Leu Val Ile
805 810 815

Gn Trp Asn Ile Arg Ala Phe Met Gy Val Lys Asn Trp Pro Trp Met
820 825 830

Lys Leu Tyr Phe Lys |Ile Lys Pro Leu Leu Lys Ser Ala Gu Thr Gu
835 840 845

Lys GGu Met Ala Thr Met Lys Gu Gu Phe Gy Arg Ile Lys Gu Thr
8

Leu Gu Lys Ser Gu Ala Arg Arg Lys Gu Leu Gu Gu Lys Mt Va
865 870 875 880

Ser Leu Leu G n Gu Lys Asn Asp Leu G n Leu Gn Val G@n Ala Gu
885 890 895

G n Asp Asn Leu Asn Asp Ala Gu Gu Arg Cys Asp G n Leu lle Lys
900 905 910

Asn Lys Ile G n Leu Gu Ala Lys Val Lys Gu Met Asn Gu Arg Leu
915 920 925

Gu Asp Gu Gu Gu Met Asn Ala Gu Leu Thr Ala Lys Lys Arg Lys
930 935 940

Leu Gu Asp Gu Cys Ser Gu Leu Lys Lys Asp Ile Asp Asp Leu G u
945 950 955 960

Leu Thr Leu Ala Lys Val GQu Lys Gu Lys H's Ala Thr Gu Asn Lys
965 970 975

Val Lys Asn Leu Thr GGu Gu Met Ala Ay Leu Asp Au Ile Ile Ala
980 985 990

Lys Leu Thr Lys Gu Lys Lys Ala Leu Gn QQu Ala Hs dn G@n Ala
995 1000 1005

Leu Asp Asp Leu Gn Val Gu Gu Asp Lys Val Asn Ser Leu Ser
1010 1015 1020

Lys Ser Lys Val Lys Leu Gu
10

Gn Gn Val Asp Asp Leu Gu Gy
1025 30 1035

Ser Leu Gu G@n Gu Lys Lys Val Arg Met Asp Leu Gu Arg Ala
1040 1045 1050

Lys Arg Lys Leu Gu Gy Asp Leu Lys Leu Thr Gn Gu Ser Ile
1055 1060 1065

Met Asp Leu G u Asn Asp Lys Leu G n Leu Gu Gu Lys Leu Lys
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Lys

Thr

Thr

Al a

Leu

Thr

Lys

Lys

Arg

Ser

Ser
1235

Val
1250

Leu
1265

Al a
1280

Val

Arg

Arg

Val

Vet

Al a

Ay

Lys

Asn

Ser

Lys

Lys

Thr

Lys

Phe

Leu

Ile

Al a

GAu

GAn

Arg

Al a

GAu

GAu

Arg

GAu

Leu

GAn

Al a

Asp

Al a

GAu

Lys

Ile

Arg

Al a

GAn

Lys

GAu

Thr

Al a

GAn

Al a

GAn

Lys

Leu

Val

Ser

GAu

Asp

Leu

Ile

Ser

Leu

GAn

Thr

Leu

Asn

N3027PCT_sequ. | i st..txt

1075

Asn
1090

1315

Al a
1330

An

Leu

Lys

Arg

Asn

du

Lys

Asn

Phe

Asp

Ser

Asn

Ser

Asp

Leu

G n Asn

G n Lys

Leu Arg

Leu Gu

Lys Lys

GAu Ala

Lys His

Leu G n

Lys Leu

Lys Al a

Gn A a

Leu Asn

Gy Gu

G n Leu

Leu Lys

Ala His

Ser

Lys

Leu

Ser

GAu

Arg

Thr

Al a

Arg

GAu

Lys

Asn

Asp

Leu

Thr

Arg

Al a
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1080

Val
1215

Leu
1230

Al a
1245

1260

Phe
1275

Al a
1290

Leu
1335

Lys

Al a

Leu

Ay

Al a

GAn

Ser

Lys

Asp

Asn

Tyr

Thr

Arg

Ay

Leu

GAu

GAu

Ser

Ay

GAu

Hi s

Val

Asp

Leu

Arg

Thr

Ser

Asp

Asn

Arg

Arg

Al a

Phe

Al a

Lys

Val

Val

Leu

Leu

Al a



Arg

Arg

Leu

Ser

Asp

Leu

Lys

Lys

Al a

Asn

Ay

Al a

Al a

Hi s
1340

Al a
1355

Val
1370

Thr
1385

Ser
1415

Leu
1430

Asp

Lys

Al a

Asp

Leu

Vet

Lys

Lys

Al a

Asn

Ay

Al a

Lys

Al a

GAn

Al a

GAu

Val

Lys

Tyr

Arg

GAu

Leu

Ay

Val

Ser

Phe

Asp

Asp

GAu

Trp

Leu

GAu

Lys

Asp

Ser

Ser

Leu

Asn

Leu

Leu

Arg

Thr

Val

Arg

Leu

Leu

Asn

Lys

GAu

N3027PCT_sequ. | i st..txt

Leu
1345

Asn
1450

Ser
1465

Ser
1480

Val
1525

Leu
1540

Vet
1585

Arg du d@n Tyr Gu

Arg

Lys

Al a

Va

Hi s

Arg

Phe

Thr

Hi s

Hi s

du

du

Lys

du

Val

Tyr

Lys

Arg

Ser

Asp

Ser

Leu

Ser

Leu

Al a

GAn

Leu

Lys

Al a

Leu

Asn

Lys

Leu

Asp

Leu

GAn

Ay

GAu

Al a

Ser

Thr

Lys

Val

Al a

Leu

Phe

Thr

Leu

Ser

Lys

Ile

Lys
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1350

Leu
1395

Asn
1410

Asn
1425

Al a
1440

Leu
1455

1485

Phe
1500

Thr
1515

GAu

Al a

Al a

Al a

Al a

GAu

Al a

Al a

Ser

Leu

Lys

GAu

Val

Leu

Leu

Arg

Asn

GAu

Asn

Ile

GAn

Lys

Al a

GAu

Ser

Lys

Arg

Arg

Lys

Hi s

Thr

Ser

GAn

Arg

GAu

Al a

Trp

Asn

Leu

Lys

Al a

Leu

GAn



Arg

Ser

Leu

Al a

Asp

Leu

Arg

Arg

Lys

Al a

Arg

Val Asp

Asn Gu

Ala dn

Gnlle

A u Asn

GAu Leu

Arg Lys

G n Leu

Lys Mbt

Al a Va

Ile Thr

Asp Thr

Thr 1le

Al a Leu

Val Arg

Ala du

Ser

Val

Ile

Leu

Leu

Asp

Ser

Lys

Lys

GAu

Ser

Leu

Leu

Ile

Leu

Al a

Al a

Hi s

Ser

Al a

Al a

Asp

Ay

Leu

Val

N3027PCT_sequ. | i st..txt

Thr

Va

Leu

Lys

Asp

Va

Arg

An

An

Leu

Arg

Vet

Leu

An

Lys

Gy

Ay

Ser

Lys

Ser

Ser

Al a

Al a

Asn

Thr

Asn

Vet

Hi s

Lys

GAu

Vet

Leu Asp Al a
1605
Lys Lys Met
1620
H s Ala Asn
1635
Leu G n Ser
1650
Val Arg Al a
1665
Arg Arg Asn
1680
Val Val Gu
1695
Leu Ile Gu
1710
Thr Ser Leu
1725
Gn Leu An
1740
Ala Qu Gu
1755
Ala Qu Gu
1770
Arg Met Lys
1785
Arg Leu Asp
1800
Gn Leu An
1815
Leu Gu Ala
1830
Arg Lys Ser
1845
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GAu

GAu

Arg

Leu

Asn

Asn

Thr

Ser

Lys

Leu

Lys

Lys

GAu

Thr

Ay

Vet

Leu

Asp

Leu

Thr

Ser

Asn

Al a

Lys

Asn

Al a

Leu

GAn

Arg

Arg

Asp

Al a

Lys

Asp

Leu

Val

Lys

Lys

Vet

GAu

GAu

Lys

Arg



[le Lys G u Leu Thr
1850

Leu Arg Leu G n Asp
1865

Ala Tyr Lys Arg Gn
1880

Asn Leu Ser Lys Phe
1895

GuG@u Arg Ala Asp
1910

Ala Lys Ser Arg Asp
1925

Gu

<210> 65

<211> 6044

<212> DNA

<213> Honp sapi ens

<220>

<221> msc_feature

<222> (1)..(6044)

<223> nyosin, heavy

<400> 65

cacagctctg
cccctttcct
gat ggcagt c
agcgcagacc
gtttgtcaag
t ggcaagaca
caaaat cgag
caaggat cgc
caacccttac
gaagaggagc
gct gacagac
agt caacacc
caagaaggac
t gct ct ggag

gaaattcatt

tcctgctctg
cat ct gt aga
tttggggctg
aggccttttg
gccaagat cg
gt gaccgt ga
gacat ggcca
t acggct cct
aagt ggct gc
gaggccccgce
agagaaaacc
aagagggt ca
cagagcccgg
gcctttggea

cgaattcatt

N3027PCT_sequ. | i st..txt

Tyr Gn Thr Gu Gu Asp Lys Lys Asn Leu
1855 1860

Leu Val Asp Lys Leu G n Leu Lys Val Lys
1870 1875

Ala Gu du Ala Gu Gu @n Ala Asn Thr
1885 1890

Arg Lys Val Gn Hs Gu Leu Asp Gu Aa
1900 1905

[le Ala G@u Ser Gn Val Asn Lys Leu Arg
1915 1920

lle Gy Ala Lys Gn Lys Met H's Asp Gu
1930 1935

chain 7, cardiac nmuscle, beta (MYH/)

tgtctttcce
cacact t gag
ccgeecccta
acct caagaa
t gt ct cgaga
aggaggacca
t gct gacct t
ggat gatct a
cggt gt acac
cccacat ct t
agt ccat cct
t ccagt act t
gcaagggcac

at gccaagac

t t ggggcaac

tgctgctcetce
t agcccaggce
cct gcgcaag
ggatgtcttc
gggt ggcaaa
ggt gat gcag
cct gcat gag
cacct act cg
tcctgaggtg
ctccatctcc
gat caccgga
tgctgttatt
cct ggaggac

cgt ccggaac

aggaaagttg
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aggt cccctg
acagccat gg
t cagagaagg
gtgcctgatg
gt cact gccg
cagaacccac
ccecgeggt g
ggcctcttct
gt ggct gect
gacaacgcct
gaat ccggag
gcagccattg
cagat cat cc
gacaact cct

gcat ct gcag

caggcctt gg
gagattcgga
agcggct aga
acaaacagga
agaccgagt a
ccaagttcga
t ct acaacct
gt gt caccgt
accggggcaa
at cagt acat
cagggaagac
gggaccgcag
aggccaaccc
cccgcet t cgg

acat agagac

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900



ctatcttcetg
tttctaccaa
caacccct ac
cgct gaggag
gaaaaact cc
gct gaagcag
ctacctcatg
agt gggcaat
ggcact ggcc

caccct ggag
cgagatcttc
gcagcagttc
cat cgagt gg
gaagcccat g
cat gaccttc
gccacgcaat
cgt ggact ac
cgtgggettg
t ggggct gat
gact gt gtca
ccat ccceac
caaccccctg
caggaaaggc
gaacccagcg
gct cagct cc
caaggccggg
cacgcgtatc
ggaacgt aga
gaat t ggccc
agagaaggag
gt ccgaggct
t gacct gcag
t gat cagct g
gct ggaggat

gaaaaat cca
atcctgtcta
gatt at gcat
ct cat ggcca
at gt at aagc
c€gggaggagce
gggct gaact
gagt acgt ca
aaggcagt gt
accaagcagc
gatttcaaca
ttcaaccacc
acattcattg
ggcat cat gt
aaggccaagc
at caagggga
aacatcattg
t at cagaagt
gcgectattg
gctctgcaca
tttgtacgtt
gt cat gcacc
ttccccaacc
gccatccctg
ctggacattg
ctget ggggce
caggcccagt
gact ccctge
t ggat gaagc
at ggcct cca
cgccgcaagyg
ct ccaagt gc

at caaaaaca

gaggaggaga

N3027PCT_sequ. | i st..txt

gagttatttt
acaaaaagcc
tcatctccca
ct gat aacgc
t gacaggcgc
aggcggagcec
cagccgacct
ccaaggggca
at gagaggat
cacgccagt a
gctttgagca
acat gtttgt
actttggcat
ccat cct gga
tgtttgacaa
agcct gaagc
gct ggct gca
cttccctcaa
agaagggcaa
gggaaaat ct
gt at catccc
agct gcgcetg
gcatcctcta
agggacagt t
at cacaacca
tgctggagga
cccgaggt gt
t ggt aat cca
tctacttcaa
t gaaggagga
agct ggagga
aggcggaaca
agat t cagct

t gaat gct ga

ccagct gaaa
t gagctgctg
aggagagacc
ttttgatgtg
cat cat gcac
agacggcact
gct caagggg
gaat gt ccag
gttcaact gg
cttcat agga
gctctgcatc
gct ggagcag
ggacct gcag
agaggagt gc
ccacct gggc
ccacttctcc
gaagaacaag
gct gct cage
aggcaaggcc
gaacaagct g
t aat gagaca
caatggtgtg
cggggacttc
catt gat agc
gtacaagttt
aat gagggac
gct cgccaga
gt ggaacat t
gat caagccg
gttcacacgc
gaagatggtg
agacaacctg
ggaggccaag
gct cact gcc
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gcagagagag
gacat gct gc
accgt ggcct
ctgggcttca
tttggaaaca
gaagaggct g
ct gt gccacc
caggt gat at
at ggt gacgc
gt cct ggaca
aacttcacca
gaggagt aca
gcctgeattg
atgttcccca
aaat ccgcca
ct gat ccact
gatcctctca
accctgtttg
aagaaaggct
at gaccaact
aagt ct ccag
ct ggagggca
cggcagaggt
aggaagggag
ggccacacca
gagaggct ga
at ggagt aca
cgggcecttca
ct gct gaaga
ct caaagagg
tccctgetge
gcagat gct g
gt gaaggaga

aagaagcgca

att at cacat
t gat caccaa
ccattgatga
ctt cagagga
t gaagttcaa
acaagt ct gc
ct cgggt gaa
at gccact gg
gcat caat gc
t cgct gget t
acgagaagct
agaaggaggg
acct cat cga
aggccaccga
acttccagaa
at gccggcat
at gagact gt
ccaact at gc
cgtcctttca
t gcget ccac
gggt gat gga
tccgcatctg
at cgcat cct
cagagaagct
aggt gttctt
gccgcat cat
aaaagct gct
t gggggt caa
gt gcagaaag
cgct agagaa
aggagaagaa
aggagcgcetg
t gaacgagag
agct ggaaga

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940



t gagt gct ca
gaaggagaaa
ggat gagat c
ggct ct ggat
caagct ggag
cat ggacctg
cat cat ggac
t gagct gaat
gaagaagct c
gcgcaccgcec
gat cagcgag
gaagcgcgag
cgaggccact
gcagat cgac
gct ggagct g
ggagaagat g
gacccagcgt
t gagct gt cc
gct cacct ac
gaagaacgcc
gcagt acgag
ct cggaggt g
gct cgaggag
ggct gt t aat
cgaggacttg
gcagaggaac
ggagct ggag
gaacgcct at
gcaggaggag
gct ggagaag
ggaggcecgag
caaccagat c
ggccaagcgc
acgcagccgc

ggagat ccag

gagct caaaa
cacgcaacag
attgccaagc
gacct t cagg
cagcaagt gg
gagcgagcga
ct ggagaat g
gct ct caacg
aaggagcttc
agggct aagg
cggct ggaag
gccgagttcc
gcecgeggecc
aacct gcagc
gat gacgt ca
t gccggacct
t ct gt caacg
cggcagct gg
acccagcagc
ct ggcccacg
gaggagacgg
gcccagt gga
gccaagaaga
gccaagt gct
at ggt ggacg
ttcgacaaga
t cct cgcaga
gaggagt ccc
at ct ccgact
gt ccgaaagc
gcct cect gg
aaggcagaga
aaccacct gc
aacgaggccc

ct cagccacg

N3027PCT_sequ. | i st..txt
gggacat cga tgat ct ggag ctgacactgg

agaacaaggt
t gaccaagga
ccgaggagga
at gat ct gga
agcggaagct
acaagcagca
caaggattga
aggcacgcat
t ggagaagct
aggccggacgg
agaagat gcg
t gcgcaagaa
gggt gaagca
cct ccaacat
t ggaagacca
acct caccag
at gagaagga
t ggaggacct
cact gcagtc
aggccaaggc
ggaccaagt a
agct ggccca
cct cget gga
t agagcgct ¢
t cct ggccga
aggaggct cg
t ggaacat ct
t gact gagca
agct ggaggc
agcacgagga
t cgagcggaa
gggt ggt gga
t gagggt gaa

ccaaccgcat

gaaaaacct g
gaagaaagct
caaggt caac
aggat ccctg
ggagggcgac
gct ggat gag
ggat gaacag
cgaggagcetg
gcgct cagac
ggccacgt cc
gcgggacctg
gcacgccgac
gaagct ggag
ggagcagat c
gat gaat gag
ccagcgggcec
ggcactgatc
caagaggcag
ggcccggceat
cgagct gcag
t gagacggac
gcggct gcag
gaagaccaag
caat gct gct
gt ggaagcag
ct ccet cage
ggagaccttc
gttgggttcc
cgagaagat g
gggcaagat c
gct ggcagag
ct cgct gcag
gaagaagat g

ggccgecgag
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acagaggaga
ct gcaagagg
accctgacta
gagcaagaga
ct gaagct ga
cggct gaaaa
gccct cggea
gaggaggagc
ct gt ct cggg
gt gcagat cg
gaggaggcca
agcgt ggcceg
aaggagaaga
at caaggcca
caccggagca
aagttgcaaa
t cccagcet ga
ct ggaggagg
gact gcgacc
cgcgtccttt
gccatt cagc
gaagct gagg
caccggct ac
gct gcagecc
aagt at gagg
acagagct ct
aagcgggaga
agcggaaaga
gagct gcagt
ct ccgggecc
aaggacgagg
acct ccct gg
gaaggagacc

gcccagaagce

ccaaagt gga
tggct ggget
cccaccaaca
aggccaaagt
agaaggt gcg
cccaggagag
aaaaagact t
gccagct gca
t ggaggccga
agct ggagga
agat gaacaa
cgct gcagcea
agct gggcga
gcgagttcaa
aggct aacct
aggcggagga
ccgagaat gg
cccgaggcaa
aggt t aaggc
tgctgcggga
ccaaggccaa
ggact gagga
aggcecgt gga
agaat gagat
t ggacaagaa
agt cgcagtc
t caaact caa
acaaaaacct
ctat ccat ga
cagccct gga
agct ggagt t
agat ggaaca
acgcagagac
t caat gagat

aagt caagag

3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040



cct ccagagce
cgacct gaag
ggaggagttg
gct gat t gag
ccagaagaag
gcaggagt gc
ggcagaggag

cat ggaacag

ttgttgaagg
gagaacat cg
cgtgceegt gg
act agt gagc
aagat ggat g
aggaat gctg
ct gaagaagg

accat t aagg

N3027PCT_sequ. | i st..txt

acacccagat
ccat cgt gga
t ggagcagac
gggt gcagct
ctgacctgtc
aggagaaggc
agcaggacac

acct gcagca

t cagct ggac
gcggcgceaac
agagcggt cc
gctgcattcc
ccagct ccag
caagaaggcc

cagcgcccac

ccggcet ggac

gat gcagt cc
aacct gct gc
cggaagct gg
cagaacacca
act gaagt gg
at cacggat g
ct ggagcgca

gaagccgagce

gt gccaacga
aggct gagct
c¢ggagcagga
gcct cat caa
aggaggcagt
ccgccat gat
t gaagaagaa

agat cgccct

caagggcggc aagaagcagc tgcagaagcet ggaagcgcgg gt gcgggage tggagaatga
gct ggaggcc gagcagaagc gcaacgcaga gt cggtgaag ggcat gagga agagcgagceg
gcgcat caag gagct cacct accagacgga ggaggacagg aaaaacctge tgecggetgcea
ggacctggt a gacaagctgc agctaaaggt caaggcctac aagcgecagg ccgaggaggce
ggaggagcaa gccaacacca acctgtccaa gttccgcaag gtgcagcacg agcetggatga
ggcagaggag cgggcggaca tcgccgagtc ccaggt caac aagctgecggg ccaagagcecg
t gacattggc acgaagggct tgaatgagga gtagcetttge cacatcttga tctgcetcage
cct ggaggt g ccagcaaagc cccatgetgg agectgtgta acagcetcctt gggaggaage
agaat aaagc aattttcctt gaagccgaga aaaaaaaaaa aaaa
<210> 66
<211> 1935
<212> PRT
<213> Honp sapi ens
<220>
<221> M SC_FEATURE
<222> (1)..(1935)
<223> nyosin, heavy chain 7, cardiac nuscle, beta (MYH7)
<400> 66
Met Gy Asp Ser Gu Met Ala Val Phe Gy Ala Ala Ala Pro Tyr Leu
1 5 10 15
Arg Lys Ser GGu Lys GGu Arg Leu Gu Ala Gn Thr Arg Pro Phe Asp
20 25 30
Leu Lys Lys Asp Val Phe Val Pro Asp Asp Lys G n G u Phe Val Lys
35 40 45
Ala Lys Ile Val Ser Arg Gu Gy Ay Lys Val Thr Ala Gu Thr Gu
50 55 60
Tyr Gy Lys Thr Val Thr Val Lys Gu Asp G n Val Met Gn Gn Asn
65 70 75 80

Page 306

5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6044



Pro

Hi s

Thr

Pro
225
Ser

Lys

Val

Asn
305
Al a

Asp

Thr

Pro

GAu

Ile

130

Lys

Ay

Tyr

Ser

210

Al a

Ser

Leu

Leu

290

Asn

Ser

Val

Ay

Lys

Pro

115

Leu

Arg

GAn

Phe

195

Pro

Leu

Arg

Al a

Phe

275

Ser

Pro

Ile

Leu

Al a

Phe

Pro

Ser

Ser

180

Al a

Ay

GAu

Phe

Ser

260

GAn

Asn

Tyr

Asp

Ay

Ile

Asp

85

Val

Tyr

Val

GAu

Vet

165

Ay

Val

Lys

Al a

Ay

Al a

Leu

Lys

Asp

Asp

Phe

Vet

Leu

Ser

Tyr

Leu

Al a

Ay

Phe

230

Lys

Asp

Lys

Lys

Tyr

Al a

Thr

Hi s

Ile

Tyr

Ay

Thr

135

Pro

Thr

Ay

Al a

Thr

215

Ay

Phe

Ile

Al a

Pro

295

Al a

GAu

Ser

Phe

N3027PCT_sequ. | i st..txt
Gu Asp Met Ala Met Leu
90

Asn

Leu

120

Pro

Pro

Asp

Lys

Al a

200

Leu

Asn

GAu

Phe

GAu

GAu

Ay

Leu
105

Phe

Hi s

Arg

Thr

185

Ile

Al a

Arg

Thr

265

Arg

Leu

Ile

Leu

Lys

Cys

Val

Ile

Val

Ay

Asp

Lys

Tyr

Asp

Leu

Ser

Vet

330

Lys

Vet

Asp Arg

Val Thr

Val Al a

140

Phe Ser

155

Asn G n

Asn Thr

Asp Arg

Gnlle

Thr Val

235

Hi s Phe

Leu Leu

Tyr His

Asp Met

300

Gn Gy

Al a Thr

Asn Ser

Lys Phe
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Tyr
Val

125

Al a

Ser

Lys

Ser

205

Ile

Arg

Ay

Leu

Asp

Vet

Lys

Thr

-
-
o<

Asn

Tyr

Ser

Asn

Al a

Lys

Phe

Leu

Thr

Asn

Tyr

350

Leu

Phe

95

Ser

Pro

Arg

Asp

Leu

175

Val

Lys

Al a

Asp

Thr

255

Ser

Tyr

Thr
Al a
335

Lys

Lys

Leu

Trp

Gy
Asn

160

Ile

Asp

Asn

Asn

240

Ay

Arg

GAn

Thr

Val

320

Phe

Leu

GAn



Arg
Al a
385

Hi s

Val

Thr
Phe

465

Thr

Phe

Ay

Asp

545

Al a

Phe

Trp

Tyr

Al a
625

Tyr

Pro

GAn

Asn

GAn

Ay

Vet

Asn

Ser

Leu

355

Leu

Arg

Vet
435

Ile

Vet

515

Vet

Thr

Phe

Leu

Al a

Vet

Val

Val

420

Phe

Pro

Phe

Lys

Asp

Ser

Phe

Lys

Ser

Asp

Al a

Ay

Lys

Ile

Asn

Arg

Asp

Leu

485

Tyr

Leu

Asn

Ser

Al a

GAu

Leu

390

Val

Tyr

Trp

Phe
470

Leu

Al a

550

Pro

Tyr

Lys

Leu

Pro
630

Pro

375

Asn

Ay

Al a

Vet

Tyr

455

Asn

Lys

Ala Cy

Lys

Arg

Al a

Asp

N3027PCT_sequ. | i st..txt

360

Asp

Ser

Asn

Thr

Val

440

Phe

Ser

Phe

520

GAu

Leu

Asn

Ay
5

Pro
600

Leu

GAu

Ay

Al a

dy

Thr

Ile

Phe

Phe

Phe

Ile

Leu

Leu

Lys

Thr Gu

Asp Leu

395

Tyr Val

Al a Leu

Arg Ile

Gy Va

GAu dn

Asn His
490

y Ile Gu

Asp Leu

Cys Met

Asp Asn

555

Lys Gy

Val Asp

Asn Gu

Ser Thr

Gy Lys
635
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Leu

Thr

Al a

Asn

Leu

460

Leu

Hi s

Trp

Phe

540

Hi s

Lys

Tyr

Thr

Leu

620

Ay

365

Al a

Lys

Lys

Lys

Al a

445

Asp

Vet

Thr

Pro

Leu

Pro

Asn

Val

605

Phe

Lys

Asp

Ay

Ay

Al a

430

Thr

Ile

Ile

Phe

Phe

510

Lys

Ay

GAu

Val

Al a

Al a

Lys

Leu Cy

Val

Leu

Al a

Asn

Val

495

Ile

Pro

Al a

Lys

Al a

575

Ile

Ay

Asn

Lys

Ser

400

Asn

Tyr

GAu

Ay

Phe

480

Leu

Asp

Vet

Thr

Ser

560

Hi s

Ay

Leu

Tyr



N3027PCT_sequ. | i st..txt

Gy Ser Ser Phe G n Thr Val Ser Ala Leu Hs Arg Gu Asn Leu Asn
645 650 655

Lys Leu Met Thr Asn Leu Arg Ser Thr His Pro His Phe Val Arg Cys
660 665 670

[le Ile Pro Asn A u Thr Lys Ser Pro Ay Val Met Asp Asn Pro Leu
675 680 685

Val Met Hs Gn Leu Arg Cys Asn Gy Val Leu Qu Gy Ile Arg lle
690 695 700

Cys Arg Lys Gy Phe Pro Asn Arg Ile Leu Tyr Gy Asp Phe Arg dn
705 710 715 720

Arg Tyr Arg Ile Leu Asn Pro Ala Ala Ile Pro Gu Gy Gn Phe Ile
725 730 735

Asp Ser Arg Lys Gy Ala Gu Lys Leu Leu Ser Ser Leu Asp Ile Asp
740 745 750

His Asn GAn Tyr Lys Phe Ay Hs Thr Lys Val Phe Phe Lys Ala Gy
755 760 765

Leu Leu Gy Leu Leu Gu Gu Met Arg Asp Gu Arg Leu Ser Arg lle
770 775 780

[le Thr Arg Ile dn Ala Gn Ser Arg Ay Val Leu Ala Arg Met G u
785 790 795 800

Tyr Lys Lys Leu Leu Gu Arg Arg Asp Ser Leu Leu Val Ile Gn Trp
805 810 815

Asn Ile Arg Ala Phe Met Gy Val Lys Asn Trp Pro Trp Met Lys Leu
820 825 830

Tyr Phe Lys Ile Lys Pro Leu Leu Lys Ser Ala Gu Arg Gu Lys Gu
835 840 845

Met Ala Ser Met Lys Qu Gu Phe Thr Arg Leu Lys Qu Ala Leu Gu
850 855 860

Lys Ser Gu Ala Arg Arg Lys Gu Leu Gu Gu Lys Met Val Ser Leu
865 870 875 880

Leu Gn Au Lys Asn Asp Leu Gn Leu Gn Val Gn Ala Gu Gn Asp
885 890 895

Asn Leu Ala Asp Ala Gu Gu Arg Cys Asp G n Leu Ile Lys Asn Lys
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Asp

Leu

Asn

Thr

Asp

Lys

Lys

Leu

Asp

Al a

Arg

Arg

Val

GAn

GAu

Al a

Leu

Lys

Leu

1010

Val
1025

Leu
915

GAu

Cys

Lys

Thr

GAu
995

GAu

Vet

Ser

Val

Lys

Al a

Asn

GAu

GAu

965

Lys

Lys

Al a

Leu

950

Lys

Vet

Al a

Gn Ala Gu du

Lys

Asn

Ile

Leu

Lys

Ay

Asp

Leu

Ser

GAu

Val

Ser

GAu

GAu

Lys

Asp

Lys

Asn

Leu

Vet

GAn

Val

Leu

Al a

Leu

Arg

Asn

N3027PCT_sequ. | i st..txt

Val Lys G u Met

920

G u Leu Thr Ala

Lys Arg Asp lle

Gu Lys Hs Al a

Ala Gy Leu Asp

9

Leu G n
1000

Asp Lys
1015

Gn Va

Lys Leu
Gn Leu
Leu Asn

Gn Lys

Leu Arg
Leu du
>

Lys Lys
1165

970

85

Lys

Asp

Thr

Asn Gu Arg

925

Lys Arg

940

Asp Leu

A u Asn

lle Ile

Le

Ly

Ly

Al
99

Gu Ala Hs G n dn

Val

Asp

Asp

Thr

Asp

Al a

Lys

Leu

Ser

Arg

Asn

Asp

Leu

Arg

Leu

Asp

Al a

GAu

Thr

Leu

GAu

GAu

Arg

Lys

Al a

Leu

Ay

Al a
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10

Leu
1020

1080

05

Thr

Ay

Al a

Lys

Asp

Leu

Arg

Arg

Al a

Phe

u Gu Asp

s Leu Gu

u Leu Thr

960

s Val Lys
975

a Lys Leu

0

Ala Leu Asp

Lys Al a

Ser Leu

Lys Arg

Met Asp

Lys Lys

Gn A a

Thr Al a

GAu Leu

Thr Ser

G n Lys



Al a

Ay

Lys

Asn

Lys

Lys

Thr

Lys

Al a
1325

Asp Cy

Lys

Al a

Leu

Vet

s
1340

Al a
1355

Arg

Al a

Thr

Thr

Al a

Lys

Asp

Trp

Leu

Lys

Asp

Asp

Leu

Ile

Ser

Leu

GAn

Thr

Leu

Leu

Asn

Leu

Leu

Arg

GAu

Thr

Val

Leu

Arg

Asp

Ile

Al a

Leu

Thr

Al a

Lys

GAu

Lys

Asn

Phe

Ile

Asp

Ser

Asn

Ser

Asp

Leu

Arg

Arg

Lys

Al a

Val

Hi s

Arg

N3027PCT_sequ. | i st..txt
Thr Leu G n Hs

GAu
1180

Lys
1195

Leu
1210

Leu
1315

Al a
1330

Val
1360

Tyr
1375

Lys
1390

Al a

Hi s

An

Leu

Al a

Asn

du

Leu

Lys

Hi s

An

Leu

du

Lys

Al a

Leu

Asn

Al a Asp

Arg Va

GAu Leu

Lys Al a

Asn Gu

Asp Leu

Leu Ser

Thr Arg

Arg Gn

Al a Leu

Ser Lys

Thr Asp

Lys Leu

Val Asn

G n Asn

Ala Ala

Ser

Lys

Asp

Asn

Hi s

Thr

Arg

Ay

Leu

Al a

Al a

Al a

Al a

GAu

Al a

Page 311

1185

Val
1200

GAn
1215

Ser
1335

1350

Asn
1365

Al a

GAu

Al a

Lys

Val

GAu

Ser

GAn

Leu

Leu

GAu

Al a

Thr

Ser

GAu

Al a

Al a

GAu

Leu

Thr

Lys

Lys

Arg

Asp

Thr

GAu

Arg

Arg

Leu

Ser

Asp

Leu

Thr

Leu

GAu

Ser

Vet

Al a

Al a

Tyr

Val

Hi s

Al a

Val

Thr

Ser

Leu

Asp



Lys

Lys

Al a

Asn

Ser

Al a

Lys

Val

Asn

Al a

Leu
1505

Asn
1670

Leu
1685

Ser

Ser

Leu

Asn

Ser

Al a

Ile

Arg

GAu

Leu

Leu

GAu

Thr

Lys

GAu

GAn

GAu

Leu

Leu

Leu

Al a

GAu

Asn

Ser

Ser

GAu

GAu

Ile

Vet

Hi s

Ile

Vet

GAn

Arg

GAn

Val

Asp

Leu

Phe

Thr

Hi s

Hi s

Thr

Val

Leu

Lys

Asp

Val

Arg

N3027PCT_sequ. | i st..txt

1435

Asp Lys lle Leu

1450

Ser
1465

Leu
1495

Ser
1510

Ser
1630

Ser
1645

du

Leu

du

Asp

Leu

An

Gy

Al a

Leu

Lys

Hi s

Leu

Va

Arg

Va

Leu

Phe

Thr

Leu

Ser

Lys

Ile

Lys

Asp

Lys

Al a

Arg

Arg

Val

GAu

Lys

Phe

Thr

Lys

Al a

Arg

Al a

Vet

Asn

Ser

Al a

Asn

GAu

Al a

Ser

Leu

Lys

GAu

Val

Leu

Leu

Arg

Asn

GAu

Arg

Leu

Asn

Asn

GAn

Page 312

1440

GAu
1455

Ser
1470

Thr
1605

Vet
1635

Leu
1650

Leu
1680

Thr
1695

Trp

Asn

GAu

Leu

Lys

GAu

Al a

Leu

Leu

Arg

Asp

Al a

Lys

Asp

Leu

GAu

Lys

Lys

Al a

Asn

Ay

Al a

GAn

Al a

Arg

Ser

Leu

Al a

Asp

Leu

Arg

Tyr

Lys

Ser

Leu

GAu

Leu

GAu

Val

Arg

Asn

GAu

Thr

Lys

Al a

Ser



Arg

Lys

Al a

Ile

Asp

Thr

Al a

Val

Al a

Leu

Lys

Ser

Arg

Ser

<210>
<211>
<212>

Lys
1700

Leu
1715

Vet
1730

Val
1745

Thr
1760

Thr
1775

67
6289
DNA

Leu

Leu

Asp

Asp

Ser

Lys

Lys

Ser

Thr

Asp

Phe

Asp

Asp

Al a

Hi s

Al a

Al a

Al a

Asp

Ay

Leu

Val

Tyr

Leu

Al a

Arg

Ile

GAu

Ser

Asp

Cys

Al a

Hi s

Leu

Ay

GAu

Lys

GAn

Val

GAu

Lys

Al a

Ay

GAn

Leu

Arg

Vet

Leu

Lys

Asn

Ay

Thr

Asp

Val

GAu

Thr

N3027PCT_sequ. | i st..txt

Asn
1720

Ser
1735

Asn
1750

Vet
1765

Leu Ile Gu Thr

Thr

Al a

Al a

Arg

Arg

An

Leu

Arg

du

Leu

Hi s

Ay

Ser

Leu

GAu

GAu

Leu

Leu

GAu

Lys

Asp

GAn

GAu

GAu

Val

Leu

Leu

GAn

GAu

GAu

Lys

Asp

GAn

Al a

Ser

Arg

Leu

GAn

Leu

Asn

Asn

Thr

Lys

Leu

Lys

Lys

GAu

Lys

Lys

Al a

Asp

Lys
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Ser
1710

Asn
1725

GAu
1740

Val
1875

Asn
1890

1905

Leu

1920

1935

GAu

GAn

Val

Lys

Lys

Vet

GAu

Lys

Arg

Leu

Lys

Thr

Al a

Arg

Arg

GAu

Lys

Al a

Arg

Ile

Leu

Al a

Asn

GAu

Al a

Val

GAu

Al a

GAn

GAn

Ile

Arg

Asn

Lys

Arg

Tyr

Leu

GAu

Lys



<213>

<220>
<221>
<222>
<223>

<400> 67
tggggttttg

cctgggectc
cttcectgecc
gtttccagct
gggagt ctge
cat gggacgg
aggt caagtc
t gat ggt gcg
acat ggccat
atgcccgcetg
aat ggct ccc
attccccgcece
gagacaacca
agcgggt cat
cccaatttct
ct gccat gga
gcaagt t cat
gct at ct cct
tctactacca
t gaacccct a
at ggggagga
agaaat gt gc
agcagaagca
cct acct gat
gt gt agggaa
gggct ct gge
agaccct gga
ttgagat ct t
t gcagcagt t
gcat cgact g

Hormo sapi ens

m sc_feature
(1).

myosi n,

~(6289)

atgtgttgcec
ccaaagt gct
t caccgt ggt
cctcctectt
ccgct acctc
gaagaagcga
ggaggct acc
t gaagccgag
gat gacgcac
gat gat ct at
agt ct at acg
ccat at at at
gtccatgctg
tcagtacttt
ggcaacaaag
ggcctttgge
ccgcattcac
ggagaagt cg
gatcctctca
t gact accac
gct cat cgcce
ct gct at aag
gcgggaggag
gggggt cage
cgagt acgtg
caaggccacc
cacaaagctg
t gagtt caac
cttcaaccag

ggtcttcatc

heavy chain 7B,

N3027PCT_sequ. | i st..txt

caggct ggt c
ggaattacag
gccgagt gcc
caccccagtg
cgccagggct
gt ct gggt ge
gggggcagag
ct gcagccca
ct gaacgagg
acct act cag
gcct cegt ag
gcgat ggegg
at caccggag
gccat cgt cg
acggggggca
aacgccaaga
tttggtccct
cgggt gat ct
gggaggaagce
ttctgcagcece
accgaccatg
at cgt gggcg
¢aggcggagg
agt ggggacc
accaagggcc
t at gaccggc
ccccggeagt
agctt cgaac
cacatgtttg
gact t cggcece

cardi ac nuscl e,

tt gaact cct
acat gagt gg
tgctgecttg
ccact gccat
accaggagat
ct gat gaaca
t caccgt gga
t gaacccgcece
cct ct gt gct
gcctcttctg
tggctgctta
acaacgcct a
agt cgggggc

ct gccct ggg
ccct t gagga

ccct gaggaa
ct gggaagct
tccagttgcec
cagagct gca
agggcgt cat
ccat ggacat
ccctcctgea
ccgat ggcac
t cct caaagg
agagt gt gga
tgttcaggtg
tcttcatcgg
agct gt geat
t gct ggagca
ttgacctgca
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gagct t aagt
caat aaaagg
ggccgecttg
gatggatgtg
gacgaaggt g
ggacgcct ac
gaccaaagac
tcgcttcgac
gcacaacct g
t gt caccatc
caagggaaag
caacgacatg
cggt aagacg
agacgggccg
tcaaat catc
t gat aact cc
ggcat ccgcg
t ggt gagcgc
ggacatgct g
caccgt ggac
cctaggettc
ctttggcaac
t gagagt gct
ccttttgeac
gcaggtggtg
gct ggt gt ct
ggttct ggac
caactt cacc
ggaggagt ac

gccttgeatc

beta (MYH7B)

gat gt gt ccg
ggt agcagag
aacct ccagg
agt gaacttg
cacact at cc
gt ggaggecg
cagaaggt gc
ttact ggagg
cgccagcegct
aacccct aca
cgccgct cag
ct gcgcaacc
gttaacacca
ggcaagaagg
gaggccaacc
tccecgetttg
gat attgaca
agctaccatg
cttctgtcta
aacat gaat g
agcgt ggat g
at gaagttca
gacaaggct g
cceccgggt g
tttgctgtgg
cggat caacc
at cgct gggt
aat gagaaat
aagcgggagy

gacct cat cg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800



agaagccact
acgccagct t
agcct cggcec
gegtggtgcece
ccgt ggt ccc
at gcgggct c
cagcat cgt t
acct gcgggc
caggggt cat

ggat ccggat
ggt accgt at

ccacagagaa
ccaaggt gtt
t ggccaaggt
accagcgcct
t caat gccgt
gct cggcgcea
gggceget gge
cccaggagaa
ccgaggagceg
agct gagt ga
gcaagct gga
t ggccaaagc
agat ggct gc
aggcccacca
ccaaggccaa
agaagaagct
t gacgcagga
agaagaagga
gggcccagat
agct ggaggc
gggagct gga
gcgagggcet g
cggcgcet geg
cggagcet ggg

gggcat cct g

ccgggcecaag
t gacaagaag
ttacagcatt
catcttccag
ct gct ccact
ccagacggtg
cacacagccc
ggatgccttc
ct gccgecaa
cct gaacccc
act gct gggc
ctt caaggct
gct gacgct g
gct gggaggce
caagaact gg
ggct gaggag
t gcggccgag
gaat gacct g
ctgccacttg
gcgget ggag
ggacgagt gc
t gagaaggag
gct ggacgag
acaggccctg
gct ccgget g
gcgcat ggac
gt cggt ggct
ct ccgagcetg
gcagaagaag
agagcgggca
ggagct gage
ccgcaagegg
gcacgaggcc

ggagcaggtg

N3027PCT_sequ. | i st..txt

t ccat cct gg

aggaggaatg

catgttcccc

ctctacgaca accacgcggg gaagt caccc

cgcaagt acc
gt gggct ggce
aagt cacaga
gagcccccca
t cccaget gc
cacttcgtcc
ttggtgctac
gggttcccca
agt gccat cc
t cgct ggact
gggcttctag
ct gcaggcgc
agggat gcge
t cat ggat ga
gagct ggegg
gccaagcgcec
gccct gcage
ct gat caagt
gat gaggagg
acggagct ca
aagcaagcca
t cagt ggccc
ggt gacct gc
gagcaacagg
acggagcggg
gatgctgctc
agccagct ga
at caaggagc
gcccgggecc
gagcggcet gg
gaggcggagce
acagt ggcgg

gacagcct gc

aggcccact t
t ggagaaaaa
at aggct cct
agt ct ggggt
acaaggagaa
gctgcat t gt
accagct gcg
acaggtt gct
cggat gacac
t ggat cacac
gcgt cct gga
ggagccgt gg
t gttcaccat
agctcttttt
ccct gecgggce
aggaact gga
t gcaggct ga
ccaaggt gca
aggt gaacgc
agaaggacat
ct gagaacaa
ggct gaccaa
aggccgagga
t ggaggacct
ccaagcgcaa
aagacaagca
gcct gcgggt
t gcaggct cg
gcgt ggagaa
aggaggcagg
t ggggaggct
cact gcggcg

agcgggt geg
Page 315

cgaggtggtc
caaggat ccc
ggcgactctc
gaaagagaag
cct caacaag
ccccaacgag
ct gcaat ggg
ct acaccgac
cttcatggac
ccagt accag
agagct ccgt
ccgcectcatg
ccagt ggaac
caagat gaag
agagct gcgg
ggagacgcac
gcaggacaac
gct ggagggg
t gacct ggcc
t gat gacctg
ggt gaagaac
ggagaagaag
ggaccgtgtg
ggaat gct cc
gct ggagggt
gcagct ggag
ggaagacgag
ggacggaggag
gcagcgt gca
cggcgceat cc
gcggcgggag
caagcaggcyg

gcagaagct g

aaggcct cag
aatttccagc
cact acgcag
ct gaat gaga
t at gagaat t
cgt aagaagg
ct gat gacca
aacaaaaccc
gt cct ggagg
ttccggcagce
agcaggaagg
tttggccaca
gaccagcgcc
cgcct t gagt
at ccgt gect
ccget get ge
gggt t gcgag
gt cagcat ca
ct ggcagatg
aaggt gaagg
gceccgeceggce
aagct gacac
ct gacggaag
gcgt t gcagg
agcgcgct ga
ct ggagcagg
gacct gaagc
gagaagct ca
cagct cttgg
ct ggaagagg
gaggcggcegce
gcggggcagce
ct ggaggagg
gagggcgcgg
gagaaggaga

1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900



agagt gagct
ccaaggccag
t caaggt gga
agacggaaag
t gagcegt gg
aggaaagcaa
acct cct geg
t gt ccaaggc
agaggaccga
aggagggceagt
t acagacaga
cgct ggacaa
aggagat gca
tcttccggct
agaacaagaa
agagcat cca
aggct gcact
t ccagct gga
aggagt gcge
t ggat gcaga
acct caacga
ct gccacgeg
agcggct gge
tggct gcgga
t ggcagagca
caggcct cct
t ggaggaggc
at gcggccat
ggat gaagaa
aacaggccgc
agct ggaggce
gcaagcat ga
t ggct cgcat
agtttgagga

gcgcat ggag
t gcagagaag
ggagct gcag
cggggagcetg
aaaggccctg
ggccaagagt
ggagcaacac
caat gccgag
ggagct ggag
ggaggct gcc
gt cagaggat
gaagcagcgg
gcgggaget g
gcggcacggce
cct gcaggag
ggaact ggag
ggaggaggca
gct ct cccag
t aacct gagg
gacacgggcc
cctggagcetg
gct gat gcag
agct gagctc
gct ggaggag
ggagcttttg
aaaccagaag
t gcacaggag
gat ggccgag
gacgct ggag
cct cegt gge
t gagct t gat
gcgecegtgtc
gcaggacct g
ggcggagceag

N3027PCT_sequ. | i st..txt

gt ggacgacc
ct gt gccgga
cggcagct gg
agt cgcct gc
gccgeccaaa
gccctggecc
gaggaggagg
gt ggcccagt
gaggccaaaa
aacgccaagt
gt aaccct gg
cact t ggaac
gaggcggceac
cacgaggagg
gagat cagcg
aaaaccaaga
gagggggccce
gt caaagcag
cgcaaccacc
cgcaat gagg
cagct gggcec
gcacagct ca
cacgagcagg
ct gcgggct g
gaggccaccg
aagaagct gg
aggcgggagg
gagct gaaga
cagacggt gc
gggaagaagc
gcagagcaga
aaggagct cg
gt ggacaagc

caggccaaca

t ggct gccaa
cct at gagga
cggacgcaag
t agaggagaa
gcct ggaaga
acgccgt gca
ct gaggccca
ggaggagcaa
aaaagct ggc
gctcat cgt t
agct ggagcg
gggcact gga
agagggagtc
cact t gaagc
acct cacaga
aggcegcet gga
t ggagct gga
aagt ggaccg
agcgagct gt
cgct geggct
at gccacccg
aggaggagca
cgcaggct ct
ccct ggagcea
agcgcct caa
aggcggact t
ct gaggagaa
aggagcagga
gcgagct cca
aggt gcagaa
agaagcacgc
cat accaggc
t gcagagcaa
ccaacct ggc

Page 316

cgt ggagact
t cagct aagc
cacgcagcgt
ggagtgtctg
gttgcggegce
ggctctgegg
ggctgagetg
gt acgaagca
act gcggcetg
ggagaaggcce
ggcgacct ca
ggaacggcgg
ccgtggectg
cct ggagacg
ccaggt gagt
aggcgagaag
ggagaccaag
gaagct ggca
ggagt ccct g
caagaagaag
t caggccaca
ggcagggcgg
ggagcgccgg
gggcgagegce
ccttctgeat
ggcccaget g
ggccaaaaag
cacaagt gca
ggcccgect t
gct ggaggcec
cgaggccct t
cgaggaggac
ggt caagagc

caagt at cgc

ct gacccgeg
gaggccaaga
gggcgact ac
at cagt cagc
cagct agagg
cacgactgtg
cagcggct gc
gat gccat cc
c¢aggaggcag
aagct gcggce
gcagctgctg
cggcaggagg
ggcaccgagc
ct caagcggg
ct cagt ggga
agt gagat cc
acgct gcgga
gagaaagacg
caggcct ccc
at ggagggt g
gaggcccagg
gacgaggagc
gcct cget ge
agccggcegac
t cgcagaaca
agcggggagyg
gccatcactg
cacct ggaac
gaggaggcag
aaggt acggg
aagggcgt gc
aggaagaacc
t acaagcgcc

aaggcccagce

3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940



acgagct gga
gggcacggac
gct ct aaaga
catctctgca
ccagtttcct
aaagccaggt
<210>
<211>

<212>
<213>

68
1983
PRT
Hono

<220>
<221>
<222>
<223>

(1).
my os

<400> 68
Met Ser Gy
p

Ala du

Cys

Leu
35

Leu Leu

Leu Gy

50

Lys Val His

Asp Gu

Ay Gy

Arg Gu

Asp Met

130

Asn Leu

145

Arg

Leu Phe

tgat gcggag
ccgggacgcec
ggaatgtctg
tcgcceccect g
tctcattctt

ccacagcagt

sapi ens

M SC_FEATURE
~(1983)

in, heavy ¢

Asn Lys Ar
5

Leu Leu Pr

20

Leu His Pr

Ser Ala Ar

Thr Pr

70

Al a
85

Asp

Val Thr

100

Leu d

Ala Met Me

Arg

Val Thr

165

Val

N3027PCT_sequ. | i st..txt

gagcgggeag
ct gggcccca
ctgttgcaca
ctgccttcag

ttctttgggg

catttttaaa

hain 7B,

g Gy

o Trp Ala

Al a
40

o Ser

g Tyr Leu

55

o Trp Asp

r Val Gu

Thr

Vet
120

n Pro

t Thr
135

Hi s
r Ala Arg

e Asn Pro

Ser Arg

Al a

25

Thr

Arg

Ay

Al a

Lys

Asn

Leu

Trp

Tyr

acat ggcgga
agcacaagga
t ct ggct gag
ccttccectgg

t t caggagga

at aaagtt at

cardi ac musc

Al a Ser
10

Leu Asn
Al a
Gn Gy
Lys Lys
Val
Asp
Pro Pro

Asn

Vet

_k_
o —
(SN0

Lys
170

Trp
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aacccaggcc
gt gacggcect
gccacct gcce
gccct gaat a
aaaacacagt

ttaatagtc

e, beta

Pro His

Cys

Leu G n Gy

30

Met Asp Va

45

Tyr Gn

60

Arg Va

Lys Ser
Lys Va

Phe
125

Arg Asp

Ser Val

Tyr Thr Tyr

Leu Pro Val

aacaagct gc
gaccccct gg
ccgat cect ge
aacaccacag

cct agggaca

( MYH7B)

Arg Gy
15

Phe G n

Ser Gu

Met Thr

Val Pro

80

Al a
95

Thr
Met Va
Leu Leu
Leu Hi s

Ser

Tyr
175

6000
6060
6120
6180
6240
6289
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Ala Ser Val Val Ala Ala Tyr Lys Gy Lys Arg Arg Ser Asp Ser Pro
180 185 190

Pro Hs Tyr Ala Val Ala Asp Asn Ala Tyr Asn Asp Met Leu Arg

200 205

_k_
© —
(SN0

Asn Arg Asp Asn G n Ser Met Leu Ile Thr Gy Qu Ser Ay Ala Gy
210 215 220

Lys Thr Val Asn Thr Lys Arg Val Ile Gn Tyr Phe Ala |Ile Val Al a
225 230 235 240

Ala Leu Gy Asp Gy Pro Gy Lys Lys Ala G n Phe Leu Ala Thr Lys
245 250 255

Thr Gy Gy Thr Leu Gu Asp G n lle Ile Au Ala Asn Pro Ala Mt
260 265 270

Gu Ala Phe Gy Asn Ala Lys Thr Leu Arg Asn Asp Asn Ser Ser Arg
275 280 285

Phe Gy Lys Phe Ile Arg Ile Hs Phe Gy Pro Ser Gy Lys Leu Ala
290 295 300

Ser Ala Asp |le Asp Ser Tyr Leu Leu Gu Lys Ser Arg Val |le Phe
305 310 315 320

Gn Leu Pro Gy Gu Arg Ser Tyr Hs Val Tyr Tyr G n Ile Leu Ser
325 330 335

Gy Arg Lys Pro Gu Leu Gn Asp Met Leu Leu Leu Ser Met Asn Pro
340 345 350

Tyr Asp Tyr Hs Phe Cys Ser Gn Ay Val Ile Thr Val Asp Asn Mbt
355 360 365

Asn Asp Gy GGu Gu Leu Ile Ala Thr Asp His Ala Met Asp Ile Leu
370 375 380

Gy Phe Ser Val Asp Gu Lys Cys Ala Cys Tyr Lys Ile Val Gy A a
385 390 395 400

Leu Leu Hs Phe Gy Asn Met Lys Phe Lys G n Lys Gn Arg Gu Gu

Gn Ala Gu Ala Asp Gy Thr Gu Ser Ala Asp Lys Ala Ala Tyr Leu
420 425 430

Met Gy Val Ser Ser Ay Asp Leu Leu Lys Ay Leu Leu His Pro Arg
435 440 445
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Val

Val

465

Phe

Pro

Phe

Lys

Asp

Ser

Phe

Val

625

Lys

Ser

Lys

Asn
705

Cys

Arg

450

Val

Arg

Arg

GAu

Leu

530

Tyr

Leu

Ile

Arg

Val

Lys

Ser

Cys

Al a

690

Lys

Ile

Val

Phe

Trp

Phe
515
Gn

Lys

Leu

Al a

595

Pro

Hi s

Asn

Ser
675
Al a

Leu

Val

Ay

Al a

Leu

Phe

500

Asn

GAn

Arg

Pro Cy

Lys

Arg

Tyr

Lys

Asn

660

Thr

Ser

Vet

Pro

Asn

Val

Val

485

Phe

Ser

Phe

GAu

565

Leu

Pro

Al a

Asp

Arg

Phe

Thr

Asn

Ay

Ser

Ile

Phe

Phe

dy
550

Tyr

Asp

Ay

630

Pro

Leu

Pro

Asn
710

Tyr
455
Al a

Arg

Ay

Asn
535
Ile

Asp

Cys

Leu

Leu

Pro

Thr

695

Leu

Asn

N3027PCT_sequ. | i st..txt

Val

Leu

Ile

Val

GAn

Asp

Leu

Vet

Asn

600

Lys

Val

Asn

Al a

Arg

Lys

Thr

Al a

Asn

Leu

505

Leu

Hi s

Trp

Phe
585
H s

Arg

Pro

Thr

665

Ser

Ser

Al a

Thr

Lys Gy
Lys Ala

475

Gn Thr

Asp Ile

Met Phe

Val Phe
555

G u Lys

Pro Lys

Ala Gy

Lys Tyr

Tyr Ser

635

Thr Val
650

Leu Tyr

Gy Va

G n Leu

Thr Gn

715

Pro Gy
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GAn

460

Thr

Leu

Al a

Asn

Val

540

Ile

Pro

Al a

Lys

GAn

Ile

Val

GAu

Lys

Hi s

700

Pro

Val

Ser

Tyr

Asp

Ay

Phe

525

Leu

Asp

Leu

Ser

Ser

605

Al a

Val

Pro

Asn

Lys

Hi s

Vet

Val

Asp

Thr

Phe

510

Thr

Phe

Ay

Asp

590

Pro

Hi s

Ay

Ile

Tyr

670

Lys

Phe

Asp

GAu

Asn

GAn

Ay

Al a

Asn

Phe

Trp

Phe

655

Al a

Arg

Asn

Val

Al a

Gn
Leu

480

Leu

GAu

Leu

560

Leu

Ser

Phe

GAu

Leu

640

GAn

Ay

Lys

Leu

Arg

Phe



N3027PCT_sequ. | i st..txt
730

725 735

Leu Val Leu His Gn Leu Arg Cys Asn Gy Val Leu Gu Gy lle Arg
740 745 750

Ile Cys Arg G n Gy Phe Pro Asn Arg Leu Leu Tyr Thr Asp Phe Arg
755 760 765

Gn Arg Tyr Arg Ile Leu Asn Pro Ser Ala Ile Pro Asp Asp Thr Phe
770 775 780

Met Asp Ser Arg Lys Ala Thr Gu Lys Leu Leu Gy Ser Leu Asp Leu
785 790 795 800

Asp Hs Thr G n Tyr G n Phe Gy Hs Thr Lys Val Phe Phe Lys Ala
805 810 815

Gy Leu Leu Gy Val Leu Gu Gu Leu Arg Asp G n Arg Leu Ala Lys
820 825 830

Val Leu Thr Leu Leu G n Ala Arg Ser Arg Gy Arg Leu Met Arg Leu
835 840 845

Gu Tyr Gn Arg Leu Leu Gy Gy Arg Asp Ala Leu Phe Thr Ile dn
850 855 860

Trp Asn Ile Arg Ala Phe Asn Ala Val Lys Asn Trp Ser Trp Met Lys
865 870 875 880

Leu Phe Phe Lys Mot Lys Pro Leu Leu Arg Ser Ala Gn Ala Gu Gu
885 890 895

Gu Leu Ala Ala Leu Arg Ala Gu Leu Arg Gy Leu Arg Gy Ala Leu
900 905 910

Ala Ala Ala Gu Ala Lys Arg Gn Gu Leu Gu Gu Thr Hs Val Ser
915 920 925

I[le Thr G n Gu Lys Asn Asp Leu Ala Leu Gn Leu Gn Ala Gu Gn
930 935 940

Asp Asn Leu Ala Asp Ala Gu Gu Arg Cys His Leu Leu Ile Lys Ser
945 950 955 960

Lys Val G n Leu Gu Gy Lys Val Lys Gu Leu Ser GGu Arg Leu Gu
965 970 975

Asp Gu Qu Gu Val Asn Ala Asp Leu Ala Ala Arg Arg Arg Lys Leu
980 985 990

Gu Asp Gu Cys Thr Gu Leu Lys Lys Asp Ile Asp Asp Leu Lys Leu
1000 1005
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Thr

Val

Al a

Leu

Arg

Ser

Leu

Al a

Ay

Hi s

Al a

Leu
1010

Thr
1070

Cys
1085

1100

Val
1115

Al a
1205

Leu
1220

Al a
1250

Al a

Asn

Leu

Leu

Lys

Ser

Lys

Al a

Lys

Al a

Ser

Ay

Al a

Lys

Leu

Thr

Ay

Al a

Leu

Arg

Asp

Lys

GAn

Al a

Al a

Leu

Al a

Arg

Thr

Leu

Al a

Thr

Lys

Asp

Lys

Lys

Al a

Asp

Leu

Arg

Arg

Ay

Leu

Val

Ay

GAu

Leu

Leu

Leu

Al a

Ser

Leu

Al a

Al a

Arg

Al a

GAu

N3027PCT_sequ. | i st..txt

Lys
1015

Gu Lys dn Ala Thr

Vet

Lys

Al a

Leu

Lys

Ay

Asp

Leu

Al a

du

Va

Ser

du

du

Leu

Va

Ala Ala

Al a Leu

Gu du

Lys Leu

Asp Leu

Lys Gn

Ser G n

A n Mt

Leu Gu

G u Lys

Gy Cys

Leu Gu

Arg Arg

Asp Ser

Leu

GAn

Asp

GAn

Arg

Lys

GAn

Leu

GAn

GAu

Leu

Arg

GAu

Lys

Leu
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1020

GAu

Al a

Val

GAu

Asp

Thr

GAu

Leu

Lys

Leu

Al a

Arg

Al a

Al a

Arg

Asn

Ser

Hi s

Ser

Asp

Thr

Arg

Ile

GAu

Al a

GAu

Leu

GAu

Val

Lys

Val

Al a

Leu

GAu

Val

Lys

Al a

Al a

Ay

Al a

Arg

Ay

Arg



Asp

Al a

Lys

Thr

Leu

Lys

Al a

Asn

Ile

Leu

Lys Cy

Ser

Al a

Leu
1340

Al a
1355

Leu
1385

Al a
1400

Leu

Al a

Lys

Lys

Arg

Leu

Arg

Leu

Ser

Asp

Leu

Arg

GAu

Al a

Leu

Val

Ay

GAu

Al a

Ser

Hi s

Al a

Val

Thr

Ser

Val

Asp

Arg

Lys

Asn

Cys

GAu

Arg

Lys

Al a

Lys

Asp

GAn

Al a

GAu

GAu

Leu

Thr

Lys

GAn

Val

Arg

Leu

GAn

Al a

Cys

Al a

GAn

Al a

Leu

Lys

GAu

N3027PCT_sequ. | i st..txt
Ser Gu Leu Arg Met

Thr
1300

Leu
1315

Ser
1360

Lys
1375

Thr

Tyr

Thr

Leu

Leu

Ser

Leu

Leu

Arg

du

du

Al a

Leu

Arg

Leu Thr

Arg Gn

A u Ser

Ile Ser

Al a Leu

Leu Arg

Gn Arg

Ser Lys

GAu Ala

Gy Va

Lys Leu

H s Leu

Met G n

Arg

GAn

Leu

Ay

GAn

Leu

Al a

GAu

Leu

Tyr

Lys

GAu

Arg

Al a

GAu

Arg
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1275

Al a
1290

Leu
1305

Al a
1320

GAu
1335

Leu
1350

1440

Al a
1455

Leu
1470

Thr
1485

GAu

Lys

Ser

Asp

Leu

Ser

Arg

Al a

Hi s

Ser

Al a

Lys

Al a

GAn

Ser

Al a

Leu

Val

Al a

Al a

Ser

Arg

Val

Lys

Asp

Leu

Asn

Thr

Al a

Leu

Asp

Ser

Al a

Ser

Arg

Ay

Leu

Al a

Al a

Al a

Al a

Al a

GAu

Al a



Al a

Arg

Arg

Arg

Lys

Hi s

Thr

Ay

Leu

Al a

Leu

Ay

Thr

Asn

Arg

Ay

Asn

Ser

Al a

Al a

Al a

Arg

Al a

Leu

Thr

Leu

Al a

Arg

Arg

Lys

GAu

Hi s

Lys

Leu

Leu

GAu

Leu

GAu

Al a

Arg

Asn

GAu

Hi s

Al a

Ser

Leu

Lys

Ser

GAu

Asn

Ser

GAu

Ay

GAu

Lys

Val

Asn

Asp

Al a

GAn

GAu

GAu

Arg

Asn

Lys

Arg

Leu

Ay

Ay

Al a

Leu

Asp

Leu

GAn

Al a

Leu

Arg

Leu

Leu

N3027PCT_sequ. | i st..txt
Leu Ay Thr du Leu

Ay
1525

Leu
1600

Ser
1615

Leu
1750

Leu
1765

Leu

Ser

Lys

An

du

Leu

Leu

Leu

Al a

Arg

Al a

Hi s

Al a

Gu Ala Leu

GAu lle Ser

lle Gn GQu

Ser Gulle

Leu Au Gu

Val Lys Ala

Cys Ala Asn

Gn A a Ser

Arg Leu Lys

Gn Leu Gy

Thr Arg Leu

Asp Gu du

Ala Leu Gu

Leu Arg Ala

GQudndu

Ser G n Asn

Asp Leu Al a
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1530

Leu
1635

Leu
1650

1695

Phe

Thr

Leu

GAu

Al a

Lys

Val

Arg

Asp

Lys

Al a

Arg

Arg

Leu

Leu

Ay

Leu

Arg

Leu

Thr

Lys

Al a

Thr

Asp

Arg

Al a

Vet

Thr

Al a

Leu

Al a

Leu

Ser

Leu

Lys

Asp

Thr

Leu

Leu

Arg

Asn

GAu

Arg

GAn

Al a

Ser

Al a

Leu

Ay



N3027PCT_sequ. | i st..txt
1775 1780 1785

GuVal GQu duAaAadn GuAg Arg Gu Ala Gu Gu Lys
1790 1795 1800

Ala Lys Lys Ala Ile Thr Asp Ala Ala Met Met Ala Gu Gu Leu
Lys Lys Gu Gn Asp Thr Ser Ala Hs Leu Gu ?rg Met Lys Lys
Thr Leu du dAn Thr Val Arg Gu Leu Gn Ala ?rg Leu Gu Gu
Ala Gu Gdn Ala Ala Leu Arg Gy Gy Lys Lys Gn Val G@n Lys
Leu Gu Ala Lys Val Arg Gu Leu Gu Ala Gu Leu Asp Ala du
GnLys Lys Hs Ala Gu Ala Leu Lys Gy Val Arg Lys Hs Gu
Arg Arg Val Lys Qu Leu Ala Tyr Gn Ala Gu Gu Asp Arg Lys

Asn Leu Ala Arg Met A n Asp Leu Val Asp Lys Leu G n Ser Lys
1910 1915 1920

Val Lys Ser Tyr Lys Arg Gn Phe Gu Gu Ala Gu Gn Gn Aa
1925 1930 1935

Asn Thr Asn Leu Ala Lys Tyr Arg Lys Ala G n Hs Gu Leu Asp
1940 1945 1950

Asp Ala Gdu du Arg Ala Asp Mt Ala Gu Thr G n Ala Asn Lys
1955 1960 1965

Leu Arg Ala Arg Thr Arg Asp Ala Leu Gy Pro Lys His Lys Gu
1970 1975 1980

<210> 69

<211> 7474

<212> DNA

<213> Honp sapi ens

<220>

<221> msc_feature

<222> (1)..(7474)

<223> nyosin, heavy chain 9, non-nuscle (MYHI)

<400> 69
atacgact ca ct atagggcg at caggt gct ggaaagaagg ctaagcaagg ctgacct gct 60
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gcagct cccg
t ct cgggaga
caccat ggca
t ccget ggece
tggctttgag
ggagaat ggg
gttctccaag
caacct caag
ggt cat caat
gggcaagaag
gagt at gat g
caagacggag
gagcaagaag
ggcct t cggg
t cgcat caac
ggagaaat ct
t ct cct gt ct
ataccgcttc
ccaggagacc
gctgegggtc
cact gaccag
tatcaatgtg
ttacgtccag
ggcgacct at
gaccaagagg
t gat ct gaac
cttcaaccac
gaacttcatc
aggccccccg
caagagcttc
caagcagctg
caaagct gac
gct ccaccag
cggcct ggac
gaagggcat g

cct cgt gege
agcagcgcct
cagcaagctg
caggccgact
ccagccagcec
aagaaggt ga
gtggaggaca
gagcgt t act
ccttacaaga
aggcacgaga
caagaccgag
aacaccaaga
gaccagggcg
aacgccaaga
tttgatgtca
cgtgctat cc
ggggct ggag
ctgtccaatg
at ggaggcca
at ct cagggg
gcgt ccat gc
accgatttca
aaggcgcaga
gagcggat gt
cagggcgcct
tcgtttgagc
accatgttca
gactttggcc
ggcattctgg
gt ggagaagg
aaggacaaag
gagt ggct ga
tcctctgaca
caggt ggcceg

ttccgcactg

N3027PCT_sequ. | i st..txt

tcgccccacc

gttcccgggg

ccgat aagt a
gggct gccaa
t caaggagga
aggt gaacaa
t ggcagagct
act cagggct
acct gcccat
tgcccect ca
aagat caat c
aggt cat cca
agct ggagcg
ccgt gaagaa
at ggct acat
gccaagccaa
agcacct gaa
gacacgt cac
t gaggat t at
ttcttcagct
ccgacaacac
ccagaggaat
ct aaagagca
t ccget ggct
ccttcatcgg
agct gt geat
t cct ggagca
t cgacct gca
ccct get gga
t gat gcagga
ctgatttctg
t gaagaacat
agtttgtctc
gcat gt cgga
t ggggcagct

cggcegecegce
cagat ccagg
tctctatgtg
gaagct ggt a
ggt gggcgaa
ggat gacatc
cacgt gcctc
cat ct acacc
ctact ctgaa
cat ct at gcc

catcttgtge

gt at ct ggcg
gcagctgctg
t gacaact cc
t gt t ggagcece
ggaagaacgg
gaccgatctc
cat ccccggg
gggcat ccca
cggcaacat c
agct gcccaa
cct caccecg
ggctgacttt
ggt gct gegce
gat cct ggac
caattacacc
ggaggagt ac
gccctgeatc
cgaggagt gc
gcagggcacc
cattatccac
ggat cccct g
ggagct gt gg
gaccgcact g

tt acaaggag
Page 325

ccgagcegcet ¢
tt caggt cct
gat aaaaact
t gggt gccet t
gaggccat cg
cagaagat ga
aacgaagcct
tattcaggcc
gagat t gt gg
at cacagaca
act ggt gaat
t acgt ggcgt
caggccaacc
tccecgettceg
aacat t gaga
accttccaca
ct gt t ggagc
cagcaggaca
gaagaggagc
gtcttcaaga
aaggt gt ccc
cgcat caagg
gccat cgagg
at caacaagg
attgccggct
aat gagaagc
cagcgcgagyg
gacctcattg
tggttcccca
caccccaagt
t at gccggca
aat gacaaca
aaggat gt gg
cccggggcect

cagct ggcca

gagaaagt cc
ggct at aagt
t cat caacaa
ccgacaagag
t ggagcet ggt
acccgcccaa
cggt gct gca
tgttctgtgt
aaat gt acaa
ccgcct acag
ct ggaget gg
cct cgcacaa
ccat cct gga
gcaaat t cat
cttatctttt
tcttctatta
cgtacaacaa
aggacat gt t
aaat gggcct
aggagcggaa
at ct cttggg
t gggacggga
ccttggccaa
ct ct ggacaa
t cgagatct t
t gcagcagct
gcat cgagt g
agaagccagc
aagccaccga
t ccagaagcc
aggt ggatta
t cgccacact
accgcat cat
t caagacgcg

agct gat ggc

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160



t acgct gagg
ggccggcaag
gggcat ccgt
gagat at gag
gtgcgtgcetc
caaagtcttc
caccgacgtc
t gccaagcgg
cct gaagcetg
ggt gagccegg
gaagcagct g
ggcagagaaa
t gaggagct c
cct agaggcec
gaagat gcag
gcagaagct g
gcagat cat c
cagaat agct
caagct caag
ggagaagcag
cct cagcgac
caagaaagag
gaacat ggcc
cct ggagt ct
agagct agag
ggagct cagg
ggccaagacc
ggagct ggcg
gcagactctg
caaaggggac
caagtt caac
ggt ggaget g

caccaaggac

ggagaaccgg

aacacgaacc
ct ggacccgce
at ct gccgece
at cctgactc
at gat aaaag
ttccgtgecg
at cat agggt
cagcagcagc
cggaact ggc
c¢aggaggagg
gct gcggaga
ttgcagct gc
cgggeccgcec
agggt ggagg
cagaacat cc
cagct ggaga
ct ggaggacc
gagttcacca
aacaagcat g
cgacaggagc
cagat cgccg
gaggagct cc
ct caagaaga
gagcgt get t
gcgct gaaaa
t caaaacgtg
cacgaggccc
gagcagct gg
gagaacgagc
t cggagcaca
gagggagagce
gacaacgt ga
ttctcecgege

cagaagct ga

N3027PCT_sequ. | i st..txt

ccaacttt gt
at ct cgt gct
agggcttccc
caaact ccat
ccct ggaget
gt gt gct ggc
t ccaggcect g
ttaccgccat
agt ggt ggceg
agat gat ggc
acaggct cac
aggagcagct
t gaccgccaa
aggaggagga
aggagcttga
aggt gaccac
agaact gcaa
ccaacct cac
aggcaat gat
t ggagaagac
agct ccaggce
aggccgccct
t ccgggagct
ccaggaat aa
cagagtt gga
agcaggaggt
agat ccagga
agcagacgaa
ggggggagct
agcgcaagaa
gcgt gcgeac
ccgggct t ct
t ggagt ccca

gcct gagecac

ccgctgeatc
ggaccagct g
caacagggtg
t cccaagggt
cgacagcaat
ccacct ggag
ct gcaggggce
gaaggt cctc
gctcttcacc
caaggaggag
ggagat ggag
ccaggcagaa
gaagcaggaa
gcgcet gccag
ggagcagct g
c€gaggcgaag
gct ggccaag
agaagaggag
cactgacttg
ccgccggaag
ccagat cgcg
ggccagagtg
ggaat ct cag
agct gagaag
ggacacgct g
gaacat cctg
gat gaggcag
gcgggt gaaa
ggccaacgag
agt ggaggceg
agagct ggcc
cagccagt cc
gct gcaggac
caagct caag

Page 326

at ccccaacc
cgct gcaacg
gt cttccagg
ttcatggacg
ct gt accgca
gaggagcgag
tacct ggcca
cagcggaact
aaggt caagc
gagct ggt ga
acgct gcagt
accgagct gt
tt agaagaga
cacct gcagg
gaggaggagg
ct gaaaaagc
gaaaagaaac
gagaaat ct a
gaagagcgcc
ct ggagggag
gagct caaga
gaagaggaag
at ct ct gaac
cagaaacggg
gattccacag
aagaagaccc
aagcact cac
gcaaacct cg
gt gaaggt gc
cagct gcagg
gacaaggt ca
gacagcaagt
act caggagc

caggt ggagg

acgagaagaa
gtgttctcga
agtttcggca
ggaagcaggc
tt ggccagag
acct gaagat
ggaaagcat t
gcgcetgect a
cgct gct geca
aggt cagaga
ct cagct cat
gt gccgaggce
tctgccatga
cggagaagaa
agagcgcccg
t ggaggagga
t gct ggaaga
agagcct cgc
t ccgcaggga
act ccacaga
t gcagcet ggc
ct gcccagaa
t ccaggaaga
acct t gggga
ct gcccagcea
t ggaggagga
aggcecgt gga
agaaggcaaa
t gct gcaggg
agct gcaggt
ccaagct gca
ccagcaagct
t gct gcagga

acgagaagaa

2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200



ttccttcegg
cgccaccctc
cct ggaaact
gcggcacgag
gcaggagct g
ggagaagaag
gt at gcagag
gt cgct ggcece
caagcagttc
t gt ccacgag
gcagct ggaa
ggt caacct g
gagcgaggag
ggacgagagg
gaaggacct g
gctgcggaag
ct ct cgt gag
ggccgagat g
ccagcaggag
ggcgt t agag
ggaggagcag
cgaccagat c
t cggcagcag
cact gt caag
ggaggagcag
gaccgagaag
gcagt acaag
ggaggaggcc
gctggaggac
caagct cagg
cggggat ggc
cgaat aagcc
cttcccagac
ct cct geect

ggcttcct ct

gagcagct gg
cat gcccagg
gct gaggagg
gagaaggt gg
gacgacct gc
cagaagaagt
gagcgcgacc
cgggccct gg
cgcacggaga
ct ggagaagt
gagct ggagg
caggccat ga
aagaagaagc
aagcagcgct
gaggcgcaca
ct gcaggccc
gagat cct gg
at ccagttgc
cgggat gagc
gagaagcggce
ggcaacacgg
aacaccgacc
ct ggaacgcc
t ccaagt aca
ct ggacaacg
aagct gaagg
gaccaggccg
gaagaggagg
gccact gaga
cgcggggacc
t ccgacgaag
tcttctectg
cccgeageac
ccgeececgtc

gct gcatcce

N3027PCT_sequ. | i st..txt

aggaggagga
t ggccgacat
t gaagaggaa
ccgect acga
t ggt ggacct
tt gaccagct
gggct gaggce
aggaagccat
t ggaggacct
ccaagcgggc
acgagct gca
aggcccagt t
agct ggt cag
cgat ggcagt
t cgact cggc
agat gaagga
cccaggccaa
aggaggaact
t ggct gacga
gt ct ggaggc
agct gat caa
t gaacct gga
agaacaagga
aggcct ccat
agaccaagga
at gt gct gct
acaaggcat c
cccagegggce
cggccgat gc
tgcegtttgt
aggt agat gg
cagcct gaga
gcctctcecc
ccccceat ccc

cttccagctc

ggaggccaag

gaaaaagaag
gct ccagaag
caagct ggag
ggaccaccag
cctggeggag
ggaggcccga
ggagcagaag
t at gagct cc
cct agagcag
ggccaccgaa
cgagcgggac
acaggt gcgg
ggccgeccegg
caacaagaac
ct gcat gegce
agagaacgag
ggcagcecgceg
gat cgccaac
ccgcat cgcece
cgaccggctg
gcgcagcecac
gcttaaggtc
caccgccctc
gcgccaggcea
gcaggt ggat
tacccgcect g
caacgcct cc
cat gaaccgc
cgtgcccege
caaagcggat
t ggat ggaca
accttcttgg
gtttccctcec

cctcceetge
Page 327

cacaacct gg
at ggaggaca
gacct ggagg
aagaccaaga
cgccagagcg
gagaagacca
gagaaggaga
gcggaget gg
aaggat gat g
caggt ggagg
gat gccaagc
ct gcagggcc
gagat ggagg
aagaagct gg
cgggacgaag
gagct ggat g
aagaagct ga
gagcgt gcca
agcagcggca
cagct ggagg
aagaaggcca
gcccagaaga
aagct gcagg
gaggccaaga
gcct gcaaac
gacgagcgga
aagcagct ca
cgccggaaac
gaagt cagct
cgaat ggccc
ggggct gagg
gacagacacc
gactgctgtg
aggt gttgtt

t cagaatctg

agaagcagat
gt gt gggat g
gcct gageca
cgcggcet gca
cgt gcaacct
tctctgccaa
ccaaggct ct
agcggct caa
t gggcaagag
agat gaagac
tgcggttgga
gggacgagca
cagagct gga
agat ggacct
ccat caaaca
acacccgcgce
agagcat gga
agcgccaggce
aaggagccct
aggagct gga
acct gcagat
acgagaat gc
agat ggaggg
tt gcacagct
aggtgcgt cg
ggaacgccga
agcggcagct
t gcagcgcega
ccct aaagaa
ggaaaggcgc
ccaaacct gc
acagcct ccc
aacat gcct c

gagggcattt

at accaaaga

4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300



gacagggccc
aagcacaaga
aatctatttt
ccctgacgtc
cgt ggt gacc
cagaaggagc
gaggagt gga
gattctaaaa
ct gccacagc
cccaacactc
gccagagcegt
ggcccgaggg
acaggtattt
aaaattccga
tacact ggt't
t acggcaaga
t aaaagct gc
t gagt gaaac

cagct gt cac

gggcccaggce
tgttgaggcg
tcttcagact
t gccaccagc
t cacacacct
aggccct ggg
ttcctcccca
t gt ct caagt
aaggct gt cg
tt ggggacca

t agaggggec
tggtttacct

tt gaaagcaa
gtctttctca
gccgaattta
aggcattttt
at at gcct ac
t cccaccct a

cactacagta

N3027PCT_sequ. | i st..txt

agagagcgac
agcagggcag
gaggcctttt
gcccccactc
ctgcccecttg
cctccacctc
ccctgtccca
gcaat gcccc
gggt caagct
aatatattta
agcggcecctc
gcaccgttga
aat aaggttt
ctgcctttagt
cttgtattcc
tttttttaaa
aaagct ct ga
ccceettttt

agctggttta

cagcaggct ¢ ctcagccctc

gccecececgggag
ggt agt cgga
ctcctcettt
ggcct ccecac
t gt gcagggc
ggcagcgcca
ct ccect cct
ggaaaggcca
at ggt t aagg
ccaggcgat ¢
ct cagt at ag
tcttttttcc
tt agaagaga
taactgtttt
ggaaacaaac
att caggt cc
t at at aat aa

cagatgtttt

gagaaccatg tgct aaaaaa aaaaaaaaaa aaaa

<210> 70

<211> 1960

<212> PRT

<213> Honp sapi ens

<220>

<221> M SC_FEATURE

<222> (1)..(1960)

<223> nyosin, heavy chain 9, non-nuscle (MYHI)

<400> 70

Met Ala G n Gn Ala Ala Asp Lys Tyr Leu Tyr Val Asp

1 5 10

[le Asn Asn Pro Leu Ala Gdn Ala Asp Trp Ala Ala Lys

20 25

Trp Val Pro Ser Asp Lys Ser Gy Phe Gu Pro Ala Ser
35 40 45

GuVal Gy Gu GQu Ala lle Val Gu Leu Val Gu Asn

50 55 60
Page 328

aggggccaga

gcccccgeag
ctttgetgtt
t cccat ggct
acagaaggct
ctgtccgcetg
ttaccgagga
gcagccttcc
gacttgtccc
ttgtgtctac
tttaaaaatc
cctttcttagt
gtagctcgtc
gtatatgctg
t ct caaat ca
cagt t gct gt
aagtgcctta

ccact gagca

Lys

30

Leu

Ay

tcttgccaaa
gttttctatg
t cgt cagcct
t gcaat caca
ct gggeggt ¢
9999t 99999

tctccct cct
cagcct gect
agt ggct t ct
aagt ct gaca
tct aggact g
t gccacct gc
aat aaat gat
ctcactggtc
cat t gagact
t gaagt gat a
cacaaaggag
gcatgtgttg

t cacaat aaa

Phe

Asn

Leu Val

GAu

Lys Lys

6360
6420
6480
6540
6600
6660
6720
6780
6840
6900
6960
7020
7080
7140
7200
7260
7320
7380
7440
7474



N3027PCT_sequ. | i st..txt

Val Lys Val Asn Lys Asp Asp Ile G n Lys Met Asn Pro Pro Lys Phe
65 70 75 80

Ser Lys Val Gu Asp Met Ala Gu Leu Thr Cys Leu Asn Qu Ala Ser
85 90 95

Val Leu His Asn Leu Lys Au Arg Tyr Tyr Ser Ay Leu Ile Tyr Thr
100 105 110
Tyr Ser Ay Leu Phe Cys Val Val Ile Asn Pro Tyr Lys Asn Leu Pro
115 120 125

[le Tyr Ser Gu Au lle Val Gu Mt Tyr Lys dd

y Lys Lys Arg His
130 135 140

Gu Met Pro Pro His Tyr Ala Ile Thr Asp Thr Ala Tyr Arg Ser

155 160

—_—
N
(6]
L
o —
[@Xo)

Leu Cys Thr Gy Gu Ser

Met Met G n Asp Arg Gu Asp G n Ser
165 175

_,__
~N—
[=Xo]

Gy Ala Gy Lys Thr Gu Asn Thr Lys Lys Val Ile G n Tyr Leu Ala

Tyr Val Ala Ser Ser His Lys Ser Lys Lys Asp Gn Gy Gu Leu Gu
195 200 205

Arg G n Leu Leu G n Ala Asn Pro Ile Leu Gu Ala Phe Ay Asn Al a
210 215 220

Lys Thr Val Lys Asn Asp Asn Ser Ser Arg Phe Gy Lys Phe Ile Arg
225 230 235 240

[le Asn Phe Asp Val Asn Gy Tyr Ile Val Gy Ala Asn Ile Gu Thr
245 250 255

Tyr Leu Leu GGu Lys Ser Arg Ala Ile Arg Gn Ala Lys Gu Gu Arg
2

Thr Phe His [le Phe Tyr Tyr Leu Leu Ser Ay Ala Gy Gu H s Leu
275 280 285

Lys Thr Asp Leu Leu Leu G u Pro Tyr Asn Lys Tyr Arg Phe Leu Ser
290 295 300

Asn Gy His Val Thr Ile Pro Gy Gn Adn Asp Lys Asp Met Phe G n
305 310 315 320

Gu Thr Met Gu Ala Met Arg lle Met Gy Ile Pro Gu Gu Gu dn
325 330 335
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Met Gy Leu Leu Arg Val Ile Ser Gy Val Leu Gn Leu Gy Asn lle
340 345 350

Val Phe Lys Lys G u Arg Asn Thr Asp G n Ala Ser Met Pro Asp Asn
355 360 365

Thr Ala Ala G n Lys Val Ser H's Leu Leu Gy Ile Asn Val Thr Asp
370 375 380

Phe Thr Arg Gy Ile Leu Thr Pro Arg Ile Lys Val Gy Arg Asp Tyr
385 390 395 400

Val Gn Lys Ala G n Thr Lys Gu Gn Ala Asp Phe Ala Ile Qu Ala

Leu Ala Lys Ala Thr Tyr Gu Arg Met Phe Arg Trp Leu Val Leu Arg
420 425 430

Ile Asn Lys Ala Leu Asp Lys Thr Lys Arg Gn Gy Ala Ser Phe Ile
435 440 445

Gy lle Leu Asp Ile Ala Gy Phe Gu Ile Phe Asp Leu Asn Ser Phe
450 455 460

Gu G@n Leu Cys Ile Asn Tyr Thr Asn Gu Lys Leu G n A n Leu Phe
465 470 475 480

Asn His Thr Met Phe Ile Leu Gu Gn Au Gu Tyr Gn Arg Gu Gy
485 490 495

[le Gu Trp Asn Phe Ile Asp Phe Gy Leu Asp Leu G n Pro Cys Ile
500 505 510

Asp Leu Ile Gu Lys Pro Ala Gy Pro Pro Ay Ile Leu Ala Leu Leu
515 520 525

Asp Gu Au Cys Trp Phe Pro Lys Ala Thr Asp Lys Ser Phe Val Gu
530 535 540

Lys Val Met Gn Gu G@n Gy Thr Hs Pro Lys Phe G n Lys Pro Lys
G n Leu Lys Asp Lys Ala Asp Phe Cys Ile Ile Hs Tyr Ala Gy Lys

Val Asp Tyr Lys Ala Asp Gu Trp Leu Met Lys Asn Met Asp Pro Leu
580 585 590

Asn Asp Asn Ile Ala Thr Leu Leu His G n Ser Ser Asp Lys Phe Va
595 600 605

Page 330



Ser
Al a
625

Ay

Leu

Leu

Arg

Tyr

Lys

Leu

Al a

Ay

Lys

Al a

Lys

Al a

GAu

610

Ay

Vet

Vet

Pro

Asp

GAn

GAu

GAn

Tyr

Hi s

770

Phe

Arg

Al a

Val

Lys

Asn

Lys

Leu

Vet

Phe

Al a

Asn

675

GAn

Ay

Ala Cy

Arg

Leu

Arg

Leu

Ser

Thr

660

Hi s

Leu

Phe

Leu

740

Ile

GAu

Al a

GAn

Leu

820

Pro

GAu

Leu

GAn

Lys

GAu

Thr

645

Leu

GAu

Arg

Pro

Thr

725

Val

Ay

GAu

Cys Gy

Lys

Leu

GAu

Thr

Leu

Asp

Thr

630

Val

Arg

Lys

Cys

Asn

710

Pro

Leu

GAu

790

Leu

Leu

Leu

Leu

Val

615

Al a

Ay

Asn

Lys

Asn

695

Arg

Asn

Vet

Ser

Arg

Arg

Thr

Arg

Val
855

Vet

GAu

N3027PCT_sequ. | i st..txt
Asp Arg Ile Ile

Leu

GAn

Thr

Al a

680

Ay

Val

Ser

Ile

Ay

Al a

Asn

Val

840

Lys

GAu

GAn

Pro

Leu

Asn

665

Ay

Val

Val

Leu

Tyr

Vet

Trp

Ser

Val

Thr

Leu

Gy Ala
635

Tyr Lys

650

Pro Asn

Lys Leu

Leu Gu

Phe G n

Pro Lys

730

Al a Leu

Phe Phe

Lys Ile

Leu Al a

795

Lys Va

Gn Trp

Arg Gu

Leu G n

Gn Ala
Page 331

Ay

620

Phe

GAu

Phe

Asp

Ay

GAu

Ay

GAu

Arg

Thr

780

Leu

Trp

GAu

GAu

Leu

Lys

GAn

Val

Pro

685

Ile

Phe

Phe

Leu

Al a

765

Asp

Lys

GAn

Arg

Thr

Asp

Thr

Leu

Arg

Hi s

Arg

Arg

Vet

Asp

750

Ay

Val

Al a

Arg

Leu

830

Leu

Leu

Arg

Al a

655

Leu

Ile

Asp
735
Ser

Val

Phe

Asn

815

Phe

Vet

Al a

Vet

Leu

Val

Lys

Lys

Val

Arg

Ay

Asn

Leu

Al a

800

Thr

Vet

Al a

Al a
880

Cys



N3027PCT_sequ. | i st..txt
890

885 895

Ala Gu Ala Gu Gu Leu Arg Ala Arg Leu Thr Ala Lys Lys G n Gu
900 905 910

Leu Gu Gu Ile Cys Hs Asp Leu Gu Ala Arg Val Gu Gu Gu Gu
915 920 925

Gu Arg Cys Gn Hs Leu Gn Ala Gu Lys Lys Lys Met G n G n Asn
930 935 940

[le Gn GQu Leu Gu Gu G@n Leu Gu Au Au Gu Ser Ala Arg Gn
945 950 955 960

Lys Leu G n Leu Gu Lys Val Thr Thr Gu Ala Lys Leu Lys Lys Leu
965 970 975

Gu Gu G@ud@nillelle Leu Gu Asp G n Asn Cys Lys Leu Ala Lys
980 985 990

Gu Lys Lys Leu Leu Gu Asp Arg Ile Ala Gu Phe Thr Thr Asn Leu
995 1000 1005

Thr Gu Gu Qu Gu Lys Ser Lys Ser Leu Ala Lys Leu Lys Asn
1010 1015 1020

Lys Hs Gu Ala Met Ile Thr Asp Leu Gu Gu Arg Leu Arg Arg
1025 1030 1035

GuG@u Lys Gn Arg Gn GQu Leu Gu Lys Thr Arg Arg Lys Leu
5
GQu dy Asp Ser Thr Asp Leu Ser Asp Gn lle Ala Gu Leu Gn
Ala Gn Ille Ala Gu Leu Lys Mt Gn Leu Ala Lys Lys Gu Qdu
1070 1075 1080
GQuleu Gn Ala Ala Leu Ala Arg Val Gu Au Gu Ala Ala Gn
Lys Asn Met Ala Leu Lys Lys Ile Arg Qu Leu Au Ser Gnlle
Ser Gu Leu Gn Gu Asp Leu G@u Ser Gu Arg Ala Ser Arg Asn
Lys Ala Gu Lys Gn Lys A
1

g Asp Leu Gy Qu Gu Leu GQu A a
3

Leu Lys Thr GQu Leu Gu Asp Thr Leu Asp Ser Thr Ala Ala dn
1145 1150 1155

Page 332



Lys

Lys

Lys

Ay

Ser

Lys

Asn

Asn

Val
1235

Val
1250

Leu
1310

Leu
1325

Ser
1340

Leu
1355

Leu

Leu

Arg

Thr

Leu

Ser

Ser

Phe

Lys

Val

Hi s

Arg

GAu

GAn

Leu

Leu

Al a

Val

Leu

Ser

Asp

Leu

Arg

Lys

Lys

Lys

GAu

Ser

GAu

Lys

Thr

GAu

GAn

GAn

Arg

Asp

Lys

Thr

Ser

Vet

Arg

GAu

Lys

Hi s

Lys

Asn

Ay

Leu

Thr

Asn

Leu

Thr

GAn

GAu

Lys

N3027PCT_sequ. | i st..txt

Arg GQu G@n Gu Va

1165

Val
1285

Thr
1300

Leu
1345

Al a
1360

Leu
1390

Val
1405

Lys

Va

Arg

Gy

Leu

Thr

Lys

Leu

Leu

Thr

Ser

An

Al a

Thr His

Al a Va

Lys Al a

Asp Ser

Leu G n

Al a Asp

Gy Leu

Asp Phe

Leu G n

Lys Gn

Leu Hi s

Val Gy

Lys Asp

Ala Tyr

GAu

GAu

Asn

Leu

GAu

Val

Lys

Leu

Ser

GAu

Val

Al a

Leu

Asp

Page 333

Asn
1170

Al a
1185

1200

Leu
1215

Al a
1230

Hi s
1245

1260

Val
1275

Ser
1290

Al a
1305

1410

Ile

GAn

Leu

Asn

Lys

Phe

Thr

Leu

Asn

Asp

Al a

Val

GAu

Ay

Leu

Leu

Ile

Al a

Lys

Arg

Asn

Lys

Ser

Lys

Al a

Thr

Leu

Lys

GAn

GAu

Al a

Val

Lys

Leu

Asp

Ser

Lys

Hi s

Asp

Al a

Ser



Thr

Leu

Lys

Lys

Lys

Thr

Ser

Val

Al a

Val

Al a

Leu

Vet
1565

Ser
1580

Leu
1640

Thr

Hi s

Phe

Al a

Thr

Vet

Hi s

Thr

Lys

Al a

Al a

Ile

Arg

Asp

Arg

GAn

Asp

GAu

Lys

Lys

GAu

Vet

GAu

Al a

GAu

GAu

Arg

Asp

Lys

Thr

Leu

Arg

Al a

Al a

Asp

Leu

Lys

Asp

GAn

Lys

Leu

Lys

Ser

Leu

Arg

Leu

Arg

Leu

GAu

Leu

Thr

Al a

Phe

Lys

Lys

Al a

Al a

N3027PCT_sequ. | i st..txt
G u Leu Asp

1420

Ser
1435

Leu
1450

Ser
1480

Leu
1495

Vbt
1510

Leu
1615

Asn
1630

Ser
1660

Al a

Al a

Arg

Leu

du

Ser

Ser

Leu

Leu

Arg

An

du

Arg

Cys

GAu

Al a

Al a

Arg

Ser

Lys

Arg

Asp

Leu

Arg

Vet

Asn

Vet

GAu

Asn

GAu

Arg

Leu

Lys

Arg

Leu

Leu

Val

Lys

Asp

Arg

Lys

GAu

Asp

Leu

Lys

Al a

Al a

Asn

Asp

Al a

Leu

GAu

GAn

Arg

Leu

Asp

Asp Cy

Ile
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Leu
1425

GAu
1440

Thr
1455

1470

Leu
1485

1530

1545

Val
1560

Leu
1665

Leu

Lys

Al a

GAn

Val

Asp

Asn

Arg

Val

Ser

Asp

Al a

Vet

Al a

Val

Lys

Ser

Arg

Phe

Ay

Leu

Asp

Arg

Vet

Leu

Arg

GAn

Asp

GAn

Al a

GAu

Al a

Arg

Lys

GAn

Leu

GAn

GAu

GAu

Al a

GAu

Lys

GAu

Al a



Lys

Al a

Ser

Al a

Asn

Ile

Lys

Leu

Cys

Leu

Leu

Arg

Al a

Ay

1790

Asn

Asn

Lys

Lys

Val

Asp

Leu

Asn

Leu

GAu

GAu

Ay

Al a

Leu

GAu

Val

Al a

Val

Asp

Lys

Al a

GAn

Arg

Pro

Lys

GAu

Arg

Al a

GAn

Ile

Asn

Asn

Lys

Ser

Leu

Arg

Asp

Al a

GAu

Arg

GAu

Phe

Lys

Leu

Asp

Leu

Leu

Asn

Thr

Al a

Leu

Ile

Asp

Arg

Ser

Val

Val

N3027PCT_sequ. | i st..txt

Leu
1675

Thr
1810

Asn
1825

Thr
1840

Leu
1900

Ser
1915

Val

Lys

Al a

Leu

Leu

du

Arg

Leu

Al a

du

Arg

Arg

Al a

du

Ser

Pro

Ser Met

Ala du

Al a Asp

Gu du

GAu Leu

Leu Lys

Asn Leu

G n Leu

Met G u

Leu Gu

Thr Lys

Lys Lys

Asn Al a

Leu Lys

Gn Arg

Asp Al a

Leu Lys

Arg Arg

GAu Ala
1680

Arg Al a
1

Lys Arg
2

Gu Gu
Lys Al a
Gu Arg
177

Gu Arg
178

Gy Thr
Ala Lys
Gu Arg
3

Leu Lys
Gudn
G n Leu

1875

Al a Asn
1890

Thr Gu

Asn Lys
1920

Met Al a

Page 335

GAu

Lys

Al a

Arg

GAu

Asn

Ser

Val

Asp

Tyr

Lys

Al a

Thr

Leu

Vet

Arg

Asn

Leu

Leu

Hi s

Asn

Lys

Al a

Al a

Val

Lys

Arg

Ser

Al a

Arg

Lys

Ile

GAn

Ser

Ay

GAn

Al a

Lys

Ser

GAn

Al a

Leu

Asp

Arg

Asp

Arg

Ay



1925

Ala Gy Asp Ay Ser Asp
1940

Ala du
1955

<210>
<211>
<212>
<213>

71

<220>
<221>
<222>
<223>

<400> 71
act gaggcgce

t gaagaggca
gat ccagaga
gat t ggacag
agt at caaag
gcaat ggt ca
gat at ggcag
tactattcag
aagaatcttc
gagat gcctc
cgt gaggacc
aagaaagtta
aatattcctg
ggaaat gcga
aactttgatg
tctcgtgetg
t ct ggagcag
tttctctcca
accat ggaag
gtagtatctt
caagcttcca
gt gat ggagt

caaaaagccc

7619
DNA
Hormo sapi ens

m sc_feature
(1).

myosi n,

~(7619)

tggatctgtg
attgecttttg
ggt atctct t
ct aaaaagct
aagaacgggg
acaaagat ga
aattgacatg
gactaatcta
caatttactc
cacacatcta
agt caat t ct
ttcagtacct
gggaacttga
agact gt gaa
t aact ggct a
ttcgt caagc
gagaacacct
at ggct at at
caat gcacat
cagt gct aca
t gccagaaaa
ttact cgggc

agaccaaaga

heavy chain 10,

1930

GAu
1945

Ala Lys Pro Ala Gu

1960

gt cgcggcet g
gatcgttcca
t gt ggacagg
agt gt ggat t
agat gaagt t
tatt cagaag
cttgaatgaa
tacttattct
t gagaat at t
t gct at at ct
tt gcacgggt
tgcccatgtt
acggcagct t
aaat gat aac
tatcgttggog
aaaagat gaa
aaagt ct gat
tcctattccg
aat gggcttc
gtttggaaat
tacagttgcg
cat cct gact

acaggcagat

A u Va

Asp G

gggacgtgcg
tttacaatgg
gct gt cat ct
ccat cagaac
at ggt ggagt
at gaacccac
gcttcegttt
ggactcttct
at t gaaat gt
gaatctgcett
gagt caggtg
gcttcttcac
ttgcaagcaa
tcatctcgtt
gccaacattg
cgtacttttc
ttgcttcttg
ggacagcaag
t cccat gaag
atttctttca
cagaagct ct
ccceggat ca
tttgcagtag
Page 336
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1935

y Lys Ala

1950

non-nuscl e (MYH10)

cccgegecac
cgcagagaac
acaaccct gc
gccatggttt
t ggcagagaa
ctaagttttc
t acat aat ct
gtgtagtt at
acagagggaa
acagat gcat
ct gggaagac
at aaaggaag
at ccaat t ct
ttggcaaat t
aaacat acct
atatctttta
aaggatttaa
acaaagat aa
agattctgtc
aaaaggagag
gccatcttct
aggt cggccg
aagcat t ggc

Asp Gy

cat cttcggc
t ggact cgag
cact caagct
t gaggcagct
t ggaaagaaa
caaggt ggag
gaaggat cgc
aaacccttac
gaagcgt cat
gct t caagat
agaaaat aca
aaaggaccat
ggaatcattt
tattcggatc
t ct ggaaaag
ccagttgtta
t aact acagg
tttccaggag
aatgcttaaa
aaat act gat
t gggat gaat
agactatgtg

aaaagct acc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380



t at gagcggc
cgt cagggag
aactcctttg
cacaccat gt
atcgatttcg
cctggt gt ac
tttgttgaaa
tt aaaagaca
gat gagt ggc
cagt cat cag
gat caagt ca
atgtttcgta
cgaaacacca
aaattggatc
cgaatctgtc
gagat cct aa
cgaat gat cc
tttttcagag
atcatt atct
aagcagcagc
tt acggcact
cgccaggagg
acgaaggt gg
aagaat at cc
at gagggcaa
tctagggttg
caagcacat a
ct gcagct gg
cttctcgagg
gct gagt gt t
aggaat aagc
act cgt cagg
gaccagat cg
gaggaggagc

gccct t aaag

tctttegetg
catctttcat
aacaactttg
ttatcctaga
ggct ggat ct
tggccctttt
aact ggttca
aagctgattt
t gat gaagaa
acagattt gt
ct ggt at gac
ccgt t gggcea
accct aact t
cacacct agt

gccagggcet t

ct ccaaat gc
gggctttaga
ct ggagt t ct
tcttccaggc
aact aagt gc
ggcagtggtg
aagaacttca
aaggagagct
ttgcagaaca
gacttgctgc
aagaagaaga
tt caggacct
aaaaggt gac
accaaaattc
cct ct cagct
aagaagt gat
aact ggaaaa
cagagct gca
t gcagggcegce
ttgtgcgaga

N3027PCT_sequ. | i st..txt

gct cgt t cat
tggaatcctg
cat caact ac
acaagaggaa
gcagccat gc
ggat gaagaa
agagcaaggt
ttgcattata
t at ggacccc
ggcagagct t
t gagacagct
act ct acaaa
tgttcgttgt
cct agat cag
ccct aaccga
tattcctaaa
attggaccca
ggcacactta
cgtttgcaga
cttaaaggtc
gcgagtcttc
ggccaaagat
ggaggagat g
act acaagca
t aaaaagcag
agaaagaaac
ggaagaacag
agcagaggcc
caagttcatc
ggct gaagag
gat ct cagat
ggccaaaaga
ggcgcagat t
act ggccaga

gct acaagcc

cgcat caat a
gatattgctg
accaat gaga
t accagcgcg
at cgacct aa
tgctggttcc
tcccact cca
cattatgcag
ct gaat gaca
t ggaaagat g
tttggctccg
gaatctctca
atcattccaa
cttcgctgta
atagttttcc
ggttttatgg
aacttgtaca
gaggaagaaa
ggttacctgg
ttgcagcgga
acaaaggt ga
gaagagct gt
gagcggaagc
gagact gagc
gaat t agaag
caaat cct cc
ct agacgagg
aagat caaga
aaagaaaaga
gaagaaaagg
tt agaagaac
aaact cgacg
gat gagct ca
ggt gat gat g

caaattgctg
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aagct ct gga
gattt gaaat
agct gcagca
aaggcat cga
t agagagacc
ct aaagccac
agtttcagaa
ggaaggt gga
acgt ggccac
t ggaccgt at
cat at aaaac
ccaagct gat
at cacgagaa
at ggt gt cct
aggaat t cag
at ggt aaaca
gaatt ggaca
gagatttaaa
ccagaaaggc
act gt gcegce
agccgcet t ct
t gaaggt gaa
accagcagct
tctttgetga
agattctaca
aaaat gaaaa
aggaaggggc
agat ggaaga
aact cat gga
cgaaaaactt
gctt aaagaa
gggagacgac
agct gcagct
aaacact cca

aact t cagga

t aggaccaaa
ttttgagetg
gctgttcaac
gtggaacttc
t gcgaaccct
agat aaaacc
acct cgacaa
ct at aaggca
ccttttgeac
cgtgggtctg
caagaagggc
ggcaactctc
gagggct gga
ggaagggat ¢
acagagat at
ggcct gt gaa
gagcaagat a
aat caccgat
ctttgccaag
gt acct gaaa
acaagt gact
ggagaagcag
tttagaagag
agcagaagag
t gact t ggag
gaaaaaaat g
t cggcaaaag
ggagattctg
agat cgcat t
ggccaaaat ¢
ggaagaaaag
cgacct gcag
ggccaagaag
t aagaacaat

agactttgaa

1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480



t ccgagaagg
gaagct ct ga
cgt acaaaac
aaccat gaag
t cagagcagc
ct ggagacag
gagt ct gagc
t ct gaaggcg
ctagat aatg
gat gcagct a
cgccagaaac
caggagcagc
ct gcagt ccc
agt ct ggaag
gaggagaagg
ct ggacgacc
aagcagaaga
gaagagcggg
gcccgggecc
ct ccgagceag
gaact t gaaa
gaggagct gg
at gcaggcca
gagaagaagc
aggaaacagc
ct cgaagccc
aagct ccagg
gat gagattt
at cctt caat
gagagagat g
gat gagaagc
cagagcaaca
ct gaacgccg

caact ggagc

cttcacggaa
aaacagagct
gt gaacaaga
ct caaat cca
t ggaacaggc
at aacaagga
acaagaggaa
acaggct cag
t ct ccaccct
gtcttgagtc
t aaacct gag
aggaggagga
agttggct ga
aagccaagaa
cact ggcgt a
t cacggt gga
agtttgacca
accgggccga
t cgaggaagc
acat ggaaga
aat ccaaacg
aagacgaact
t gaaggcgca
ggct gct gat
gggcgcettge
aaat cgaggc
ct cagat gaa
ttgctcaatc
tgcaggagga
agct ggcgga
ggcgt ct gga
t ggagcet gcet
agct agcagc

ggcagaacaa

N3027PCT_sequ. | i st..txt

caaggccgaa
ggaggacacg
agt ggcagag
ggacat gaga
caagcggttc
gct ggegt gt
gaagct cgac
ggt ggaget g
t ct ggaagaa
t caact acag
cagt cggat c
ggaggaggcce
t accaagaag
gaagcttctg
t gacaaact g
cct ggaccac
gctgttagea
agccgaggcec
cct ggaggcec

cct cat gagce

ggccct agag
ccaggccacg
gtt cgagaga
caaacaggtg
tgtagcttca
t gcgaacaaa
ggattaccaa
caaagagagt
acttgcctca
cgagat cacc
agct cggat ¢
caacgaccgc
cgagcgcagce

ggagct gaag

aagcagaaaa
ct ggacacca
ct gaagaaag
caaagacacg
aaagcaaat c
gaggt gaagg
gcgcaggt cc
gcggagaaag
gcagagaaga
gat acacagg
cggcaget gg
aggaagaacc
aaagt agat g
aaggacgcgg
gagaagacca
cagcgccagg
gaagagaaga
agagagaaag
aaggaggagt
t ccaaagat g
cagcaggt gg
gaagat gcca
gacct gcaaa
cgggagct cg
aagaaaaaga
gct cgggat g
cgt gaatt ag
gaaaagaaat
t ct gagcgag
aacagcgcct
gcacagct gg
ttccgcaaga
gccgeccaga
gccaagct gc
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gggact tgag

cggcagccca
ctcttgagga
caacagccct
t agagaagaa
tcctgcagca
aggagct cca
caagt aagct
agggt att aa
agcttcttca
aagaggagaa
t ggagaagca
acgacct ggg
aggccct gag
agaaccgcct
t cgcctccaa
gcatctctgc
aaaccaaagc
tt gagaggca
at gt gggaaa
aggaaat gag
agct t cgt ct
ccagggat ga
aggcggagct
t ggagat aga
aggt gattaa
aagaagct cg
t gaagagt ct
cccgecgaca
ct ggcaagt c
aggaggagct
ccact ct aca
agagt gacaa

aggaact cga

t gaggaact g
gcaggaact a
ggaaact aag
ggaggagctc
caagcagggc
ggt caaggct
t gccaaggt c
gcagaat gag
atttgctaag
ggaggagaca
gaacagt ct t
agt gct ggcce
aacaattgaa
ccagcgect g
gcagcaggag
ctt ggagaag
t cgct at gcc
cctgtcactg
gaacaagcag
aaacgttcac
gacccagct g
ggaggt caac
gcagaat gaa
ggaggat gag
cct gaaggac
gcagct ccgc
t gcat ccaga
ggaagcagaa
cgccgagceag
cgcgetgetg
ggaagaggag
ggt ggacaca
t gcacgccag

gggtgctgte

3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520



aagt ct aagt
cagct t gagc
aagaagct ga
aaagagcaga
gcagaagaag
gat gccaccg
aggcgggat g
gaaggagct t
gagacgcagc
gacagtt agg
tccttcctga
ttcagactta
t aaacagat t
aaaacat ggt
tattggggca
ggt aacct ag
ccact gt gga
atttcagtga
gaagcaacac
t cgat ggt gt
gaagggat ag
tt ccagat gg
cagccgt gga
cat gct gacc
gt ccgaggct
cttcct gaat
ttggacagtg
acattacgga
ctctat aaca
caaagtggta
ctctgcaatg
agaatttgtc
ttgaccacca
gatttttgta

aagaaaaaag

t caaggccac
aggaagccaa
aagaaat ct t
t ggagaaggce
aagcgacgcg
aggccaacga
gccccat cag
ccct ggaget
caccccagtc
aat gcacccg
aagat caact
ggtacaattg
gtttcatcat
aagacccttt
gcgecegt gat
ttctgtgttc
ctctaaactg
gcaaactgtg
ccatttgggg
cccgeatcta
t ggccacact
t ct cccgaac
cccct aagcec
ttgcaaattc
t gt t ccaagt
gttgacatgc
ttacagt gaa
aagtgcctta
atttaatgta
tt acagacat
tgcttgaaaa
ctgtgggttt
gacacct gac
agacaat aaa

cacccgt gga

N3027PCT_sequ. | i st..txt

cat ct cagcc
ggaacgagca
cat gcaggt t
caacgct cgg
t gccaacgca
gggcct gage
cttctcttcc
ct ccgacgat
agagt aaagt
gggcctcct g
gtgtcttaag
ctccecetttt
tgcat ctat t
tt aaaacaaa
cgt cact cag
acgt ggcccc
cacttgtctc
aaaggggct t
ttaccatgtc
ct cat gt gaa
gcagct gagg
cgcct gget c
gagct ggt gg
agccgct get
ttgtcaatga
cagt gggt gt
cact t agcat
gacact acag
ttcagttttg
t cagt gacaa
cacaaacctt
ggaat cttgg
cgcaaatatc
tttattcatt

gaat aaagag

ct ggaggcca
gccgcecaaca
gaggat gagc
at gaagcagc
tctcggegt a
cgcgaggt ca
agccgatctg
gacacagaaa
t gcaggaagc
cagatttcgg
gct ct ccagce
t at at at aga
ttccat atag
ct ccaggecc
tcgctctgea
cgact cct ca
tctcatttcc
t ggaaagagt
cat cccccaa
ct ggccttgg
ccccaggt gg
t gccggegec
aaggcccct c
ttgagcccaa
ggtttatgga
gactccttca
cetgtttttg
t act aagaca
actgtgcttc
t gaat cagtg
ttgggttaaa
attttccccc
ttttcttgta
atagatattt

acct caat aa
Page 339

agat t gggca

aatt agt ccg
gt cgacacgc
ttaaacgcca
aact ccagcg
gcaccct gaa
gccggegeca
gt aagaccag
cagaggaggc
aaat tggcaa
ctatgcat ac
cacacacagg
t cat caagag
ttggttgcgg
t gct ct ct gt
gccacat caa
tt caaat aat
aggagggagt g
ggggggecect
cgagggct gg
cagccat gga
ct cct cacgt
cct gt cgeca
aat gggaat a
gcct ccagaa
tttttccttc
gttggtagtt
atgttgaata
atatcatgta
ttaattctaa
agctttaaca
tttatgaact
ttcccatatt
gcgectgetc

acaagaat aa

gct ggaggag
t cgcact gag
ggaccagt at
gct ggaggaa
ggaact ggat
gaaccggct g

gctgcacct t
t gat gt caac
aat acagt gg
gct acgggat
tgtatcctge
acacat at at
accattttat
gt cget gggat
cat acagaca
gtctcct aga
gat caat gct
ggctggat cg
gcccct cgag
tctgtgcata
t cat gt agac
caggagcaag
gccgggccct
ttggttttgt

cagat gccat
tccecttccct
aagcaaact g
tat cattcgc
cct ct ct agt
atccttgatc
tctattagga
gtactggctg
t ct agacaat
tgtttacttg
t cat gt gaa

5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780
6840
6900
6960
7020
7080
7140
7200
7260
7320
7380
7440
7500
7560
7619



<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Vet

1

Asp

Lys

Ser

Asn

65

Pro

Asn

Leu

Lys

Thr

Asn

Al a

Arg

Lys

Ay

Pro

GAu

Asn
130
Lys

Tyr

Ay

72
1976
PRT

Hormo sapi ens

M SC_FEATURE

(1)..(1976)
myosi n,

72
GAn

Al a

Leu

35

Lys

Lys

Lys

Al a

Arg

Arg

Leu
195

Pro

Arg
Val

20

Val

Lys

Phe

Ser

100

Thr

Pro

Hi s

Ser
180

Al a

Ay

N3027PCT_sequ. | i st..txt

heavy chain 10,

Thr

5

Ile

Trp

GAu

Al a

Ser

85

Val

Tyr

Ile

GAu

Vet

165

Ay

Hi s

GAu

Ay

Tyr

Ile

Arg

Vet

70

Lys

Leu

Ser

Vet

150

Leu

Al a

Val

Leu

Leu

Asn

Pro

Ay

55

Val

Val

Hi s

Ay

Ser

135

Pro

Ay

Al a

GAu

Pro

Ser

40

Asp

Asn

Asn

Leu

120

Pro

Asp

Lys

Ser

200

Arg

non-nuscl e (MYH10)

Asp

Al a
25

Lys

Asp

Leu

105

Phe

Asn

Hi s

Arg

Thr

185

Ser

GAn

Pro Gu Arg

10

Thr

Arg

Val

Asp

Vet

90

Lys

Cys

Ile

Hi s

Leu
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Hi s

Vet

Asp

75

Al a

Asp

Val

Ile

155

Asp

Asn

Lys

Leu

Al a

Ay

Val
60

Arg

Val

140

Al a

GAn

Thr

Ay

GAn
220

Tyr

Asp

Phe

45

GAu

Leu

Tyr

_k_
o —
(SN0

Vet

Ser

Lys

Arg

Al a

Leu

Trp

30

Leu

Lys

Thr

110

Asn

Tyr

Ser

Ile

Asn

Phe

Thr

Al a

Al a

Pro

Arg

Leu
175
Val

Asp

Pro

Val

Al a

Al a

GAu

Asn

80

Leu

Ay

Tyr

Ay

Ser

160

Ile

Hi s

Ile



N3027PCT_sequ. | i st..txt

Leu A u Ser Phe Ay Asn Ala Lys Thr Val Lys Asn Asp Asn Ser Ser
225 230 235 240

Arg Phe Gy Lys Phe Ile Arg Ile Asn Phe Asp Val Thr Gy Tyr Ile
245 250 255

Val Gy Ala Asn Ile Gu Thr Tyr Leu Leu Qu Lys Ser Arg Ala Val
260 265 270

Arg Gn Ala Lys Asp Gu Arg Thr Phe His Ile Phe Tyr G n Leu Leu
275 280 285

Ser Gy Ala Gy GQu H's Leu Lys Ser Asp Leu Leu Leu Gu Gy Phe
290 295 300

Asn Asn Tyr Arg Phe Leu Ser Asn Gy Tyr Ile Prolle Pro Gy Gn
305 310 315 320

G n Asp Lys Asp Asn Phe Gn Gu Thr Met Gu Ala Met His |le Met
325 330 335

Gy Phe Ser Hs Gu Gu Ile Leu Ser Met Leu Lys Val Val Ser Ser
340 345 350

Val Leu Gn Phe Ay Asn Ile Ser Phe Lys Lys GQu Arg Asn Thr Asp
355 360 365

Gn Ala Ser Met Pro Gu Asn Thr Val Ala G n Lys Leu Cys His Leu
370 375 380

Leu Gy Met Asn Val Met G u Phe Thr Arg Ala Ile Leu Thr Pro Arg
385 390 395 400

Ile Lys Val Gy Arg Asp Tyr Val Gn Lys Ala Gn Thr Lys Gu Gn

Ala Asp Phe Ala Val Gu Ala Leu Ala Lys Ala Thr Tyr Gu Arg Leu
420 425 430

Phe Arg Trp Leu Val His Arg Ile Asn Lys Ala Leu Asp Arg Thr Lys
Arg Gn Gy Ala Ser Phe Ile Gy Ile Leu Asp Ile Ala Gy Phe Gu
455 460

[le Phe A u Leu Asn Ser Phe GGu G n Leu Cys Ile Asn Tyr Thr Asn
465 470 475 480

Gu Lys Leu Gn Gn Leu Phe Asn Hs Thr Met Phe Ile Leu Gu dn
485 490 495

Page 341



N3027PCT_sequ. | i st..txt

Gu Gu Tyr Gn Arg Gu Gy Ile Gu Trp Asn Phe Ile Asp Phe Gy
500 505 510

Leu Asp Leu Gn Pro Cys Ile Asp Leu Ile Gu Arg Pro Ala Asn Pro
515 520 525

Pro Gy Val Leu Ala Leu Leu Asp GGu Gu Cys Trp Phe Pro Lys Ala
530 535 540

Thr Asp Lys Thr Phe Val GQu Lys Leu Val Gn Au A@n Ay Ser Hs
545 550 555 560

Ser Lys Phe G n Lys Pro Arg G n Leu Lys Asp Lys Ala Asp Phe Cys
565 570 575

l[le Ile Hs Tyr Ala Gy Lys Val Asp Tyr Lys Ala Asp Gu Trp Leu
580 585 590

Met Lys Asn Met Asp Pro Leu Asn Asp Asn Val Ala Thr Leu Leu His
595 600 605

Gn Ser Ser Asp Arg Phe Val Ala Gu Leu Trp Lys Asp Val Asp Arg
610 615 620

Ile Val Gy Leu Asp G n Val Thr Ay Met Thr Gu Thr Ala Phe Gy
625 630 635 640

Ser Ala Tyr Lys Thr Lys Lys Gy Met Phe Arg Thr Val Gy G n Leu
645 650 655

Tyr Lys A u Ser Leu Thr Lys Leu Met Ala Thr Leu Arg Asn Thr Asn
660 665 670

Pro Asn Phe Val Arg Cys Ile Ile Pro Asn Hs Gu Lys Arg Ala Gy
675 680 685

Lys Leu Asp Pro His Leu Val Leu Asp G n Leu Arg Cys Asn Gy Val
690 695 700

Leu u dy Ile Arg Ile Cys Arg G n Gy Phe Pro Asn Arg |l e Val
705 710 715 720

Phe G n GQu Phe Arg GAn Arg Tyr Gu Ile Leu Thr Pro Asn Ala |lle
725 730 735

Pro Lys Gy Phe Met Asp Gy Lys Gn Ala Cys Gu Arg Met |le Arg
740 745 750

Ala Leu Qu Leu Asp Pro Asn Leu Tyr Arg lle Ay Gn Ser Lys Ile
755 760 765
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Phe

Leu

Ser

Al a

Asn

Leu

Phe

770

Al a

Val

Trp

GAu

Hi s

Al a

Al a

Arg

Lys

GAu

Al a

Asn

GAu

1010

Leu
1025

GAu

Arg

Thr

Arg

Leu

GAu

Al a

Val

Lys

Lys

Ser
995

Cys Ser Ser G n

Ala Lys Ile Arg

Gu Arg Leu Lys

Al a

Asp

Lys

Arg

GAu

GAn

GAn

Thr

900

GAu

Vet

Ay

Ay

Al a
805
Arg

Val

Thr

Leu

885

GAu

Lys

GAu

GAn

Al a

965

Lys

Phe

Val

Phe

Asn

Phe

Leu

Lys

Leu

Leu

GAn

GAu

Al a

950

Arg

Lys

Ile

Leu

775

Al a

Thr

Phe

Vet

Lys

Leu

N3027PCT_sequ. | i st..txt
Ala Hs Leu Gu Gu GQu Arg Asp Leu
780

Phe Phe G n Ala Val Cys Arg Gy Tyr
795 800

Lys Lys Gn Gn Gn Leu Ser Ala Leu
81

Ala Ala Tyr Leu Lys Leu Arg His Trp
825 830

Lys Val Lys Pro Leu Leu G n Val Thr
840 845

Ala Lys Asp G u @ u Leu Leu Lys Val

Gu dy Gu Leu Gu Gu Mt Gu Arg
875 880

Gu Lys Asn Ile Leu Ala Gu Gn Leu
890 895

Ala Gu Ala Gu Gu Mt Arg Ala Arg

Leu Qu Gu lle Leu His Asp Leu Gu
920 925

Gu Arg Asn GAn lle Leu Gn Asn Gu

I[le An Asp Leu Gu Gu GAn Leu Asp
955 960

Lys Leu G n Leu Gu Lys Val Thr Al a
970 975

Gu @Qu GQu lle Leu Leu Leu Gu Asp
985 990

Gu Lys Lys Leu Met Au Asp Arg lle
1000 1005

Ala Gu Gu Gu Gu Lys Ala Lys

1015 1020

Asn

Lys Gn Gu Val Met |le Ser Asp

1030 1035

Lys

Gu @u Lys Thr Arg dn Gu Leu
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Ay

Arg

Ser

Leu

Leu

Asn

Al a

Lys

Lys

Leu

Al a

Thr

Ser
1250

Hi s
1265

Leu
1295

Al a

Al a

Asp

Leu

Lys

Thr

Val

Asn

Leu

Al a

Lys

Leu

Lys

Al a

Lys

GAu

Al a

GAu

Thr

Al a

Al a

GAu

Leu

Al a

Hi s

Lys

Al a

GAu

Arg

GAu

Lys

Thr

Al a

Ser

Leu

Al a

GAu

GAn

Leu

GAu

Cys

Lys

Val

Ser

GAu

Lys

Leu

Leu

GAn

Arg

GAu

Al a

Leu

Ser

Lys

Arg

Ser

Lys

Al a

N3027PCT_sequ. | i st..txt

1045

Leu
1060

Asn
1225

Val
1240

Asp

Al a

Lys

Al a

Lys

Leu

Lys

Asp

Lys

Lys

Lys

Gy

An

Lys

Gy Gu

Gnlle

Leu G n

Asn Asn

GAu Leu

Ala du

Lys Thr

GAu Leu

Al a Leu

Met Arg

Leu Gu

Val Leu

Leu Asp

Asp Arg

Asn Gu

Lys Gy

Thr

Asp

Ay

Al a

Lys

GAu

Arg

GAn

Leu

GAn

Al a

Leu

Leu

Ile
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1050

Thr
1065

Asp

Leu

Leu

Lys

Asp

Lys

GAu

Lys

Hi s

Lys

Thr

Val

Val

Val

Asn

Phe

Leu

Lys

Al a

Val

Phe

Arg

Asp

Arg

Thr

Al a

Arg

Asp

Lys

Val

Al a

GAn

Leu

Arg

Val

GAu

Asp

Thr

Lys

Thr

Phe

Asn

Al a

Leu

Ser

Lys



Asp

Leu

Arg

Leu

Leu

Lys

Al a

Leu

Ser

Al a

Al a

Arg

Ser

Lys

Al a

Leu

Ser

Thr

Al a

Asp

Asp

Leu

Lys

Al a

Al a

Asn

Asp

Al a

Leu

Ser

GAu

GAu

GAn

GAu

Lys

Leu

Ser

GAu

Leu

Lys

Asp

Leu

GAu

Leu

Thr

Al a

Leu

Al a

Leu

Thr

Lys

Ile

Al a

Val

GAu

Asp

Arg

Al a

Ser

Leu

Val

Lys

Ser

Arg

Leu

Ay

N3027PCT_sequ. | i st..txt

Ser
1315

Leu
1390

Ser
1405

Leu
1555

G n Leu Gn Asp Thr

Lys

Asn

Asn

Thr

du

An

Thr

Leu

Lys

Arg

Lys

Leu

Al a

Asn

Va

An

Leu Asn

Ser Leu

Leu Gu

Lys Lys

GAu Ala

Arg Leu

Lys Asn

Asp Hi s

Lys Phe

Tyr Ala

Gu Thr

GAu Ala

Asp Met

Val His

Al a Thr

Leu

Lys

Lys

Lys

Asp

GAu

Lys

Lys

GAu

GAu

Vet

GAu

Page 345

1320

Ser
1335

Val
1380

Al a
1485

GAn

Ser

Val

Asp

Lys

Lys

GAn

Leu

Arg

Leu

Leu

GAu

Thr

Al a

GAu

Arg

Leu

Asp

Leu

Al a

Val

Leu

Asp

Ser

Phe

Vet

Lys

Lys

Leu

GAu

Al a

Asp

Leu

Leu

Al a

Al a

Arg

Leu

Ser

Ser

Leu

Leu



Arg

Asp

Leu

Arg

Ile

Al a

Asp

Ser

Ser

Al a

Asp

Phe

Al a

Leu

Leu
1565

Leu
1580

GAu

Leu

Asp

Asp

Ile

Ay

Val

Thr

GAn

Arg

Lys

GAu

Tyr

Phe

Al a

Al a

Ile

Arg

GAu

Thr

Arg

Arg

Al a

Asn

Arg

Val

Al a

Asp

Val

Al a

GAu

Arg

Thr

Arg

Thr

Ser

GAn

Val

Vet

Asp

Arg

Leu

Leu

Ile

Arg

GAn

Ile

Arg

Asn

Leu

Leu

Al a

Asn

Lys

N3027PCT_sequ. | i st..txt
Met Lys Ala dn

Ser
1675

Leu
1690

Ser
1810

Al a

Leu

Va

Al a

An

Leu

Lys

An

Al a

Al a

Al a

Asn

Va

An

du

Lys

Asn Gu

GAu Ala

Al a Ser

Gnlle

Leu Arg

A u Ser

Leu G n

GAu dn

Ser Gy

Arg Ile

Met G u

Asp Thr

Lys Ser

Leu Lys

Phe Lys

GAu

GAu

Lys

GAu

Lys

Al a

GAu

GAu

Lys

Al a

Leu

Leu

Asp

Al a

Al a
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1575

Lys
1590

Leu
1605

Leu
1755

Asn
1770

Asn
1785

Lys
1800

Thr
1815

Phe

Lys

GAu

Lys

Al a

GAn

Al a

Lys

Leu

Asp

Al a

Leu

Asn

Al a

Al a

Leu

Ile

Arg

Asp

Vet

Asn

Al a

Ser

Leu

Al a

Leu

Asp

GAu

Arg

Ser

Arg

Leu

Lys

GAn

Arg

Lys

Ser

Leu

Leu

Arg

Leu

Al a



Leu Au Ala Lys lle
1820

Ala Lys du Arg Ala
1835

Lys Lys Leu Lys Gu
1850

Hs Ala Asp Gn Tyr
1865

Met Lys G n Leu Lys
1880

Thr Arg Ala Asn Ala
1895

Asp Ala Thr du Ala
1910

Leu Lys Asn Arg Leu
1925

Ser Arg Ser Gy Arg
1940

G u Leu Ser Asp Asp
1955

Gu Thr Gn Pro Pro
1970

<210> 73

<211> 6882

<212> DNA

<213> Honp sapi ens

<220>

<221> msc_feature

<222> (1)..(6882)

<223> nyosin, heavy

S
<400> 73
tt

gggagat

ctctccacta gtccccceccag

g gacgct ccgg

gccaact cag tgacgat gag

t ggcccagge tgact gggece

t cgaggcagc cagcatt aag

at ggcaagaa ggt cacggt t

N3027PCT_sequ. | i st..txt
Gy Gn Leu GQu Gu d@n Leu Gu

Ala Ala Asn

Il e Phe Met

Lys Gu dGn

Arg G n Leu

Ser Arg Arg
0

Asn Gu Gy

Arg Arg Gy
3

Arg G n Leu

Asp Thr QGu

1960

Gn Ser du
1975

chain 11, smooth muscle (MYH11),transcri pt

cct gggaggt
t t ggagat ct

aagtt cct ct
gccaagagac
gaggagaagg
gggaaagat g

Lys Leu Va

Gn Val 4

Met Gu Ly

Gu Gu A

Lys Leu G

Leu Ser Ar

Gy Pro I

Hs Leu G

Ser Lys Th

1830

| Arg Arg
4

s Ala Asn

aGu Gu

n Arg Gu
0

g @u Va

e Ser Phe
1935

uG@y Aa
1950

r Ser Asp
1965

Gn du

Thr Gu

Arg Arg

Ala Arg

GAu Ala

Leu Asp

Ser Thr

Ser Ser

Ser Leu

Val Asn

gcgt cagat ¢ cgagct cgec atccagtttc

gggaccaaca
ttgtggacaa
t cgt ct gggot
gggat gaggt
acat ccagaa

Page 347

aggcaccat g
aaacttcatc
cccct cggag
ggt t gt ggag

gat gaaccca

gcgcagaagg
aacagcccag
aagcagggct
ct ggt ggaga

cccaagttct

vari ant

60
120
180
240
300
360



ccaaggt gga
t gagggagceg
t caacccct a
agaagaggca
tgcttcaaga
ccgaaaacac
agaaagacac
t ggaggcttt
t cat ccgcat
t gct agaaaa
act acat gat
acaact acac
tgttccagga
ccatattgaa
gaaacacaga
t gggaatt aa
gagat gt ggt
ccaaggcaac
acaagaccca
tctttgaggt
agctcttcaa
agt ggaact t
cgaacaaccc
cggacaagt c
agcccaagca
act at aat gc
ccctget caa
t cgt gggcct
ccaagaaggyg
t gaccacgct
agaggt ccgg
t ggaaggcat
gccaacgct a
aggcct gcat

agagcaaaat

ggacat ggcg

gtacttctca
t aaacacct g
cgagat gccg
t cgggaggac
caagaaggt c
aagt at cacg
cggcaacgcc
caacttcgac
at cacgggca
t gct ggagcece
cttcctctec
aaccgt ggag
ggt ggt at ca
ccaggcegt cc
t gt gacagat
acagaaagct
at at gagcgc
t cggcaaggg
gaactccttc
ccacaccatg
catcgacttt
tccaggtgtg
tttcgtggag
gct caaggac
gagtgcctgg
tgcctectce
ggaccagat g
catgttccge
acgcaacacc
caagct ggat
t cgcat ctgc
cgagatcctg
tctcatgatc

cttcttccga

N3027PCT_sequ. | i st..txt

gagct gacgt
gggct aat at
cccat ct act
cct cacat ct
cagtccattc
att cagtacc
ggagagct gg
aaaacagt ga
gt cacgggt t
attcgccaag
aaggagaaga
aatggctttg
gccat ggcaa
t cggt cct ge
at gccagat a
tt caccagat
cagacaaaag
cttttccget
gcttccttcec
gagcagct gt
ttcatcctgg
gggcetggacce
ct ggccect ge
aagct gt gca
aagact gagt
ct gaccaaga
gacaagtttg
gccaagat ga
acagt ggggc
acgcccaact
gcgttcctgg
cggcagggct
gcggcgaat g
aaagccct gg

act ggcgt cc

gcct caacga
atacgtactc
cggagaagat
acgccat cgc
t at gcacagg
tggcegt gat
aaaagcagct
agaacgacaa
acat cgt ggg
ccagagacga
t gagaagt ga
t gcccat ccc
tcat gggttt
agct t ggaaa
acacagct gc
ccat cct cac
aacaggct ga
ggat act cac
t ggggat cct
gcat caact a
agcaggagga
tacagccctg
tggacgagga
€ggagcagag
t ct ccat cat
at at ggaccc
t ggccgacct
cggagagct ¢
agct gt acaa
tcgtgcgetg
t gct ggagca
t ccccaaccg
ccat ccccaa
aact t gaccc

t ggcccacct
Page 348

agcctcegtg
tggcctcttc
cgtcgacatg
agacacggcc
cgagt ct gga
ggcctcctcc
t ct acaagca
ct cct cacga
agccaacat t
gaggacattc
cttgcttttg
agcagcccag
cagcgaggag
tatcgtcttc
t cagaaagt t
tcctegtatc
ctttgctgta
ccgegt gaac
ggat at agct
caccaacgag
gt accagcgc
cat cgagct c
atgctggttc
cagccacccce
ccat t at gct
gct gaat gac
gt ggaaggac
gct gcccage
ggagcagct g
cat cat cccc
gct gcggt gc
gatcgtcttc
aggcttcatg

caacttatac

agaggaggag

ct acacaacc
tgcgt ggt gg
t acaagggca
t accggagca
gccgggaaaa
cacaagggca
aacccgattc
tt cggcaaat
gagacctatc
cacatctttt
gagggcttca
gat gat gaga
gagcagct at
aagaaggaaa
tgccacct ca
aaggt t gggc
gaggct ttgg
aaagccct gg
ggatttgaga
aagct gcagc
gagggcat cg
at cgagcgac
cccaaagcca
aagttccaga
gggaaggt gg
aacgt gact t
gt ggaccgca
gcct ccaaga
ggcaagct ga
aaccacgaga
aat ggggt gc
caggagtt cc
gacgggaagce
aggat agggc
cgagatttga

420

480

540

600

660

720

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460



agat caccga
cttttgccaa
cctacct caa
t gcaggt gac
aggagcggca
t gaccgagga
aggct gagga
at gagat gga
ggaagaagat
ccaggcagaa
at gagat cct
aggagaggat
tt accaagct
aggaagagaa
gcgacttcca
t ggccaagaa
agaagaacaa
aggacct gga
gcgaggagct
agcaggagct
aagagacgcg
t ggaggagct
at aagcagac
aggccaagca
agt ccaagtg
t gcagaat ga
agct ggccaa
aagaagaaac
ggaacagcct
acat ct ccac
gcaccgt gga
cccagceagt a
ttcagcagga

acct ggaaaa

tgtcatcatg
gaggcagcag
gct gcggaac
acggcaggag
gcagaaggca
gaagaacct g
gatgcggat g
ggcccgect g
ggcccagcag
gctgcaact t
ggt cat ggat
tagtgactta
gaaaaacaag
gagccgacag
cgagcagat c
ggaggaggag
t gccct gaag
ct cagagcgg
ggaggccct a
cagggccaag
gt cccat gag
cacagagcag
gct ggagaaa
ggaggt ggaa
cagcgat ggg
agtt gagagc
ggacgt ggcg
ccggcagaag
gcaagaccag
tctcaacatc
agct ct ggaa
cgaggagaag
gct ggacgac
gaagcagagg

N3027PCT_sequ. | i st..txt

gcct t ccagg
cagct gaccg
t ggcagt ggt
gaggagat gc
gagaat gagc
ct acaggaac
cggct ggegg
gaggaggagg
at gct ggacc
gagaaggt ca
gat cagaaca
acgacaaat c
catgaatcta
gagct ggaga
gct gacct cc
ct gcaggcgg
aagat ccggg
gccgecagga
aagacagagc
agggagcagg
gct caggt cc
ct t gagcagt
gagaacgcag
cat aagaaga
gagcgggcecce
gt cacaggga
tccctcagtt
ct caacgt gt
ct ggacgagg
cagct ct ccg
gaggggaaga
gcggecgcet t
ctggttgttg

aaatttgatc

cgatgtgtcg
ccat gaaggt
ggaggetttt
aggccaagga
tt aaggagct
agct gcaggce
ccaagaagca
aagacagggg
tt gaagaaca
cggct gaggce
at aaact atc
ttgcagaaga
tgatttcaga
agct gaaacg
aggcgcagat
ccct ggcecag
agct ggaggg
acaaggct ga
t ggaagacac
aggt gacggt
aggagat gag
t caagagggc
acct ggcegg
agaagct gga
gggcggagct
tgcttaacga
cccagcet cca
ct acgaagct
agat ggaggc
act cgaagaa
agaggttcca
at gat aaact
atttggacaa
agttgttage
Page 349

tggctacttg
gat t cagagg

caccaaagtg
ggat gaact g
ggaacagaag
agagacagag
ggagct ggag
ccagcagct a
gct ggaggag
caagat caag
aaaagaacga
ggaagaaaag
act ggaagtg
gaagct ggag
cgcagagct c
gct t gacgat
ccacat ctca
aaagcagaag
act ggacagc
gct gaagaag
gcagaaacac
caaggcgaac
ggagct gcgg
ggcgcaggat g
caat gacaaa
ggccgagggg
ggacacccag
gcgccaget g
caagcagaac
gaagct gcag
gaaggagat c
ggaaaagacc
ccagcggcaa

cgaggagaaa

gccagaaagg
aact gcgccg
aagccact gc
cagaagacca
cact cgcagc
ct gt at gcag
gagat act gc
caggct gaaa
gaggaagct g
aaact ggagg
aaactccttg
gccaagaat ¢
cggct aaaga
ggt gat gcca
aagat gcagc
gaaat cgct c
gacct ccagg
cgagacct cg
acagccactc
gccctggat g
gcacaggcgg
ct agacaaga
gt cct gggcece
caggagct gc
gt ccacaagc
aaggccatta
gagctgcttc
gaggaggagc
ct ggagcgcec
gactttgcca
gagaacct ca
aagaacaggc
ctcgtgtcca

aacatctctt

2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500



ccaaat acgc
ccct gt cect
ccaacaaaat
agaacgt cca
agacgcagct
t ggaagt caa
agcagaat ga
t ggaagacga
acct gaaaga
agcagct acg
gt gcct ccag
t ggaagcaga
aagcggacct
acgcact cca
t ggaggagga
aggccgagca
gt gccecggcea
agggggccgt
agct ggagga
agcagaaaga
ccgagceagt a
agct ggagga
gggagct gga
agagcaagct
gt agagt t at
t caat ggaac
accaaaaacc
ccagcagact
ccct cacaca
atct at acaa
ct agggaggc
taattgcatc
ccaccacccce
t gagaaaaac

acact gagt t

ggat gagagg
ggct cgggcec
gct caaagcc
tgagct ggag
ggaagagct g
cat gcaggcg
ggagaagagg
gcgaaagcaa
cct ggaget t
caaact gcag
agat gagat c
cct cat gcag
cgagaaggag
ggacgagaag
gcagggcaac
gct cagcaac
gcagct cgag
caagt ccaag
gcaggt cgag
caagaagctg
caaggagcag
ggcagaggag
t gaggccacg
c¢aggcgagga
t gaaaat gca
caaggccagt
aaaacaaaca
gtacttagca
aggaat at aa
gaatttaaaa
t gagccagga
attgcact cc
tact acccct
ccaacaggaa

tttagaaaaa

N3027PCT_sequ. | i st..txt

gacagagct g
ctt gaagagg
gaaat ggaag
aagt ccaagc
gaggacgagc
ct caagggcc
aggcaact gc
cgt gcect gg
caggccgact
gct cagat ga
tttgccacag
ct acaagagg
gaact ggcag
cgccgect gg
at ggaggcca
gagct ggcca
cggcagaaca
ttcaagtcca
caggaggcca
aaggaaat ct
gcagagaaag
gagt cccagc
gagagcaacg
aacgagacct
gatggttctg
gaat aagcaa
aacaaaaaaa
tt gt ct aaat
aaaccaccac

at aagct ggg

agaacgct cc
agcct gggcea
gt at t caagg
acacagacac

cat at ccacg

aggcagaagc
cctt ggaagce
acct ggt cag
gggccct gga
t gcaagccac
agtt cgaaag
agagacagct
cagct gcagc
ctgccat caa
aggactttca
ccaaagagaa
acct cgcegce
aggagct ggc
aggcccggat
t gagcgaccg
cagagcgcag
aggagct ccg
ccat cgcggce
gagagaaaca
t gct gcaggt
gcaat gccag
gcat caacgc
aggccat ggg
ctttcgttcc
aggaggaaac
ctttctacag
acccaacaac
ccattctcaa
cct ccagect
cgtggtggta
agcccaggac
acagagaccc
t aaaaattga
at cct ccagt

gt aaccggt ¢
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cagggagaag
caaagaggaa
ct ccaaggat
gacccagat g
ggaggacgcc
ggat ct ccaa
t cacgagt at
aaagaagaag
g9ggagggag
aagagagct g
t gagaagaaa
cgct gagagg
cagt agcctg
cgcccagcetg
ggt ccgcaaa
cacggcccag
gagcaagct ¢
gctggaggcece
ggcggcecacc
ggaggacgag
ggt caagcag
caaccgcagg
ccgcgaggt g
ttct agaagg
ggacact cga
ttttgcacca
aacccagaac
attccaaata
gggcaacgt a
cacacctgtg
ttcgaggct g
t gt ct caacc
agtttgtatg
tctatcaatg

cct ggcaat t

gaaaccaagg
ct cgagcgga
gacgt gggca
gaggagat ga
aaact gcggc
gcccgggacg
gagacggaac
ct ggaagggg
gaagccat ca
gaagat gccc
gccaagagct
gct cgcaaac
t cgggaagga
gaggaggagc
gccacacagc
aagaat gaga
cacgagat gg
aagatt gcac
aagt cgct ga
cgcaagat gg
ct caagaggc
aagct gcagc
aacgcact ca
t ct ggaggac
gacgcagact
cggcaagaaa
aaagcaaaac
t cacagacac
gt aaaacctc
gt cccagct a
caat gagct a
accaccacca
at gt aagaga
gattgtgcag
ctgtttacat

4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6420
6480
6540
6600



N3027PCT_sequ. | i st..txt

gaaat gggga gaaagtcacc gaaatgggtg ccgccggcecc ccactcccaa ttcattccect 6660
aacctgcaaa cctttccaac ttctcacgtc aggectttga gaattctttc cccectctcect 6720
ggtttccaca cctcagacac gcacagttca ccaagtgcct tctgtagtca catgaattga 6780
aaaggagacg ctgctcccac ggaggggagc aggaatgetg cactgtttac accctgactg 6840
tgcttaaaaa cactttcact aataaatggt tataaatcac aa 6882
<210> 74

<211> 1972

<212> PRT
<213> Honp sapi ens

<220>

<221> M SC_FEATURE

<222> (1)..(1972)

<223> nyosin, heavy chain 11, smooth nuscle (MYH11),transcript variant

SMi A
<400> 74
Met Ala Gn Lys Gy Gn Leu Ser Asp Asp G u Lys Phe Leu Phe Va
1 5 10 15

Asp Lys Asn Phe Ile Asn Ser Pro Val Ala Gn Ala Asp Trp Ala Ala
20 25 30

Lys Arg Leu Val Trp Val Pro Ser Gu Lys Gn Gy Phe Gu Ala Ala
35 40 45

Ser Ile Lys Gu GQu Lys Gy Asp Gu Val Val Val Gu Leu Val dQu
50 55 60

Asn Gy Lys Lys Val Thr Val Gy Lys Asp Asp Ile G n Lys Met Asn
65 70 75 80

Pro Pro Lys Phe Ser Lys Val G u Asp Met Ala Gu Leu Thr Cys Leu
85 90 95

Asn Gu Ala Ser Val Leu His Asn Leu Arg Gu Arg Tyr Phe Ser Gy
100 105 110

Leu Ile Tyr Thr Tyr Ser @y Leu Phe Cys Val Val Val Asn Pro Tyr
115 120 125

Lys Hs Leu Pro Ile Tyr Ser Qu Lys Ile Val Asp Met Tyr Lys Gy
130 135 140

Lys Lys Arg His u Met Pro Pro His Ile Tyr Ala Ile Ala Asp Thr
145 150 155 160

Ala Tyr Arg Ser Met Leu G n Asp Arg Gu Asp An Ser Ile Leu Cys
165 170 175
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N3027PCT_sequ. | i st..txt
Thr Gy Qu Ser Ay Ala Ay Lys Thr Gu Asn Thr Lys Lys Val Ile
180 185 190

Gn Tyr Leu Ala Val Val Ala Ser Ser His Lys Gy Lys Lys Asp Thr
195 200 205

Ser Ile Thr Gy GQu Leu Gu Lys Gn Leu Leu Gn Ala Asn Pro Ile

Leu Gu Ala Phe Ay Asn Ala Lys Thr Val Lys Asn Asp Asn Ser Ser
225 230 235 240

Arg Phe Gy Lys Phe Ile Arg Ile Asn Phe Asp Val Thr Gy Tyr Ile
245 250 255

Val Gy Ala Asn Ile Gu Thr Tyr Leu Leu G u Lys Ser Arg Ala lle
260 265 270

Arg Gn Ala Arg Asp GGu Arg Thr Phe His Ile Phe Tyr Tyr Mt Ile
275 280 285

Ala Gy Ala Lys Au Lys Met Arg Ser Asp Leu Leu Leu Gu Gy Phe
290 295 300

Asn Asn Tyr Thr Phe Leu Ser Asn GGy Phe Val Pro Ile Pro Ala Ala
305 310 315 320

Gn Asp Asp Gu Met Phe Gn Gu Thr Val Gu Ala Met Ala |le Met
325 330 335

Gy Phe Ser Gu Gu Gu An Leu Ser |Ile Leu Lys Val Val Ser Ser
340 345 350

Val Leu Gn Leu Ay Asn Ile Val Phe Lys Lys GQu Arg Asn Thr Asp
355 360 365

Gn Ala Ser Met Pro Asp Asn Thr Ala Ala G n Lys Val Cys His Leu
370 375 380

Met Gy Ile Asn Val Thr Asp Phe Thr Arg Ser |le Leu Thr Pro Arg
385 390 395 400

Ile Lys Val Gy Arg Asp Val Val Gn Lys Ala Gn Thr Lys Gu Gn

Ala Asp Phe Ala Val Gu Ala Leu Ala Lys Ala Thr Tyr Gu Arg Leu
420 425 430

Phe Arg Trp Ile Leu Thr Arg Val Asn Lys Ala Leu Asp Lys Thr His
435 440 445
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Arg Gn Ay Ala Ser Phe Leu Gy Ile Leu Asp Ile Ala Gy Phe Gu
450 455 460

[le Phe A u Val Asn Ser Phe GGu G n Leu Cys Ile Asn Tyr Thr Asn
465 470 475 480

Gu Lys Leu Gn Gn Leu Phe Asn Hs Thr Met Phe Ile Leu Gu dn
485 490 495

Gu Gu Tyr Gn Arg Gu Gy Ile Gu Trp Asn Phe Ile Asp Phe Gy

Leu Asp Leu G n Pro Cys Ile Gu Leu Ile Gu Arg Pro Asn Asn Pro
515 520 525

Pro Gy Val Leu Ala Leu Leu Asp GGu Gu Cys Trp Phe Pro Lys Ala
530 535 540

Thr Asp Lys Ser Phe Val Gu Lys Leu Cys Thr Au G n Ay Ser H s
545 550 555 560

Pro Lys Phe G n Lys Pro Lys G n Leu Lys Asp Lys Thr G u Phe Ser
565 570 575

l[le Ile Hs Tyr Ala Gy Lys Val Asp Tyr Asn Ala Ser Ala Trp Leu
580 585 590

Thr Lys Asn Met Asp Pro Leu Asn Asp Asn Val Thr Ser Leu Leu Asn
595 600 605

Ala Ser Ser Asp Lys Phe Val Ala Asp Leu Trp Lys Asp Val Asp Arg
610 615 620

I[le Val Gy Leu Asp Gin Met Ala Lys Met Thr GQu Ser Ser Leu Pro
625 630 635 640

Ser Ala Ser Lys Thr Lys Lys Gy Met Phe Arg Thr Val Gy G n Leu
645 650 655

Tyr Lys Qu Gn Leu Gy Lys Leu Met Thr Thr Leu Arg Asn Thr Thr
660 665 670

Pro Asn Phe Val Arg Cys Ile Ile Pro Asn Hs Gu Lys Arg Ser Gy
675 680 685

Lys Leu Asp Ala Phe Leu Val Leu Gu Gn Leu Arg Cys Asn Gy Va
690 695 700

Leu u Ay Ile Arg Ile Cys Arg Gn Gy Phe Pro Asn Arg Ile Va
705 710 715 720

Phe Gdn GQu Phe Arg Gn Arg Tyr Gu Ile Leu Ala Ala Asn Ala |lle
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N3027PCT_sequ. | i st..txt
730

725 735

Pro Lys Gy Phe Met Asp Gy Lys Gn Ala Cys Ile Leu Met Ile Lys
740 745 750

Ala Leu Qu Leu Asp Pro Asn Leu Tyr Arg lle Ay Gn Ser Lys Ile
755 760 765

Phe Phe Arg Thr Ay Val Leu Ala Hs Leu Gu Gu Gu Arg Asp Leu
770 775 780

Lys Ile Thr Asp Val Ile Met Ala Phe G n Ala Met Cys Arg Gy Tyr
785 790 795 800

Gn Gn Leu Thr Ala Met

Leu Ala Arg Lys Ala Phe Ala Lys Arg G n
810 815

805

Lys Val Ile Gdn Arg Asn Cys Ala Ala Tyr Leu Lys Leu Arg Asn Trp
820 825 830

Gn Trp Trp Arg Leu Phe Thr Lys Val Lys Pro Leu Leu G n Val Thr
835 840 845

Arg Gn QQu Gu Au Met An Ala Lys Gu Asp Qu Leu An Lys Thr

Lys Gu Arg Gn A@n Lys Ala Gu Asn Gu Leu Lys Gu Leu Gu Gn
865 870 875 880

Lys His Ser Gn Leu Thr Gu GAu Lys Asn Leu Leu Gn Gu Gn Leu
885 890 895

Gn Ala Gu Thr Gu Leu Tyr Ala Gu Ala Gu Gu Mt Arg Val Arg
900 905 910

Leu Ala Ala Lys Lys Gn GQu Leu Gu Gu lle Leu Hs Gu Mt Gu
915 920 925

Ala Arg Leu Gu GQu Gu Gu Asp Ar g dy Gn dn Leu Gn Ala Gu

Arg Lys Lys Met Ala Gn Gn Met Leu Asp Leu Gu Gu Gn Leu Gu
945 950 955 960

Gu Gu Gu Ala Ala Arg Gn Lys Leu G n Leu Gu Lys Val Thr A a
965 970 975

Gu Ala Lys Ile Lys Lys Leu Gu Asp Gu lle Leu Val Met Asp Asp
980 985 990

G n Asn Asn Lys Leu Ser Lys Gu Arg Lys Leu Leu Gu Gu Arg lle
995 1000 1005
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Ser

Asn

Leu

Leu

Arg

Ser

Leu

Leu

Ser

Al a

Lys

Al a

Val
1250

Leu

Thr

Val

Leu

Ile

Al a

Asp

Leu

Arg

Ser

Val

Asn

Leu

Thr

Lys

Arg

Lys

Al a

Lys

GAu

Al a

Thr

Thr

Al a

GAu

Leu

Al a

Hi s

Thr

Leu

Leu

Arg

Asp

Lys

Ile

Ay

Al a

Leu

Al a

Val

GAn

Leu

Asp

Ay

Lys

Asn

Lys

Lys

Lys

Leu

Al a

Hi s

Arg

Thr

Leu

Val

Thr

Lys

GAu

N3027PCT_sequ. | i st..txt

Leu
1015

Asn
1030

Lys
1045

Leu
1060

Asn
1225

Leu
1240

Al a

Lys

du

Al a

du

Lys

Ser

Lys

Leu

An

Lys

An

Lys

Arg

Lys

Gu du

Hs Au

G u Lys

Gy Asp

Gnlle

Leu G n

Asn Asn

Asp Leu

Ala du

Lys Thr

GAu Leu

Al a Leu

Met Arg

Leu Gu

Gn Thr

Val Leu

Leu Gu

GAu

Ser

Ser

Al a

Al a

Al a

Al a

GAn

Lys

Arg

Asp

GAn

GAn

Leu

Ay

Al a
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GAu
1020

Lys

Ile

Asp

Leu

Leu

Lys

Asp

Lys

Lys

GAu

Hi s

Lys

Lys

Al a

Val

Al a

Ser

Phe

Lys

Al a

Lys

Leu

Arg

Asp

Arg

Thr

Al a

Arg

Lys

GAn

Lys

Leu

Hi s

Vet

Arg

Ile

Asp

Asp

Thr

Arg

GAn

Al a

Asn

GAu



Leu

Asn

Ay

Asp

Leu

Arg

Leu

Al a

Lys

Al a

Leu

Ser

Al a

Al a

Arg

Asn
1370

Ser
1385

Thr
1505

Ser

Lys

Leu

Al a

Leu

Vet

Ile

Thr

Asp

Asp

Leu

Lys

Al a

Al a

Asn

Lys

Val

Asn

Ser

GAu

GAu

GAn

Val

GAu

Lys

Leu

GAu

Asn

GAu

Leu

Lys

Hi s

Leu

Thr

Al a

Leu

Asn

Leu

Val

Lys

Ile

Al a

Vet

Ser

Lys

Al a

Ser

Arg

Lys

Ser

Al a

Leu

Val

Lys

Ser

Arg

GAu

Leu

N3027PCT_sequ. | i st..txt

Asp Gy Gu Arg Ala Arg Al a

1270

Leu
1285

Leu
1390

Thr
1405

An

Ay

Lys

Asn

Asn

Ser

du

Thr

Leu

Arg

Lys

Lys

Leu

Al a

Asn Gu

Lys Al a

Leu G n

Leu Asn

Ser Leu

Leu Gu

Lys Lys

Lys Asn

Asp Asn

Lys Phe

Tyr Ala

Gu Thr

GAu Ala

G u Met

Val

Asp

Val

GAn

Arg

Lys

Lys

GAu

Arg

GAn

Asp

Asp

Lys

Lys

GAu
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1275

GAu
1290

Lys
1305

Thr
1320

Ser
1335

Hi s
1365

Leu
1380

Al a
1485

Ser

Leu

Thr

GAn

GAn

Arg

Lys

GAn

GAn

Leu

Arg

Leu

GAu

Leu

GAu

Val

Al a

Lys

Leu

Ser

Asp

Phe

Al a

Leu

Leu

Asp

Ser

Leu

Val

Leu

Thr

Lys

Leu

Leu

Asp

Thr

Phe

Al a

Val

Al a

Arg

Leu

GAu

Ser



Ser

Lys

Arg

Asp

Leu

Arg

Ay

Ay

Asp

Ser

Al a

Al a

Asp

Val

Al a

Leu
1565

Leu
1580

Asp

Al a

Leu

Leu

Lys

GAu

Asp

Leu

Val

Al a

GAn

Arg

Lys

Phe

Phe

Al a

Al a

Leu

Arg

GAu

Al a

Arg

Val

GAu

Asp

Asn

Arg

Leu

Al a

Asp

Al a

GAn

Al a

Asp

Arg

Al a

Arg

GAu

Thr

Ser

Thr

Vet

Asp

Hi s

Leu

Leu

Ile

Arg

Thr

Leu

Lys

Ser

Leu

Thr

N3027PCT_sequ. | i st..txt

Lys
1525

Asn

Vet

An

Al a

Tyr

Al a

Leu

An

Leu

Lys

An

Al a

Leu

Al a

Asn

Al a

An

Val His Qu

Gu Gu Mt

Ala Thr du

Leu Lys Gy

Asn Gu Gu

Gu Thr Gu

Ala Ala Lys

Gn Ala Asp

Leu Arg Lys

Gu Asp Al a

Gu Asn GQu

Leu dn Gu

Asp Leu Gu

Ser Gy Arg

Arg Ile Al a

Met Gu Ala

Gu G@n Leu

Lys Asn Gu
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Leu
1530

Lys
1545

Leu
1605

Lys
1620

Ser
1635

Leu
1650

Vet
1755

Ser
1770

Ser

GAu

Thr

Al a

Phe

Arg

Lys

Al a

GAn

Al a

Lys

Leu

GAu

Al a

Leu

Ser

Asn

Al a

GAn

Lys

GAu

Arg

Asp

Leu

Ile

Al a

Ser

Al a

Al a

Leu

Arg

Ser

Leu

Leu

Arg

Lys

GAn

Arg

Lys

Al a

Leu

Arg

Leu

GAn



N3027PCT_sequ. | i st..txt
1775 1780 1785

Gnleu Gu Arg Gn Asn Lys Gu Leu Arg Ser Lys Leu His Gu
1790 1795 1800

Mt Gu Gy Ala Val Lys Ser Lys Phe Lys Ser Thr Ille Ala Ala
1805 1810 1815

Leu u Ala Lys Ile Ala Gn Leu Gu Gu @n Val Gu @n Gu
1820 1825 1830

Al a Arg Gu Lys Gn Ala Ala Thr Lys Ser Leu Lys dn Lys Asp
Lys Lys Leu Lys Gu Ile Leu Leu Gn Val Gu Asp Gu Arg Lys
Met Ala Gu Gn Tyr Lys Gu Gn Ala Gu Lys Ay Asn Ala Arg
Val Lys Gn Leu Lys Arg Gn Leu Gu Gu Ala Gu Gu Gu Ser
Gn Arg [le Asn Al a Asn Arg Arg Lys Leu Gn Arg G u Leu Asp

Gu Ala Thr Gu Ser Asn Ala Mt Ay Arg Au Val Asn Al a
1 19

Leu Lys Ser Lys Leu Arg Arg Gy Asn Qu Thr Ser Phe Val Pro
30 1935

Ser Arg Arg Ser Gly Gy Arg Arg Val Ile Gu Asn Ala Asp Gy
4 45 1950

Ser Gu Gdu G@u Thr Asp Thr Arg Asp Ala Asp Phe Asn Gy Thr
1955 1960 1965

Lys Ala Ser Gu

<210> 75

<211> 6903

<212> DNA

<213> Honp sapi ens

<220>
<221> isc_feature
<222> (1)..(6903)

3

<223> nyosin, heavy chain 11, srmooth nuscle (MYH11),transcript variant
SMil B

<400> 75

gggagatttg gacgctccgg cctgggaggt gegtcagatc cgagctcgcee atccagttte 60
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ctctccacta
gccaact cag
t ggcccaggce
t cgaggcagc
at ggcaagaa
ccaaggt gga
t gagggagceg
t caacccct a
agaagaggca
tgcttcaaga
ccgaaaacac
agaaagacac
ttctacaagc
act cct cacg
gagccaacat
agaggacat t
acttgetttt
cagcagccca
t cagcgagga
at at cgt ct t
ct cagaaagt
ctcct cgt at
actttgctgt
cccgegt gaa
t ggat at agc
acaccaacga
agt accagcg
gcat cgagct
aat gct ggt t
gcagccaccce
tccattatgc
cgct gaat ga
t gt ggaagga

cgct geccag

gt ccceccag
t gacgat gag
t gact gggcce
cagcat t aag
ggt cacggt t
ggacat ggcg

gtacttctca
t aaacacct g
cgagat gccg
t cgggaggac
caagaaggt c
aagt at cacg
aaacccgat t
attcggcaaa
t gagacct at
ccacatcttt
ggagggcttc
ggat gat gag
ggagcagct a
caagaaggaa
ttgccacctc
caaggt t ggg
agaggctttg
caaagccctg
tggatttgag
gaagct gcag
cgagggcat ¢
cat cgagcga
ccccaaagcec
caagttccag
t gggaaggt g
caacgt gact
cgt ggaccgce

cgcct ccaag

N3027PCT_sequ. | i st..txt

t t ggagat ct
aagtt cct ct
gccaagagac
gaggagaagg
gggaaagat g
gagct gacgt
gggct aat at
cccat ct act
cct cacat ct
cagtccattc
att cagtacc
caaggcccat
ct ggaggct t
ttcatccgca
ct gct agaaa
tactacatga
aacaact aca
at gt t ccagg
tccatattga
agaaacacag
at gggaatta
cgagat gt gg
gccaaggcaa
gacaagaccc
atctttgagg
cagctcttca
gagt ggaact
ccgaacaacc
acggacaagt
aagcccaagc
gact at aatg
tccctgcetca

at cgt gggcc

accaagaagg

gggaccaaca
tt gt ggacaa
t cgt ct gggt
gggat gaggt
acat ccagaa
gcct caacga
atacgtactc
cggagaagat
acgccat cgc
t at gcacagg
tggccegt gat
cttttgeccta
t cggcaacgce
t caacttcga
aat cacgggc
ttgct ggage
ccttectete
aaaccgt gga
aggt ggt atc
accaggcgtc
at gt gacaga
t acagaaagc
cat at gageg
at cggcaagg
t gaactcct t
accacaccat
t catcgactt
ct ccaggt gt
ctttcgtgga
agct caagga
cgagtgcctg
atgcctcctce
t ggaccagat
gcatgttccg
Page 359

aggcaccat g
aaacttcatc
cccct cggag
ggt t gt ggag
gat gaaccca
agcctcegtg
tggcctcttc
cgtcgacatg
agacacggcc
cgagt ct gga
ggcctcctcc
cggagagcetg
caaaacagtg
cgt cacgggt
aattcgccaa
caaggagaag
caat ggcttt
ggccat ggca
atcggtcctg
cat gccagat
tttcaccaga
t cagacaaaa
ccttttcege
ggcttcecttc
cgagcagctg
gttcatcctg
t gggct ggac
gctggecect g
gaagct gt gc
caagact gag
gct gaccaag
cgacaagttt

ggccaagat g
cacagt gggg

gcgcagaagg
aacagcccag
aagcagggct
ct ggt ggaga
cccaagt t ct
ct acacaacc
tgcgt ggt gg
t acaagggca
t accggagca
gccgggaaaa
cacaagggca
gaaaagcagc
aagaacgaca
t acat cgt gg
gccagagacg
at gagaagt g
gtgcccat cc
at cat gggt t
cagct t ggaa
aacacagctg
tccatcctca
gaacaggct g
t ggat act ca
ct ggggat cc
t gcat caact
gagcaggagg
ct acagccct
ct ggacgagg
acggagcagg
ttctccatca
aat at ggacc
gt ggccgacc
acggagagct

cagct gt aca

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100



aggagcagct
gcat cat ccc
agct gcggt g
ggat cgtct t
aaggct t cat
ccaacttata
t agaggagga
gt ggct act t
t gatt cagag
t caccaaagt
aggat gaact
t ggaacagaa
cagagacaga
aggagct gga
gccagcagct
agct ggagga
ccaagat caa
caaaagaacg
aggaagaaaa
aact ggaagt
ggaagct gga
t cgcagagct
ggcttgacga
gccacatctc
aaaagcagaa
cact ggacag
t gct gaagaa
ggcagaaaca
ccaaggcgaa
gggagcet gcg
aggcgcaggt
t caat gacaa
aggccgagag
aggacaccca

t gcgccaget

gggcaagctg

caaccacgag

caat ggggt g
ccaggagttc
ggacgggaag
caggat aggg
gcgagatttg
ggccagaaag
gaact gcgcece
gaagccact g
gcagaagacc
gcact cgcag
gctgtatgca
ggagat act g
acaggct gaa
ggaggaagct
gaaact ggag
aaaact cct t
ggccaagaat
gcggct aaag
gggt gat gcc
caagat gcag
t gaaat cgct
agacct ccag
gcgagacct c
cacagccact
ggccct ggat
cgcacaggcyg
cct agacaag
ggt cct gggc
gcaggagctg
agt ccacaag
gaaggccat t
ggagct get t
ggaggaggag

N3027PCT_sequ. | i st..txt
at gaccacgc tacgcaacac cacgcccaac

aagaggt ccg
ct ggaaggca
cgccaacgct
caggcct gca
cagagcaaaa
aagat caccg
gcttttgeca
gcct acct ca
ct gcaggt ga
aaggagcggce
ct gaccgagg
gaggct gagg
cat gagat gg
aggaagaaga
gccaggcaga
gat gagat cc
gaggagagga
cttaccaagc
aaggaagaga
agcgacttcc
ct ggccaaga
cagaagaaca
gaggacct gg
ggcgaggagce
cagcaggagc
gaagagacgc
gt ggaggagc
aat aagcaga
caggccaagc
cagt ccaagt
ctgcagaat g
aagct ggcca
caagaagaaa

cggaacagcc

gcaagct gga
ttcgcatctg
acgagat cct
ttct cat gat
tcttcttecg
at gt cat cat
agaggcagca
agct gcggaa
cacggcagga
agcagaaggc
agaagaacct
agat gcgggt
aggcccgcect
t ggcccagcea
agct gcaact
t ggt cat gga
tt agt gact t
t gaaaaacaa
agagccgaca
acgagcagat
aggaggagga
at gccct gaa
act cagagcg
t ggaggccct
t cagggccaa
ggt cccat ga
t cacagagca
cgct ggagaa
aggaggt gga
gcagcgat gg
aagt t gagag
aggacgt ggce
cccggecagaa

t gcaagacca
Page 360

tgcgttcctg
€cggcagggc
ggcggcgaat
caaagccctg
aact ggcgt c
ggccttccag
gcagct gacc
ct ggcagt gg
ggaggagat g
agagaat gag
gct acaggaa
gcgget ggeg
ggaggaggag
gat gct ggac
t gagaaggt c
t gat cagaac
aacgacaaat
gcat gaat ct
ggagct ggag
cgctgacctc
gct gcaggcg
gaagat ccgg
ggccgecagyg
aaagacagag
gagggagcag
ggct caggt c
gct t gagcag
agagaacgca
acat aagaag
ggagcgggcce
cgt cacaggg
gt ccct cagt

gct caacgt g
gct ggacgag

ttcgtgcgct
gt gct ggagc
ttccccaacc
gccat cccca
gaact t gacc
ct ggcccacc
gcgatgtgtc
gccat gaagg
t ggaggcttt
caggccaagg
ct t aaggagc
cagct gcagg
gccaagaagc
gaagacaggg
ctt gaagaac
acggct gagg
aat aaact at
cttgcagaag
atgatttcag
aagct gaaac
caggcgcaga
gccct ggeca
gagct ggagg
aacaaggct g
ct ggaagaca
gaggt gacgg
caggagat ga
tt caagaggg
gacct ggccg
aagaagct gg
€gggcggagce
at gct t aacg
t cccagct cc

t ct acgaagc

gagat ggagg

2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200



ccaagcagaa
agaagct gca
agaaggagat
t ggaaaagac
accagcggca
ccgaggagaa
ccagggagaa
ccaaagagga
gct ccaagga
agacccagat
cggaggacgc
gggat ctcca
ttcacgagta
caaagaagaa
aggggaggga
aaagagagct
at gagaagaa
ccgct gagag
ccagt agcct
t cgcccaget
gggt ccgcaa
gcacggccca
ggagcaagct
cgct ggagge
aggcggccac
t ggaggacga
gggt caagca
ccaaccgcag
gccgcgaggt
cttctagaag
cggacact cg
gttttgcacc
caacccagaa

aatt ccaaat

cct ggagegce
ggactttgcc
cgagaacctc
caagaacagg
actcgt gt cc
aaacat ct ct
ggaaaccaag
act cgagcgg
t gacgt gggc
ggaggagat g
caaact gcgg
agcccegggac
t gagacggaa
gct ggaaggg
ggaagccat ¢
ggaagat gcc
agccaagagc
ggct cgcaaa
gt cgggaagg
ggaggaggag
agccacacag
gaagaat gag
ccacgagatg
caagattgca
caagt cgctg
gcgcaagat g
gct caagagg
gaagct gcag
gaacgcact c
gt ct ggagga
agacgcagac
acggcaagaa
caaagcaaaa

at cacagaca

N3027PCT_sequ. | i st..txt

cacat ct cca
agcaccgt gg
acccagcagt
cttcagcagg
aacct ggaaa
t ccaaat acg
gccct gt ccc
accaacaaaa
aagaacgt cc
aagacgcagc
ct ggaagt ca
gagcagaat g
ct ggaagacg
gacct gaaag
aagcagct ac
cgtgcctcca
tt ggaagcag
caagcggacc
aacgcact cc
ct ggaggagg
caggccgagce
agt gcceggce
gagggggccyg
cagct ggagg
aagcagaaag
gccgagcagt
cagct ggagg
cgggagct gg
aagagcaagc
cgtagagtta
tt caat ggaa
aaccaaaaac
cccagcagac

cccctcacac

ct ct caacat
aagct ct gga
acgaggagaa
agct ggacga
agaagcagag
cggat gagag
tggcet cgggce
t gct caaagc
at gagct gga
t ggaagagct
acat gcaggc
aggagaagag
agcgaaagca
acct ggagct
gcaaact gca
gagat gagat
acct cat gca
t cgagaagga
aggacgagaa
agcagggcaa
agct cagcaa
agcagct cga
t caagt ccaa
agcaggt cga
acaagaagct
acaaggagca
aggcagagga
at gaggccac
t caggcgagg
tt gaaaat gc
ccaaggccag
caaaacaaac
tgtacttagc
aaggaat at a
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ccagct ct cc
agaggggaag
ggcggcecgct
cctggttgtt
gaaattt gat
ggacagagct
cctt gaagag
cgaaat ggaa
gaagt ccaag
ggaggacgag
gct caagggc
gaggcaact g
acgtgccctg
t caggccgac
ggct cagat g
ctttgccaca
gct acaagag
ggaact ggca
gcgcecgect g
cat ggaggcc
cgagct ggcc
gcggcagaac
gttcaagtcc
gcaggaggcc
gaaggaaat c
ggcagagaaa
ggagt cccag
ggagagcaac
aaacgagacc
agat ggt t ct
t gaat aagca
aaacaaaaaa
attgtctaaa

aaaaccacca

gact cgaaga
aagaggttcc
t at gat aaac
gatttggaca
cagttgttag
gaggcagaag
gcct t ggaag
gacct ggt ca
cgggccct gg
ct gcaagcca
cagttcgaaa
cagagacagc
gcagct gcag
tctgccatca
aaggactttc
gccaaagaga
gacct cgccg
gaggagct gg
gaggcccgga
at gagcgacc
acagagcgca
aaggagct cc
accat cgcgg
agagagaaac
ttgct gcagg
ggcaat gcca
cgcat caacg
gaggccat gg
tctttegttc
gaggaggaaa
actttctaca
aacccaacaa
tccattctca

ccctccagcece

4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240



t gggcaacgt

acacacct gt
ctt cgaggct
ct gt ct caac
aagtttgtat
ttctatcaat
ccct ggcaat
cccact ccca
agaattcttt
ttctgtagtc
gcactgttta

caa

<210> 76

<211> 1979

<212> PRT

<213> Hono

<220>

<221>

<222>

<223> nyos

SMi B

<400> 76

Met Ala Gn

P

Asp Lys Asn

Lys Arg Leu

35

Ser Ile Lys
0

Asn Gy Lys

65

Pro Pro Lys

Asn Gu Ala

Leu Ile Tyr

agt aaaacct
ggt cccaget
gcaat gagct
caccaccacc
gat gt aagag
ggatt gt gca
tctgtttaca
attcattccc
cceccect et ce
acatgaattg

caccct gact

sapi ens

M SC_FEATURE
(1)..(1979)

in, heavy ¢

Phe
20

Ile As

Val Trp

Gu Ly

Val Th

70

Lys

Phe Ser

85

Ly

Ser
100

Val Le

Thr Tyr Se

Val

N3027PCT_sequ. | i st..txt

catctataca agaatttaaa aataagctgg gcgtggtggt 6300
act agggagg ctgagccagg aagaacgctc cagcccagga 6360
ataattgcat cattgcactc cagcctgggc aacagagacec 6420
accaccaccc ctactacccc tgtattcaag gtaaaaattg 6480
at gagaaaaa cccaacagga aacacagaca catcctccag 6540
gacactgagt ttttagaaaa acatatccac ggtaaccggt 6600
t gaaat gggg agaaagt cac cgaaat gggt gccgecggec 6660
taacctgcaa acctttccaa cttctcacgt caggectttg 6720
tggtttccac acctcagaca cgcacagttc accaagtgcec 6780
aaaaggagac gctgctccca cggaggggag caggaat get 6840
gtgcttaaaa acactttcac taataaatgg ttataaatca 6900
6903
hain 11, smooth muscle (MYH11),transcript variant
n Leu Ser Asp Asp (GQu Lys Phe Leu Phe Va
10 15
n Ser Pro Val Ala Gn Ala Asp Trp Ala Ala
25 30
Pro Ser Gu Lys Gn Ay Phe u Ala Ala
40 45
s Gy Asp u Vval Vval Val du Leu Val Gu
55 60
r Val Gy Lys Asp Asp Ile G n Lys Met Asn
75 80
s Val Gu Asp Met Ala Gu Leu Thr Cys Leu
90 95
u Hs Asn Leu Arg Gu Arg Tyr Phe Ser Gy
105 110
r Gy Leu Phe Cys Val Val Val Asn Pro Tyr
120 125
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Lys Hs Leu Pro Ile Tyr Ser Qu Lys Ile Val Asp Met Tyr Lys Gy
130 135 140

Lys Lys Arg His u Met Pro Pro His Ile Tyr Ala Ile Ala Asp Thr
145 150 155 160

Ala Tyr Arg Ser Met Leu G n Asp Arg Gu Asp An Ser Ile Leu Cys
165 170 175

Thr Gy Qu Ser Ay Ala Ay Lys Thr Gu Asn Thr Lys Lys Val Ile
180 185 190

Gn Tyr Leu Ala Val Val Ala Ser Ser His Lys Gy Lys Lys Asp Thr
195 200 205

Ser Ile Thr Gn Gy Pro Ser Phe Ala Tyr Gy GQu Leu Gu Lys dn
210 215 220

Leu Leu G n Ala Asn Pro Ile Leu Gu Ala Phe Gy Asn Ala Lys Thr
225 230 235 240

Val Lys Asn Asp Asn Ser Ser Arg Phe Gy Lys Phe Ile Arg Ile Asn
245 250 255

Phe Asp Val Thr Ay Tyr Ile Val Gy Ala Asn Ile Gu Thr Tyr Leu
260 265 270

Leu Gu Lys Ser Arg Ala Ile Arg Gn Ala Arg Asp Gu Arg Thr Phe
His Ile Phe Tyr Tyr Met Ile Ala Gy Ala Lys Gu Lys Met Arg Ser
290 295

Asp Leu Leu Leu Gu Gy Phe Asn Asn Tyr Thr Phe Leu Ser Asn Gy
305 310 315 320

Phe Val Pro Ile Pro Ala Ala G n Asp Asp Glu Met Phe G n G u Thr
325 330 335

Val Gu Ala Met Ala Ile Met Gy Phe Ser Gu Gu Gu An Leu Ser
340 345 350

Ile Leu Lys Val Val Ser Ser Val Leu Gn Leu Gy Asn Ile Val Phe
355 360 365

Lys Lys A u Arg Asn Thr Asp G n Ala Ser Met Pro Asp Asn Thr Ala
370 375 380

Ala Gn Lys Val Cys Hs Leu Met Gy Ile Asn Val Thr Asp Phe Thr
385 390 395 400
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Arg Ser Ile Leu Thr Pro Arg Ile Lys Val Gy Arg Asp Val Val Gn
405 410 415

Lys Ala Gn Thr Lys Au Gn Ala Asp Phe Ala Val Gu Ala Leu Ala
420 425 430

Lys Ala Thr Tyr G u Arg Leu Phe Arg Trp Ile Leu Thr Arg Val Asn
435 440 445

Lys Ala Leu Asp Lys Thr His Arg Gn Gy Ala Ser Phe Leu Gy lle
450 455 460

Leu Asp Ile Ala Gy Phe Gu Ile Phe Gu Val Asn Ser Phe Gu Gn
465 470 475 480

Leu Cys Ile Asn Tyr Thr Asn Qu Lys Leu G n G n Leu Phe Asn His
485 490 495

Thr Met Phe Ile Leu Gu Gn Gu Gu Tyr Gn Arg Gu Gy lIle Gu
500

Trp Asn Phe Ile Asp Phe Gy Leu Asp Leu G n Pro Cys Ile Gu Leu
515 520 525

[le Gu Arg Pro Asn Asn Pro Pro Gy Val Leu Ala Leu Leu Asp G u
530 535 540

Gu Cys Trp Phe Pro Lys Ala Thr Asp Lys Ser Phe Val G u Lys Leu
545 550 555 560

Cys Thr GGu Gn Gy Ser Hs Pro Lys Phe G n Lys Pro Lys G n Leu
565 570 575

Lys Asp Lys Thr GQu Phe Ser Ile Ile Hs Tyr Ala Gy Lys Val Asp
580 585 590

Tyr Asn Ala Ser Ala Trp Leu Thr Lys Asn Met Asp Pro Leu Asn Asp
595 600 605

Asn Val Thr Ser Leu Leu Asn Ala Ser Ser Asp Lys Phe Val Ala Asp
610 615 620

Leu Trp Lys Asp Val Asp Arg Ile Val Gy Leu Asp G n Met Ala Lys
625 630 635 640

Met Thr G u Ser Ser Leu Pro Ser Ala Ser Lys Thr Lys Lys Ay Met
645 650 655

Phe Arg Thr Val Gy Gn Leu Tyr Lys Gu Gn Leu Gy Lys Leu Met
660 665 670
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Thr

Asn

Al a

Arg

Leu
785

Tyr

Lys

Asn

Al a

Ay

Thr

Hi s

690

Leu

Phe

Leu

Cys
7

GAu

Al a

GAn

Leu

Pro

850

Asp

Leu

Leu

GAu

Leu

675

Arg

Pro

Al a

Lys

Leu

GAu

Lys

Leu

Leu

GAn

Arg

Lys

Cys

Asn

Al a

740

Leu

GAn

GAu

Cys

Leu

820

Leu

Leu

Leu

GAu

Vet

Hi s

Leu

Asn

Arg

Asn

Arg

Asn

Vet

Ser

Arg

Arg

Thr

Arg

GAn

GAn

Leu

885

Arg

GAu

GAn

Thr

Ser

Al a

Ile

Lys

Asp

790

Ay

Al a

Asn

Val

Lys

GAu

GAn

Val

Vet

Al a

Thr

Ay

y Val

Val

Ile

Lys

Leu

Tyr

Vet

Trp

Thr

855

Thr

GAn

Leu

GAu

N3027PCT_sequ. | i st..txt
Pro Asn Phe Val

680

Lys

Leu

Phe

Pro

Al a

760

Phe

Lys

Leu

Lys

Arg

Lys

Lys

GAn

Leu

920

Al a

Leu

GAn

Lys

Leu

Phe

Al a
Val

825

Trp

Hi s

Al a

905

Al a

Arg

Lys

Asp Al a

Gy lle

G u Phe

Gy Phe

GAu Leu

Arg Thr

Thr Asp

795

Arg Lys

Arg Gn

Ser G n

890

Gu Thr

Ala Lys

Leu Gu

Lys Mbt
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Arg

Phe

700

Arg

Vet

Asp

Ay

Val

Al a

Arg

Leu

GAn

Leu

GAu

Al a

Cys

685

Leu

Ile

GAn

Asp

Pro

765

Val

Phe

Asn Cy

Phe

845

Vet

Lys

Thr

Leu

GAu

GAn

Ile

Val

Asn

Leu

Vet

Al a

830

Thr

Al a

GAu

GAn

Leu

Arg

Tyr
735

y Lys

Leu

Al a

Al a

Lys

815

Al a

Lys

Al a

GAu

Al a

Leu

Asp

Vet

Pro

GAu

Tyr

Hi s

Phe

800

Arg

Al a

Val

Lys

Asn

880

Lys

GAu

GAu

Arg

Leu



945

Asp

Hi s

Leu

Asn

Asp

Al a

Lys

Al a

N3027PCT_sequ. list..txt
955

950 960

Leu Gu du @n Leu Gu Gu Gu Gu Ala Ala Arg G n Lys Leu
965 970 975

Leu Gu Lys Val Thr Ala Gu Ala Lys Ile Lys Lys Leu G u Asp
980 985 990

Ile Leu Val Met Asp Asp G n Asn Asn Lys Leu Ser Lys Gu Arg
995 1000 1005

Leu Leu Gu Gu Arg Ile Ser Asp Leu Thr Thr Asn Leu Ala
1010 1015 1020
Gu Gu dulLys Ala Lys Asn Leu Thr Lys Leu Lys Asn Lys
1025 1030 1035
Gu Ser Met Ile Ser GGu Leu Gu Val Arg Leu Lys Lys du
1040 1045 1050
Lys Ser Arg Gn Gu Leu Gu Lys Leu Lys Arg Lys Leu Gu
1055 1060 1065
Asp Ala Ser Asp Phe Hs Gu Gn lle Ala Asp Leu G n Ala
1070 1075 1080

Ala Gu Leu Lys Met dn Leu Ala Lys Lys Gu Gu Gu

Gn Aa A alLeu Ala Arg Leu Asp Asp Gu e Ala Gn Lys
110 1

Asn Ala Leu Lys Lys Arg Qu Leu du Ay His Ile Ser
Leu Gn Gu Asp Leu As Ser GGu Arg Ala Ala Arg Asn Lys
>

Gu Lys dn Lys Arg As Leu Ay Gu Au Leu Gu Ala Leu

Thr Gu Leu GQu Asp Thr Leu Asp Ser Thr Ala Thr G n Gn
1

Leu Arg Ala Lys Arg Gu Gn Gu Val Thr Val Leu Lys Lys
1175 1180 1185
Leu Asp Gu Gu Thr Arg Ser Hs Gu Ala Gdn Val Gn Gu
1190 1195 1200

Arg Gn Lys Hs Ala Gdn Ala Val Gu Gu Leu Thr Gu An
1205 1210 1215
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Leu

Val

Leu

Asn

Lys

Leu

Leu

Ser

Leu

Lys

Lys

Asp

Lys

Thr
1235

Leu
1250

Asn
1340

Leu
1355

Tyr
1415

Asn
1430

Asn
1445

Phe
1460

Leu

Ay

Al a

Al a

Val

Ile

Asp

Val

Arg

Lys

Lys

Asp

Phe

GAu

GAn

Arg

GAu

Lys

Thr

Ser

Asp

Hi s

Leu

Lys

GAu

Leu

Arg

GAn

Lys

Lys

Al a

Val

Al a

Ser

Leu

Thr

Ile

Arg

Lys

GAn

GAn

Leu

Arg

GAu

Val

Al a

Lys

Leu

Ser

Asp

Phe

Al a

GAn

Leu

Leu

N3027PCT_sequ. | i st..txt

Al a
1225

Asn
1240

Leu
1285

Thr
1300

1315

Leu
1330

Leu
1345

Thr
1375

Phe
1390

Val
1450

Al a
1465

Lys Ala Asn

Al a

du

Leu

Asn

Gy

Asp

Leu

Arg

Leu

Al a

Lys

Al a

Leu

Ser

du

Asp

Val

GAn

Asp

Vet

Val

Asn

Ser

Asp

Asn

GAu

Leu

GAu

Ser

Lys

Leu

Al a

GAu

Leu

Vet

Ile

Thr

Ile

Asp

Asp

Leu

Lys

Leu Asp Lys

Al a

Hi s

Lys

Val

Asn

Ser

GAu

GAu

GAn

Val

Lys

Leu

Asn
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1230

Lys
1260

o
1275

Hi s
1290

Leu
1320

Thr
1335

Al a
1365

Leu
1380

Asn
1410

Leu
1425

Val
1440

GAu

Lys

Ser

Lys

Al a

Ser

Arg

GAu

Lys

Ser

Al a

Leu

GAu

Val

Lys

Ser

Asn

Leu

Lys

Asp

Leu

GAu

Ser

Asp

Leu

Thr

Lys

Asp

Ser

Lys

Arg

Lys

Ay

Lys

Asn

Asn

Ser

Thr

Leu

Arg

Lys



Tyr

Val

Al a

Leu

Asn

Al a

Leu

Leu

Asp

Al a
1475

Thr
1490

Leu
1715

Asp

Lys

Lys

Vet

Lys

Asp

Lys

Al a

GAu

Al a

GAu

Asp

Leu

Lys

Asp

GAn

Lys

Leu

Lys

Ser

Leu

Arg

Asp

Lys

Arg

Leu

GAu

Leu

Thr

Al a

Phe

Arg

Lys

Al a

Al a

Lys

Leu

Asp

Ser

Leu

Val

Lys

Arg

Asp

Leu

Al a

Ser

Al a

Al a

GAu

N3027PCT_sequ. | i st..txt
Arg Ala Gu Ala Gu Al a

1480

Leu
1495

GAu
1510

Ser
1525

Ser
1540

Leu
1555

Leu
1570

Al a

Arg

Ser

Lys

du

Arg

Asp

Leu

Arg

Gy

Ay

Vet

Asp

Ser

Al a

Al a

Arg Al a

Thr Asn

Lys Asp

Arg Al a

GAu Leu

Leu Gu

Leu G n

Lys Gn

Asp Leu

Lys Asp

GAulle

Leu Gu

Gu Arg

Gu du

Leu

Lys

Asp

Leu

GAu

Val

Al a

GAn

Arg

Lys

GAu

Phe

Phe

Al a

Al a

Leu

Page 368

1485

GAu
1500

Vbt
1515

Val
1530

Arg

GAu

Leu

Ay

Thr

GAu

Vet

Asp

Hi s

Leu

Leu

Arg

Thr

Leu

Lys

Ser

GAu

Al a

Lys

Lys

Leu

Al a

Al a

Vet

Ser

Lys

Leu

Al a

Asn

Vet

GAn

Al a

GAn

Al a

Leu

GAn

Leu

Lys

GAn

Al a

Leu



Ser

Arg

Lys

Leu

Phe

Al a

Asn

Val

Asp

<210>

Ser
1850

Val
1865

Leu
1910

y
1925

Al a
1970

77

Arg

Al a

Al a

Leu

Ser

Ser

Leu

Lys

Al a

Arg

Thr

Asp

Asn

GAn

Vet

Ser

Ser

Lys

Thr

Val

Lys

Asp

Ay

GAu

Arg

GAu

Ser

Asn

Phe

Al a

Leu

Ser

Asn

Al a

Leu

Ile

Asn

Val

Phe

Al a

Asn

Leu

Arg

Hi s

Al a

Lys

Arg

Al a

Leu

Asn

Val

Asp

Ay

N3027PCT_sequ. list..txt
Asp Au Lys Arg Arg

Thr
1975

Va

Al a

Vet

Leu

Al a

Lys

Vet

Va

An

du

Leu

Ser

Ser

Lys

Leu

Arg

Thr

Leu

GAu

Arg

Lys

Al a

Lys

Arg

Al a

Lys

Arg

Al a

GAu

Lys

GAu

GAu

Ay

Al a

GAu

Leu

GAu

GAn

Ile

Thr

Ser

Arg

GAu

Ser

GAu

Al a

Arg

Arg

Al a

Lys

Lys

Lys

GAn

Leu

Asn

GAu

Lys

Ser

GAu

GAu
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1740

GAu
1755

Thr
1770

Ser
1785

Thr
1965

Leu

GAn

GAn

Thr

Asn

Lys

Al a

Al a

Ile

Lys

Arg

Asn

Asn

Arg

Ay

Asp

Al a

Lys

Ser

GAn

Al a

Leu

Arg

Arg

Thr

Al a

Asn

Al a

GAn

GAu

Lys

Leu

Thr

Leu

GAn

Leu

Arg

Al a

Ay

Arg

Arg



<211> 6921
<212> DNA
<213> Honp sapi ens
<220>
<221> msc_feature
<222> (1)..(6921)
<223> nyosin,

SMPA
<400> 77

gggagatttg

ctctccacta
gccaact cag
t ggcccaggce
t cgaggcagc
at ggcaagaa
ccaaggt gga
t gagggagceg
t caacccct a
agaagaggca
tgcttcaaga
ccgaaaacac
agaaagacac
t ggaggcttt
t cat ccgcat
t gct agaaaa
act acat gat
acaact acac
tgttccagga
ccatattgaa
gaaacacaga
t gggaatt aa
gagat gt ggt
ccaaggcaac
acaagaccca
tctttgaggt
agctcttcaa
agt ggaact t

cgaacaaccc

gacgct ccgg
gt ccceccag
t gacgat gag
t gact gggcce
cagcat t aag
ggt cacggt t
ggacat ggcg

gtacttctca
t aaacacct g
cgagat gccg
t cgggaggac
caagaaggt c
aagt at cacg
cggcaacgcc
caacttcgac
at cacgggca
t gct ggagcece
cttcctctec
aaccgt ggag
ggt ggt at ca
ccaggcegt cc
t gt gacagat
acagaaagct
at at gagcgc
t cggcaaggg
gaactccttc
ccacaccatg

cat cgacttt

tccaggtgtg

heavy chain 11,

N3027PCT_sequ. | i st..txt

cct gggaggt
t t ggagat ct

aagtt cct ct
gccaagagac
gaggagaagg
gggaaagat g
gagct gacgt
gggct aat at
cccat ct act
cct cacat ct
cagtccattc
att cagtacc
ggagagct gg
aaaacagt ga
gt cacgggt t
attcgccaag
aaggagaaga
aatggctttg
gccat ggcaa
t cggt cct ge
at gccagat a
tt caccagat
cagacaaaag
cttttccget
gcttccttcec
gagcagct gt
ttcatcctgg

gggct ggacc
ctggeccet ge

gcgt cagat c
gggaccaaca
ttgtggacaa
t cgt ct gggot
gggat gaggt
acat ccagaa
gcct caacga
atacgtactc
cggagaagat
acgccat cgc
t at gcacagg
tggcegt gat
aaaagcagct
agaacgacaa
acat cgt ggg
ccagagacga
t gagaagt ga
t gcccat ccc
tcat gggttt
agct t ggaaa
acacagct gc
ccat cct cac
aacaggct ga
ggat act cac
t ggggat cct
gcat caact a
agcaggagga

tacagccct g

tggacgagga
Page 370

smoot h muscle (MYH11),transcript

cgagct cgcece
aggcaccat g
aaacttcatc
cccct cggag
ggttgt ggag
gat gaaccca
agcctcegtg
tggcctcttc
cgtcgacatg
agacacggcc
cgagt ct gga
ggcctcctcc
t ct acaagca
ct cct cacga
agccaacat t
gaggacattc
cttgcttttg
agcagcccag
cagcgaggag
tatcgtcttc
t cagaaagt t
tcctegtatc
ctttgctgta
ccgegt gaac
ggat at agct
caccaacgag
gt accagcgc
cat cgagct c

atgctggttc

atccagtttc
gcgcagaagg
aacagcccag
aagcagggct
ct ggt ggaga
cccaagt t ct
ct acacaacc
tgcgt ggt gg
t acaagggca
t accggagca
gccgggaaaa
cacaagggca
aacccgattc
tt cggcaaat
gagacctatc
cacatctttt
gagggcttca
gat gat gaga
gagcagct at
aagaaggaaa
tgccacct ca
aaggt t gggc
gaggct ttgg
aaagccct gg
ggatttgaga
aagct gcagc
gagggcat cg
at cgagcgac

cCCaaagcca

vari ant

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740



cggacaagt c
agcccaagca
act at aat gc
ccctget caa
t cgt gggcct
ccaagaaggyg
t gaccacgct
agaggt ccgg
t ggaaggcat
gccaacgct a
aggcct gcat
agagcaaaat
agat caccga
cttttgccaa
cctacct caa
t gcaggt gac
aggagcggca
t gaccgagga
aggct gagga
at gagat gga
ggaagaagat
ccaggcagaa
at gagat cct
aggagaggat
tt accaagct
aggaagagaa
gcgacttcca
t ggccaagaa
agaagaacaa
aggacct gga
gcgaggagct
agcaggagct
aagagacgcg

t ggaggagct

tttcgtggag
gct caaggac
gagtgcctgg
tgcctectce
ggaccagat g
catgttccge
acgcaacacc
caagct ggat
t cgcat ctgc
cgagatcctg
tctcatgatc
cttcttcecga
tgtcatcatg
gaggcagcag
gct gcggaac
acggcaggag
gcagaaggca
gaagaacct g
gatgcggat g
ggcccgect g
ggcccagcag
gctgcaact t
ggt cat ggat
tagtgactta
gaaaaacaag
gagccgacag
cgagcagat c
ggaggaggag
t gccct gaag
ct cagagcgg
ggaggccct a
cagggccaag
gt cccat gag

cacagagcag

N3027PCT_sequ. | i st..txt

aagct gt gca
aagact gagt
ct gaccaaga
gacaagtttg
gccaagat ga
acagt ggggc
acgcccaact
gcgttcctgg
cggcagggct
gcggcgaat g
aaagccct gg
act ggcgt cc
gcct t ccagg
cagct gaccg
t ggcagt ggt
gaggagat gc
gagaat gagc
ct acaggaac
cggct ggegg
gaggaggagg
at gct ggacc
gagaaggt ca
gat cagaaca
acgacaaat c
catgaatcta
gagct ggaga
gct gacct cc
ct gcaggcgg
aagat ccggg
gccgecagga
aagacagagc
agggagcagg
gct caggt cc
ct t gagcagt

cggagcaggg
t ct ccat cat
at at ggaccc
t ggccgacct
cggagagctc
agct gt acaa
t cgtgcgetg
t gct ggagca
t ccccaaccg
ccat ccccaa
aacttgaccc
t ggcccacct
cgatgtgtcg
ccat gaaggt
ggaggetttt
aggccaagga
tt aaggagct
agct gcaggce
ccaagaagca
aagacagggg
tt gaagaaca
cggct gaggce
at aaact atc
ttgcagaaga
tgatttcaga
agct gaaacg
aggcgcagat
ccct ggcecag
agct ggaggg
acaaggct ga
t ggaagacac
aggt gacggt
aggagat gag
t caagagggc
Page 371

cagccacccce
ccat t at gct
gct gaat gac
gt ggaaggac
gct gcccage
ggagcagct g
cat cat cccc
gct gcggt gc
gatcgtcttc
aggcttcatg
caacttatac
agaggaggag
tggctacttg
gat t cagagg

caccaaagtg
ggat gaact g
ggaacagaag
agagacagag
ggagct ggag
ccagcagct a
gct ggaggag
caagat caag
aaaagaacga
ggaagaaaag
act ggaagtg
gaagct ggag
cgcagagct c
gct t gacgat
ccacat ctca
aaagcagaag
act ggacagc
gct gaagaag
gcagaaacac

caaggcgaac

aagttccaga

gggaaggt gg
aacgt gact t
gt ggaccgca
gcct ccaaga
ggcaagct ga
aaccacgaga
aat ggggt gc
caggagtt cc
gacgggaagce
aggat agggc
cgagatttga
gccagaaagg
aact gcgccg
aagccact gc
cagaagacca
cact cgcagc
ct gt at gcag
gagat act gc
caggct gaaa
gaggaagct g
aaact ggagg
aaactccttg
gccaagaat ¢
cggct aaaga
ggt gat gcca
aagat gcagc
gaaat cgct c
gacct ccagg
cgagacct cg
acagccactc
gccctggat g
gcacaggcgg

ct agacaaga

1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780



at aagcagac
aggccaagca
agt ccaagtg
t gcagaat ga
agct ggccaa
aagaagaaac
ggaacagcct
acat ct ccac
gcaccgt gga
cccagceagt a
ttcagcagga
acct ggaaaa
ccaaat acgc
ccct gt cect
ccaacaaaat
agaacgt cca
agacgcagct
t ggaagt caa
agcagaat ga
t ggaagacga
acct gaaaga
agcagct acg
gt gcct ccag
t ggaagcaga
aagcggacct
acgcact cca
t ggaggagga
aggccgagca
gt gccecggcea
agggggccgt
agct ggagga
agcagaaaga
ccgagceagt a
agct ggagga
gggagct gga

gct ggagaaa
ggaggt ggaa
cagcgat ggg
agtt gagagc
ggacgt ggcg
ccggcagaag
gcaagaccag
tctcaacatc
agct ct ggaa
cgaggagaag
gct ggacgac
gaagcagagg
ggat gagagg
ggct cgggcec
gct caaagcc
tgagct ggag
ggaagagct g
cat gcaggcg
ggagaagagg
gcgaaagcaa
cct ggaget t
caaact gcag
agat gagat c
cct cat gcag
cgagaaggag
ggacgagaag
gcagggcaac
gct cagcaac
gcagct cgag
caagt ccaag
gcaggt cgag
caagaagctg
caaggagcag
ggcagaggag
t gaggccacg

N3027PCT_sequ. | i st..txt
gagaacgcag acctggccgg ggagcet gegg

cat aagaaga
gagcgggcecce
gt cacaggga
tccctcagtt
ct caacgt gt
ct ggacgagg
cagct ct ccg
gaggggaaga
gcggecgcet t
ctggttgttg
aaatttgatc
gacagagct g
ctt gaagagg
gaaat ggaag
aagt ccaagc
gaggacgagc
ct caagggcc
aggcaact gc
cgt gcect gg
caggccgact
gct cagat ga
tttgccacag
ct acaagagg
gaact ggcag
cgccgect gg
at ggaggcca
gagct ggcca
cggcagaaca
ttcaagtcca
caggaggcca
aaggaaat ct
gcagagaaag
gagt cccagc

gagagcaacg

agaagct gga
gggcggaget
tgcttaacga
cccagcet cca
ct acgaagct
agat ggaggc
act cgaagaa
agaggttcca
at gat aaact
atttggacaa
agttgttagc
aggcagaagc
cctt ggaagce
acct ggt cag
gggccct gga
t gcaagccac
agtt cgaaag
agagacagct
cagct gcagc
ctgccat caa
aggactttca
ccaaagagaa
acct cgcegce
aggagct ggc
aggcccggat
t gagcgaccg
cagagcgcag
aggagct ccg
ccat cgcggce
gagagaaaca
t gct gcaggt
gcaat gccag

gcat caacgc

aggccat ggg
Page 372

ggcgcaggat g
caat gacaaa
ggccgagggg
ggacacccag
gcgccaget g
caagcagaac
gaagct gcag
gaaggagat c
ggaaaagacc
ccagcggcaa
cgaggagaaa
cagggagaag
caaagaggaa
ct ccaaggat
gacccagat g
ggaggacgcc
ggat ct ccaa
t cacgagt at
aaagaagaag
g9ggagggag
aagagagct g
t gagaagaaa
cgct gagagg
cagt agcctg
cgcccagcetg
ggt ccgcaaa
cacggcccag
gagcaagct ¢
gctggaggcece
ggcggcecacc
ggaggacgag
ggt caagcag

caaccgcagg

ccgegaggt g

gt cct gggcece
caggagct gc
gt ccacaagc
aaggccatta
gagctgcttc
gaggaggagc
ct ggagcgcec
gactttgcca
gagaacct ca
aagaacaggc
ctcgtgtcca
aacat ctct't
gaaaccaagg
ct cgagcgga
gacgt gggca
gaggagat ga
aaact gcggc
gcccgggacg
gagacggaac
ct ggaagggg
gaagccat ca
gaagat gccc
gccaagagct
gct cgcaaac
t cgggaagga
gaggaggagc
gccacacagc
aagaat gaga
cacgagat gg
aagatt gcac
aagt cgct ga
cgcaagat gg
ct caagaggc
aagct gcagc

aacgcactca

3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880



agagcaagct
acgagacctc
atggttctga
aat aagcaac
acaaaaaaaa
t gt ct aaat ¢
aaccaccacc

t aagct gggce

gaacgct cca
gcct gggcaa
t att caaggt
cacagacaca
at at ccacgg
aaat gggt gc
t ct cacgtca

cacagttcac

cagagggccc
tttcgttcct
ggaggaaacg
tttctacagt
cccaacaaca
cattctcaaa
ctccagectg
gtggtggtac
gcccaggact
cagagaccct
aaaaattgaa
tcctccagtt
t aaccggt cc
cgccggeccce

ggcct tt gag

caagt gcct t

gaggggagca ggaatgctgce
at aaat ggt t ataaatcaca
<210> 78
<211> 1938
<212> PRT
<213> Honp sapi ens
<220>
<221> M SC_FEATURE
<222> (1)..(1938)
<223> nyosin,

SMPA
<400> 78
Met

1

Asp Lys Asn

Lys Arg Leu

35

Ser Ile Lys

50

Asn Gy Lys

heavy chain 11,

N3027PCT_sequ. | i st..txt

cccccacagg
t ct agaaggt
gacact cgag
tttgcaccac
acccagaaca
tt ccaaat at
ggcaacgt ag
acacct gt gg
t cgaggct gc
gt ct caacca
gtttgtatga
ct at caat gg
ctggcaattc
cact cccaat
aattctttcc
ct gt agt cac
actgtttaca

a

Ala Gn Lys Gy Gn Leu Ser
5

Phe Ile Asn Ser Pro

20

Val Trp Val Pro Ser
40

Gu Gu Lys Gy Asp
55

Lys Va

Thr

Val Gy

Asp

Val

25

GAu

GAu

Lys

aaacttcgca
ct ggaggacg
acgcagact t
ggcaagaaaa
aagcaaaacc
cacagacacc
t aaaacct ca
t cccagct ac
aat gagct at
ccaccaccac
t gt aagagat
attgtgcaga
tgtttacatg
tcattcccta
ccectetectg
at gaatt gaa

ccct gact gt

Val Va

Page 373

gt gat gcacc aggcgaggaa 5940
tagagttatt gaaaatgcag 6000
caat ggaacc aaggccagtg 6060
ccaaaaacca aaacaaacaa 6120
cagcagactg tacttagcat 6180
cctcacacaa ggaat at aaa 6240
tctatacaag aatttaaaaa 6300
t agggaggct gagccaggaa 6360
aattgcatca ttgcactcca 6420
caccacccct actacccectg 6480
gagaaaaacc caacaggaaa 6540
cactgagttt ttagaaaaac 6600
aaat ggggag aaagt caccg 6660
acctgcaaac ctttccaact 6720
gtttccacac ctcagacacg 6780
aaggagacgc tgctcccacg 6840
gcttaaaaac actttcacta 6900

6921

vari ant

smoot h muscle (MYH11),transcript

Asp G u Lys Phe Leu

10

Ala Gn Ala Asp Trp
30

Lys Gn Gy Phe Gu

45

Val
60

Asp Asp Ile G n Lys

GAu Leu

Phe Val
15

Ala Ala

Ala Ala

Val

GAu

Met Asn



N3027PCT_sequ. | i st..txt
75

65 70 80

Pro Pro Lys Phe Ser Lys Val G u Asp Met Ala Gu Leu Thr Cys Leu
85 90 95

Asn Gu Ala Ser Val Leu His Asn Leu Arg Gu Arg Tyr Phe Ser Gy
100 105 110

Leu Ile Tyr Thr Tyr Ser @y Leu Phe Cys Val Val Val Asn Pro Tyr
115 120 125

Lys Hs Leu Pro Ile Tyr Ser Qu Lys Ile Val Asp Met Tyr Lys Gy
130 135 140

Lys Lys Arg His u Met Pro Pro His Ile Tyr Ala Ile Ala Asp Thr
145 150 155 160

Ala Tyr Arg Ser Met Leu G n Asp Arg Gu Asp An Ser Ile Leu Cys
165 170 175

Thr Gy Qu Ser Ay Ala Ay Lys Thr Gu Asn Thr Lys Lys Val Ile
180 185 190

Gn Tyr Leu Ala Val Val Ala Ser Ser His Lys Gy Lys Lys Asp Thr
195 200 205

Ser Ile Thr Gy GQu Leu Gu Lys Gn Leu Leu Gn Ala Asn Pro Ile

Leu Gu Ala Phe Ay Asn Ala Lys Thr Val Lys Asn Asp Asn Ser Ser
225 230 235 240

Arg Phe Gy Lys Phe Ile Arg Ile Asn Phe Asp Val Thr Gy Tyr Ile
245 250 255

Val Gy Ala Asn Ile Gu Thr Tyr Leu Leu Qu Lys Ser Arg Ala Ile
260 265 270

Arg Gn Ala Arg Asp GGu Arg Thr Phe His Ile Phe Tyr Tyr Mt Ile
275 280 285

Ala Gy Ala Lys Au Lys Met Arg Ser Asp Leu Leu Leu Gu Gy Phe
290 295 300

Asn Asn Tyr Thr Phe Leu Ser Asn GGy Phe Val Pro Ile Pro Ala Ala
305 310 315 320

Gn Asp Asp Gu Met Phe Gn Gu Thr Val Gu Ala Met Ala |le Met
325 330 335

Gy Phe Ser Gu Gu Gu An Leu Ser |Ile Leu Lys Val Val Ser Ser
340 345 350

Page 374



N3027PCT_sequ. | i st..txt

Val Leu Gn Leu Ay Asn Ile Val Phe Lys Lys GQu Arg Asn Thr Asp
355 360 365

Gn Ala Ser Met Pro Asp Asn Thr Ala Ala G n Lys Val Cys His Leu
370 375 380

Met Gy Ile Asn Val Thr Asp Phe Thr Arg Ser |le Leu Thr Pro Arg
385 390 395 400

Ile Lys Val Gy Arg Asp Val Val Gn Lys Ala Gn Thr Lys Gu Gn
405 410 415

Ala Asp Phe Ala Val Gu Ala Leu Ala Lys Ala Thr Tyr Gu Arg Leu
420 425 430

Phe Arg Trp Ile Leu Thr Arg Val Asn Lys Ala Leu Asp Lys Thr His
435 440 445

Arg Gn Gy Ala Ser Phe Leu Gy Ile Leu Asp Ile Ala Gy Phe Gu
450 455 460

[le Phe A u Val Asn Ser Phe GGu G n Leu Cys Ile Asn Tyr Thr Asn
465 470 475 480

Gu Lys Leu Gn Gn Leu Phe Asn Hs Thr Met Phe Ile Leu Gu dn
485 490 495

Gu Gu Tyr Gn Arg Gu Gy Ile Gu Trp Asn Phe Ile Asp Phe Gy
500 505 510

Leu Asp Leu G n Pro Cys Ile Gu Leu Ile Gu Arg Pro Asn Asn Pro
515 520 525

Pro Gy Val Leu Ala Leu Leu Asp GGu Gu Cys Trp Phe Pro Lys Ala
530 535 540

Thr Asp Lys Ser Phe Val Gu Lys Leu Cys Thr Au G n Ay Ser H s
545 550 555 560

Pro Lys Phe G n Lys Pro Lys G n Leu Lys Asp Lys Thr G u Phe Ser
565 570 575

l[le Ile Hs Tyr Ala Gy Lys Val Asp Tyr Asn Ala Ser Ala Trp Leu
580 585 590

Thr Lys Asn Met Asp Pro Leu Asn Asp Asn Val Thr Ser Leu Leu Asn
595 600 605

Ala Ser Ser Asp Lys Phe Val Ala Asp Leu Trp Lys Asp Val Asp Arg
610 615 620

Page 375



N3027PCT_sequ. | i st..txt

I[le Val Gy Leu Asp Gin Met Ala Lys Met Thr GQu Ser Ser Leu Pro
625 630 635 640

Ser Ala Ser Lys Thr Lys Lys Gy Met Phe Arg Thr Val Gy G n Leu
645 650 655

Tyr Lys Qu Gn Leu Gy Lys Leu Met Thr Thr Leu Arg Asn Thr Thr
660 665 670

Pro Asn Phe Val Arg Cys Ile Ile Pro Asn Hs Gu Lys Arg Ser Gy
675 680 685

Lys Leu Asp Ala Phe Leu Val Leu Gu Gn Leu Arg Cys Asn Gy Val
690 695 700

Leu u dy Ile Arg Ile Cys Arg G n Gy Phe Pro Asn Arg |l e Val
705 710 715 720

Phe Gdn GQu Phe Arg Gn Arg Tyr Gu Ile Leu Ala Ala Asn Ala |lle
725 730 735

Pro Lys Gy Phe Met Asp Gy Lys Gn Ala Cys Ile Leu Met Ile Lys
740 745 750

Ala Leu Qu Leu Asp Pro Asn Leu Tyr Arg lle Ay Gn Ser Lys Ile
755 760 765

Phe Phe Arg Thr Ay Val Leu Ala Hs Leu Gu Gu Gu Arg Asp Leu
770 775 780

Lys Ile Thr Asp Val Ile Met Ala Phe G n Ala Met Cys Arg Gy Tyr
785 790 795 800

Leu Ala Arg Lys Ala Phe Ala Lys Arg G n Gn Gn Leu Thr Ala Mt
81

805

Lys Val Ile Gdn Arg Asn Cys Ala Ala Tyr Leu Lys Leu Arg Asn Trp
820 825 830

Gn Trp Trp Arg Leu Phe Thr Lys Val Lys Pro Leu Leu G n Val Thr
835 840 845

Arg Gn QQu Gu Au Met An Ala Lys Gu Asp Qu Leu An Lys Thr

Lys Gu Arg Gn A@n Lys Ala Gu Asn Gu Leu Lys Gu Leu Gu Gn
865 870 875 880

Lys His Ser Gn Leu Thr Gu GAu Lys Asn Leu Leu Gn Gu Gn Leu
885 890 895
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N3027PCT_sequ. | i st..txt
Gn Ala Gu Thr Gu Leu Tyr Ala Gu Ala Gu Gu Mt Arg Val Arg
900 905 910

Leu Ala Ala Lys Lys Gn GQu Leu Gu Gu lle Leu Hs Gu Mt Gu
915 920 925

Ala Arg Leu Gu GQu Gu Gu Asp Ar g dy Gn dn Leu Gn Ala Gu

Arg Lys Lys Met Ala Gn Gn Met Leu Asp Leu Gu Gu Gn Leu Gu
945 950 955 960

Gu Gu Gu Ala Ala Arg Gn Lys Leu G n Leu Gu Lys Val Thr A a
965 970 975

Gu Ala Lys Ile Lys Lys Leu Gu Asp Gu lle Leu Val Met Asp Asp
980 985 990

G n Asn Asn Lys Leu Ser Lys Gu Arg Lys Leu Leu Gu Gu Arg lle
995 1000 1005

Ser Asp Leu Thr Thr Asn Leu Ala Gu Gu Gu Gu Lys Ala Lys
1010 1015 1020

Asn Leu Thr Lys Leu Lys Asn Lys Hs Gu Ser Met Ile Ser Gu
1025 1030 1035

Leu Gu Val Arg Leu Lys Lys Gu Gu Lys Ser Arg Gn Gu Leu
1040 1045 105

Gu Lys Leu Lys Arg Lys Leu Gu Ay Asp Ala Ser Asp Phe His
1055 1060 1065

Gud@n Ile Ala Asp Leu Gn Ala dn lle Ala Gu Leu Lys Met

GnlLleu Ala Lys Lys Gu Gu Gu Leu Gn Ala Ala Leu Ala Arg

Leu Asp Asp Gu lle Ala Gn Lys Asn Asn Ala Leu Lys Lys Ile

Arg Gu Leu Gu Gy Hs Ser Asp Leu Gn Au Asp Leu Asp

Ser Gu Arg Ala Ala Arg Asn Lys Ala Gu Lys Gn Lys Arg Asp

Leu Gy Gu Gu Leu Gu Ala Leu Lys Thr Gu Leu du Asp Thr

Leu Asp Ser Thr Ala Thr Gn Gn Gu Leu Arg Ala Lys Arg Gu
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Ser

Al a

Lys

Al a

Leu

Asn

Ay

Asp

Leu

Arg

Leu

Al a

Lys

Al a

Asn
1370

Ser
1385

Val

Asn

Leu

Ser

Lys

Leu

Al a

Leu

Vet

Thr

Ile

Asp

Thr

Al a

GAu

Leu

Al a

Hi s

Lys

Val

Asn

Ser

GAu

GAu

GAn

Val

GAu

Lys

Val

GAn

Leu

Asp

Ay

Lys

Hi s

Leu

Thr

Al a

Leu

Asn

Leu

Leu

Val

Thr

Lys

Lys

Ser

Lys

Al a

Ser

Arg

Lys

Ser

Al a

Leu

N3027PCT_sequ. | i st..txt

1165

Lys
1180

Asn
1225

Leu
1240

Leu
1390

Thr
1405

Lys

du

An

Lys

Arg

Lys

Ay

Ay

An

Lys

Asn

Asn

Ser

An

Thr

Ala Leu Asp

Met Arg G n

Leu Au Gn

Gn Thr Leu

Val Leu Gy

Leu Gu Ala

Gu Arg Al a

Asn Gu Va

Lys Ala Ile

Leu G n Asp

Leu Asn Va

Ser Leu Gn

Leu Gu Arg

Lys Lys Lys

Gu dy Lys

Gn Tyr Gu

Lys Asn Arg
Page 378

1170

1215

Lys
1305

Thr
1320

Ser
1335

Hi s
1365

Leu
1380

Lys
1395

1410

Leu
1425

GAu

Hi s

Lys

Lys

Al a

Val

Al a

Ser

Leu

GAn

Thr

GAn

Arg

Lys

Thr

Al a

Arg

GAu

Val

Al a

Lys

Leu

Ser

Asp

Phe

Al a

GAn

Arg

GAn

Al a

Asn

Leu

Thr

Lys

Leu

Leu

Asp

Thr

Phe

Al a

GAu



Leu

Ser

Al a

Al a

Arg

Ser

Lys

Arg

Asp

Leu

Arg

Ay

Ay

Asp

Leu
1565

Leu
1580

Asp

Leu

Lys

Al a

Al a

Asn

Asp

Al a

Leu

Leu

Asp

Ile

Leu

GAu

Asn

GAu

Leu

Lys

Asp

Leu

GAu

Val

Al a

Arg

Lys

GAu

Phe

Phe

Val

Lys

Al a

Vet

Val

Asp

Asn

Arg

Leu

Al a

Asp

Al a

Al a

Val

Lys

Ser

Arg

Leu

Ay

Thr

Vet

Asp

Hi s

Leu

Leu

Ile

Arg

Thr

N3027PCT_sequ. | i st..txt

Asp Leu Asp Asn

1435

Arg

Lys

Lys

Leu

Al a

Asn

Vet

Al a

An

Tyr

Al a

Leu

Leu

Lys

Lys Phe

Tyr Ala

Gu Thr

GAu Ala

G u Met

Val His

Al a Thr

Leu Lys

Asn Gu

Gu Thr

Ala Ala

Gn A a

Leu Arg

Gu Asp

A u Asn

Gn Arg Gn

Asp

Asp

Lys

Lys

GAu

Vet

GAu

Ay

GAu

GAu

Lys

Asp

Lys

Al a

GAu

Page 379

1440

1485

1590

Leu
1605

1620

Ser
1635

Leu
1650

Leu

Arg

Leu

GAu

Leu

Thr

Al a

Phe

Arg

GAu

Lys

Al a

GAn

Al a

Lys

Leu

Leu

Asp

Ser

Leu

Val

Lys

Arg

Asp

Leu

Al a

Ser

Al a

Val

Al a

Arg

Leu

Ser

Ser

Leu

Leu

Arg

Lys

GAn

Arg

Lys



Ser

Al a

Al a

Asp

Val

Al a

Leu

Al a

Lys

Val

Leu

Leu
1685

GAu

Arg

Ay

Al a

Leu

Ile

Thr

Ser

Al a

Al a

Leu

Arg

GAu

Al a

Arg

Arg

Al a

Lys

Lys

GAn

Leu

Asn

GAu

Lys

Asp

Arg

Al a

Arg

GAu

Thr

Ser

GAn

Val

Tyr

Lys

Al a

Ser

Leu

Leu

Lys

Ser

Leu

Thr

Asn

Lys

Al a

Al a

Ile

Lys

Arg

Asn

Asn

Arg

N3027PCT_sequ. | i st..txt
Gn Leu dn Gu Asp Leu

Vet
1690

Al a

Leu

Al a

Asn

Al a

Lys

Leu

Thr

Leu

Leu

Arg

Al a

Pro

Asp

Ser

Arg

Vet

GAu

Lys

Leu

Phe

Al a

Lys

Vet

Pro

Leu

Ay

Asn

Arg

Lys

Ser

Val

GAu

Leu

Ay

Pro

Arg

Al a

Al a

Leu

GAu

Ser

Ser

Leu

GAu

Lys

Al a

GAn

Arg

GAn
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1695

Lys
1710

Asn
1725

1740

Vet
1755

Ser
1770

Ser
1785

1800

Thr
1815

Val
1830

Lys
1845

GAu

Al a

Leu

Ser

Asn

Al a

Leu

GAu

GAn

GAu

Asn

GAu

Val

Thr

Al a

GAu

Leu

GAu

Asp

GAu

Arg

Hi s

Al a

GAn

Lys

Arg

Al a

GAu

Leu

Asn

Ser

Al a

Leu

GAn

GAu

Arg

Leu

GAn

GAu

Al a

GAu

Asp

Lys

Arg

Ser

Asp

Al a

GAn



<210> 79
<211> 6942
<212> DNA
<213> Honp sapi ens
<220>
<221> msc_feature
<222> (1)..(6942)
<223> nyosin,

S\VeB
<400> 79

gggagatttg

ctctccacta
gccaact cag
t ggcccaggce
t cgaggcagc
at ggcaagaa
ccaaggt gga
t gagggagceg
t caacccct a
agaagaggca
tgcttcaaga
ccgaaaacac
agaaagacac
ttctacaagc
act cct cacg
gagccaacat
agaggacat t
acttgetttt
cagcagccca
t cagcgagga
at at cgt ct t
ct cagaaagt
ctcct cgt at
actttgctgt
cccgegt gaa
t ggat at agc
acaccaacga

agt accagcg

gacgct ccgg
gt ccceccag
t gacgat gag
t gact gggcce
cagcat t aag
ggt cacggt t
ggacat ggcg

gtacttctca
t aaacacct g
cgagat gccg
t cgggaggac
caagaaggt c
aagt at cacg
aaacccgat t
attcggcaaa
t gagacct at
ccacatcttt
ggagggcttc
ggat gat gag
ggagcagct a
caagaaggaa
ttgccacctc
caaggt t ggg
agaggctttg
caaagccctg
tggatttgag
gaagct gcag
cgagggcat ¢

heavy chain 11,

N3027PCT_sequ. | i st..txt

cct gggaggt
t t ggagat ct

aagtt cct ct
gccaagagac
gaggagaagg
gggaaagat g
gagct gacgt
gggct aat at
cccat ct act
cct cacat ct
cagtccattc
att cagtacc
caaggcccat
ct ggaggct t
ttcatccgca
ct gct agaaa
tactacatga
aacaact aca
at gt t ccagg
tccatattga
agaaacacag
at gggaatta
cgagat gt gg
gccaaggcaa
gacaagaccc
atctttgagg

cagctcttca

gagt ggaact

gcgt cagat c
gggaccaaca
ttgtggacaa
t cgt ct gggot
gggat gaggt
acat ccagaa
gcct caacga
atacgtactc
cggagaagat
acgccat cgc
t at gcacagg
tggcegt gat
cttttgecta
t cggcaacgc
tcaacttcga
aat cacgggc
ttgct ggagce
ccttectcetce
aaaccgt gga
aggtggtatc
accaggcgt c
at gt gacaga
t acagaaagc
cat at gagcg
at cggcaagg
t gaact cct t
accacaccat

t cat cgact t

Page 381

smoot h muscle (MYH11),transcript

cgagct cgcece
aggcaccat g
aaacttcatc
cccct cggag
ggttgt ggag
gat gaaccca
agcctcegtg
tggcctcttc
cgtcgacatg
agacacggcc
cgagt ct gga
ggcctcctcc
cggagagcetg
caaaacagtg
cgt cacgggt
aattcgccaa
caaggagaag
caat ggcttt
ggccat ggca
atcggtcctg
cat gccagat
tttcaccaga
t cagacaaaa
ccttttcege
ggcttcecttc
cgagcagctg
gttcatcctg

tgggct ggac

atccagtttc
gcgcagaagg
aacagcccag
aagcagggct
ct ggt ggaga
cccaagt t ct
ct acacaacc
tgcgtggt gg
t acaagggca
t accggagca
gccgggaaaa
cacaagggca
gaaaagcagc
aagaacgaca
t acat cgt gg
gccagagacg
at gagaagt g
gtgcccat cc
at cat gggt t
cagct t ggaa
aacacagctg
tccatcctca
gaacaggct g
t ggat act ca
ct ggggat cc
t gcat caact
gagcaggagg

ct acagccct

vari ant

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680



gcat cgagct
aat gct ggt t
gcagccaccce
tccattatgc
cgct gaat ga
t gt ggaagga
cgct gecccag
aggagcagct
gcat cat ccc
agct gcggt g
ggat cgtct t
aaggct t cat
ccaacttata
t agaggagga
gt ggct act t
t gatt cagag
t caccaaagt
aggat gaact
t ggaacagaa
cagagacaga
aggagct gga
gccagcagct
agct ggagga
ccaagat caa
caaaagaacg
aggaagaaaa
aact ggaagt
ggaagct gga
t cgcagagct
ggcttgacga
gccacatctc
aaaagcagaa
cact ggacag
t gct gaagaa

ggcagaaaca

cat cgagcga
ccccaaagcec
caagttccag
t gggaaggt g
caacgt gact
cgt ggaccgce
cgcct ccaag

gggcaagctg

caaccacgag

caatggggtg
ccaggagttc
ggacgggaag
caggat aggg
gcgagatttg
ggccagaaag
gaact gcgcece
gaagccact g
gcagaagacc
gcact cgcag
gctgtatgca
ggagat act g
acaggct gaa
ggaggaagct
gaaact ggag
aaaact cct t
ggccaagaat
gcggct aaag
gggt gatgcce
caagat gcag
t gaaat cgct
agacct ccag
gcgagacct c
cacagccact

ggccct ggat

cgcacaggcg

N3027PCT_sequ. | i st..txt

ccgaacaacc
acggacaagt
aagcccaagc
gact at aatg
tccctgcetca
at cgt gggcce
accaagaagg
at gaccacgc
aagaggt ccg
ct ggaaggca
cgccaacgct
caggcct gca
cagagcaaaa
aagat caccg
gcttttgeca
gcct acct ca
ct gcaggt ga
aaggagcggc
ct gaccgagg
gaggct gagg
cat gagat gg
aggaagaaga
gccaggcaga
gat gagat cc
gaggagagga
cttaccaagc
aaggaagaga
agcgacttcc
ct ggccaaga
cagaagaaca
gaggacct gg
ggcgaggagce
cagcaggagc
gaagagacgc

gt ggaggagc

ct ccaggt gt
ctttcgtgga
agct caagga
cgagtgcctg
atgcctcctc
t ggaccagat
gcatgttccg
tacgcaacac
gcaagct gga
ttcgcatctg
acgagat cct
ttct cat gat
tcttcttecg
at gt cat cat
agaggcagca
agct gcggaa
cacggcagga
agcagaaggc
agaagaacct
agat gcgggt
aggcccgcect
t ggcccagcea
agct gcaact
t ggt cat gga
tt agt gact t
t gaaaaacaa
agagccgaca
acgagcagat
aggaggagga
at gccct gaa
act cagagcg
t ggaggccct
t cagggccaa
ggt cccat ga

t cacagagca
Page 382

gctggecect g
gaagct gt gc
caagact gag
gct gaccaag
cgacaagttt
ggccaagat g
cacagt gggg
cacgcccaac
tgcgttcctg
ccggcagggc
ggcggcgaat
caaagccctg
aact ggcgt c
ggccttccag
gcagct gacc
ctggcagt gg
ggaggagat g
agagaat gag
gct acaggaa
gcgget ggeg
ggaggaggag
gat gct ggac
t gagaaggt c
t gat cagaac
aacgacaaat
gcat gaat ct
ggagct ggag
cgctgacctc
gct gcaggceg
gaagat ccgg
ggccgcecagg
aaagacagag
gagggagcag
ggct caggt c
gct t gagcag

ct ggacgagg
acggagcagg
ttctccatca
aat at ggacc
gt ggccgacc
acggagagct
cagct gt aca
ttcgtgcgct
gt gct ggagc
ttccccaacc
gccat cccca
gaact t gacc
ct ggcccacc
gcgatgtgtc
gccat gaagg
t ggaggcttt
caggccaagg
ct t aaggagc
cagct gcagg
gccaagaagc
gaagacaggg
ctt gaagaac
acggct gagg
aat aaact at
cttgcagaag
atgatttcag
aagct gaaac
caggcgcaga
gccct ggeca
gagct ggagg
aacaaggct g
ct ggaagaca
gaggt gacgg
caggagat ga
tt caagaggg

1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780



ccaaggcgaa
gggaget geg
aggcgcaggt
t caat gacaa
aggccgaggg
aggacaccca
t gcgccaget
ccaagcagaa
agaagct gca
agaaggagat
t ggaaaagac
accagcggca
ccgaggagaa
ccagggagaa
ccaaagagga
gct ccaagga
agacccagat
cggaggacgc
gggat ctcca
ttcacgagta
caaagaagaa
aggggaggga
aaagagagct
at gagaagaa
ccgct gagag
ccagt agcct
t cgcccaget
gggt ccgcaa
gcacggccca
ggagcaagct
cgct ggaggce
aggcggccac
t ggaggacga
gggt caagca

cct agacaag
ggt cctgggce
gcaggagct g
agt ccacaag
gaaggccat t
ggagct get t
ggaggaggag
cct ggagegce
ggactttgcc
cgagaacctc
caagaacagg
actcgt gt cc
aaacat ct ct
ggaaaccaag
act cgagcgg
t gacgt gggc
ggaggagat g
caaact gcgg
agcccegggac
t gagacggaa
gct ggaaggg
ggaagccat ¢
ggaagat gcc
agccaagagc
ggct cgcaaa
gt cgggaagg
ggaggaggag
agccacacag
gaagaat gag
ccacgagatg
caagattgca
caagt cgctg
gcgcaagat g
gct caagagg

N3027PCT_sequ. | i st..txt

aat aagcaga
caggccaagc
cagt ccaagt
ctgcagaat g
aagct ggcca
caagaagaaa
cggaacagcc
cacat ct cca
agcaccgt gg
acccagcagt
cttcagcagg
aacct ggaaa
t ccaaat acg
gccct gt ccc
accaacaaaa
aagaacgt cc
aagacgcagc
ct ggaagt ca
gagcagaat g
ct ggaagacg
gacct gaaag
aagcagct ac
cgtgcctcca
tt ggaagcag
caagcggacc
aacgcact cc
ct ggaggagg
caggccgagce
agt gcceggce
gagggggccyg
cagct ggagg
aagcagaaag
gccgagcagt
cagct ggagg

cgct ggagaa
aggaggt gga
gcagcgat gg
aagtt gagag
aggacgt ggc
cccggceagaa
t gcaagacca
ct ct caacat
aagct ct gga
acgaggagaa
agct ggacga
agaagcagag
cggat gagag
tggct cgggce
t gct caaage
at gagct gga
t ggaagagct
acat gcaggc
aggagaagag
agcgaaagca
acct ggagct
gcaaact gca
gagat gagat
acct cat gca
t cgagaagga
aggacgagaa
agcagggcaa
agct cagcaa
agcagct cga
t caagt ccaa
agcaggt cga
acaagaagct
acaaggagca
aggcagagga
Page 383

agagaacgca
acat aagaag
ggagcgggcce
cgt cacaggg
gt ccct cagt
gct caacgt g
gct ggacgag
ccagct ct cc
agaggggaag
ggcggecget
cctggttgtt
gaaattt gat
ggacagagct
cctt gaagag
cgaaat ggaa
gaagt ccaag
ggaggacgag
gct caagggc
gaggcaact g
acgtgccctg
t caggccgac
ggct cagat g
ctttgccaca
gct acaagag
ggaact ggca
gcgcecgect g
cat ggaggcc
cgagct ggcc
gcggcagaac
gttcaagtcc
gcaggaggcce
gaaggaaat c
ggcagagaaa

ggagt cccag

gacct ggccg
aagaagct gg
cgggcggage
at gct t aacg
t cccagct cc
t ct acgaagc
gagat ggagg
gact cgaaga
aagaggttcc
t at gat aaac
gatttggaca
cagttgttag
gaggcagaag
gcct t ggaag
gacct ggt ca
cgggccct gg
ct gcaagcca
cagttcgaaa
cagagacagc
gcagct gcag
tctgccatca
aaggactttc
gccaaagaga
gacct cgccg
gaggagct gg
gaggcccgga
at gagcgacc
acagagcgca
aaggagct cc
accat cgcgg
agagagaaac
ttgct gcagg
ggcaat gcca

cgcat caacg

3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820



ccaaccgcag
gccgegaggt
agt gat gcac
gt agagt t at
t caat ggaac
accaaaaacc
ccagcagact
ccct cacaca
at ct at acaa
ct agggaggc
taattgcatc
ccaccacccce
t gagaaaaac
acact gagt t
gaaat gggga
aacct gcaaa
ggtttccaca
aaaggagacg

tgcttaaaaa

<210> 80

<211> 1945

<212> PRT

<213> Hono

<220>

<221>

<222> (1).

<223> nyos
SMeB

<400> 80

Met Ala Gn Lys Gy Gn Leu Ser Asp
1 5

Asp Lys Asn

Lys Arg Leu
35

Ser Ile Lys Gu GQu Lys Ay Asp Gu
50 55

gaagct gcag
gaacgcact ¢
caggcgagga
t gaaaat gca
caaggccagt
aaaacaaaca
gt actt agca
aggaat at aa
gaatttaaaa
t gagccagga
attgcact cc
t act acccct
ccaacaggaa
tttagaaaaa
gaaagt cacc
cctttccaac
cct cagacac
ctgctceccac

cactttcact

sapi ens

M SC_FEATURE

~(1945)
in,

0

Val

heavy chain 11,

Phe Il e Asn Ser
2

Trp Val

N3027PCT_sequ. | i st..txt

cgggagct gg
aagagcaagc
aacgagacct
gatggttctg
gaat aagcaa
aacaaaaaaa
tt gt ct aaat
aaaccaccac

at aagct ggg

agaacgct cc
agcct gggcea
gt at t caagg
acacagacac
cat at ccacg
gaaat gggt g
ttctcacgtc
gcacagttca
ggaggggagce

aat aaat ggt

Pro Ser
40

Pro Val
25

GAu

at gaggccac
t cagagggcc
ctttcgttcc
aggaggaaac
ctttctacag
acccaacaac
ccattctcaa
cct ccagect
cgtggtggta
agcccaggac
acagagaccc
t aaaaattga
at cct ccagt
gtaaccggtc
ccgceggecce
aggcctttga
ccaagt gect
aggaat gctg

t at aaat cac

Val Va

Page 384

ggagagcaac
cceccccacag
ttct agaagg
ggacact cga
ttttgcacca
aacccagaac
attccaaata
gggcaacgt a
cacacctgtg
tt cgaggct g
t gt ct caacc
agtttgtatg
tctatcaatg
cct ggcaat t
ccact cccaa
gaattctttc
t ct gt agt ca
cactgtttac

aa

smoot h muscle (MYH11),transcript

Asp G u Lys Phe Leu
10

45

Val
60

G u Leu Val

gaggccat gg 5880
gaaacttcgc 5940
t ct ggaggac 6000
gacgcagact 6060
cggcaagaaa 6120
aaagcaaaac 6180
t cacagacac 6240
gt aaaacctc 6300
gtcccagceta 6360
caat gagcta 6420
accaccacca 6480
at gt aagaga 6540
gattgtgcag 6600
ctgtttacat 6660
ttcattccct 6720
ccectctcct 6780
catgaattga 6840
accctgactg 6900

6942

vari ant

Phe Val
15

Ala Gn Ala Asp Trp Ala Al a
30

Lys Gn Ay Phe Au Ala Ala

GAu



N3027PCT_sequ. | i st..txt
Asn Gy Lys Lys Val Thr Val Gy Lys Asp Asp Ile G n Lys Met Asn
65 70 75 80

Pro Pro Lys Phe Ser Lys Val G u Asp Met Ala Gu Leu Thr Cys Leu
85 90 95

Asn Gu Ala Ser Val Leu His Asn Leu Arg Gu Arg Tyr Phe Ser Gy
100 105 110

Leu Ile Tyr Thr Tyr Ser @y Leu Phe Cys Val Val Val Asn Pro Tyr
115 120 125

Lys Hs Leu Pro Ile Tyr Ser Qu Lys Ile Val Asp Met Tyr Lys Gy
130 135 140

Lys Lys Arg His u Met Pro Pro His Ile Tyr Ala Ile Ala Asp Thr
145 150 155 160

Ala Tyr Arg Ser Met Leu G n Asp Arg Gu Asp An Ser Ile Leu Cys
165 170 175

Thr Gy Qu Ser Ay Ala Ay Lys Thr Gu Asn Thr Lys Lys Val Ile
180 185 190

Gn Tyr Leu Ala Val Val Ala Ser Ser His Lys Gy Lys Lys Asp Thr
195 200 205

Ser Ile Thr Gn Gy Pro Ser Phe Ala Tyr Gy GQu Leu Gu Lys dn
210 215 220

Leu Leu G n Ala Asn Pro Ile Leu Gu Ala Phe Gy Asn Ala Lys Thr
225 230 235 240

Val Lys Asn Asp Asn Ser Ser Arg Phe Gy Lys Phe Ile Arg Ile Asn
245 250 255

Phe Asp Val Thr Ay Tyr Ile Val Gy Ala Asn Ile Gu Thr Tyr Leu
260 265 270

Leu Gu Lys Ser Arg Ala Ile Arg Gn Ala Arg Asp Gu Arg Thr Phe
His Ile Phe Tyr Tyr Met Ile Ala Gy Ala Lys Gu Lys Met Arg Ser
290 295

Asp Leu Leu Leu Gu Gy Phe Asn Asn Tyr Thr Phe Leu Ser Asn Gy
305 310 315 320

Phe Val Pro Ile Pro Ala Ala G n Asp Asp Glu Met Phe G n G u Thr
325 330 335

Val Gu Ala Met Ala lle Met Gy Phe Ser Gu Gu Gu An Leu Ser
Page 385



N3027PCT_sequ. | i st..txt
345

340 350

Ile Leu Lys Val Val Ser Ser Val Leu Gn Leu Gy Asn Ile Val Phe
355 360 365

Lys Lys A u Arg Asn Thr Asp G n Ala Ser Met Pro Asp Asn Thr Ala
370 375 380

Ala Gn Lys Val Cys Hs Leu Met Gy Ile Asn Val Thr Asp Phe Thr
385 390 395 400

Arg Ser Ile Leu Thr Pro Arg Ile Lys Val Gy Arg Asp Val Val Gn
405 410 415

Lys Ala Gn Thr Lys Au Gn Ala Asp Phe Ala Val Gu Ala Leu Ala
420 425 430

Lys Ala Thr Tyr G u Arg Leu Phe Arg Trp Ile Leu Thr Arg Val Asn
435 440 445

Lys Ala Leu Asp Lys Thr His Arg Gn Gy Ala Ser Phe Leu Gy lle
450 455 460

Leu Asp Ile Ala Gy Phe Gu Ile Phe Gu Val Asn Ser Phe Gu Gn
465 470 475 480

Leu Cys Ile Asn Tyr Thr Asn Qu Lys Leu G n G n Leu Phe Asn His
485 490 495

Thr Met Phe Ile Leu Gu Gn Gu Gu Tyr Gn Arg Gu Gy lIle Gu
500

Trp Asn Phe Ile Asp Phe Gy Leu Asp Leu G n Pro Cys Ile Gu Leu
515 520 525

[le Gu Arg Pro Asn Asn Pro Pro Gy Val Leu Ala Leu Leu Asp G u
530 535 540

Gu Cys Trp Phe Pro Lys Ala Thr Asp Lys Ser Phe Val G u Lys Leu
545 550 555 560

Cys Thr GGu Gn Gy Ser Hs Pro Lys Phe G n Lys Pro Lys G n Leu
565 570 575

Lys Asp Lys Thr GQu Phe Ser Ile Ile Hs Tyr Ala Gy Lys Val Asp
580 585 590

Tyr Asn Ala Ser Ala Trp Leu Thr Lys Asn Met Asp Pro Leu Asn Asp
595 600 605

Asn Val Thr Ser Leu Leu Asn Ala Ser Ser Asp Lys Phe Val Ala Asp
610 615 620

Page 386



Leu

625

Phe

Thr

Asn

Ay

Ile

Al a

Arg

Leu
785

Tyr

Lys

Trp

Thr

Arg

Thr

Hi s

690

Leu

Phe

Leu

Cys
7

GAu

Al a

GAn

Leu

Pro

850

Asp

Leu

Lys

Thr

Leu
675

Arg

Pro

Al a

Lys

Leu

Lys

Asp

Ser

Val
660

Cys

Asn

Al a

740

Leu

GAn

GAu

Leu

820

Leu

Leu

Leu

GAu

Val

Ser

645

Ay

Asn

Arg

Asn

Arg

Asn

Vet

Ser

Arg

Arg

Thr

Arg

GAn

GAn

Leu
885

Asp
630

Leu

Thr

Ser

Ay

Ile

Al a

Lys

Asp

Ay

Al a

Asn

Val

Arg

Pro

Leu

Thr

Ay

Val

Val

Ile

Lys

Leu

Tyr

Vet

Trp

Thr

855

Thr

N3027PCT_sequ. | i st..txt

Ile

Ser

Tyr

Pro

680

Lys

Leu

Phe

Pro

Al a

760

Phe

Lys

Leu

Lys

Arg

Lys

Val

Al a

Leu

Phe

Ile

Al a

Val

825

Trp

GAn

Hi s

Ay

Ser

650

GAu

Phe

Asp

Ay

Ay

GAu

Arg

Thr

Arg

Ile

Trp

GAu

Arg

Ser
890

Leu Asp
635

Lys Thr

G n Leu

Val Arg Cy

Al a Phe

700

Ile Arg

Phe Arg

Phe Mbt

Leu Asp

Thr Gy

Asp Va

Lys Al a

Arg Leu

G n Leu
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GAn

Lys

Ay

685

Leu

GAn

Asp

Pro

765

Val

Phe

Asn Cy

Phe
845
Met

Lys

Thr

Vet

Lys

Lys

Ile

Val

Asn

Leu

Vet

Al a

830

Thr

GAn

Al a

Al a

Ay

Leu

Ile

Leu

Arg

Tyr
735

y Lys

Leu

Al a

Al a

Lys

Al a

GAu

Lys

Vet

Vet

Pro

GAu

GAn

Tyr

Hi s

Phe

800

Arg

Al a

Val

Lys

Asn

880

Lys



N3027PCT_sequ. | i st..txt

Asn Leu Leu Gn QQu Gn Leu Gn Ala Au Thr Gu Leu Tyr Ala Gu
900 905 910

Ala Gu Gu Mt Arg Val Arg Leu Ala Ala Lys Lys Gn Gu Leu Gu
915 920 925

Gulle Leu Hs Gu Met Gu Ala Arg Leu Gu Gu Gu Gu Asp Arg
930 935 940

Gy Gn G@n Leu Gn Ala Gu Arg Lys Lys Met Ala G n G n Mt Leu
945 950 955 960

Asp Leu Gu Gu G@n Leu Gu Gu u Gu Ala Ala Arg G n Lys Leu
965 970 975

Gn Leu Gu Lys Val Thr Ala Gu Ala Lys Ile Lys Lys Leu G u Asp
980 985 990

Gu lle Leu Val Met Asp Asp Gin Asn Asn Lys Leu Ser Lys Gu Arg
995 1000 1005

Lys Leu Leu Gu Gu Arg Ile Ser Asp Leu Thr Thr Asn Leu Ala
1010 1015 1020

GuG@u Gu dulLys Ala Lys Asn Leu Thr Lys Leu Lys Asn Lys
1025 1030 1035

Hs Gu Ser Met Ile Ser GGu Leu Gu Val Arg Leu Lys Lys Qu
1040 1045 1050

Gulys Ser Arg Gn Gu Leu Gu Lys Leu Lys Arg Lys Leu Gu
1055 1060 106

Gy Asp Ala Ser Asp Phe Hs Gdu A@n lle Ala Asp Leu Gn Al a

1070 1075 1080
Gnlle Ala Gu Leu Lys Mt Gn Leu Ala Lys Lys Gu du Gu
1085 1090 1095

Leu Gn Ala Ala Leu Ala Arg Leu Asp Asp Gu e Ala Gn Lys
110 1

Asn Asn Ala Leu Lys Lys Arg Qu Leu du Ay His Ile Ser
Asp Leu Gn du Asp Leu As Ser Gu Arg Ala Ala Arg Asn Lys

Ala Gu Lys Gn Lys Arg As Leu Gy Gu Gu Leu Gu Ala Leu
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Lys

Al a

Leu

GAn

Val

Leu

Asn

Lys

Leu

Leu

Ser

Leu

Lys

Thr
1235

Leu
1250

Asn
1340

Leu
1355

GAu

Arg

Asp

Leu

Ay

Al a

Al a

Val

Asp

Val

Arg

Lys

Lys

GAu

Leu

Al a

GAu

Lys

Phe

GAn

GAn

Arg

GAu

Lys

Thr

Ser

Asp

Hi s

Leu

Lys

GAu

GAu

Lys

GAu

Hi s

Lys

Lys

Al a

Val

Al a

Ser

Leu

Thr

GAn

Ile

Arg

Lys

Asp

Arg

Thr

Al a

Arg

GAu

Val

Al a

GAu

Lys

Leu

Ser

Asp

Phe

Al a

N3027PCT_sequ. | i st..txt
Leu Asp Ser Thr Al a

Al a
1225

Asn
1240

Leu
1285

Thr
1300

1315

Leu
1330

Leu
1345

Thr
1375

Phe
1390

Ser

Al a

Lys

Al a

du

Leu

Asn

Ay

Asp

Leu

Arg

du

Leu

Al a

Lys

Al a

A u Va

Hs Au

Val du

Al a Asn

Asp Leu

Val du

A n Ser

Asp Lys

Met Leu

Val Al a

G n Leu

Asn |le

Ser Thr

Tyr Asp

1170
Thr Val
1185
Ala Gn
1200
GAu Leu
1215
Leu Asp
1230
Ala Gy
1245
Hs Lys
1260
Lys Cys
1275
Val His
1290
Asn Gu
1305
Ser Leu
1320
Gu Thr
1335
Gu du
1350
GAu Ala
1365
Gn Leu
1380
Val du
1395
A u Asn
1410
Lys Leu
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Thr

Leu

Val

Thr

Lys

Lys

Ser

Lys

Al a

Ser

Arg

GAu

Lys

Ser

Al a

Leu

GAu

Asn

Leu

Lys

Asp

Leu

GAu

Ser

Asp

Leu

Thr

Lys

GAn

Lys

Lys

Arg

Lys

Ay

Lys

Asn

Asn

Ser

Thr



Lys

Asp

Lys

Tyr

Val

Al a

Leu

Asn

Al a

Leu

1415

Asn
1430

Asn
1445

Phe
1460

Al a
1475

Thr
1490

Arg

Asp

Asp

Lys

Lys

Lys

Asp

Lys

Al a

Leu

Arg

GAn

GAu

Al a

Asp

Leu

Lys

Asp

Lys

Leu

Lys

Ser

Leu

Arg

GAn

GAn

Leu

Arg

Leu

GAu

Leu

Thr

Al a

Phe

Arg

Lys

Al a

GAn

Al a

GAn

Leu

Leu

Asp

Ser

Leu

Val

Lys

Lys

GAu

Arg

Asp

Leu

Ile

Al a

Ser

N3027PCT_sequ. | i st..txt

1420

Val
1450

Al a
1465

Ser
1525

Ser
1540

Leu
1555

Leu
1570

Leu Asp Asp

Ser

Al a

Al a

Arg

Ser

Lys

Arg

Asp

Leu

Arg

Ay

Gy

Vet

Asn

GAu

GAu

Arg

Thr

Lys

Arg

Leu

Leu

Lys

Asp

Arg

Lys

Leu

Lys

Al a

Al a

Asn

Asp

Al a

Leu

Leu

Asp

Leu

GAu

Asn

GAu

Leu

Lys

Asp

Leu

Val

Al a

GAn

Arg

Lys

Phe

Asp Gu Ile Phe
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1425

Val
1440

Val

Lys

Ser

Arg

GAu

Leu

Ay

Thr

Vet

Asp

Hi s

Leu

Leu

Ile

Arg

Thr

Asp

Ser

Al a

Lys

Lys

Leu

GAu

Al a

Al a

Leu

Arg

Lys

Leu

Al a

Asn

Vet

GAn

Al a

GAn

Al a

Leu

GAn

Leu

Lys



Leu

Asp

Ser

Arg

Lys

Leu

Phe

Al a

Asn
1685

Ser
1850

Val
1865

Leu
1910

y
1925

G u Lys

G u Lys

Arg Asn

Ala dn

Al a Met

Leu Ser

A u Ser

Ser Lys

Ser Thr

G n Va

Leu Lys

Gu Asp

Lys Gy

Ala du

Arg Gu

Lys

Leu

Al a

Leu

Ser

Asn

Al a

Leu

Ile

Asn

GAu

GAu

Val

Al a

Al a

Leu

Arg

Hi s

Al a

Lys

Arg

Al a

GAu

Leu

Asn

N3027PCT_sequ. | i st..txt

Lys
1690

Ser

Al a

Al a

Asp

du

Va

Al a

An

Leu

Al a

Lys

Va

Leu

Leu Gu Ala Asp Leu

Gu Arg

Gu du

G u Lys

Leu Gu

Arg Lys

Thr Gu

Leu Gu

Gu Gy

GAu Ala

Arg Gu

Lys Leu

Ala du

Arg Ile

Al a Thr

Lys Ser

Al a

Leu

Arg

GAu

Al a

Arg

Arg

Al a

Lys

Lys

GAn

Leu

Asn

Lys

Page 391

1695

Thr
1770

Ser
1785

1890

Leu
1935

Lys

Ser

Leu

GAn

Thr

Asn

Lys

Al a

Al a

Lys

Arg

Asn

Asn

Arg

Vet

Ser

Al a

Lys

Ser

GAn

Al a

Leu

Ay

GAn

Al a

Leu

Al a

Asn

Al a

GAn

GAu

Lys

Leu

Thr

Leu

GAn

Leu

Arg

Al a

Pro



Pro Pro Gn Au Thr
1940

<210> 81

<211> 5992

<212> DNA

<213> Honp sapi ens

<220>

<221> msc_feature

<222> (1)..(5992)

<223> nyosin,

<400> 81

aaat t gct gt
cact t gggaa
ggagaagcag
ccattcgatt
at gat ccaga
act ct gaaca
at ggccat ga
gcagcct gga
t ggct gccgg
gcccegeccce
gacaaccagt
cgt gt cat cc
ccaggcaaaa
gcctttggaa
cggattcatt
gaaaaat cca
attatgtcaa
gacttcccct
ct gct ggcga
at ct acaaac
cgt gaggagc
ggact gaat t
gaat at gt ca
aaagccgt ct
accaagcagc

gatttcaaca

gaccgcagca
ccaagaagcc
ct ccet acct
ccaagaaagc
ct agggaaaa
at gaccaggt
t gact cacct
t gat ct acac
t gt acaagcc
acatcttctc
ct at cct cat
agtattttgc
t gcagggaac
at gccaagac
tt ggagccac
gagt gacgt t
acaagaagcc
t cgt gagcca
cagat aat gc
t gacgggagc
aggcggagcec
ct gcagaaat
ct aaagggca
acgagaagat
ccaggcagt a

gcct ggagcea

Ser

heavy chain 13,

N3027PCT_sequ. | i st .

GAn
1945

t ct ct aggaa
ctctgcagtc
ccggaaacca
ctgctttgta
t gacaaagt c
cttccccatg
gcat gaacct
ct act caggc
cgaggt ggt g
cat ct ct gac
caccggagaa
aacaattgca
cct agaggat
t gt gaggaat
aggaaagct g
tcaattatcc
agaact aat t
aggagaggt c
cattgacatc
cgt gat gcat
agacggcacc
gct gaagggce
aaat gt ccag
gttcctgtgg
cttcatcggg
gctgtgcatc

skel et a

musc

gacgct tt at
at gagctctg
gagaaggaga
gcggat aat a
at agt caaga
aaccct ccca
gct gt t ct gt
ctcttetgtg
gctgcct aca
aatgcctatc
t ccggggcet g
gttaccgggog

cagat cat cc
gacaact cct
gcat cggcag
agt gagagaa
gacctgcttc
acggt agcca
ctgggcttca
t at gggaaca
gaagt ggct g
ctgtgcetgtce
caggt gacca
at ggt caccc
gtcttggaca

aacttcacca

Page 392

. txt

l e (MYH13)

t cct gaagga
acgcagaaat
gaat cgaggc
aggaaat gt a
ccct cgat ga
aatttgacaa
acaacct caa
t caccgt caa
gaggcaaaaa
agtt cat gct
ggaagact gt
acaagaagaa
aggccaaccc
caagatttgg
acat cgaaac
gct at cat at
t gat ct ccac
gt at cgat ga
gct cagagga
t gaagttcaa
acaaagccgg
caagggt gaa
att cggt ggg
gcat caacca
ttgctgget t

at gagaaact

cact gact gt
ggccattttt
t caaaat cgt
t gt gaaaggc
ccggat getc
gat cgaggac
agagcgct at
cccct acaag
gcgecaggag
gact gat cga
gaacaccaag
ggagacacag
act gct ggag
gaagttcatt
ttatctgtta
tttctaccaa
caaccccttc
cagt gaagaa
gaaagt cggg
gcagaagcag
atacctgatg
ggt t ggcaat
t gct ct ggcce
gcagct ggac
tgagatcttt

gcaacagttt

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560



ttcaaccacc
gagttcattg
ggcatcttct
aagaacaagc
gccaaaggca
aacat cgccg
t accagaagt
acaggcgact
gt gt cggccg
cctcactttg
tacttggtca
aagggattcc
gccagtgct a
aact ccat cg
gct gggct cc
agcacgcagg
aggagggact
t ggccct gga
aaggagat gg
gaggct cgcce
ctccaattgc
ggact cat ca
gaagaggaag
tgctcctcetce
gagaagcat g
gaaaacattt
ctggat gatc
cttgaacagc
gactt ggaaa
at ggat ct ag
ct cagt cagt
aagat t aaag
acgct cagag
agcgagaggc
agggaggct g

acat gttcgt
actt cggaat
ccat cct gga
t gt at gacca
aggcet gagge
gct ggct gga
cttcgctgaa
ccggaggaag
t gtt caggga
t acgat gt ct
t gcaccagct
ccagccggat
t ccct gaagg
at gt ggaccg
tgggact ttt
cggtgtgceag
ccatcttctg
t gaacct gt t
ccaccat gaa
ggaaggagct
aggt ccagtc
aaagcaagat
aggagat gaa
t caagagaga
ccacagagaa
ccaaattgac
ttcaggt gga
aaacagat ga
gggcgaagag
aaaat gacaa
t acaagccaa
aact gcaagc
ccaagattga
t ggaagaagc

agtt ccagaa

N3027PCT_sequ. | i st..txt

gctggagcag
ggacct ggct
agaggagt gc
gcatcttgga
tcacttctcg
caaaaacaag
gcttctctcec
caagaagggc
aaatttaaac
gatt cccaat
gcgct gt aac
cct ct at gct
gcagttcatt
ggagcagttc
ggaggagat g
ggggtacctg
cat ccagt ac
cttcaaaatc
ggaagacttt
ggaggagaaa
t gaaacagaa
cct act ggaa
ttctgaattg
catt gat gac
caaggt aaag
caaagaaaag
agaagat aaa
t ctt gagggot
gaagct ggaa
gcagcaaat a
aat agat gac
ccgcat agaa
gaagcagcgc
cagt ggggcce
aat gcgcagg

gaagagt aca
gcct gcat cg
atgttcccca
aaat ccaaca
ct ggt gcact
gaccccct ga
ttcetttttt
gggaagaaga
aaat t gat ga
gagaccaaga
ggggt cct cg
gact t caagc
gacagcaaaa
aggt t cggca
agagat gaga
at gcgggt gg
aacat ccgct
aagcccct gc
gagaggacca
at ggt ct ccc
aat ct gat gg
gcaaaagt ca
gttgccaaga
ct ggagct ga
aatctttccg
aaat ctct ac
gtcaatggtc
t cctt agagc
ggagat ct ga
gaagagaaat
gaacaagt cc
gagct ggagg
t cagat ct gg

acttcagccc

gacct ggagg
Page 393

agaaggaagg
agct cat cga
aggcaacaga
acttccagaa
at gccggceac
acgagact gt
ccaact at gc
agggct cctc
ct aacttaag
ct cct ggt gt
agggcat ccg
agcggt accg
at gcct caga
acaccaaggt
agct ggt gac
agttcaagaa
cttttatgaa
t gaagagt gc
aggaagaact
t cct gcagga
acgct gagga
aggagct gac
agaggaat ct
ccttgacgaa
aagaaat gac
aggaggccca
t aat caaaat
aggagaagaa
aaat gt ccca
t gaaaaagaa
acagtttgca
aggaaat t ga
ccagggaact
agat t gagat

aggccaccct

cat cgagt gg
gaagcctat g
cacctccttc
gcccaagcect
cgt ggact ac
ggt ggggcet g
tggt gcagag
tttccagacc
gagcacccac
gat ggaccac
gatttgcagg
gat cct caat
gaagct cctc
gtttttcaaa
gct gat gaca
gat gat ggag
cgt caagcac
agaggccgag
ggcccgat ct
gaagaat gac
acggt gt gaa
ggagagattg
ggaagat aaa
agtt gaaaag
agcacttgaa
t cagcaaaca
aaat gccaag
act gcgggcyg
ggaat ccat t
ggagtttgaa
gtttcaaaag
agcggaacac
ggaggagat ¢
gaacaagaag

gcagcacgaa

1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660



gccacagcag
att gacaacc
gagat t gacg
agaacgt gcc
acacagttga
ct gagccacc
gccct caccce
aacgccat gg
t at gaggagg
gaggttgccc
gaggaggcca
gcgaact cca
gat ct gat gc
aggaactt cg
tt ggaagct g
gcct at gagg
gaagagattt
gaaaagacca
gt ggagggt t
caggt gaaat
aaaagaaaca
agccggaacg
attcagct gg
cagggccagc
ct caaggagc
gaaat gaagg
ct ggacgcca
aagaaaaaac
gagt ccagga
gaggagct aa
gagcagacgg
ggcgggaaga
gat gt ggaac
gt caaggaga

ccaccct gag
tgcagegggt
acat ggccag
ggacggt aga
t ccat gat ct
gagt ggaaga
agcagct gga
cgcacgccct
agcaggaagc
agt ggaggac
agaaaaaact
agt gcgcat c
gggat ct gga
acaaggt cct
ct cagaagga
aggt ggt gga
ccgacttaac
agaagct agt
cctt ggaaca
ccgagct aga
gccagegggce
acgccct gag
gccact ccaa
t caaggact c
agct ggccat
t ggccct gga
gcgaccgcegt
t ggaggct ga
acgcagagga
agaaggaaca
t gaaggacct
agcagat cca
agaagagggg

tgacttacca

N3027PCT_sequ. | i st..txt

gaagaagcaa
gaagcagaag
caacat cgag
agat caattt
gaacat gcag
gaaggagt ct
ggagct t aag
gcagt cct cc
caaggccgag
caaat acgag
ggcccagagg
gtt ggagaaa
gcgct cceac
t gcagagt gg
gt ccaggt ca
ccagtt agag
t gagcagat t
ggagcaggaa
c€gaggagagc
ccgcaaggt c
agcagaggcc
gct aaagaag
ccgccagat g
ccagct gecat
cgt ggagegce
acagacggag
gcagctcct g
cat agct cag
gaaggccaag
ggacaccagc
gcagcaccgt
gaaact ggag
agct gaagcec

ggct gaggag

gcagat agt g
ct ggagaagg
gctctctcca
agt gaaat ca
aaagcaagac
ctgatttcac
aggcaaat gg
cgccacgact
ct gcagaggg
acggacgcca
ct ccaggaag
accaagcaga
accgcctgtg
aagcaaaagc
ct cagcactg
acact gaggc
gcagaaact g
aagt cagat c
aagat cttgc
at t gagaagg
ct gcagagcg
aagat ggagg
gcagagaccc
ct cgat gacg
aggaat ggcc
cggacccgca
cact cccaga
t gccaggcag
aaggccat ca
gcccacct gg
ct agat gagg
aaccgggt gc
ct gaagggag
gaccacaaga

Page 394

t ggccgagct
agaagagcga
agt caaagag
aagccaagga
t gcagaccca
agct gaccaa
aagaagaaac
gt gacct gct
cgct gt ccaa
ttcagcgcac
cagaggagaa
ggctgcaggg
ccacact gga
t ggacgaaag
aactcttcaa
gagagaacaa
gcaagaat ct
t gcaggt cgc
gcgt gcagct
at gaagaaat
t gct ggat gc
gagaccttaa
agaagcat ct
ccct gaggag
tcctgct gga
ggct gt caga
acacaagcct
aggt ggagaa
cggat gct gc
agcggat gaa
ct gaacaact
gggagcet gga
cccacaagt a

atat ccttag

t ggggageag
gct gaagat g
t aacat agaa
cgagcaacag
aaat ggggag
aagcaagcag
caaggccaag
gcgggaacag
ggccaacagt
agaggagctg
cacggagacg
agaggt ggag
caagaagcag
ccaggct gag
gat gaggaat
aaat ct gcaa
t caggaagcg
cttagaagaa
agagct gagc
cgagcagct a
t gaaat ccgc
t gagat ggag
gcgcacggt c
caat gaggac
ggagct ggag
gcaggagct g
gat aaat acc
ct cgat ccag
cat gat ggct
gaagaacct g
ggcgct gaag
aaat gagct t
cgaacgcaaa

gct ccaggac

3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700



ct ggt ggaca
gagcaggcca
gcggagaggg
gt gggcagcc
ccgagagagt
<210>
<211>

<212>
<213>

82
1938
PRT
Hono

<220>
<221>
<222>
<223>

(1).
my os

82
Ser

<400>

Met Ser
p

Leu Arg Lys

Asp Ser Lys

35

Lys Gy Met

50

Leu
65

Asp Asp

Asn Pro Pro

Hi s

Leu

Trp Met

_k_
—
(SN0

Trp

Lys Lys

Ala Tyr

[le Thr Gy

agct gcaggce
acacgcagct
cggacat cgc
agaagat gga
ggagggaaaa

sapi ens

M SC_FEATURE

-(1938)
in,

Asp
5

Pro Au

20

Lys Al a

lle An

Arg

Phe
85

Lys
Al a
Tyr Thr
Pro

Leu

Arg Gn

Ala G u Mt

Lys

Cys

Thr

Leu

70

Asp

Val

Tyr

Val

N3027PCT_sequ. | i st..txt

caaagt gaag
gt ccagat gc
t gagt cccag
agaat gaggc
t gt gt gagaa

heavy chain 13, s

Al a

Phe Val

40

Arg Gu

55

Thr Leu

Lys Ile
Leu
Ser
Tyr
135

Ala Pro

150

Phe
165

A u Ser

Vet

Ay

Leu Thr

Ala Gy

Arg
2

tcttacaaga
cggagagt cc
gt caacaagc
tcacctgatg

ataaattctc

kel et a

Il e Phe
10

Ay

GAu Ala

Al a Asp Asn

Asn Asp Lys

Asn Asn Asp

75

G u Asp Met

90

Asn Leu

105

Lys

Leu Phe

Pro Val

Pro His

_k_
o —
(SN0

Asp Asp

4
3%
[el(e]

Lys Thr Va

Page 395

ggcaggctga ggaggcggag
agcat gagct agaggaggcc
t gagggccaa gagccgagac
ctcgttgcca tgggacacct

ctaaatactc gg

muscl e ( MYH13)

GQu Ala Ala Pro
15

Asn Arg Pro Phe

30

Lys Met Tyr Va

Val
60

Val Thr

Val Phe Vet

80

Pro

Al a Met Thr

95

Hi s

Arg Ala Al a

110

Val Thr

125

Val Asn Pro

Val
140

Ala Ala Tyr Arg

Phe Ser Ile Ser Asp

Asn Ser Leu

_k_
-
(SN0

Asn Thr Lys Arg Va

5760
5820
5880
5940
5992



Ile

Thr

Al a

225

Asp

Thr

Ser

Tyr

Thr

Al a

Lys

Lys

Val

Leu

GAn

Asn

Asn

Ay

Arg

Ser

Val

Leu

Asn

Tyr

Asp

Tyr

195

Pro

Pro

Ser

Lys

Val

275

Ile

Thr

Al a

Asp

Thr

355

Arg

Ay

Val

180

Phe

Ay

Leu

Ser

Leu

260

Thr

Vet

Asn

Ser

Tyr

Pro

Lys

Lys

Al a

Lys

Leu

Arg

Al a

Phe

Ser

Pro

Leu

Al a

Leu

Arg

GAn

Vet

Thr

Vet

Phe

Ser

GAn

Asn

Phe

310

Asp

Ay

Val

GAn

Vet

390

Val

Val

Phe

Pro

Ile

Al a

Ay

Al a

Leu

Asp

Asp

Phe

Vet

Al a

375

Ay

Lys

Thr

Leu

Arg

N302
y

Al a
200
Gy

Phe

Lys

Asp
2

Ser

280

Lys

Phe

Ser

Ser

Hi s

360

GAu

Leu

Val

Asn

85

Val

Thr

Ay

Phe

Ser

Pro

Pro

Ser

345

Tyr

Pro

Asn

Ay

Ser

425

Vet

Tyr

7PCT_sequ. list..txt

190

Thr Gy Asp Lys Lys
205

Leu Gu
Asn Al a

235

Gu Thr

GAu Leu

Phe Val

315

GAu Leu

Gu du

Gy Asn

Asp Gy

Ser Al a

395

Asn Gu
410

Val Gy

Val Thr

Phe Ile
Page 396

Asp
220

Lys

Tyr

Ser

Ser

Leu

Thr

380

GAu

Tyr

Al a

Arg

Ay

Thr Val

Hi s Phe

Leu Leu

270

Tyr His
285

Asp Leu

Al a Thr

Val Gy

Lys Phe

A u Va

Met Leu

Val Thr

Leu Al a

430

I1e Asn
445

Val Leu

Lys

Ile

Arg

Ile

Leu

Asp

335

Ile

Lys

Al a

Lys

Asp

GAu

Asn
240

y Ala

Lys

Phe

Leu

Val

320

Asn

Tyr

Ay

Al a

GAn



N3027PCT_sequ. | i st..txt

Ala Gy Phe Gu Ile Phe Asp Phe Asn Ser Leu Gu Gn Leu Cys Ile
465 470 475 480

Asn Phe Thr Asn G u Lys Leu G n G n Phe Phe Asn His H s Mt Phe
485 490 495

Val Leu Au Gn du Gu Tyr Lys Lys Gu Gy Ile Gu Trp G u Phe

Ile Asp Phe Gy Met Asp Leu Ala Ala Cys Ile Qu Leu Ile Qu Lys
515 520 525

Pro Met Gy Ile Phe Ser Ile Leu Gu Gu Gu Cys Met Phe Pro Lys
530 535 540

Ala Thr Asp Thr Ser Phe Lys Asn Lys Leu Tyr Asp G n Hs Leu Gy
545 550 555 560

Lys Ser Asn Asn Phe G n Lys Pro Lys Pro Ala Lys Gy Lys Ala Gu
565 570 575

Ala Hs Phe Ser Leu Val H's Tyr Ala Gy Thr Val Asp Tyr Asn Ile
580 585 590

Ala Gy Trp Leu Asp Lys Asn Lys Asp Pro Leu Asn GQu Thr Val Va

Gy Leu Tyr G n Lys Ser Ser Leu Lys Leu Leu Ser Phe Leu Phe Ser
610 615 620

Asn Tyr Ala Gy Ala Gu Thr Gy Asp Ser Gy Ay Ser Lys Lys Gy
625 630 635 640

Gy Lys Lys Lys Gy Ser Ser Phe G n Thr Val Ser Ala Val Phe Arg
645 650 655

G u Asn Leu Asn Lys Leu Met Thr Asn Leu Arg Ser Thr His Pro Hs
660 665 670

Phe Val Arg Cys Leu Ile Pro Asn Gu Thr Lys Thr Pro Gy Val Met
675 680 685

Asp His Tyr Leu Val Met Hs Gn Leu Arg Cys Asn Gy Val Leu Gu
690 695 700

Gy lle Arg lle Cys Arg Lys Gy Phe Pro Ser Arg Ile Leu Tyr Ala
705 710 715 720

Asp Phe Lys G n Arg Tyr Arg Ile Leu Asn Ala Ser Ala Ile Pro Gu
725 730 735

Page 397



N3027PCT_sequ. | i st..txt

Gy Gn Phe Ile Asp Ser Lys Asn Ala Ser Gu Lys Leu Leu Asn Ser
740 745 750

Ile Asp Val Asp Arg GGu G n Phe Arg Phe Gy Asn Thr Lys Val Phe
755 760 765

Phe Lys Ala Gy Leu Leu Gy Leu Leu Gu Gu Met Arg Asp A u Lys
770 775 780

Leu Val Thr Leu Met Thr Ser Thr G n Ala Val Cys Arg Gy Tyr Leu
785 790 795 800

Met Arg Val G u Phe Lys Lys Met Met G u Arg Arg Asp Ser Ile Phe
81

805

Cys Ile Gn Tyr Asn |le Arg Ser Phe Met Asn Val Lys His Trp Pro
820 825 830

Trp Met Asn Leu Phe Phe Lys |Ile Lys Pro Leu Leu Lys Ser Ala Gu
835 840 845

Ala Gu Lys Gu Met Ala Thr Met Lys A u Asp Phe Gu Arg Thr Lys
850 855 860

Gu Gu Leu Ala Arg Ser Gu Ala Arg Arg Lys Gu Leu Gu Gu Lys
865 870 875 880

Met Val Ser Leu Leu A n Gu Lys Asn Asp Leu G n Leu G n Val Gn
885 890 895

Ser Gu Thr G u Asn Leu Met Asp Ala Gu Gu Arg Cys Gu Gy Leu
900 905 910

Ile Lys Ser Lys Ile Leu Leu Gu Ala Lys Val Lys Gu Leu Thr Gu
915 920 925

Arg Leu u Gu Au Gu Gu Met Asn Ser Gu Leu Val Ala Lys Lys
930 935 940

Arg Asn Leu G u Asp Lys Cys Ser Ser Leu Lys Arg Asp Ile Asp Asp

Leu Gu Leu Thr Leu Thr Lys Val Gu Lys Gu Lys Hs Ala Thr Gu
965 970 975

Asn Lys Val Lys Asn Leu Ser Gu Gu Met Thr Ala Leu Gu Gu Asn
980 985 990

[le Ser Lys Leu Thr Lys Gu Lys Lys Ser Leu Gn Qu Ala Hs dn
995 1000 1005

Page 398



Leu

Arg

Ser

Leu

Asp

Al a

Ay

Hi s

Val

Lys

Thr
1010

Leu

Lys

Ser

Lys

Thr

Thr

Al a

Leu

Al a

Arg

Lys

Asp

Leu

Arg

Asp

Lys

GAn

Al a

Leu

Leu

Ser

Lys

Thr

Leu

GAu

Ser

Thr

Asp

Asp

Asn

Lys

Leu

Val

Arg

Arg

Al a

Vet

Al a

Ay

Lys

Asn

N3027PCT_sequ. | i st..txt
Gu Gu Asp Lys

Leu G n
1015

Ala Lys

Leu Gu

Phe A u

H s Ser

Ala Lys

Gn
Arg A
1

Al a Thr

Ile Gu

Arg Thr
1255

Gn dn

Va

Leu

Lys

Gy

Asp

Leu

Leu

du

Ile

Ser

du

Asp

Leu

Ser

Al a

Va

Thr

GAu

Lys

Asp

Lys

Ser

Leu

GAu

Vet

Leu

Arg

Asp

Leu

GAn

Leu

Leu

GAn

Phe

Lys

Arg

Asn

Lys

Asn

Leu

Ser

Asp

GAn

Arg

Lys

Leu

GAn

GAu

GAn

Leu

Lys

Lys

Leu

Lys

Lys

Gn Leu lle
Page 399

1020

Thr
1035

Al a
1050

Ser
1245

Phe
1260

Hi s

Val

Asp

Asp

Ser

GAu

Al a

Lys

Ser

GAu

Arg

Thr

Al a

Arg

Lys

Ser

Asp

Asn

Asp

Leu

Lys

Ile

Asp

Al a

Leu

Asp

Val

Ile

Ser

Leu

Ay

Leu

Lys

Ile

Lys

Al a

Leu

Ser

Al a

Ser

Lys

Asp

Asn

Asn



Arg

Lys

Ser

Asn

Lys

Val

Al a

Al a

Arg

Arg

Thr
1445

Trp
1460

Lys

Al a

Arg

Leu

Al a

Asp

Leu

Lys

Lys

Al a

Asn

Al a

Al a

GAu

Leu

Thr

Hi s

Al a

Val

Thr

GAn

Ser

Leu

Asp

GAn

GAu

Lys

GAu

Arg

Lys

Thr

Lys

Asp

Lys

Al a

Leu

Vet

Lys

Lys

Ser

Asn

Thr

Leu

Al a

Cys

Al a

GAn

Al a

Arg

Lys

Leu

Arg

Leu

Ay

N3027PCT_sequ. | i st..txt

1270

Leu
1390

Ser
1480

Val
1495

Thr

Leu

Leu

Asn

Leu

Leu

Arg

du

Thr

Leu

Arg

du

Leu

Va

du

Asn

G n Asn

Ile Ser

Al a Met

Leu Arg

Thr Lys

GAu Ala

Asn Thr

Lys Gn

Gu Arg

Asn Phe

Ser G n

Ser Thr

Asp Gn

Leu G n

Ay

Leu

Al a

GAu

Al a

Tyr

Lys

Arg

Ser

Asp

Al a

GAu

Leu

Ser

GAu
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1275

GAu
1290

Leu
1305

1320

Hi s
1335

1365

1395

Thr
1410

Leu
1425

Hi s
1440

Leu
1485

Leu

Thr

Arg

Al a

Tyr

Ser

Thr

Lys

Al a

GAn

Thr

Val

Leu

Phe

Thr

Leu

GAu

Ser

Lys

Leu

Lys

Asp

Leu

Asn

Ay

Al a

Leu

Lys

Leu

Thr

Lys

Hi s

Ser

Vet

Al a

Al a

Al a

Ser

Cys

Al a

Al a

Vet

Arg

Thr



Lys

Arg

Lys

Ser

Leu

Leu

Thr

Ser

Asn

Al a

Lys

Val
1565

Val
1580

Thr
1730

Val
1745

Lys
1760

1775

Leu

Val

Ile

Arg

Ser

Leu

Al a

Asp

Leu

Leu

Arg

Arg

Lys

Val

GAu

Leu

Al a

Arg

Asn

GAu

Ser

Lys

GAu

Thr

Val

Lys

Asn

Al a

GAn

GAu

Ay

GAu

Lys

Al a

Asn

Thr

Lys

Ser

Ile

Asp

GAn

Ser

Leu

Asp

GAu

Asp

Vet

Leu

Leu

Arg

Leu

Leu

Thr

Thr

N3027PCT_sequ. | i st..txt

GAu
1540

Leu
1555

Ser
1570

Leu
1705

Leu
1720

Ser
1780

Lys

du

Leu

Leu

Ile

Hi s

Leu

Al a

du

Ser

Hi s

Al a

du

Al a

Al a

Ser Asp

Hs Au

Val Lys

Ile Gu

A n Ser

Arg Leu

G n Leu

Leu Arg

Asp Asp

Ile Val

Met Lys

Ser G n

Asp Ile

Ser Arg

Al a Met

H s Leu

Leu

GAu

Ser

GAn

Val

Lys

Ay

Thr

Al a

Val

GAu

Asn

Al a

Asn

Vet

GAu
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GAn
1545

Ser
1560

Leu
1590

Leu
1605

Val
1650

Leu
1665

Val

Lys

Leu

Lys

Asp

Lys

Ser

GAn

Arg

Arg

Leu

Leu

Ser

GAu

Vet

Al a

Ile

Asp

Arg

Al a

Vet

Asn

Ay

Ser

Asn

Asp

Leu

GAu

GAu

Lys

Leu

Leu

Arg

Asn

GAu

Asn

Ay

Al a

Ile

Al a

Lys

Leu

Lys



N3027PCT_sequ. | i st..txt

Asn Leu Gu dn Thr Val Lys Asp Leu Gn Hs Arg Leu Asp QG u
1790 1795 1800

Ala Gu Gn Leu Ala Leu Lys Gy Gy Lys Lys Gn Ile Gn Lys
1805 1810 1815

Leu Au Asn Arg Val Arg Gu Leu Gu Asn Gu Leu Asp Val Gu
1820 1825 1830

Gnlys Arg Gy Ala Gu Ala Leu Lys Gy Ala H's Lys Tyr Gu
1835 1840 1845

Arg Lys Val Lys GQu Met Thr Tyr Gn Ala Gu Gu Asp Hs Lys
1850 1855 1860

Asn Ile Leu Arg Leu Gn Asp Leu Val Asp Lys Leu Gn Ala Lys
1865 1870 1875

Val Lys Ser Tyr Lys Arg Gn Ala Gu Gu Ala Gu Gu Gn A a
1880 1885 1890

Asn Thr dn Leu Ser Arg Cys Arg Arg Val Gn Hs Gu Leu Gu
1895 1900 1905

GQuAa Ala Gu Arg Ala Asp Ile Ala Gu Ser G n Val Asn Lys
1910 1915 1920

Leu Arg Ala Lys Ser Arg Asp Val Gy Ser Gn Lys Mt Gu Gu
1925 1930 1935

<210> 83

<211> 6831

<212> DNA

<213> Honp sapi ens

<220>

<221> msc_feature

<222> (1)..(6831)

<223> nyosin, heavy chain 14 (MYH14), transcript variant 1

<400> 83

ctctttctece ccaggeccgaa gectcgggac ggcecctggaa gecgaccatg gcagecgtga

ccat gt cggt gcccgggegg aaggcgcecce ccaggecggg cccagtgecec gaggeggece

agccgtt cct
ccccgeaggt
t cgaggcggc
gcgggaggcg
gcaaggccga

t ccgggagceg

gttcacgccc
ggagt ggacg
ggcget gegg
gctgcgact g
ggacat ggcc

gt actactcc

cgcgggcecca
gceccggegt c
gacgaaggcg
ccgcgggacc
gagct gacct

ggcct cat ct

gcgegggt gg
t cgt gt ggot
aggaggaggc
agat ccagcg
gcct caacga

acacgtactc

Page 402

cgggcct gge
gcct t cggag
ggaggt ggag
cat gaacccg

ggcct cggt ¢
cggccttttce

t cgggcacct
cttcacgggt
ct ggcggaga
cccaagttca

ctgcacaacc

t gt gt ggt ca

60
120
180
240
300
360
420
480



t caacccgt a
agaagcgcca
t gct gcagga
cggaaaacac
ggaaggagcce
agctgcttca
acaactcctc
t gggcgccaa
acgagt gcag
ccgacct cct
ct ccecggeca
t cagccacga
acattgcctt
cacagaagct
cccct cgeat
actt cgcgct
t gcgect caa
t ggacat cgc
acaccaacga
agt accagcg
gcat cgacct
agt gct ggt t
gcggcecaccce
t ccact acgc
ct ct gaat ga
t ct ggaaaga
caccaggt gg
ccct gagecg
tccccaacca

gct gcaacgg

tcttccagga

t cat ggat gg
t ct accgegt
aggagcgaga
acct ggct cg

caagcagct t
cgaggt gcca
t cgt gaggac
caagaaggt c
gggt gt cccc
ggccaacccce
ccgatt cggce
cat t gagacc
cttccacatc
cct cgagecc
ggagcgggaa
ggaaat cat c
gaagagagaa
ctgcegectc
caaagtt ggc
ggaggcecctg
ccgggecttg
gggctttgag
gaagct gcag
t gagggcat ¢
cat cgagcgg
cccgaaggcec
caagttccag
gggcaaggt c
caacgt cgca
cgt ggagggc
ccgcccccegt
cct cat ggcc
cgagaagagg
ggt cct ggag
gttccggcag
gaagcaggcc
gggacagagc
cct gaaggt c
cagggccttc

N3027PCT_sequ. | i st..txt

cccat ct aca
ccccacgt gt
cagtccattc
at ccagt acc
gcct cegt ca
at cct agagg
aaattcatcc
tacctgct gg
ttctaccagc
t gct cccact
ctcttccagg
t ccatgctgc
cggaacaccg
tt gggact gg
cgagactatg
gccaaggcca
gaccgcagcc
at cttccagc
cagctcttca
ccct ggacct
ccggcecaacc
acagacaagt
cggccgaggce
gact acaagg
gccttgetcc
at cgt ggggc
cggggt at gt
acact cagca
gccgggaagce
ggcat ccgca
cgat acgaga
t gt gaaaaga
aagat ct t ct
accgacat ca

cagaagcgcc

cagaagccat
acgcagt gac
t ct gcact gg
t cgcccacgt
gcaccgtgtc
cctttggcaa
gcat caact t
agaagt cgcg
tgct 9ggggg
accggttcct
agacgct gga
ggatggtctc
at caagccac
gggt gacgga
t gcagaaagc
cct acgagcg
cccgcecaagyg
t gaact cct t
accacaccat
tcctcgact t
cccct ggact
cgtttgtgga
acct gcggga
ccaacgagtg
accagagcac
t ggaacaggt
t ccggacagt
acaccaaccc
t ggagccacg
t ct gt cgcca
t cct gacacc
t gat ccaggc
t ccggget gg
tcgtctcct t

agcagcagca
Page 403

t gt ggagat g
€gagggggcc
agagt ct gga
ggcgt cgt ct
ttatggtgag
t gccaagaca
tgatgttgcc
ggccat ccgc
cgct ggagag
gaccaacggg
gt cgct gegg
agcagttctc
cat gcct gac
tttctcccga
ccagact aag
cctcttcege
cgcctecttce
cgagcagct c
gttcgtgctg
t ggcct cgac
cctggecctg
gaaggt agcc
t caggccgac
gct gat gaaa
agaccggctg
gagcagcct g
gggacagct ¢
cagttttgtc
gctggtgetg
gggcttcccc
caatgccatc
gct ggaact g
ggt cct ggcece

ccaggcagct

gagcgcecct g

t accggggca
t at cggagca
gct gggaaga
ccaaagggca
ct ggagcggce
gt gaagaat g
gggt acat cg
caggccaagg
cagct caaag
ccgt cat cct
gt cct gggat
cagtttggca
aacacagctg
gccttgctca
gaacaggct g
tggctggttc
ct gggcat cc
t gcat caact
gagcaggagg
ct gcagccct
ct ggat gagg
caggagcagg
ttcagtgttc
aacat ggacc
acggcagaga
ggcgacggcce
t acaaggagt
cgctgceattg
gaccagcttc
aaccgcat cc
cccaagggct
gaccccaacc
cagct ggaag
gcccggggat
agggt gat gc

540

600

660

720

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580



agcggaactg
aggt gaagcc
agct gcagaa
gccgagt ggc
cagaactgtg
t ggagct ggt
aaat gcaaac
aggct gagga
t gaagaaat t
agcggaagct
agaaggt caa
aggaccgcct
t ggat gggga
agct gcgggce
aagacgaggg
tggccgagge
agcgccggga
act ccaccaa
agaagact ct
gccacggcca
gt gcat ggga
t gagcagcct
agct gcagga
agaagct gca
agt ccaaaac
cccaggagct
ccat ggaggc
aacgggcgag
aggaggagga
aggccgaggc
ggggccgcecg
ggcagct t gt
agaaggcagc

agcgt gaggce

cgcggcect ac
act gct gcag
agt gcaggag
acagct ggaa
t gcagaggcc
ggt gt cagag
cgagaagaag
g9gt gcgegg
t gaagaggac
gct ggaagat
gagcct caat
acggaaggag
gagct cagag
ccagct gggc
tggggceccegg
ccaggaggac
cctgggcegag
cgcacagcag
ggaggaggag
ggccct gggg
gaagacccgg
gcagact gca
ggt gcagggc
gcgagcccag
cat ccgtct't
gctgcaggag
t gaggcagcc
ccgtgaactg
ggcaggggca
cct gacccag
ccggcet gcag
gagcaccct g

t gtacttcgg
t cgggecct g

N3027PCT_sequ. | i st..txt

ct caagct ga
gtgacgcegge
ct acagcagc
gaggagcgceg
gaggagacgc
ct ggaggct c
aggct gcagc
cagaagct gc
ctgctget cc
cgt ct ggceg
aagct acggc
gagaagggt c
ct gcaggagc
cggaaggagg
gcccagcet gc
ctggagtctg
gagct ggagg
gagct ccggt
act cgcat cc
gagct ggegg
ct ggccect gg
cgt caggagg
cgggct gat g
gct gaact gg
agcaaggagc
gagaccaggg
gggcetgegtg
cagact gccc
ct ggaggcag
cgcct ggecag
caggagct gg
gagaagaagc
gcagt ggagg

tcact gacac

gacact ggca
aggat gaggt
agagcgcccg
ccegect gge
gggggaggct
gcgtgggcga
agcacat aca
agct ggagaa
t ggaagacca
agttctcatc
t caaat at ga
gccaggagct
agat ggt gga
aggagct gca
t gaaat ccct
agcgt gt ggc
cgcetgcgggg
ccaagaggga
acgaggcggc
agcagct gga
aggccgaggt
gtgagcagcg
at ggggagag
agaatgtgtc
t gagcagcac
cgaaat t ggc
agcagct gga
aggcccagct
gggaggaggc
aaaagacaga
acgacgccac
agcgcaagt t
aacgt gageg
gggcactgga
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gt ggt ggcgg
gct gcaggca
cgaagt t ggg
agagcaattg
ggcagccecegce
ggaggaggag
ggagct agag
ggt gacgaca
gaatt ccaag
ccaggcagct
ggccacaat ¢
ggagaagct g
gcagcaacag
ggctgcect g
gcgggaggct
caggaccaag
cgagct ggag
acaggaggtg
agt gcaggag
gcaggcccgg
gt ccgagcet g
gaggcgcecgce
ggcacgagcg
tggggcget g
agaagcccag
cttggagt cc
ggaggaggca
tt ccgagt gg
acggcegcecgg
gaccgt ggat
cat ggacctg
t gaccagct t
ggccgaggca
ggaggagcag

ctgtttacca
cgggcccagyg
gagct ccagg
cgagcagagg
aagcaggagc
t gcagcegtc
gcccaccttg
gaggcaaaaa
ct gagcaagg
gaggaggagg
gcagacat gg
aagcggaggc
cgggcagagg
gccagggcag
caagcagccc
gcggagaagce
gacacgct gg
acggagct ga
ct gaggcagc
aggggcaaag
cgggcagaac
ct ggagtt ac
gaggctgct g
aacgaggct g
ctgcacgatg
cgggt gcgag
gct gccaggg
cggcggcegcec
gcagcccggg
cggct ggagce
gagcagcagc
ct ggcagagg
gagggccggg
gaggcacgt g

2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620



aggagct gga
aggat gacgt
cagccaat ga
at gccaagct
tgcagggecg
at gcagaggt
agaagct gga
aggaggaggc
aggt ggagga
agcgcct caa
accgt gct cg
gtaaccttag
agt t ggagga
gcaagct gct
cagccaaggc
gcctgggt ga
agt ct aagt t
ct ggaaagct
aggagcggag
agcagct gaa
gccggaggct
aagt gaccac
t gcgccaggt
agcct gggt ¢
cct accct gt
acgggcccct
act ct ggcat
t aaacacaga
ggact gggt a
gttattgatc
t gcaacccat
ccct et cacc
cgct ct cact
ct gagcgaca

ggggacccct

gcggcagaac
cggcaagagc
t ct gcgagca
gcgt ct ggag
t gat gaggct
ggagcgggat
gggagagcet g
ggt gaagcag
gacacgcacc
gggcect ggag
gcggcaggcec
caaggcagcc
agagct ggag
cctgcaggt a
agagagcgag
ggaggat gct
ggcccaggct
ggtgcgcaga
ggtggcetgac
gcggcagcet g
gcagcgt gag
act gaggaac
cttccgacta
t gggccat cc
ccccagat gc
gt cccaggaa
ttatcacccc
ggagcggggc
cagttggcaa
t at agacat t
tccctct get
atctttcttg
ctctacgt ag
gaagccccag

ctcactcctg

N3027PCT_sequ. | i st..txt

cgggcecct gc
gt gcat gagc
caggt gacag
gtgact gt gc
ggt gaagaga
gaggagcgga
gaggagct ga
cttcgcaaga
t cccgggagg
gct gaggt gc
cagcaggacc
att ct ggagg
gaggagcaga
gagt cact ga
cggcagcagc
ggggceccgt g
gaggagcagc
gct gagaagc
cagct ccggg
gaggaggccg
ct ggaagat g
cggct t cgac
gaggagggcg
ccggagect g
act aacagat
cceccgecctc
cacct gggt c
aggcagggag
gctgtgttte
aggaagggag
tctctctctc
gcctctctga
ccact ct cct
gcct ccacca

ctgctgecca

gggct gaget
t ggaacgagc
aact ggagga
aggct ct caa
ggcggaggca
agcagcgcac
aggct cagat
t gcaggccca
agatcttctc
t gcggct gca
gggat gagat
agaagcgt ca
gcaact cgga
ccacagagct
t ggaacggca
cccgecacaa
t agagcaaga
ggctt aaaga
accagct gga
aggaggaggc
t cacagagt c
gcggccccct
t ggcat ccga
aggggt cccc

ggggcccagce
tgacttcttg

ccct gcaacc
gcaat gact g
cat cagct cc
t gagacggct
tctctctcecte
gggt ct ct ct
tcccccattt
gcct t gaacc

tgctctgece
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ggaggcact g
ct gccgggt a
t gagct gaca
gact cagcat
gct ggccaag
tctggcegtg
ggcctctgece
gat gaaggag
ccagaat cgg
ggaggaact g
ggcagat gag
gct ggagggg
gct gct caat
gt cagct gag
gat ccaggag
gat gaccat t
gaccagagag
ggtggtgcetc
gaagggaaac
at cccgggct
ggccgagt cc
cacctt cacc
cgaggaggca
accagcccac
ccccttectce
ccctttggaa
t cccat caaa
gagct acct t
ct gt cct cct
cct ccaccat
tccctecctce
gtgcatcttt
ct gcgt ccac
cttgcaaagg
tcccttctgg

ct gagcagca
gcagaacagg
gcggccgagyg
gagcgt gacc
cagct gagag
gctgceccgcea
ggccagggca
ct at ggcggg
gaaagt gaaa
gccgect cgg
gtggccaat g
cgect ggggc

gaccgct acc
cgcagtttct
ct acggggac
gctgeecttg
cgcat cct ct
caggt ggagg
cttcgagtca
caggccggcec
at gaaccgt g
acccgcacgg
gaggaagcac
ccccagt gac
cct ggacccc
at ggt gcagc
ggat gacccc
gcttgttgog
ttcttcectce
cct cagccag
tccttcccta
t t aggaat ct
ccctgaactc
ggcaggacaa

ttgct ctgag

4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6420
6480
6540
6600
6660
6720



N3027PCT_sequ. | i st..txt
gottcggage ttccectectgg gactaaagga gtgtccttta ccctceccage ctccaggetce 6780

t ggcagaaat aaactccaac ccgactggac cat aaaaaaa aaaaaaaaaa a 6831

<210> 84

<211> 2003

<212> PRT

<213> Honp sapi ens

<220>

<221> M SC_FEATURE

<222> (1)..(2003)

<223> nyosin, heavy chain 14 (MYH14), transcript variant 1

<400> 84
Met Ala Ala Val Thr Met Ser Val Pro Gy Arg Lys Ala Pro Pro Arg
1 5 10 15

Pro Gy Pro Val Pro Gu Ala Ala G n Pro Phe Leu Phe Thr Pro Arg
20 25 30

Gy Pro Ser Ala Gy Gy Gy Pro Ay Ser Gy Thr Ser Pro G n Va
35 40 45

Gu Trp Thr Ala Arg Arg Leu Val Trp Val Pro Ser Gu Leu Hs Gy
50 55 60

Phe GGu Ala Ala Ala Leu Arg Asp Gu Gy Gu Gu Gu Ala Qu Va
65 70 75 80

Gu Leu Ala Gu Ser Gy Arg Arg Leu Arg Leu Pro Arg Asp G n lle
85 90 95

Gn Arg Met Asn Pro Pro Lys Phe Ser Lys Ala Gu Asp Met Ala G u
100 105 110

Leu Thr Cys Leu Asn GQu Ala Ser Val Leu His Asn Leu Arg Gu Arg
115 120 125

Tyr Tyr Ser Gy Leu Ile Tyr Thr Tyr Ser Gy Leu Phe Cys Val Va
130 135 140

Asn Pro Tyr Lys An Leu Pro Ile Tyr Thr Gu Ala Ile Val Gu
155 160

_k_
~—
(SN0
-y
&)
o

Met Tyr Arg Ay Lys Lys Arg Hs GQu Val Pro Pro His Val Tyr A a
165 170 175

Val Thr Au Gy Ala Tyr Arg Ser Met Leu G n Asp Arg Gu Asp G n
180 185 190

Ser Ile Leu Cys Thr Gy GQu Ser Gy Ala Gy Lys Thr A u Asn Thr
195 200 205

Page 406



Lys

Ay

Phe

Asp

305

Phe

Phe

Asn
385
Asp

Thr

Asp

Leu
465

210

Lys

Leu

Asn

GAn

Leu

GAn

Asn

Asp

Tyr

Al a

450

Arg

Val

Al a

Arg

Thr

Leu

Thr

Al a

Thr

Phe

Val

435

Leu

Leu

Ile

Pro

Arg

Tyr

Ser

Lys

Asn

340

Thr

Ser

Leu

Al a

Ser

420

GAn

Al a

Asn

GAn

Ay

Asn

Leu

Phe

Al a

325

Ay

Leu

Vet

Lys

Al a

405

Arg

Lys

Lys

Arg

Val

230

Leu

Val

Phe

Leu

310

Asp

Pro

Leu

Arg

GAn

Al a

Al a

Al a

Al a
470

Leu

215

Pro

Leu

Lys

Asp

Ile

Leu

Ser

Ser

Lys

Leu

GAn

Thr

455

Leu

N3027PCT_sequ. | i st..txt

Ala His Val Al a

Al a

Asn

Val

280

Lys

Phe

Leu

Ser

Leu

360

Vet

Arg

Leu

Leu

Thr

440

Tyr

Asp

Ser

Al a

Asp

Al a

Ser

Tyr

Leu

Ser

345

Arg

Val

Asn

Thr
425

Lys

Arg

Val Ser
235

Asn Pro

250

Asn Ser

Gy Tyr

Arg Al a

G n Leu

315

GAu Pro

Pro Gy

Val Leu

Ser Al a

Thr Asp

Arg Leu

Pro Arg

GAu dn

Arg Leu

Ser Pro
475
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Ser
220
Thr

Ile

Ser

Leu

GAn

Ay

Val

380

GAn

Leu

Al a

Phe
460

Arg

Ser

Val

Leu

Arg

Val

285

Arg

Ay

Ser

GAu

Phe

365

Leu

Al a

Ay

Lys

Asp

Arg

GAn

Pro

Ser

Phe
270

Ay

Ay

Hi s

Arg

Ser

Thr

Leu

Val

430

Phe

Trp

Ay

Lys

Tyr

Al a

255

Ay

Al a

Al a

Al a

Tyr

335

Hi s

Phe

Vet

Ay

Ay

Al a

Leu

Al a

Phe

Lys

Asn

Lys

Ay

Arg

Leu

Ay

Pro

400

Val

Arg

Leu

Val

Ser
480



N3027PCT_sequ. | i st..txt

Phe Leu Gy Ile Leu Asp Ile Ala Gy Phe Gu Ile Phe G n Leu Asn
485 490 495

Ser Phe GGu G n Leu Cys Ile Asn Tyr Thr Asn Gu Lys Leu G n dn
500 505 510

Leu Phe Asn Hs Thr Met Phe Val Leu Gu Gn Gu Gu Tyr Gn Arg
515 520 525

Gu Gy Ile Pro Trp Thr Phe Leu Asp Phe Gy Leu Asp Leu G n Pro
530 535 540

Cys Ile Asp Leu Ile Gu Arg Pro Ala Asn Pro Pro Gy Leu Leu Al a
545 550 555 560

Leu Leu Asp Glu Gu Cys Trp Phe Pro Lys Ala Thr Asp Lys Ser Phe
565 570 575

Val Gu Lys Val Ala Gn Gu Gn Gy Ay Hs Pro Lys Phe G n Arg
580 585 590

Pro Arg His Leu Arg Asp G n Ala Asp Phe Ser Val Leu Hs Tyr Al a
595 600 605

Gy Lys Val Asp Tyr Lys Ala Asn Gu Trp Leu Met Lys Asn Met Asp
610 615 620

Pro Leu Asn Asp Asn Val Ala Ala Leu Leu His Gn Ser Thr Asp Arg
625 630 635 640

Leu Thr Ala Gu lle Trp Lys Asp Val GQu Gy Ile Val Gy Leu Gu
645 650 655

Gn Val Ser Ser Leu Gy Asp Gy Pro Pro Gy Gy Arg Pro Arg Arg
660 665 670

Gy Met Phe Arg Thr Val Gy Gn Leu Tyr Lys Gu Ser Leu Ser Arg
675 680 685

Leu Met Ala Thr Leu Ser Asn Thr Asn Pro Ser Phe Val Arg Cys lle
690 695 700

Val Pro Asn His Au Lys Arg Ala Gy Lys Leu Au Pro Arg Leu Val
705 710 715 720

Leu Asp G n Leu Arg Cys Asn Ay Val Leu Gu Gy Ile Arg Ile Cys
725 730 735

Arg Gn Ay Phe Pro Asn Arg Ile Leu Phe G n Gu Phe Arg G n Arg
740 745 750
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Tyr Gu lle Leu Thr Pro Asn Ala Ile Pro Lys Ay Phe Met Asp Gy
755 760 765

Lys Gn Ala Cys Gu Lys Met Ile Gn Ala Leu Gu Leu Asp Pro Asn
770 775 780

Leu Tyr Arg Val Gy GAn Ser Lys Ile Phe Phe Arg Ala Gy Val Leu
785 790 795 800

Ala Gn Leu Gu Gu Gu Arg Asp Leu Lys Val Thr Asp Ile Ile Val

Ser Phe Gn Ala Ala Ala Arg Gy Tyr Leu Ala Arg Arg Ala Phe G n
820 825 830

Lys Arg Gn Gn Gn G@n Ser Ala Leu Arg Val Met G n Arg Asn Cys
835 840 845

Ala Ala Tyr Leu Lys Leu Arg His Trp Gn Trp Trp Arg Leu Phe Thr
850 855 860

Lys Val Lys Pro Leu Leu Gdn Val Thr Arg Gn Asp Gu Val Leu Gn
865 870 875 880

Ala Arg Ala G n Gu Leu Gn Lys Val Gn GQu Leu Gn A@n An Ser

Ala Arg Gu Val Gy GQu Leu Gdn Ay Arg Val Ala Gn Leu Gu Gu
900 905 910

Gu Arg Ala Arg Leu Ala Gu Gn Leu Arg Ala Gu Ala Gu Leu Cys
915 920 925

Ala Gu Ala Gu GQu Thr Arg Gy Arg Leu Ala Ala Arg Lys G n Gu
930 935 940

Leu Gu Leu Val Val Ser Gu Leu Gu Ala Arg Val Gy Gu Gu Gu
945 950 955 960

Gu Cys Ser Arg Gn Met GAn Thr Gu Lys Lys Arg Leu Gn Gn Hs
965 970 975

[le Gn GQu Leu Gu Ala Hs Leu u Ala Gu Gu Gy Ala Arg Gn
980 985 990

Lys Leu G n Leu Au Lys Val Thr Thr Gu Ala Lys Me

t Lys Lys Phe
995 1000 1005

GQu Gu Asp Leu Leu Leu Leu G u Asp G n Asn Ser Lys Leu Ser
1010 1015 1020

Lys Gu Arg Lys Leu Leu Gu Asp Arg Leu Ala Gu Phe Ser Ser
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Arg

Arg

Arg

Ay

Al a

Arg

Al a

Leu

Val

Al a

Lys

Arg

Thr
1250

Leu
1265

Al a

Lys

Arg

Al a

Lys

Leu

Arg

Ser

Arg

GAu

Tyr

Ay

Arg

Leu

Al a

GAu

Al a

Arg

GAu

Thr

Leu

Leu

Leu

Ser

Leu

GAu

GAu

Lys

GAu

Al a

GAn

GAn

Al a

GAu

Ay

Leu

Leu

Arg

GAu

Al a

Leu

GAu

GAu

Al a

Ay

Ser

GAu

Al a

Leu

GAn

Lys

GAu

Arg

GAu

GAn

GAn

Leu

GAn

Leu

Lys

Asp

Leu

Al a

Arg

Leu

Asp

Thr

Ay

Val

Ser

GAu

GAn

Al a

Arg

Ser

Leu

Leu

GAn

Ile

Al a

Lys

Ser

GAu

Leu G n Gu Va

1030

Gu Lys Val
1045

Thr 1le Ala
1060

Arg GAn Gu
1075

Ser Gu Leu
1090

Gu Leu Arg
1105

Ala Leu Al a
1120

Leu Lys Ser
1135

Gu Asp Leu
1150

Gn Arg Arg
1165

Leu G u Asp
1180

Ser Lys Arg
1195

Gu du Thr
1210

Arg Hs Gy
1225

Ala Arg Arg
1240

Gu Ala@u
1255

Thr Ala Arg
1270

Gn

1285
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Leu
1050

1215

Leu
1230

N3027PCT_sequ. | i st..txt
1035

Asn

Asp

Leu

Vet

Ay

Asp

Al a

Arg

Ser

Val

Ay

Al a

Leu

Lys

Arg

Lys

Val

Arg

GAu

GAn

Val

Thr

Thr

Al a

Trp

Arg

GAn

Arg

Leu

Leu

Arg

GAu

Lys

Ay

Al a

Al a

Leu

Asn

GAu

Al a

Leu

GAu

Al a

Arg

Al a



Ay

Arg

Al a

Arg

Ser

Al a

Leu

Lys

Va

Arg

Leu

Al a
1340

Al a
1355

Al a
1370

Ser

Lys

Al a

Arg

Trp

Ay

Leu

Arg

Arg

Arg

Al a

GAu

Al a

Lys

Leu

Leu

Ay

Al a

Arg

GAu

Arg

Arg

GAu

Lys

Al a

GAu

GAu

GAu

Arg

GAu

Thr

Hi s

Al a

Leu

Ay

Arg

Al a

Leu

Arg

GAn

Phe

Val

Al a

Al a

Leu

Al a

Leu

Ile

Asp

Leu

Arg

Arg

Arg

Arg

Al a

Arg

GAn

Asp

GAu

Arg

Arg

GAu

N3027PCT_sequ. | i st..txt

Arg Ala Gu Ala Ala Gu

1300

Al a
1345

y
1360

Asn

Leu

An

Ser

Leu

du

Arg

Lys

An

Leu

Arg

Leu

Leu

Val Ser

Ser Lys

GAu Leu

Arg Va

Leu Gu

Gn Thr

Ala Ala

Thr Gu

Leu Val

Leu Al a

Ser Leu

Leu Gu

Leu Ser

Ay

GAu

Leu

Arg

GAu

Al a

Al a

Arg

Thr

Leu

Ser

GAu

Al a

Thr

Arg

Ser
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1305

Al a
1320

Leu
1335

GAn
1350

Al a
1365

1440

1545

Lys

Leu

Ser

Vet

Al a

Al a

Al a

Al a

Asp

Asp

Leu

Lys

Al a

Al a

Asn

Asp

Leu

Asn

Ser

Al a

GAn

Leu

GAu

Arg

Al a

Al a

GAu

Leu

Arg

Asp

GAn

GAu

Thr

Thr

Al a

Al a

Leu

GAu

Al a

Leu

Thr

Lys

Al a

Ay

GAu

Al a

Val



Ay

Val

Asp

Arg

Leu

Leu

Val

Arg

Val

Arg

Asn

Leu

Leu

1550

Asn
1700

Leu
1715

Ser

Al a

Thr

Al a

Al a

Al a

Val

Al a

Val

Arg

Arg

Al a

Asn

Ay

Asn

Val

Val

Asn

Al a

Leu

Ay

GAu

Al a

GAn

Leu

GAu

GAu

Leu

GAn

Leu

Arg

Ser

GAu

Hi s

Asp

Al a

Lys

GAu

Val

Al a

Vet

Arg

GAu

Ser

GAn

GAn

Ser

Leu

GAu

Ser

GAu

Leu

GAu

Thr

Arg

Al a

Lys

Thr

Asp

Lys

Ay

Leu

Leu

N3027PCT_sequ. | i st..txt
Gu Arg Ala Cys Arg Val

Leu
1555

Leu
1780

Thr
1795

Al a

Al a

Hi s

Arg

Asp

Lys

Al a

An

Thr

Arg

Leu

Asp

Al a

Leu

Asn

Thr

G n Val Thr

Lys Leu Arg

Gu Arg Asp

Arg G n Leu

Gu du Arg

Leu Gu Gy

Gy Gn dy

Ala A n Mt

Ser Arg Gu

Leu Lys Gy

Ala Al a Ser

Gu Met Ala

Ile Leu Gu

Asp Arg Tyr

A u Leu Ser
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1560

GAu
1575

Leu
1590

Leu
1605

1770

Leu

GAu

Lys

GAn

Leu

GAu

Arg

GAu

Lys

GAu

Lys

Al a

GAu

Val

Ay

Arg

GAu

GAu

Leu

Phe

Al a

Al a

Val

Arg

GAu

Leu

Arg

GAu

Asp

Thr

Arg

Leu

Thr

GAu

Al a

Trp

Ser

GAu

Arg

Al a

GAn

GAu

Leu

Ser



N3027PCT_sequ. | i st..txt
Phe Ser Ala Lys Ala Gu Ser Gy Arg Gdn Gn Leu Gu Arg dn
1805 1810 1815

[le Gn Gu Leu Arg Ay Arg Leu Gy Gu Gu Asp Ala Gy A a
2
Arg Ala Arg His Lys Met Thr Ile Ala Ala Leu Gu Ser Lys Leu
Ala Gn Ala du G@u dnleu Gu dn Gu Thr Arg Gu Arg lle
186

Leu Ser Gy Lys Leu Val Arg Arg Ala GQu Lys Arg Leu Lys Qu
1865 187 7

Val Val Leu @n Val Au Gu Gu Arg Arg Val Ala Asp G n Leu
1880 1885 1890

Arg Asp G n Leu Gu Lys G Asn Leu Arg Val Lys G n Leu Lys
Arg Gn Leu du du Ala du Gu Gu Ala Ser Arg Ala Gn Ala
Gy Arg Arg Arg Leu G n Arg Gu Leu Au Asp Val Thr G u Ser
Ala Gu Ser Met Asn Arg Au Val Thr Thr Leu Arg Asn Arg Leu

Arg Arg dy Pro Leu Thr Phe Thr Thr Arg Thr Val Arg GAn Va
55 1960 1965

Phe Arg Leu Gu Gu Gy Val Ala Ser Asp Gu du Ala Gu du
70 1975 1980

Ala Gn Pro dy Ser Ay Pro Ser Pro Gu Pro Gu Gy Ser Pro
1985 1990 1995

Pro Ala Hiys Pro Gn
2000

<210> 85

<211> 6807

<212> DNA

<213> Honp sapi ens

<220>

<221> msc_feature

<222> (1)..(6807)

<223> nyosin, heavy chain 14 (MYH14), transcript variant 2

<400> 85
ctctttctce ccaggccgaa gectcgggac ggccctggaa gecgaccatg gcagecgtga 60
Page 413



ccat gt cggt
agccgtt cct
ccccgeaggt
t cgaggcggc
gcgggaggcyg
gcaaggccga
t ccgggageg
t caacccgt a
agaagcgcca
t gct gcagga
cggaaaacac
ggaaggagcce
t agaggcect t
t cat ccgcat
t gct ggagaa
accagct gct
cccact accg
t ccaggagac
t gct gcggat
acaccgat ca
gact gggggt
act at gt gca
aggccacct a
gcagcccccg
t ccagct gaa
tcttcaacca
ggacctt cct
ccaacccccece
acaagt cgtt
cgaggcacct
acaaggccaa
tgctccacca

t ggggct gga
gtatgttccg

gcccgggcag
gttcacgccc
ggagt ggacg
ggcget gegg
gctgcgact g
ggacat ggcc
gtactact cc
caagcagct t
cgaggt gcca
t cgt gaggac
caagaaggt c
gggt gt cccc
t ggcaat gcc
caacttt gat
gt cgcgggcec
ggggggcegct
gttcctgacc
gct ggagt cg
ggt ct cagca
agccaccatg
gacggatttc
gaaagcccag
cgagcgcct c
ccaaggcgcc
ctccttcgag
caccatgttc
cgactttggc
tggactcctg
t gt ggagaag
gcgggat cag
cgagtggctg
gagcacagac
acaggt gagc
gacagt ggga

N3027PCT_sequ. | i st..txt

aaggcgcccc
cgcgggcecca
gceccggegt c
gacgaaggcg
ccgcgggacc
gagct gacct
ggcct cat ct
cccat ct aca
ccccacgt gt
cagtccattc
at ccagt acc
ggt gagcet gg
aagacagt ga
gttgcecgggat
at ccgccagg
ggagagcagce
aacgggccgt

ct gcgggt cc
gttctccagt

cct gacaaca
t cccgagcect
act aaggaac
ttccgetgge
tccttcctgg
cagct ct gca
gt gct ggagc
ct cgacct gc
gccct gect gg
gt agcccagg

gccgacttca
atgaaaaaca
cggct gacgg
agcctgggcg

cagctctaca

ccaggccgag
gcgeggat gg
t cgt gt gggt
aggaggaggc
agat ccagcg
gcct caacga
acacgtactc
cagaagccat
acgcagt gac
t ct gcact gg
t cgcccacgt
agcggcagct
agaat gacaa
acat cgt ggg
ccaaggacga
t caaagccga
catcctctce
t gggatt cag
tt ggcaacat
cagctgcaca
tgct caccce
aggct gact t
tggttctgeg
gcat cct gga
t caact acac
aggaggagt a
agccct geat
at gaggagt g
agcagggacag
gtgttctcca
t ggaccct ct
cagagatctg
acggcccacc
aggagt ccct
Page 414

cccagt gecc
cgggcct gge
gcct t cggag
ggaggt ggag
cat gaacccg
ggcctcggtc
cggccttttce
t gt ggagat g
€gagggggcc
agagt ct gga
ggcgt cgt ct
gctt caggcec
ctcctccega
cgccaacat t
gtgcagcttc
cctectectce
cggccaggag
ccacgaggaa
tgcctt gaag
gaagct ct gc
t cgcat caaa
cgcget ggag
cct caaccgg
cat cgcgggc
caacgagaag
ccagcgt gag
cgacctcatc
ctggttcccg
ccaccccaag
ct acgcgggc
gaat gacaac
gaaagacgt g
aggt ggcegce

gagccgcect ¢

gaggcggcecce
t cgggcacct
cttcacgggt
ct ggcggaga
cccaagttca
ct gcacaacc
t gt gt ggt ca
t accggggca
t at cggagca
gct gggaaga
ccaaagggca
aaccccat cc
tt cggcaaat
gagacct acc
cacat ctt ct
gagccct get
cgggaact ct
at cat ct cca
agagaacgga
cgcct cttgg
gtt ggccgag
gccct ggeca
gcct t ggacc
tttgagat ct
ct gcagcagc
ggcat ccect
gagcggccgg
aaggccacag
tt ccagcggce
aaggt cgact
gt cgcagcect
gagggcat cg
cccegt cggg

at ggccacac

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
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t cagcaacac caaccccagt tttgtccget gcattgtccc caaccacgag aagagggcecg 2160

ggaagct gga gccacggetg gtgctggacc agcttcgetg caacggggtc ctggagggeca 2220
tccgcatctg tcgeccaggge ttcceccaacc gcatcctctt ccaggagttc cggcagcegat 2280
acgagat cct gacacccaat gccatcccca agggcttcat ggatgggaag caggectgtg 2340
aaaagat gat ccaggcgctg gaactggacc ccaacctcta ccgcgtggga cagagcaaga 2400
tcttctteccg ggetggogtc ctggeccage tggaagagga gcgagacctg aaggtcaccg 2460
acatcatcgt ctccttccag gcagcectgecc ggggatacct ggcetcgcagg gecttccaga 2520
agcgccagca gcagcagagc gccctgaggg tgatgcagecg gaactgegeg gectacctca 2580
agct gagaca ctggcagtgg tggeggctgt ttaccaaggt gaagccactg ctgcaggtga 2640
cgcggcagga tgaggtgcetg caggcacggg cccaggagct gcagaaagtg caggagctac 2700
agcagcagag cgcccgcgaa gttggggage tccagggccg agtggcacag ctggaagagg 2760
agcgcgcececg cctggcagag caattgcgag cagaggcaga actgtgtgca gaggccgagg 2820
agacgcgggg gaggctggca gcccgcaagce aggagcetgga getggtggtg tcagagetgg 2880
aggct cgcgt gggcgaggag gaggagt gca gccgtcaaat gcaaaccgag aagaagaggc 2940
t gcagcagca catacaggag ctagaggccc accttgaggc tgaggagggt gcgcggcaga 3000
agct gcaget ggagaaggtg acgacagagg caaaaat gaa gaaatttgaa gaggacctgc — 3060
tgctcctgga agaccagaat tccaagcetga gcaaggagcg gaagctgetg gaagatcgtce 3120
t ggccgagtt ctcatcccag gcagctgagg aggaggagaa ggtcaagagc ctcaataagec 3180
t acggct caa at at gaggcc acaat cgcag acat ggagga ccgcctacgg aaggaggaga 3240
agggt cgcca ggagcet ggag aagcet gaagc ggaggcet gga tggggagage tcagagetge 3300
aggagcagat ggtggagcag caacagcggg cagaggagct gcgggcccag ctgggecgga 3360
aggaggagga gctgcaggct gccctggeca gggcagaaga cgagggt ggg gcccgggece 3420
agct gct gaa atccctgcgg gaggct caag cagccct ggc cgaggcccag gaggacctgg 3480
agt ct gageg tgtggeccagg accaaggcgg agaagcagcg ccgggacctg ggcgaggage 3540
t ggaggcgcet gcggggcgag ctggaggaca cgctggact c caccaacgca cagcaggagce 3600
t ccggt ccaa gagggaacag gaggt gacgg agct gaagaa gactctggag gaggagactc 3660
gcat ccacga ggcggcagtg caggagctga ggcagcgcca cggccaggcec ctgggggage 3720
t ggcggagca gct ggagcag gcccggaggg gcaaaggt gc at gggagaag acccggetgg 3780
ccct ggagge cgaggt gt cc gaget gcggg cagaact gag cagcctgcag actgcacgtc 3840
aggagggt ga gcagcggagg cgccgect gg agttacagcet gcaggaggtg cagggecggg 3900
ct ggt gat gg ggagagggca cgagcggagg ctgctgagaa gctgcagcga gcccaggetg 3960
aact ggagaa tgtgtctggg gecgctgaacg aggcetgagtc caaaaccatc cgtcttagca 4020
aggagct gag cagcacagaa gcccagcetgc acgatgccca ggagetgcetg caggaggaga 4080
ccagggcgaa attggecttg gggtcccggg tgcgageccat ggaggcetgag gcagcecggge 4140

t gcgt gagca gctggaggag gaggcagcetg ccagggaacg ggcgggecgt gaactgcaga 4200
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ct gcccaggce
aggcagggga
t ggcagaaaa
agct ggacga
agaagcagcg
t ggaggaacg
t gacacgggc
ccct gecgggce
at gagct gga
t gacagaact
ct gt gcaggce
aagagaggcg
agcggaagca
agct gaaggc
gcaagat gca
gggaggagat
aggt gct gcg
aggaccggga
t ggaggagaa
agcagagcaa
cact gaccac
agcagct gga
cccgt geecg
agcagct aga
agaagcggct
t ccgggacca
aggccgagga
aagat gt cac
ttcgacgcgg
agggcgt ggc
agcct gaggg
acagat gggg
gccct ct gac

t gggt cccct

ccagctttcc
ggaggcacgg
gacagagacc
cgccaccatg
caagtttgac
t gagcgggcc
act ggaggag
tgagct ggag
acgagcct gc
ggaggat gag
t ct caagact
gaggcagct g
gcgcactctg
t cagat ggcc
ggcccagat g
cttctcccag
gctgcaggag
t gagat ggca
gcgt cagct g
ct cggagcetg
agagct gt ca
acggcagat c
ccacaagatg
gcaagagacc
t aaagaggt g
gct ggagaag
ggaggcat cc
agagt cggcc
ccccct cacc
at ccgacgag
gt ccccacca
cccagecccec
ttcttgeect

gcaacct ccc

N3027PCT_sequ. | i st..txt

gagt ggcggc
c€gccgggacag
gt ggat cggc
gacct ggagc
cagcttctgg
gaggcagagg
gagcaggagg
gcact gct ga
cgggt agcag
ct gacagcgg
cagcat gagc
gccaagcagc
gccgtgget g
t ct gccggec
aaggagct at
aat cgggaaa
gaact ggccg
gat gaggt gg
gaggggcgcce
ct caat gacc
gct gagcgca
caggagct ac
accattgctg
agagagcgca
gt gct ccagg
ggaaaccttc
cgggct cagg
gagt ccat ga
ttcaccaccc
gaggcagagg
gcccaccccec
ttcctcectg

t t ggaaat gg

at caaaggat

ggcgccagga
cccgggaggce
t ggagcgggg
agcagcggca
cagaggagaa
gccgggagceg
cacgt gagga
gcagcaagga
aacaggcagc
ccgaggat gc
gt gacct gca
t gagagat gc
cccgcaagaa
agggcaagga
ggcgggaggt
gt gaaaagcg
cct cggaccg
ccaat ggt aa
tggggcagtt
gctaccgcaa
gtttctcagc
ggggacgcct
cccttgagtc
tcctctctgg
t ggaggagga
gagt caagca
ccggecgecyg
accgt gaagt
gcacggt gcg
aagcacagcc
agt gaccct a
gaccccacgg
t gcagcactc
gacccct aaa
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ggaggaggca
cgaggccctg
ccgeegecgg
gctt gt gage
ggcagct gt a
t gaggct cgg
gct ggagegg
t gacgt cggc
caatgatctg
caagct gegt
gggccgt gat
agaggt ggag
gct ggaggga
ggaggcggat g
ggaggagaca
cct caagggc
t gct cggcgg
ccttagcaag
ggaggaagag
gctgctcectg
caaggcagag
gggt gaggag
t aagtt ggcc
aaagct ggt g
gcggaggat g
gct gaagcgg
gaggct gcag
gaccacact g
ccaggtcttc
tgggt ct ggg
ccctgtcecc
gcccect gt cc
tggcattt at

cacagaggag

ggggcact gg
acccagcgcc
ct gcagcagg
accct ggaga
cttcgggcag
gccct gt cac
cagaaccggg
aagagcgt gc
cgagcacagg
ct ggaggt ga
gaggctggatg
cgggat gagg
gagct ggagg
aagcagcttc
cgcacct ccc
ct ggaggct g
caggcccagce
gcagccattc
ct ggaggagg
caggt agagt
agcgggcgyc
gat gct gggg
caggct gagg
cgcagagct g
gct gaccagc
cagct ggagg
cgt gaget gg
aggaaccggc
cgact agagg
ccat cccegg
agat gcact a
caggaacccc

cacccccacc

¢ggggcagge

4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240



agggaggcaa
tgtttccatc
agggagt gag
tctetctetce
ct ct gagggt
tctccttccce
ccaccagcct
t gcccat got
aaaggagt gt
ctggaccat a
<210>
<211>

<212>
<213>

86
1995
PRT
Hono

<220>
<221>
<222>
<223>

(1).
my os

<400> 86

Met Ala Al a
p

Pro Gy Pro

Gy Ser

35

Pro

Trp Thr

50

Phe
65

GAu Ala

Leu Al a

Gn Arg

Leu Thr

Tyr Tyr

130

t gact ggagc
agct cccet gt
acggctcctc
tctctctcce
ctctetgtge
ccatttctgc
t gaacccttg
ctgcect cec
cctttaccct

daaaaaaaaa

sapi ens

M SC_FEATURE

-(1995)
in,

Val Thr

5

Me

Val
20

Pro d

Ala Gy d

Ala Arg Ar

Ala Al a Le

70

A u Ser

85

a

Asn Pro Pr

100

Leu Asn G

Gy Leu

N3027PCT_sequ. | i st..txt

taccttgett
cctectttct
caccatcctc
tccctctcect
atctttttag
gtccacccct
caaaggggca
ttctggttge
cccagcctcc

aaaaaaa

heavy chain 14 (MYH14),

t Ser Va
u Ala Al a

Pro
40

y Gy

g Leu Val

55

u Arg Asp

y Arg Arg

o Lys Phe

u Al a Ser

120

Thr
135

gttgggggac

tccetegtta
agccagt gca
t ccct acccet
gaat ct cgct

gaact cct ga

ggacaagggag
t ct gagggt t
aggct ct ggc

Pro Gy Arg
10

Pro Phe

Gy Ser Ay

Trp Val Pro

Ay

Leu Arg Leu

90

Ser
105

Lys Al a

Val Leu His

Tyr Ser Gy

Page 417

transcri pt

t gggt acagt
ttgatctata

acccattccc
ct caccat ct
ct cact ct ct
gcgacagaag
acccctctca
cggagcttcc

agaaat aaac

varia

Lys Ala Pro

Phe Thr

30

Leu

Thr Ser

45

Pro

Ser
60

GAu Leu

GAu Al a

Pro Arg Asp

Gu Asp

Leu
125

Asn

Leu Phe

140

t ggcaagct g
gacattagga
tctgettcte
ttcttggect
acgt agccac
ccccaggcect
ctcctget ge
ct ct gggact

t ccaacccga

nt 2

Pro
15

Arg

Pro

Arg

Val

Hi s

Ay

Val

80

GAu

Arg

Val Va

6300
6360
6420
6480
6540
6600
6660
6720
6780
6807



_k_
~—
(SN0

Val

Ser

Lys

Arg

Al a

Asp

Al a

Ser

Tyr

305

Leu

Ser

Arg

Val

Asn
385

Asn

Tyr

Thr

Lys

Asn

Asn

Ay

Arg

GAn

GAu

Pro

Val

Ser

370

Thr

Arg

Pro

Arg

Leu
195

Val

Pro

Ser

Tyr

275

Al a

Leu

Pro

Ay

Leu

355

Al a

Asp

Leu

Tyr

Ile

Pro

Ile

Ser

260

Ile

Leu

Ay

Val

GAn

Leu

Thr

GAn

Ay

Leu

245

Arg

Val

Arg

Ay

Ser

325

GAu

Phe

Leu

Al a

Ay

Lys

Tyr

Ay

Tyr

Val

230

Phe

Ay

Ay

Hi s

Arg

Ser

Thr
390

Leu

Leu

Arg

Arg

Leu

215

Pro

Al a

Ay

Al a

Al a

295

Al a

Tyr

H s
Phe
375

Vet

Ay

N3027PCT_sequ. | i st..txt

Pro Ile Tyr Thr

Hi s

Ser

Ser

200

Al a

Ay

Phe

Lys

Asn

280

Lys

Ay

Arg

Leu

Ay

Pro

Val

Met
185
Ay

Hi s

Gy
Phe
265

Ile

Asp

Phe

Phe

345

Asn

Asp

Thr

Val

170

Leu

Al a

Val

Leu

Asn

250

Ile

GAu

GAu

GAn

Leu

330

Ile

Asn

Asp
410

Page 418

155

Pro

Ay

Al a

Al a

Arg

Thr

Leu
315

Thr

Ile

Al a

Thr

395

Phe

GAu

Pro

Asp

Lys

Ser

220

Arg

Lys

Ile

Tyr

Ser

300

Lys

Asn

Thr

Ser

Leu

380

Al a

Ser

Al a

Hi s

Arg

Thr

205

Ser

GAn

Thr

Asn

Leu

285

Phe

Al a

Ay

Leu

Vet

365

Lys

Al a

Arg

Val

Pro

Leu

Val

Phe

270

Leu

Hi s

Asp

Pro

Leu

Arg

Al a

Asn

Lys

Leu

Lys

Asp

GAu

Ile

Leu

Ser

335

Ser

Arg

GAu

Lys

Leu
415

Al a

GAn

Thr

Ay

Asn

Val

Lys

Phe

Leu

320

Ser

Leu

Vet

Arg

Leu

400

Leu



Thr

Lys

Arg

Ay

Tyr

Leu

Asp

Al a

545

Pro

Ay

Asp

Leu

625

Val

Pro

Leu

Asn

Pro

GAu

Arg

Ser

Phe

Thr

GAu

Phe

530

Asn

Lys

Ay

Phe

Pro

Tyr

Pro

Leu

Pro

Asn

Ay

Pro

Al a

Hi s

Ser

595

Leu

Hi s

Ay

Ay

Lys

Ser

Al a

Phe

Arg

GAu

Leu

Pro

Thr

Pro

580

Val

Vet

GAn

Ile

Ay

GAu

Phe

Asp

Arg

GAn

Phe

485

Lys

GAu

Asp

Ay

Asp

Lys

Leu

Lys

Ser

Val

645

Arg

Ser

Val

Val

Phe

Trp

Leu

Tyr

Leu

Leu

550

Lys

Phe

Hi s

Asn

Thr

630

Ay

Pro

Leu

Arg

Al a

Leu
455

y Ala

Leu

GAn

Leu

Ser

Tyr

Vet

615

Asp

Leu

Arg

Ser

Cys

N3027PCT_sequ. | i st..txt
Arg Asp Tyr Val Gn
425

Leu

440

Val

Ser

Asn

GAn

Arg

Pro

Al a

Phe

Arg

Al a

600

Asp

Arg

Arg

Arg

Ile

GAu

Leu

Phe

Ser

Leu
505

Leu

Val

Pro

585

Ay

Pro

Leu

Ay

Leu

Val

Al a Leu

Arg Leu

Leu Gy

Phe A u

490

Phe Asn

Gy lle

[le Asp

Leu Asp

555

Arg Hs

Lys Va

Leu Asn

Thr Al a

635

Val Ser
650

Met Phe

Met Al a

Pro Asn
Page 419

Al a

Asn

460

Ile

GAn

Hi s

Pro

Leu

540

GAu

Val

Leu

Asp

Asp

GAu

Ser

Thr

Hi s

Lys

Lys

445

Arg

Leu

Leu

Thr

Al a

Arg

Tyr

605

Asn

Leu

Thr

Leu

685

GAu

Al a
430
Al a

Al a

Asp

Vet
510

Thr

Asp

590

Lys

Val

Trp

Ay

Val

670

Ser

Lys

Thr

Leu

Ile

Phe

Phe

Arg

Trp

Al a

Al a

Lys

Asp

655

Ay

Asn

Arg

Thr

Tyr

Asp

Al a

480

Asn

Val

Leu

Pro

Phe

560

GAn

Al a

Asn

Al a

Asp

Ay

GAn

Thr

Al a



N3027PCT_sequ. | i st..txt
690 695 700

Gy Lys Leu Gu Pro Arg Leu Val Leu Asp G n Leu Arg Cys Asn Gy
705 710 715 720

Val Leu Qu Gy Ile Arg Ile Cys Arg G n Gy Phe Pro Asn Arg Ile
725

Leu Phe G n Gu Phe Arg G n Arg Tyr Gu Ile Leu Thr Pro Asn Ala
740 745 750

[le Pro Lys Gy Phe Met Asp Gy Lys Gn Ala Cys Gu Lys Met Ile

Gn Ala Leu Gu Leu Asp Pro Asn Leu Tyr Arg Val Gy Gn Ser Lys
770 775 780

Ile Phe Phe Arg Ala Gy Val Leu Ala Gn Leu Gu Gu Gu Arg Asp
785 790 795 800

Leu Lys Val Thr Asp Ile Ile Val Ser Phe G n Ala Ala Ala Arg Gy
805 810 815

Tyr Leu Ala Arg Arg Ala Phe G n Lys Arg Gn A@n A@n An Ser Ala

Leu Arg Val Met G n Arg Asn Cys Ala Ala Tyr Leu Lys Leu Arg His
835 840 845

Trp Gn Trp Trp Arg Leu Phe Thr Lys Val Lys Pro Leu Leu G n Val
850 855 860

Thr Arg G n Asp Gu Val Leu G n Ala Arg Ala G n G u Leu An Lys
865 870 875 880

Val Gn Qu Leu dn Gn Gn Ser Ala Arg Gu Val Gy Gu Leu Gn
885 890 895

Gy Arg Val Ala Gn Leu Gu Gu Gu Arg Ala Arg Leu Ala Gu Gn
900 905 910

Leu Arg Ala Gu Ala Gu Leu Cys Ala Gu Ala Gu Gu Thr Arg Gy

Arg Leu Ala Ala Arg Lys G n Gu Leu Gu Leu Val Val Ser Gu Leu
930 935 940

Gu AaAg Val Gy Gu Gu Gu Gu Cys Ser Arg Gn Met G n Thr
945 950 955 960

Gu Lys Lys Arg Leu Gn G@n His Ile Gn Gu Leu Gu Ala His Leu
965 970 975

Page 420



N3027PCT_sequ. | i st..txt

GQu AaGudduddy Ala Arg Gn Lys Leu G n Leu Gu Lys Val Thr
980 985 990

Thr Gu Ala Lys Met Lys Lys Phe Gu Gu Asp Leu Leu Leu Leu Gu
995 1000 1005

Asp Gn Asn Ser Lys Leu Ser Lys Gu Arg Lys Leu Leu Gu Asp
1010 1015 1020

Arg Leu Ala Qu Phe Ser Ser Gn Ala Ala Gu Gu Gu Gu Lys
1025 1030 1035

Val Lys Ser Leu Asn Lys Leu Arg Leu Lys Tyr Gu Ala Thr lle
1040 1045 1050

Ala Asp Met Qu Asp Arg Leu Arg Lys Gu Gu Lys Gy Arg dn
1055 1060 1065
Gu Leu Gu Lys Leu Lys Arg Arg Leu Asp Ay Gu Ser Ser Gu
7

Leu Gn Gu dn Mt Val Gu Gn Gn dn Arg Ala G u Gu Leu

Arg Ala Gn Leu Ay Arg Lys Gu Gu Gu Leu Gn Ala Ala Leu

1100 1105 1110
Ala Arg Ala Qu Asp Qu @y Gy Ala Arg Ala G n Leu Leu Lys
1115 1120 1125

Ser Leu Arg Gu Ala Gn Ala Ala Leu Ala Gu Ala Gn Gu Asp

Leu Gu Ser Gu Arg Val Ala Arg Thr Lys Ala Gu Lys Gn Arg

Arg Asp Leu dy u Qu Leu Gu Ala Leu Arg Gy Gu Leu Gu

Asp Thr Leu Asp Ser Thr Asn Ala Gn Gn Gu Leu Arg Ser Lys

Arg Gu Gn du Val Thr Gu Leu Lys Lys Thr Leu Gu Gu du

Thr Arg Ille Hs Gu Ala Ala Val Gn GQu Leu Arg Gn Arg H s

Gy Gn Ala Lleu Gy Gu Leu Ala du Gn Leu Gu Gn Ala Arg

Page 421



Arg

Val

Ser

Arg

Leu

Al a

Thr

Leu

Leu

Al a
1295

Ser
1310

Leu
1340

Val
1355

Val
1460

Al a
1475

Lys

Ser

Val

Al a

Ay

Leu

Arg

Al a

Al a

Arg

Thr

Leu

Ser

Ay

GAu

Al a

Leu

GAn

Al a

GAu

GAn

Ay

GAu

Val

Asp

Thr

GAu

Al a

Leu

GAu

Ay

Lys

Leu

Ser

GAu

Vet

Al a

Al a

Al a

Al a

Asp

Asp

Leu

Lys

N3027PCT_sequ. | i st..txt
Lys Thr Arg Leu Al a

Trp Gu
1240

Arg Al a
1255

Arg Al a

Leu G n

Asn Gu

Ser Thr
1330

Gu Thr
1345

GAu Ala
1360

Ala Al a
1375

G n Leu
1390

Leu Gu

GAu Ala
1420

Arg Leu
1435

Al a Thr
1450

Ala Al a
1480

du

Arg

Gy

Arg

Al a

du

Arg

du

Arg

Ser

Al a

Leu

Vet

Lys

Va

Leu

Arg

Asp

Al a

Al a

Al a

Al a

Ay

Thr

Arg

Asp

GAn

Leu

Ser

Arg

Ay

Ser

Lys

Al a

Arg

Trp

Ay

Leu

Arg

Arg

Ser

Leu

GAu

Al a

Lys

Leu

Leu

Ay

Al a

Arg

GAu

Arg

Arg

GAu

Lys

Al a

Page 422

1245

Leu
1260

GAu
1275

Thr
1320

Hi s
1335

Al a
1350

Leu
1365

y
1380

Phe
1470

Val
1485

Leu

GAn

Leu

Al a

Leu

Asp

Leu

Arg

Arg

Arg

Arg

Al a

Arg

GAn

Asp

Thr

Arg

Al a

Ay

Leu

Arg

GAn

GAu

Al a

Al a

Leu

Al a

Asn

Leu

GAn

Ser

GAn

Leu

GAu

Arg

Lys

GAn

GAn

Leu

Arg



Ser

Leu

Leu

Arg

GAn

Lys

Leu

Ay

Al a

Ser

Leu

Al a

Ile

Al a

Thr

Arg

Ser

Thr

Arg

Asp

Leu

Arg

Ay

Ay

Ay

Ser

Al a

GAu

GAu

Arg

GAn

Lys

Arg

Leu

Leu

Al a

Lys

GAu

Lys

Lys

GAu

Leu

Asp

Asp

GAu

Al a

Al a

Asn

Asp

Va

Leu

Leu

Lys

N3027PCT_sequ. list..txt
Gu dy Arg du Arg Gu Al a

1495

Leu Gu
Arg Al a
Asp Val

Ala du

Val Thr

Gy Arg
0

Leu T

1

Phe Ser

Ala du

Ala Arg

2

Val Al a
1

Arg Gn

du

Leu

Gy

Val

Asp

Arg

Leu

Leu

Val

Arg

Val

Arg

Asn

Leu

GQudndu

Arg Ala Gu

Lys Ser Va

Ala Al a Asn

Leu Thr Al a

Gn A a Leu

Gu Aady

Asp Ala Gu

Ala Val Ala

Lys Ala G n

Lys G n Leu

Gu Val Qu

Asn Arg Gu

Leu Arg Leu

Gn Ala An

Gy Asn Leu

Gudy Arg
Page 423

1500

Ser
1740

Leu

Arg

Arg

GAu

Leu

Thr

GAu

Arg

Al a

Lys

Thr

GAu

Asp

Lys

Ay

Al a

GAu

Al a

Leu

Arg

Asp

Arg

Arg

Lys

Ser

Vet

Arg

Lys

Arg

Al a

GAn

Leu

GAu

Leu

GAu

Al a

Al a

Hi s

Arg

Asp

Lys

Al a

Thr

Arg

Leu

Asp

Al a

Leu



Arg Gn
Gy Gu

Ala Al a

Ala du
Arg Arg
8

Leu Arg
9

Leu Gu
Thr Thr
Thr Arg
5
Ser As
Pro Au

<210> 87
<211> 70

Tyr

Ser

Leu

Thr

Lys

Val

Val

Ser

Asp

Leu

Thr

Pro

74

Leu

Arg

Al a

Leu

Asp

Arg

Arg

Al a

Lys

Arg

Val

Arg

Val

GAu

GAu

Al a

Ser

Leu

Asp

Al a

Thr

Asn

Arg

Al a

Ay

GAu

Leu

Arg

Arg

Ay

Lys

Arg

Lys

Leu

GAn

Arg

GAn

GAu

Ser

N3027PCT_sequ. | i st..txt

1750

Leu
1780

Ser
1795

Leu
1945

Val
1960

An

Leu

Phe

Arg

Al a

Leu

Va

Arg

Arg

Ay

Al a

Arg

Phe

Al a

Pro

Ser

Ser

Al a

Ser

Val

Asp

Arg

GAu

Arg

Arg

GAn

Al a

Asn

Val

Al a

GAu

Arg

Al a

Ay

Leu

GAn

Leu

Arg

Ser

Ay

Leu

Pro

Hi s

Ser

GAu

Lys

Leu

Hi s

GAu

Lys

Leu

GAu

Arg

Vet

Pro

GAu

Ay

Pro

Page 424

1755

GAu
1770

Ser
1785

Leu
1860

Val
1875

Leu
1920

Asn
1935

Leu
1950

Leu

Leu

Vet

GAn

Val

GAu

Lys

Al a

Arg

Thr

Ay

Ay

Leu

Thr

Ser

Arg

Thr

Leu

Arg

GAu

Ay

GAu

Arg

GAu

Phe

Val

Pro

Asn

Thr

Ay

Leu

Asn

Val

Thr

Al a

Ser



<212> DNA

<213> Honp sapi ens
<220>

<221> msc_feature
<222> (1)..(7074)
<223> nyosin,
<400> 87

catttctact
gttgaatctt
gat ct gt cag
ct act acagg
gcttatatcg
gcagat ggag
tttgaaat ga
accct gaagc
accat aaacc
gggaagaggc
gacatgcttc
aagact gt ga
t ccaggaaaa
gcatttggaa
aggat gcact
gaaaagt cca
attctatctg
ttccactttt
ct ggccacag
t at aaact ca
gaagagcaac
attaact cct
tatgttacca
tcaatgtatg
aagct gt caa
t at aat agcc
aat t ggcaca
t ct at t ggct
atcctttcca

accaaact ct

N3027PCT_sequ. | i st..txt

heavy chain 15 (MYH15)

tcatatgatc attttaattg tatttacctc

gcct act cac
acct t ggaga
ccacagcct t
aggct gaggt
agagt ct gag
t t gaagacat
ggcgct at gg
cttacaaatg
gat cagaggc
acaat cgaga
acagcaaaca
agcagggggc
at gct aaaac
ttggt gccag
gggtgatttt
gacaaaaaga
gct cct gt gg
aacaagccat
ct ggagccat
t ggaagcaga
ct gagt t ggt
gaggt caaac
aaaggat gt t
ggcagttctt
t t gagcaact
tgtttgttect
ttggtctgga
tccttgaaga

tt gacaacca

gtttagggcc
agccgcagcec
ggat gggaag
aaaagggagt
cat aaaggag
ggcaatgctg
ccagtggatg
gcttccegtg
tcccect cac
aaat cagt ct
tattatccag
gt t agaagat
cct gagaaat
aggcat gctg
ccagcaggct
gcttcatgac
agcagt t act
ggacatcttg
catgcacttt
t ggcacagaa
aaagtgcttg
t at agaacag
t aagt ggct a
cattggcatt
ttgcatt aat
ggagcaagag
tttgcaagct
agagtgtatg
ttttggaaag

tttttttggt
ttcctcagaa
aagaaat gct
gaagat gat g
gacaaaat cc
act cacct ca
at ct at acat
t at cagaaag
atctttgetg
atactcttca
tattttgcca
caaat cat gc
gacaact cct
t cat ct gt gg
ggagagagga
ct gct cct gg
gt ggagagct
ggctttettce
ggaaat at ga
aat gct gaca
atccatccta
gtaacctgtg
gt ggcacgga
cttgacatca
tttaccaatg
gaat at aaga
tgcatagatc
tttcctaagg

tcggttcatec
Page 425

atcttaccaa
ggattgettt
gaagt gaagc
ggattcctga
gaacagt aat
agcagat gaa
at gaggcat c
at t caggt ct
aagt cat ggc
ttgccaat aa
caggagaat c
ccat agcagc
aagcgaat ac
ctegttttgg
acat t gat at
act accacat
t at ct gcaaa
t ggat gat gc
ct gat gagaa
aatttaaaca
aagctgettt
gaat caaagt
ct gt cggt gc
t caacagggc
ctggttttga
aaaaattaca
aagaaagcat
t cattgagaa
ct acagacct

t ccagaagcc

aaagat catg
aat aaagat g
t gagct get t
t ggt gagaat
t gt t gagaca
t cct ccagag
cgt gct geat
cttctgtgtg
cgcct acaaa
cgcctttcag
t ggt gct gga
catgattgaa
tatcttggaa
caaattcatc
ctatttgett
attctatcaa
t ccct cagac
t gaagaattg
gt at ggat gc
gaaacct aga
cct cat gggc
t ggt aacgaa
cct gt ccaag
cct ggat gcc
aat cctt gag
acaattcttc
tgaatgggtg
gccaat gggc
gactttcaag

caagcct gat

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800



aagaagaaat
at cagt ggt t
cagaagt ct t
gct at accat
ct gcat aaag
gt gagat gca
ct acagcagt
ccaaaccgac
tttccaaaga
gagat agacc
ct gggccaac
gccagagcac
gcacttattt
at gaggct ct
gct ggact ga
agggaggaac
cagct t cagg
aaat ccaaga
gaggagat aa
tt gaagaaag
act acagagc
agcaaactta
ct gcacat gg
caagttgatg
agggaact gc
gaaagcagcc
atgaattcaa
gagcttcaga
gccaagat gg
ct ggaggagg
aaatt ccaga
gcatctttga
ct acagcagg

gacct cct ga

tt gaagct ca
ggct ggaaaa
ccaacagact
tt ggggagaa
aaaacct gaa
t aaat cccaa
t gcget gt aa
t gcagt at gc
gcaagttt gt
atacccagt a
t ggaagcaat
agggcaaact
tgatccaatg
tcttcaagat
aggaagagtg
t gaaagcaaa
ct gagcaaga
t ccagct gga
att ct gagct
aaat cgat ga
acaaggt caa
acagagcagc
aggaggagaa
agct t gaggg
acaaact gga
agcgacacct
aagt ggagaa
ct caaat aaa
aaagggagag
t aggaggat c
agct gcaccg
agaagagaca
t caagcagaa

ccegtgttga

N3027PCT_sequ. | i st..txt

ttttgaactt
gaacaaagac
cct ggcgage
gaaacgaaag
taaattgatg
t gt gaacaaa
tggtgtcttg
tgattttaaa
gagcagcaga
ccgatttgga
aagagat gag
gat gcgaat c
gaacat aaga
caagcctct't
tgcacaatta
gcaagt at cc
gacact ggca
ggccagagt a
gact gccagg
cct ggaaaca
gaact t gact
caaggttgtg
gct cagcagc
tgccctt gag
gggcaattta
ggcagaagag
t gagaaaggc
ggatttgaaa
agct gacctc
cagtttggct
agacat ggaa
t gcagacagc
act ggaaaaa

gcagat gaca

gtccattatg
ctccttaatg
ctttttgaaa
aaaggagctt
act aat ctga
ataccaggt a
gaagggact a
caaaggt act
aaagcagctg
at cact aagg
agactatcta
aaattccaga
gctttcatgg
gttaaatctt
cagaaagcct
ct cact cagg
aat gt t gaag
aaggagct gt
gggcggaaac
atgttggtga
gaggaagt ag
caggaggcecc
ct gagcaaag
caggagagaa
aagct gaatc
ct gaggaaaa
ctggtagetc
gagaaact ag
acccaagacc
cagct ggaaa
gaggccact ¢
ct ggct gagce
gacaagagtg
agagct aagg
Page 426

caggagt ggt
aaacagt ggt
attacat gag
catt ccaaac
aat caacagc
t act ggaccc
ggat at gccg
gcattctgaa
aagaat t act
tgttttttaa
aagtcttcac
agattctgga
ct gt gaagaa
cagaagt agg
t ggagaaat c
aaaaaaat ga
agcagt gcga
cggagagggt
t cgaagat ga
agt cagagaa
agtttctaaa
at cagcagac
caaat ct gaa
aagcgagaat
gggaaagt at
aagaat t aga
agct t cagaa
aagct gaaag
t ggct gact t
t aact aagaa
tgcactttga
t cgagggcca
act t gcagct

caaat gct ga

acctt at aat
agctgtattt
t act gacagt
ggt t gcat ct
acctcatttt
ttacttggtt
t gaaggtttt
t ccaaggacc
tggctccttg
agct gggt tt
attgttccaa
agaaagggat
ct ggccect gg
agaagaagt a
agagtttcag
cctgattctt
gt ggct gat t
ggaggaagaa
atgttttgag
ggagaagcgt
t gaggatatc
cct ggat gac
gct ggaacag
gaact gt gaa
ggagaacct g
at t gagt cag
gacggtt aaa
gaccact cga
gaat gagagg
acaggaaacc
gacaact t ct
ggt agaaaat
agaagt agat

gaaact ct gt

1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840



actctatatg
gcaaat gacc
aggct t gaag
cggcagattg
gcccat gecc
gaacaagagg
caat ggagaa
aagaaggaac
agaaat gcct
t ct gacctcg
ggcaaggccc
t ct cagaagg
gagagcat cg
tctaatctga
aagaaact aa
gccct ggaac
gcagaacttg
cagcagtgta
gaggttaccc
agct gt gcca
at caaggacc
caggt ggct g
t ccct gcaag
acagaaagaa
ct ggaggct g
aat gcagaag
aagaagaagc
attacagact
aagcaaat cc
at ccgt cgca
ctgacctatc
aaact t cagc
aat caat acc
gcagaggt gg
aaggtt caag

aagagcgct t
t ggcagcaca
agaaggaggc
aagacct gag
t gcagaaggc
t caaggct ga
t gaagt at ga
t ggcaattag
cct t ggagag
ggaaggt ccg
ttgccgactg
aagt t caggc
tgggccagga
caaaccaggt
tt gaagaaga
gt aat gaaag
aaagaaagct
ccattgactc
ggct gaagaa
accggcaggt
ttcaaat gca
t ggct gageg
agcagacaga
tcaatctttt
at gttgcccg
agaaggccaa
aagacaccat
t acagaaaag
agaaact aga
gtgcagaggce
aggcagagga
t aaaagt gca
tttccaagta
cagaat ct ca

aagaat agca

N3027PCT_sequ. | i st..txt

gcat gaagca
aaagacaaag
t ct gat aaac
agggcagcetg
t cagcgt gac
gct gcaccgg
aaacaatgtc
att gcaggag
agccaggcac
ct ct gcagca
gaagcagaag
t ct cagtaca
gacact cagg
t agagaaggg
gaagacagaa
caagattctt
tt cagagaaa
cct gcagt ct
gaagat ggaa
gt cagaagca
gct ggat gac
gcgcaact ct
gcgt ggcegce
ct atacccag
gat gcagaaa
gaaggcagcc
tgcccacttg
gct ggct gaa
at ccagggt t
ccagagggga
agacaagaag
aaattacaag
t aagaaacag
agt caat aaa

tccectgett

act gcaaagc
ct gt ggagtg
caactttcca
gaaaaggaga
t gt gaccttc
accttatcca
at ccagagaa
gcagccgaag
cagct gcagc
gccagget gg
cacgaggagt
gagct cctca
agggagaaca
accaagaact
gt ccaggt ga
catttccagc
gat gaagaaa
agt ct ggat t
gaggacct ca
accaaat ccc
agcacacaac
cttcttcagt
aggct gt cag
aacacaagcc
gaagct gaag
at t gaggcag
gaaaggacaa
gct gaacaga
cgt gaact gg
gcccgeagac
aat ct gagca
cagcaagt cg
caacat gagt
ctcaaaatta

t gaaaggaca
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t agat aaggt
agagt ggcga
gggaaaagag
ccaaat ccca
t acgagagca
aagt caat gc
cagaagact t
ccat gggggt
t ggagct cgg
accagaagca
cccaggegt t
agct caagaa
agaacct cca
t aact gaaat
cact ggaaga
ttgaact ct t
t agaaaattt
ct gaagct aa
at gagat gga
t gggccagct
t gaacagt ga
ct gaact aga
aagaagagct
t cct cagcca
aggt ggt gca
caaacttgtc
gagaaaat at
t ggccct gat
aaggt gaact
ttgagcgat g
ggat gcaaac
aggt ggcgga
t gaat gaagt
aagcaagaga

acagct ggag

gactcagttg
gttcctacgg
caactt cact
gagt gccct g
gt at gaggaa
t gaaat ggt g
ggaggat gcc
ggccaat gcc
ggacgccct g
gct gcagt ct
gct ggat gcc
cacct at gag
agaagagat t
ggaaaaggt c
aacagaggga
ggaagct aaa
t aggaggaag
gagcagaat t
act ccagcet t
tcagattcaa
t ct gaaggag
ggat ct aagg
cct ggaagca
gaagaagaaa
ggagt gt caa
agaagaactg
ggagcagaca
ggggagt aga
ggagggt gaa
cat caaagag
t cagat ggat
aacacaagcc
gaaggaaagg
gtttgggaaa

aagt acaagg

3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940



aaggt gct gt
aaattgettt
tgcttccaca
cttcacatga
at aaat act t
cttagaccag
t aggcaact t
gt agaat gga
aatttgaaca
atgctttaaa
ttgtgcagta
gttctggatt
act cat aagg
caaaaagggy
ct gccagcect
caaccagcat
acatgggttc

t acagt gact

ttcatggcca
t cacaccat a
gt t aat gggg
cagat t aaat
gat cctttgt
tcacgcttca
tggcttgatt
agt cat aaga
t gt aggcaaa
cat ggaggt a
ccgatttgge
ggagt aggt c
t cagt gt aca
agct agaaga
cctccttcag
cagcttttcc
tgtttgttect

t caggcccag

ccagcaccca caattgtgta
<210> 88

<211> 1946

<212> PRT

<213> Honp sapi ens
<220>

<221> M SC_FEATURE
<222> (1)..(19486)
<223> nyosin,

<400> 88

Met Val G u Ser

P

Ala Leu Ile Lys

Leu Arg Arg Ser
35

Asp Gy Lys Lys
50

20

N3027PCT_sequ. | i st..txt

aaaact t agg
t aaacaaggc
attttttgat
aaat ggaaga
ccatatttcc
t ggggact ag
cacccct aaa
t ct cct cage
actctcct aa
accccacacg
t cagct ggag
at aaagaaat
gacccaagca
gaccagagac
ctttgcaaag
t gagat caca
t at ggacttc
aaccagat gc

aggct gaagc

Cys Leu Leu Thr Phe

5

Met Asp Leu Ser Asp
25

Gu Ala Gu Leu Leu

40

Lys Cys Trp Ile Pro
55

ttgcat ggaa
aat t agaaaa
cct caaat gc
accttttcaa
tcttaat ggg
ggcat gtt gg
tctatgaatg
at t gt gat at
t caacacaca
agacat t cag
gaacat gt cc
ttgcatt aat
t ggt gacagc
agct ccct gg
t act ggccag
cacagcattg
ccttcat cct
agagggaaca

tct at aat aa

heavy chain 15 (MYH15)

Arg Al a
10

Leu Gy
Leu Leu
Asp Gy

Page 428

acatttttaa
at aat t aaag
aagt aaact a
ttctgatgtt
t aggact cat
tgaatggttt
tatattgtga
aaat at agct
t gt aggct at
t gacaggt aa
cggaat t cct
ttgatcagca
tt gaaaat at
acccagagct
gtgtgtgtge
cagt ggaggc
tgctgcattc
gcct ggect a

atctttattc

aaacat gttt
ggaat at cat
ccttctaatg
t aaaaaat ga
agaagatgtc
tt act aaagt
gccagcagt g
at agt t aggc
at gct ggt ac
t at gct ggat
ctctctcatg
gctattttat
gact ccaggc
cttccagetc
agct ccat gg
cgt gagacag
acagt cgacc
gacttctcca

tgtc

Phe Phe Trp Trp Ile
15

Gu Ala Ala Ala Phe

30

Gn A a Thr
45

Al a Leu

Gu Asn Ala Tyr lle
60

6000
6060
6120
6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780
6840
6900
6960
7020
7074



Hi s

Lys

Asn

Leu

Ile

Phe

Ser

Ay

Asp

Asp

Al a

Al a

Asn

Leu

Ay

Asn

Phe

Al a

Ay

Val

GAn

Phe

Al a

GAu

Asp

Pro

Vet

Lys

Lys

Al a

Thr

195

Ay

Phe

Lys

Asp

Al a

Lys

Hi s

GAu

Val

Ay

Pro

GAu

Trp

Arg

Phe

180

Ay

Tyr

Al a

Ay

Phe
260

Phe Cy

GAu

Al a

Tyr

Leu

Phe

Leu

Asn
245

Leu

70

Ser

Phe

Ser

Thr

Ser

Asp

Ser

Al a

Al a

Arg

Ile

Arg

310

Ser

Leu

Leu

GAu

Val

Tyr

135

Val

Ay
Thr
215

Asp

Lys

Tyr
Asn

295

Asp

Al a

N3027PCT_sequ. | i st..txt
Ser G u Asp Asp %y Thr

Ser

Vet

Leu

120

Ser

Tyr

Al a

Leu

Al a
200

Thr

Hi s

Leu

280

Tyr

Leu

Ay

Thr

Ile

_k_
o —
(S0

Hi s

Ay

GAn

Pro

Hi s

185

Ay

Al a

Ile

Leu

Phe

265

Leu

Hi s

Leu

Al a

GAu

Lys Gu

Gu Asp

Thr Leu

Leu Phe Cy

Lys Gu

Asn Arg

Lys Thr

Al a Met

Arg Asn

Gy Ala

G u Lys

Il e Phe

Leu Val
315

Val Thr
330

Gn Ala
Page 429

Asp

Val

GAu

Val

Ile

Al a

Asp

Arg

Ser

Tyr

300

Ser

Val

Vet

Val

Lys

Al a

Arg

Val

Vet

Phe

Asn

Asn

205

Asn

Asn

Ay

Arg

GAn

Al a

GAu

Asp

Ile

Arg

Thr

Al a

Al a

Ser

Ser

Thr

Ser

Vet

270

Val

Ile

Asn

Ser

Ile

Val

GAn

Leu

Tyr

Al a

Val

175

Ser

Lys

Arg

Ser
255

Leu

Leu

Pro

Leu

335

Leu

GAu

80

GAn

Thr

Ay

Asn

Tyr

160

Al a

Hi s

Lys

Leu

240

Arg

Ser

Phe

Ser

Ser

320

Asp

Ay



Phe

Leu

385

Ay

Lys

Thr

Lys

Leu

Tyr

Leu

Lys

Lys

Hi s

Asn

Leu

Hi s
370

Val

Tyr

GAn

Lys

Leu

Thr

Pro

Tyr

Pro

355

Phe

Al a

Asn

Ay

Al a

435

Leu

Phe

Asn

Lys

Lys

Al a

595

Asp

340

Ay

Asp

Ser

Asn

420

Val

Val

Phe

Ser

Phe
500

Leu
Pro
580

Ay

Leu

GAu

Asn

Ay

Ser

405

GAu

Ay

Al a

Leu
485
Phe

Ser

Ile

Gu G

Phe
565
Asp

Val

Leu

Lys

Vet

Thr

390

Tyr

Al a

Arg

Asn

Asp

Lys

Val

Asn

Leu

Val

Leu

Leu

535

Vet

Asn

Lys

Pro

N3027PCT_sequ. | i st..txt
345

Ay

360

Phe

Asn

Val

Thr

Ser

440

Asn

Leu

Leu

Hi s

Trp

Ile

Phe

Hi s

Lys

Tyr

600

Thr

Cys

Lys

Al a

Lys

Arg

Lys

Arg

Asp

Vet
505

Val

Pro

Phe

Phe

585

Asn

Val

Tyr Lys
G n Lys
Asp Lys

Leu

Ala Leu
Ile Thr
475
I1e Asn
90
Phe Val
Ser lle
Lys Pro
Lys Al a
555
Gy Lys
GAu Ala

Ile Ser

Val Al a
Page 430

Leu
Pro

380

Al a

Thr

Tyr

Asp

Ay

Phe

Leu

Ay

Vet

540

Thr

Ser

Hi s

Ay

Val
620

Thr
365
Arg

Al a

Hi s

Al a

Phe

Thr

GAu

Phe

525

Ay

Asp

Val

Phe

Trp

Phe

350

Ay

Phe

Pro

Arg

Lys

Asn

Ay

Ile

Leu

Hi s

Al a

Leu

Vet

Leu

GAu

Leu

Leu

Thr

Leu

575

Leu

GAu

Lys

GAn

Vet

400

Val

Phe

Ser

Leu

480

Lys

GAu

Asp

Ser

Phe

560

Val

Lys

Ser



N3027PCT_sequ. | i st..txt

Ser Asn Arg Leu Leu Ala Ser Leu Phe Gu Asn Tyr Met Ser Thr Asp
625 630 635 640

Ser Ala Ile Pro Phe Gy G u Lys Lys Arg Lys Lys Gy Ala Ser Phe
645 650 655

Gn Thr Val Ala Ser Leu Hs Lys GQu Asn Leu Asn Lys Leu Met Thr
660 665 670

Asn Leu Lys Ser Thr Ala Pro H s Phe Val Arg Cys Ile Asn Pro Asn
675 680 685

Val Asn Lys Ile Pro Gy Ile Leu Asp Pro Tyr Leu Val Leu G n Gn
690 695 700

Leu Arg Cys Asn Gy Val Leu Qu Gy Thr Arg Ile Cys Arg Au Gy
705 710 715 720

Phe Pro Asn Arg Leu Gn Tyr Ala Asp Phe Lys G n Arg Tyr Cys lle
725 730 735

Leu Asn Pro Arg Thr Phe Pro Lys Ser Lys Phe Val Ser Ser Arg Lys
740 745 750

Ala Ala Qu Gu Leu Leu Ay Ser Leu Qu lle Asp His Thr G n Tyr
755 760 765

Arg Phe Gy Ile Thr Lys Val Phe Phe Lys Ala Gy Phe Leu Gy Gn
770 775 780

Leu Gu Ala Ile Arg Asp A u Arg Leu Ser Lys Val Phe Thr Leu Phe
785 790 795 800

Gn Ala Arg Ala Gn Gy Lys Leu Met Arg Ile Lys Phe G n Lys Ile

Leu Gu Au Arg Asp Ala Leu Ile Leu Ile Gn Trp Asn Ile Arg Al a
820 825 830

Phe Met Ala Val Lys Asn Trp Pro Trp Met Arg Leu Phe Phe Lys lle
835 840 845

Lys Pro Leu Val Lys Ser Ser GGu Val Ay Gu Gu Val Ala Gy Leu
850 855 860

Lys Gu Qu Cys Ala Gn Leu An Lys Ala Leu Gu Lys Ser Gu Phe
865 870 875 880

Gn Arg Gu Gu Leu Lys Ala Lys G n Val Ser Leu Thr G n Gu Lys
885 890 895

Page 431
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Asn Asp Leu Ile Leu G n Leu Gn Ala Au Gn Gu Thr Leu Ala Asn
900 905 910

Val Gu AQu Gn Cs Gu Trp Leu Ile Lys Ser Lys Ile G n Leu Gu
915 920 925

Ala Arg Val Lys GQu Leu Ser GGu Arg Val Gu Gu Au GQu Gu lle
930 935 940

Asn Ser GAu Leu Thr Ala Arg Gy Arg Lys Leu GQu Asp A u Cys Phe
945 950 955 960

Gu Leu Lys Lys Gu lle Asp Asp Leu Gu Thr Met Leu Val Lys Ser
965 970 975

Gu Lys Gu Lys Arg Thr Thr Gu Hs Lys Val Lys Asn Leu Thr du
980 985 990

Gu Val Gu Phe Leu Asn Gu Asp Ile Ser Lys Leu Asn Arg Ala Al a
995 1000 1005

Lys Val Val dn Gu Ala Hs Gn Gn Thr Leu Asp Asp Leu Hs
1010 1015 1020

Mt Gu Gu Gu Lys Leu Ser Ser Leu Ser Lys Ala Asn Leu Lys
1025 1030 1035

Leu Gu Gn dn Val Asp Gu Leu Gu Ay Ala leu GQu Gn du
Arg Lys Ala Arg Met Asn Cys G u Arg Gu Leu H's Lys Leu Gu

Gy Asn Leu Lys Leu Asn Arg du Ser Met Gu Asn Leu G u Ser
75 1080

Ser Gn Arg Hs Leu Ala Gu Gu Leu Arg Lys Lys Gu Leu Gu
1085 1090 1095

Leu Ser Gn Met Asn Ser Lys Val Gu Asn GGu Lys Gy Leu Va
1110

Ala Gn Leu dn Lys Thr Val Lys Gu Leu Gn Thr Gn lle Lys
1115 1120 1125

Asp Leu Lys GQu Lys Leu Au Ala Gu Arg Thr Thr Arg Ala Lys
1130 1135 1140

Met Gu Arg Gu Arg Ala Asp Leu Thr G n Asp Leu Ala Asp Leu
1145 1150 1155

Page 432



Asn

Asp

Leu

Val

Ser

Tyr

Thr

Ser

Leu

Ile

Ser

Leu

Leu

Arg

Al a
1340

Leu
1355

Hi s
1370

Vet
1385

Arg

Thr

Lys

Asn

Leu

Thr

Leu

Ser

Asn

Asp

Leu

Arg

Arg

Lys

Al a

Vet

Leu

Lys

Arg

Leu

GAn

Arg

Arg

Al a

Ay

Leu

Al a

GAu

Thr

Tyr

Lys

Ay

GAu

Lys

Al a

Hi s

GAn

Leu

Al a

Leu

Asn

GAu

Leu

Arg

Hi s

GAn

Leu

GAu

Lys

Val

GAu

Thr

Al a

Lys

Hi s

Asp

Phe

Ser

Ay

Al a

Tyr

Ser

Asn

Al a

N3027PCT_sequ. | i st..txt
Gy Gy Ser Ser

Val
1165

Val
1225

Val
1240

Al a
1255

Leu
1285

Leu
1300

Asn
1390

Leu
1405

Asn

Thr

Hi s

Ser

Lys

Asp

Asn

Al a

Al a

Arg

du

Leu

An

du

Va

Va

Al a

Ala Arg Asn Ala

Lys

Phe

Leu

Asp

Al a

Thr

Al a

Arg

Lys

Lys

GAu

Asn

Ile

Ile

Phe

Al a

Lys

Leu

GAu

Al a

GAn

Leu

Ser

Lys

Al a

Al a

GAn

Arg

Thr

GAu

Leu

Leu

Lys

Lys

Lys

GAu

Asn

GAn

GAu

GAu

Arg

Leu
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Leu
1170

Lys
1185

Thr
1200

Leu
1215

1230

Thr
1245

Leu
1260

Leu
1275

Thr
1290

1305

Phe
1320

Thr
1335

Val
1365

Vet
1380

Thr
1395

1410

Ser

Al a

Leu

Ser

GAu

Lys

Arg

Asp

Lys

Lys

Thr

Lys

Asp

Lys

Val

GAu

GAu

Leu

GAn

Hi s

Al a

Ay

Asp

Val

Thr

Lys

Leu

Arg

Ser

Al a

Asp

Al a

Leu

Arg

Ser

GAn

Lys

Leu

Val

Trp

Al a

Asp

GAu

Trp

Leu

Al a

Arg



Al a

Leu

Leu

Leu

Ile

Asn

Lys

Leu

Thr

Leu

Ser

Leu

Ser
1475

Ser
1490

Val
1505

Leu
1535

Thr
1550

Hi s

Lys

Ser

Thr

Ay

Ile

Thr

Asn

Lys

Ser

Leu

Leu

Ay

Asp

GAn

Val

Ay

Al a

GAu

GAn

Ser

GAu

Val

GAu

Al a

Asn

Ser

Lys

Ser

GAn

Ser

Leu

Arg

Lys

Leu

Leu

GAu

Asn

Vet

Ser

GAu

Phe

Leu

Lys

Leu

Thr

Ser

Al a

Leu

Leu

Thr

Leu

Val

Lys

Leu

Arg

Asp

Lys

Al a

N3027PCT_sequ. | i st..txt

1420

Leu
1435

Al a
1450

Leu
1465

Leu
1510

Thr
1525

1540

Thr
1555

Vet
1630

Asn
1645

_k_
o —
[exX0]
o

Leu
1675

du

Al a

Al a

Al a

Leu

Arg

Asn

Va

Leu

Leu

Arg

Lys

du

du

Arg

An

Asn

Leu Gy

Ala Arg

Asp Trp

Ser G n

Lys Asn

Arg Gu

G n Va

Lys Lys

Gu du

Hi s Phe

Lys Leu

Ala Lys

Gu Asp

G n Va

[le Lys

Ser Asp

Asp

Leu

Lys

Thr

Asn

Arg

Leu

Thr

GAn

Ser

Ser

Leu

Ser

Asp

Leu
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1425

Al a
1440

Leu
1575

Leu
1665

1680

Leu

Lys

Val

GAu

Asn

Ay

GAu

Ay

GAu

Lys

Ile

GAu

Al a

GAn

GAu

Ser

Lys

Hi s

GAu

Leu

Thr

GAu

Al a

Leu

Asp

Asp

GAu

Vet

Thr

Vet

GAn

Asp

Al a

Ser

Leu

Leu

GAu

Ser

Val

Lys

GAn

Val



Al a

Asp

Ser

Tyr

Al a

Al a

Al a

Asp

Ay

Leu

Val

Lys

Val

Val
1685

Leu
1700

1715

Thr
1730

Leu
1805

Ser
1820

Al a

Arg

Val

Asn

Leu

Arg

Ay

Ay

Al a

Asp

Val

Ser

GAu

Asn

Al a

Asn

Leu

GAu

Lys

Lys

GAu

Al a

Lys

Al a

GAn

Ser

Arg

Leu

Leu

Thr

Arg

Al a

Ser

Arg

Arg

Leu

Arg

Leu

GAu

Hi s

Arg

Leu

Ser

GAu

Thr

Leu

Ile

Arg

Asp

Thr

GAu

Val

N3027PCT_sequ. | i st..txt

Asn
1690

Leu
1855

1870

Leu
1885

Leu
1915

Asn
1930

Ser

An

Al a

Leu

Lys

Lys

Leu

du

du

Lys

du

du

Lys

Lys

Al a

Asn

Lys

Leu

Thr

Thr

Ser

Al a

Lys

Asn

Al a

Leu

Ile

Arg

Asn

Val

Asn

Leu

Leu

GAu

GAu

Al a

Lys

Lys

GAu

Leu

GAn

Val

Lys

GAn

Arg

Arg

Lys

GAu

Lys

Lys

GAu

Ser

Arg

Ser

Asn

Tyr

Lys

Ile
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Ser
1695

Leu
1905

1920

Lys
1935

GAu

Arg

Asn

Lys

Val

Al a

Asp

Thr

Al a

Val

Al a

GAu

Vet

Lys

Ser

Arg

Al a

Leu

Arg

Leu

Leu

Val

Ile

Thr

Leu

Arg

GAu

Leu

GAn

GAn

Lys

Al a

Arg

GAu

Leu

Phe

GAu

GAn

GAu

Ile

Thr

Vet

GAu

Al a

Thr

Thr

GAn

Tyr

GAu

GAu



Phe Ay Lys Lys Va
1940

<210> 89

<211> 11876

<212> DNA

<213> Honp sapi ens
<220>

<221> msc_feature
<222> (1)..(11876)
<223> unconventiona
<400> 89

gggct gggece tcccttccecce
gccagccaga ggacccccat
gt gaaaccca aggcgctcta
t cggcccet cc ccacgccacce
t gt ccagccg cgggcaagag
acaccggccc caggccct gt
agaagaaagcC caagaaaggg

ggagcct gaa
ccaagaaggyg
agaagaccaa
cgcagat gcg
t gat ccgcet t
gcaaagcgt c
agt cgggcag
gctccegcaa
ggaggttccc
t cgaggacga
gcttccagga
ggcagt cact
gcccggect g
act act acca
gct acgacga
accacgat gg
cgt acgacgc
actttgatcc

gggacgaggce

ggggacgt cg
ccagttccge
gcgcaagagg
cat gggcaag
cccaggcecgce
cacggccat c
cgaacaggcc
actccccttc
ccgcagcecgce
ggccccattc
cct gggcgag
ccaccgct ac
gccaccct ac
ccccgact at
ttacgaaccc
gt acgagggc
gccat accca
ctacggagtc

catctacccc

N3027PCT_sequ. | i st .

Gn Gu du
1945
myosi n-15

at aacact ga
gaggcggceat
gaggagat ga
cagggccagt
accgagcagg
agagagcagg
aagaagggga
cggctgttca
agcgcct cgg
aaggcccgcea
aagaagcggg
cgt ggct acg
aact ggct ca
acagt ggacg
ccgt cgggt g
agcat ct acg
cat cact cgg
tattatgact
gaggagcagg
ggcgaccact
t acggt ggcc
ccat at gcgc
gaggcgcacc
ccct at gacc

cact acaccg

cccgaggt ge

gctgct ctge
gcaggcgggag
attatggatc
cgggt ct gct
tccetgtgtce
cagccaccat
agaaggcacc
t gggcttccg
ccttcttetg
ccgt gct caa
cgat gaaggg
gccgect gcg
caaaaaagtt
cct gget geca
ccgagat cct
cgt caggcga
gctccegcaa
at caccgcga
aaccct acct
act acgggt a
cctttgatcc
cccegt cggg
cttatggcta
tcccat acca
tcccct atge

cctattttta
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t gggccaacc
agcaggccac
cgccct ceeg
cacagcccga
t ccaagt ccc
ggcgaaggag
ggagccggag
cgaccgt aca
gggcct ccac
gt ccacgt ca
caagaagccg
gcecgegegcec
cct cct caag
gcgct cgagce
gcggect ggg
gcccct gggc
gt cgct gt ac
cggcgacgac
ggcgggect ¢
cccgeccgag
ggggt acacc
gt act cgt ct
ct acct ggat
cact ccct ac
cgaaggcgt c
cccggaggag

gt gct cct gg
agaacgcagg
gaat cct ggc
ggaggcecgceg
t gagcccgt g
gaagat gagg
aagcccaaac
cccaagat ct
accggccccce
aagct cat ga
tccttcatgg
cggt cact ca
aaggccgagyg
t cccgcat gg
ggccggct cc

ttcctgecct
gggcttgagg
tact acgacc
ggcccct aca
gat ccct acg
t acggct acg
cctt acagct
ccct at gege
gat gt accct
tat ggcggt g
t cggctt cgg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560



cctitgtgta
ccat ggat ga
cctecttcecg
ggt ccaagct
tt gggaagga
gggat gcgga
gccacccttt
ccttcggege
ctgccacctc
ggct cagggg
aacgct t cgg
t gaggagggc
agccegegcec
ggcccccaag
ccecggecggce
cgcacgt gcc
gcccggaggt
cccgecggag
gagcttggtc
act gct cacc
cgcccet t cct
gagccget gg
cgccgceccct
t cccgcacac
gcctgeect t
agagcccgceg
gct gggacgt
gcagccgcecg
t gggccct gt
tcttcctggog
cccct gagaa
agcct ccaac
aggat gt cct
gt gaccagac

cagccccctt

cccct gggt a
cat cgccgag
cctgcccage
gtccctcatc
gaagct ggag
cgaagaagag
ct ggggcttc
ccaccggggc
gecttgegegg
cagccagaag
ctacaagctg
ccagccgegce
caggaccct c
ct ccgggecc
ct cgecect ac
accggcgccg
gccceccgac
aggggceggct
accgct ggcc
cttggcgecc
gccceeggcec
gcgect gggce
ggggct ct gc
gtggceggege
ccaccgaccyg
agaacccgag
ggacat gcct
aggcttttcc
gccat ccecc
cagacaccat
gcct gaagaa
cccagcacct
cccagagcaa
cagggccaca

ggcgceccat ¢

N3027PCT_sequ. | i st..txt

ccaccgccca
ct ggaggaac
gccgect t ct
cgcaagttcc
gtgcccectge
gacgaggagg
ct cacgccegce
ct gggcttcg
ttcctcaaga
acccgggcegy
gct ggcat gg
gct cgcagcea
t cccact gga
ccgeecgege
ggctccct cc
caggccagceg
ctact agcct
ttcggcttcc
t cgccccage
ccgt cgectc
cgccggeccce
ccacccggct
cacagcccgce
ct cagcgagc
cccagggccyg
gact cagaga
cccacccaac
aggccacccce
accct ccagc
gagccggggce
gaggccaccce
cccaaggat g
aagacatt aa
t ggccaccat

agggccccag

t ccecgt cgcece
cagaggacgc
t cgagcagca
gcctcttcecc
caccct ct ct
agct gccecc
gccagcgcaa
gccct gagt t
agacgctgtc
gcggecct gc
accccgagaa
gcaacgacgc
gcgcegct cct
cgccgcetcetc
gccgecacce

ggt gggcectt

t cccagggcec
ccggggcct ¢
cct cgcet gag
agct gt cct t
gctcgct gca
cgccgcet gec
ggcgcagcet ¢
cacccact cg
gggcct ggeg
cgcccet ggac
gcccaccctc
ct gt gccgga
ct gaggat cc
ct ggacagct
t gggggaccc
t cact cceccc
ggcccagcect

ggcaccgct g

agcccct gece
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ccacaacccg
gggcgt agag
aggcat ggat
gcgaccccag
ggacat t cct
ggtttccget
cct ccagegce
t ggccgececce
ggagaagaag
t gt cagggag
gcccggceacg
gcgecgeccg
gt ctcecgecc
ccecggegcet c
gccgecct gg
cgt ggagecc
ccgaccct cg
t ccacgggcg
gagct cgccg
gcgcacgggc
ggagt cccca
gggct caccc
cctgaatctg
ggct gt gaag
ggcgceccct g
t gt gccccca
cccct ggeca
aaaccccttt
agct gct gat
caccaaat ca
ccagct gcca
caaggatatc
ct cataccca

gggaacact g
caaggggggt

t at gcccacg
cgt cagggga
aagcccgeca
gt gaagct gt
ctccecttgg
gtgccct acg
gcgct gt cgg
gt gcct cgcece
cccat cgegce
gcggcct aca
cccat cgt gc
cccgegecac
gtgcccccege
t cgggcect gc
gccgecccag
cctgecgt ga
tt caggggct
t cgcggaggc
ggcct cggct
cccttccage
gccccacgcec
aggccgccct
ccct cgegece
ccgcaagt gc
gaacaccggg
ct ggccccca
ggaggt gcag
ct ccagct cc
at gaccaggg
gct ggcccaa
gcagagacca
actcccccca
ct ggct gegt
ccccaagecg

gaacggcgcc

1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660



aggcagcccc
agcgagt t gg
gagcct gt ag
cacgagt aca
tt aggggct c
gcaacct gcc
cacagct gga
ggaacct cat
ttggaatcta
ccccgceacct
accagt gcat
ttctgecgcta
t ggaggcaac
ccagccgcet t
t aacct ccca
attaccacat
gcct gcaaga
gaaagagcga
gcagt gagga
tctactttga
agat ccaggc
cctt caaagt
ct gt ggat gc
t caccagggt
acat ct at gg
caaacgagaa
acat ccgt ga
acctcatctc
cccaggct ac
tctattccaa
t cacct acca
t ggacct gt t
cacaggct gc

acact gt ggc

tgggcgtttt

gcct gcaacc
tcttcgctgg
cacccat ccc
ct gggaggag
at ccat gcgg
agacct ccag
ct acacat ac
tgggccggag
ctttgetgtt
aat cat t agt
cct ggecgec
acccctcttg
t gggaagt tt
gtacctgctt
cttctacgag
ggct gagacc
t gcagat gac
ccaggacagc
gaagt at gag
cgt ggcagag
gaccgagaca
cagggacgcc
caacgcgctg
tttcgaggac
ccttcagtac
gcagat agac
act gaagcct
agaccacacc
acccaagatg
ggt gcacaag
cgt acggagc
ccct cagegce

cgccaagttc

N3027PCT_sequ. | i st..txt

gct gt ggt ca
ct gaagcct c
t cct gcct ct
cagt cct gcc
gt cggccecege
ttccgt gage
gaaaccact g
at t gggagca
caggt gcagc
gcaaat ct cg
ggagagagcg
at gaaccaga
gagtccttcg
gt ggaaat ct
gagaaat cca
ttgctggccg
tactactatc
tttcgecegge
atcttccgca
acggat gcac
ct gct gcaga
at gcgagaga
at cgccaagg
gtgtccccaa
ctgagcttca
cttttcaaca
t ggcaggaga
t at ggcat cc
ttcctacaga
ccgetgectg
ttcctggaca
cggacacggg
ct gggcaaga

cagcagt cac

t gcct cgt gt
aagt ccagcc
ggct t cggge
acct gggecc
caagct ggcg
agcacgggga
tgct gt ccaa
tcectggtgte
agt acaacgg
ccttcgecaa
gct ct ggcaa
aacgggaggt
gt aat gccaa
ttctggaagg
ggatcgtgtt
ggttgcctge
t gaaccaggg
t cct gget ge
tcctggecte
aggaggt ggc
tctccectga
agatcttcac
tcttgtatge
ggcaggacac
acagctttga
agatcgtctt
tcacctttge
t gcggat cct
agtgccact a
agttcaccat
agaaccacga
t ggt ggcaca
gcagct ccgt
t cct ggat ct
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gcagaagct g
catt caggac
agat gcct at
t ggagct gcc
gaacaagat g
ggatggtgtg
cct caagat t
ggt gaaccca
acgggccctg
aat gct cgat
aact gaggcc
cat gcagcag
aaccgt cagg
gggcgt gat ¢
t caggccaaa
ccagct cagg
t gggaact gt
cat ggaggt g
cat cct gcac
ctcagtggtg
gggcct gcag
gcccct aact
actgectgttc
actgtccatc
gcagct gt gt
ccaggaggag
t gacaaccag
t gacgaccag
ccat cat ggc
caagcact at
ccaagt gcgc
cctettctec

cact cggctc

ggt ggaaaag

agctctttcc
cccaagccaa
ggaccct ggc
tgcctgtccc
cact ccat cc
gaggacat ga
agatttgaac
t accaaat gt
ggagagaat c
gccaaacaga
accaagct ga
at aaagat cc
aacgacaact
t ct ggt gcca
aacgagagga
caggccttta
gagat agcag
ttgggcttca
ct gggcaacg
agt gcccgag
aaggccat ca
gt ggagagceg
agct ggct ca
gccat cct gg
attaact acg
caggaggagt
ccccgceat ca
tgttgctttc
gccaacccgce
gcaggcaagg
caggat gt gc
agccat gecc

t acaaggcgc

at ggagaggt

3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700



gcaacccct t
agccagat gt
gcaaggaggg
t agt ggccct
gcct gt gcaa
aacacctata
ct ct gcageg
agat cat cct
t gaggaggag
at ct caagct
aggagct gag
ct gggctct t
t gaggact cc
at cct at ggc
t gccect gag
tcttcaagct
tcttcgggaa
t ggcacagct
ggct gct get
ttctcaagtt
t cat gcaggc
cgacccagct
gctt caat gg
ct ggagacat
t gaagaat gg
cggacct gga
aggggcect gc
at gaggacat
at gggt acag
cagcaaccca
act gct acct
agccaacagc
gt ggt act ga
cctccacat t

ggat gaccct

gttcat gcgt
ggt aat ggca
atttccagtg
caagcat gac
agt cat gcca
ccagctgctg
ct gcct cegt
gct gcaaagc
t ct ggt gaag
gagggcagag
caagcgggag
gcaagcagt g
t cgact ccag
caagtttgtc
gacacccctc
gat cct gegce
ctacatcgtg
ggccaat cag
ggccgcect ge
t gt gt ct gat
cat gggccgg
cgagt ggaca
t gaccagttc
t ct gaggcac
t gt ccagt gg
gct gct cagg
agccagcagg
gt ccact aga
cagccacaat
ccaagagt ca
ggat agcct c
cattgcct ac
agacaccccc

ggct ct gcag

gcaggccacg

N3027PCT_sequ. | i st..txt

t gcct gaagce
caat t acgct
cgcct gecet t
ct gceggcet a
aacat gt acc
gagagt at gc
ggcttcttca
cgggcccgt g
ttccggtccc
tggaggt gce
gt agtcgct g
gcaggcct cg
gct gagccecc
cagt gccact
acgcagct gc
ttcatgggcg
cagaaggggc
gt gt ggcaca
ct cagt ggct
t at gggcgga
gcccaacagc
gcgacctatg
t cct gcecegg
agggggct gg
gcagagct gg
gacttccctc
ggaggcccca
ccccagceccece
caggacggt a
gacagtcttg
ttcgaccctg
cgcat gaaag
aggagacccc
caagccttca

gcact ccagc

cCaaccacaa

at t caggggt
t ccaggggt t
at ggggacat
gt gt t ggggt
gagagcat gt
ttaagcggcg
gctaccttgce
t ggt acacgc
aggt ggaggg
t ggggcacct
ggct ggccca

gt gt cacact
t caaggaacc
cagccgagcea
acccccacct
t ggcggt gcc
at cacaat gc
ttgcaccttc
atggcttcca
agggct cggg
agaaggccag
tgcactcctg
cagat ggct g
ct ggccacga
gacagaagt c
aagt ggt gt t
aggagcacat
caaat gggga
gagagcct gc
tgctgtccta
ggggaggcca
cagagccaaa
t ccacaaaca

agcaacccct
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gaaggagcca
gct ggagacc
cat cgacagg
gtgtgtgtca
cagcaagctg
cctgaatctg
attccgct ct
caggcaacgc
at acgt gagc
ggcgetgetg
ggaggt accg
ggt gcct cag

gcccct ggac

tgcctttggog
ccat gcagaa
gcat ggt gcc
t gagct gcgg
ccacaat gct
ccecgtgettce
ggct gt gt gt
ggct gccege
cat ggcgctg
gagt acgggg
gcgeggetgg
ctacgtgtta
ctacttcatt
t gggaacagc
gcccaaagt a
gact gaggcc
t gt gccccac
cggggat gcg
gcccggt gga
gccaat ccca
ggcegtgetg
gagt gct gcc

ggtctctttg
gt gaggat cc
tactgctgtc
gtgctgagtc
ttccttaagg
gcagccct ca
ct gcgccaca
t at cagcaga
cgccgacgct
t gggagcagg
gct gaget gg
gtggcccct g
at caacaact
at gct gacag
gccgt gagca
cgggagaaca
gat gagat cc
gagcggggcet
aacaagt acc
cagcaccgcc
accttacccc
gacgt gggct
gaagaggt gg
accgt ggcca
gacct ggt gt
gtgggcacag

t gggact cgg
cttgactctg

caaagaggga
aaggggct gg
gacct ggaga
ggcagcagt a
ggcct ggat g
ct ggceceggg

ct gagat cct

5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780
6840
6900
6960
7020
7080
7140
7200
7260
7320
7380
7440
7500
7560
7620
7680
7740
7800



t gcccgeaga
ct gccaaacc
aggct ccaag
ct ccagaaac
acttcccaca
ggggaggccg
accct cat ga
ct ggcaccca
ggccat ccat
t cacgcagac
cct ggaagat
tgcagcttga
gcatctctga
cacagaagcc
cct gggaggt
agct cct age
aggccggcgg
ccatgccctc
cagcccgage
actctgacta
t ccacaaggg
ct ggct gegt
actttggctg
t gcagcccegce
cagccgcecegt
gagagggt cc
caccct acac
aggat ggcct
tttgcttcac
gcaagat ggc
agggccagag
t cat gcggga
agcaggacag

gct ct gaggt

gaaaccccca
cgtgctcctg
gctccccatc
cacttcaccc
gcccacacag
gcct gaggcec
ggaggccct g
ggt gt ccaga
ggcacccact
gcggcet geac
cttcctgege
ccteetgttce
ggat gagagg
t ct ggt aacg
ctacttctcc
t gt gt cccac
gcagct gegg
ccagaacatg
gcaccaggt c
cgt ggt cgct
t gacat cat a
ggt t cgcagg
gaggttcggg
tgctgccccce
ggccgcet get
cccagt cagg
aat gct cgag
caggct gaaa
caagact ccc
caccgacatg
t gacct ggac
tgaatgttac
ct gccagcga

cctccaccca

N3027PCT_sequ. | i st..txt

gcaccagagg
cgtgccactc
aagcct gt gg
t ccccagagce
cagat caaga
ct caggaagg
at gat cct ga
gaggcegt gg
t cagct ct gc
cgcct cat ca
aaagaggt gt
cggcagat cc
ct caggat ga
gaaagcgt ga
cgcatcttcc
gt gggcat ca
gtcctgegtg
ctggagttca
aagaccct gg
gt gaggaact
cacct gcagc
aaggt ggt gt
accat ccacg
gacttcctgc
gtggcctctg
gcccgcetctg
tttgcccaga
t ccaaggagc
ct ccaggaat
ttcctagetg
gtgctttgta
tgccaagttg
ggct ggagge

cacctcactc

cacagccgac
caaagccct t
ctgcecct gt

t ggt ccggt a
atattgtcag

at ggcgggaa
aagggcagat
ccct ggt gaa
cctcgegat c
at cccaact t
tttaccccaa
t gcacgacac
aggccttgtt
agcgggecgt
ccgccacggg
aact cct gag
cat acagct t
acct ggccag
t agat gact t
tcctgectga
ccct agagcec
acct ggagga
ggcgcegt ggg
agct gccaac
cagccgct gc
ct gaccat gg
agtatttccg
ct cgggagt ¢
ccct cat cga
t aat gaggt t
acct cct gaa
t gaagcagat
t gct gt at at
gcttcctcca
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gtctgtgggce
ggccccagcec
t ct agct cag
ctctacgcetc
gcagt accag
agtgttcatg
gacccacct g
gccggt gacc
gct ggagcecc
ct acggct at
ggacagct ac
gct ct ccgag
t gcccagaac
ggt cagcact
cagcgt gggc
gat ggt caag
tgcagatatc
t gagaaggt c
cat ctt ggag
ggaccct gcg
acct cgagtg
gct gcgacgt
ccgctt cect
ggagccaggc
acaggaggtg
ggaggacgcc
agaccct cag
cagaaccttg
act cagcgac
cat gggggat
gct gt gcggg
cacagacaat
cgt gaccgcece

agacgt gagc

accggt cccc
cct ct ggeca
gat caggct t
aact ct gagc
cagccegttcc
aagcggccag
gcagct gcac
agt gcaccaa
cct gaggaac
caggacgccc
agccatcctg
gcctgcecttce
cagct ggaca
gcacgagaca
act ggt gt gc
ggt ggccagg
ctgtttgtga
atcctcttct
ct gaagaagg
ctgct gget t
ggct acagt g
agaggccccg
t cggagcet gg
cgcggcecgag
ggccgcagga
ct ggegcet cc
aggagacccc
gaggacat gc
agcagcct ca
gccccact ga
gaccat gagg
accagct cca
t accacagct

cggaccccag

7860
7920
7980
8040
8100
8160
8220
8280
8340
8400
8460
8520
8580
8640
8700
8760
8820
8880
8940
9000
9060
9120
9180
9240
9300
9360
9420
9480
9540
9600
9660
9720
9780
9840



gcctgeect t
t cggaggt cg
gttccaagag
cat gcact gt
ct gaggcect t
cact cagt cg
gct acat gct
t at at gt gac
gt gt gccggce
t gcagcat cg
t cccagecca
accggcagca
t cagcgect t
ct gt gccagce
agact cat ga
ggcccacggce
agcgcacct t
acgt ggagaa
ccctgcetcetg
cct cagagaa
gaggacact a
tcctgaactg
aaaagt ct gg
acccattgca
ccagat gaac
ct ccacaccc
ctggatttct
t ccat ggagt
accttaggcc
aaccccagac
tttgggaaaa
agtttgctaa
t ccct get gt
tatttgtcat

t caggggat ¢
t ct ggagct ¢

gcaactcttt
ggccct ggac
caat gaat at
ccgtgcettac
ctggttccgg
cat gcact ac
cagccggecc
cgccaaggac
gct ct accgt
gacacaggcg
acctatgttc
cccttgeatc
attgatggtg
caact ccagc
gcagct gcag
cct get cagt
acccagcccc
at cact gaac
agaggaggca
ggatggaatg
cccact gt gc
gaccct gecc
t ggcct ctge
tagcccttac
ggt ct tt ggt
t gct aagt gg
cctgattcac
ccccat cact
gccttcttgg
gaat agat gg
atcttccaga

at gaat gaaa

N3027PCT_sequ. | i st..txt

gccaaggcct
cccagcagcea
cttctteetg
gt ggt ggaag
gttatcttcg
at cctggatg
cgt gt gct ct
aaccaggt cc
agcgagcagc
cacttctacc
acaacggcag
ct cagcccecc
ggct cct cct
cttgccatca
aagttccccc
tacccctatg
ct ggagcagg
gcccat gaga
cagccct cca
ct ct caggat
ggaggagcaa
gcagcat gca
agt ggagcag
ctaactcctg
ctttggttta
at gt cct cct
tatttctgtg
ccggaaaaca
t ggct at gaa
t gat gggcca
aaaat gggac
aagacagcag
acct aggagg

aaat aaacga

gcgagcagaa
t agagcttcg
gaggccttga
agat at gt gc
ttgtcaccaa
t ggcct caga
gggat cagcc
tgcctgact a
tgct gcagca
t gccgagcegt
gct cgacct g
accaggcccg
tcttcttcat
accacaat gg
t gaaggagat
t ggagat tgc
gact ggaact
agcggct cac
gtaccttctg
caat gacccc
ct caaat ccc
aacttggatc
aaggcaggac
cct at gacac
ct cagggt ct
aaggggcccc
caaacaaaag
ggcct gaggg
cagaccat cc
cacaagtttg
attagcattg
gat aaacat t

atgcct aaca

gtgaatgttg
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cct gcagaaa

ggccatgttg
acgccatctc
t gagat ggct
ccgt ggccag
gat ggagcag
actcaagttc
cct gaaggga
ggt gt ccaag
gcgggaagt ¢
gct caacct g
tgcccagttt
ccagagct gc
cctcaacttt
ccagt cgacg
gctgggggac
gtgtcgtgtg
attgcccccc
ccagaagact
t gt aaggggc
caagaacaca
agat agcagg
cat gaggcct
agaagcccca
gat gt t ggaa
tccttgtget
gt gt gcct gg
aggaggcagg
cccact cet t
agagt ggt ac
agttttgaaa
ccagagaaaa
gagagt aagc

at aaaaaaaa

acct t gcgct
gcaggccgca
aaaat caaaa
ct gacacgcc
cat gt gt gcc
gt ggacggcg
gagaat gagc
ctcttcagca
ctggcttcac
caggagt aca
gt cagccagce
ct gggcect cc
agcaacattg
ct cagcacag
cggacccagc
gt ggcggcecc
gt ggccegt gc
agcgagat ca
cact gt gt gg
cagagccttg
agaagaccca
aggaactttc
cct gecat gt
caccagttgc
tctgctccaa
gccagt cagc
cagccatttc
agtt ggagt t
gggt at cccc
aagggagaag
gat gagt agg
tcatgtttat
actt aaaaaa

aaaaaa

9900

9960
10020
10080
10140
10200
10260
10320
10380
10440
10500
10560
10620
10680
10740
10800
10860
10920
10980
11040
11100
11160
11220
11280
11340
11400
11460
11520
11580
11640
11700
11760
11820
11876



<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>
Met Ala Lys Qu
p

Gy

Thr

Lys

Thr

65

Lys

Arg

Ay

Ay

Ser

Lys

Ser

Lys

50

Ay

Ser

Al a

Arg

Al a

Arg

Al a

Arg

Asp

90
3530
PRT

Hormo sapi ens
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(1)..(3530)

unconventi ona

90

Lys

Arg

35

Ay

Pro

Thr

-
onQ

Ser

Ser

Ser
195

Al a
20

Leu

GAn

Ser

Ay

Thr

Ser

_,__
©—
([&X0]

Al a

Gu Asp Gu
5

Pro

Phe

Phe

Lys

Lys

85

Ay

Tyr

Al a

Ser

Ser

165

Leu

Tyr

Pro

GAu

Vet

Arg

Thr

70

Leu

Lys

Ay

Arg

Al a

Phe

Pro

Ay

Ser

55

Lys

Vet

Lys

Arg

Asn

135

Ser

Vet

Pro

Ser

215
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myosi n-15

GAu

GAu

Phe

40

Al a

Arg

Thr

Pro

Leu

120

Trp

GAu

Ay

Ay

Ay

Hi s

Lys

Lys

25

Arg

Ser

Lys

Ser
105
Arg

Leu

Ser

Asp

Al a

Arg

Vet

90

Phe

Pro

Thr

Al a

Pro

Ay
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Al a

Lys

Arg

Phe

Arg

Vet

Arg

Lys

Thr

155

Lys

Leu

Leu

Ser

Lys

Arg

Thr

Phe

60

Al a

Vet

Val

Al a

Leu

Arg

Ay

Arg
220

. txt

Lys

Ser

Pro

45

Trp

Arg

Ay

Arg

Phe

Asp

Pro

Arg

Phe

205

Lys

Ay

Leu

30

Lys

Ay

Thr

Ser

Leu

Al a

Phe

Phe

190

Leu

Ser

15

Lys

Ile

Leu

Va

Lys

Phe

Leu

Leu

Trp

Pro

Pro

Leu

Lys

Gy

Ser

Hi s

Leu

80

Lys

Pro

Ser

Lys

Leu

160

Ser

Arg

Phe

Tyr



Pro

Tyr

Tyr

305

Ay

Hi s

Tyr

Phe

Tyr

385

Tyr

Pro

Al a

Ser

Leu

y Leu

Ay

Tyr

Tyr

290

Ay

Tyr

Pro

Pro

Asp

Ay

Pro

GAu

Phe

450

Pro

Arg

Pro

Asp

Pro

Ay

Hi s

Tyr

Ser

Tyr

Pro

355

Pro

Ay

Pro

Leu

435

Arg

Al a

Pro

Pro

Ay

Asp

Tyr

260

Asp

Pro

Ay

Ser

Ay

Tyr

Tyr

Ay

Ser
420

Leu

Arg

Ser

Phe

Tyr

245

Leu

Hi s

Asp

Tyr

Pro

325

Tyr

Asp

Ay

Asp

Ser

405

Pro

GAu

Pro

Ser

Va

485

Leu

Al a

Tyr

Leu

Va

Al a

Hi s

Pro

Ser

Lys

Lys

Asp

Asp

Asp

Ay

Tyr

Tyr

295

Asp

Ser

Leu

Pro

Hi s

375

Al a

Ser

Asn

Al a
455
Leu

Leu

Ile
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Leu Gy Gu ;yr

Arg

Leu

Ay

Tyr

Tyr

Asp

Tyr

360

Tyr

Ile

Al a

Pro

Asp

Al a

Ser

Phe

Pro

GAn

Hi s

Pro

345

Hi s

Thr

Tyr

Phe

Tyr

425

Al a

Phe

Leu

Ay

Leu

35

Ser Leu
250

y Pro Tyr

Pro Pro

Pro Phe

Pro Pro

Asp Gy

Tyr Ala

Thr Pro

Val Pro

Pro Pro

395

Val Tyr
410
Ala Hs

Gy Val

Phe A u

Pro Leu
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Tyr

Hi s

Ser

GAu

Asp

300

Tyr

Pro

Tyr

Tyr

380

GAu

Pro

Al a

GAu

Lys

Ay

Asp

Arg

Pro

Asp

Pro

Al a

GAu

Tyr

Asp

365

Al a

Va

Trp

Vet

Arg

GAn

Phe

Leu

Tyr

Tyr

Al a

270

Pro

Ay

Pro

Ay

Asp

Va

Pro

Va

Ay

Arg

Al a

Hi s

Trp

Tyr

Tyr

Pro

Al a

Pro

Ay

Ay

Vet

Leu

Va

495

Asp

Arg

GAu

Pro

Asp

Thr

Ser

320

Al a

Pro

Tyr

Va

Phe

400

Pro

Thr

Asp

Phe

480

Pro
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500 505 510

GQu Gu Asp Gu Gu Gu Leu Pro Pro Val Ser Ala Val Pro Tyr Gy
515 520 525

His Pro Phe Trp Gy Phe Leu Thr Pro Arg G n Arg Asn Leu G n Arg
530 535 540

Ala Leu Ser Ala Phe Gy Ala Hs Arg Ay Leu Ay Phe Gy Pro Gu
545 550 555 560

Phe Gy Arg Pro Val Pro Arg Pro Ala Thr Ser Leu Ala Arg Phe Leu
565 570 575

Lys Lys Thr Leu Ser Gu Lys Lys Pro Ile Ala Arg Leu Arg Gy Ser
580 585 590

Gn Lys Thr Arg Ala Gy Gy Pro Ala Val Arg Gu Ala Ala Tyr Lys
595 600 605

Arg Phe Gy Tyr Lys Leu Ala Gy Met Asp Pro Gu Lys Pro Gy Thr
610 615 620

Pro Ile Val Leu Arg Arg Ala Gn Pro Arg Ala Arg Ser Ser Asn Asp
625 630 635 640

Ala Arg Arg Pro Pro Ala Pro G n Pro Ala Pro Arg Thr Leu Ser His
645 650 655

Trp Ser Ala Leu Leu Ser Pro Pro Val Pro Pro Arg Pro Pro Ser Ser
660 665 670

Gy Pro Pro Pro Ala Pro Pro Leu Ser Pro Ala Leu Ser Gy Leu Pro
675 680 685

Arg Pro Ala Ser Pro Tyr Ay Ser Leu Arg Arg His Pro Pro Pro Trp
690 695 700

Ala Ala Pro Ala H's Val Pro Pro Ala Pro G n Ala Ser Ay Trp Ala
705 710 715 720

Phe Val Gu Pro Pro Ala Val Ser Pro Gu Val Pro Pro Asp Leu Leu
725 730 735

Ala Phe Pro Gy Pro Arg Pro Ser Phe Arg Gy Ser Arg Arg Arg Gy
740 745 750

Ala Ala Phe Gy Phe Pro Gy Ala Ser Pro Arg Ala Ser Arg Arg Arg
755 760 765

Ala Trp Ser Pro Leu Ala Ser Pro G n Pro Ser Leu Arg Ser Ser Pro
770 775 780
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Gy Leu Gy Tyr Cys Ser Pro Leu Ala Pro Pro Ser Pro G n Leu Ser
785 790 795 800

Leu Arg Thr Gy Pro Phe G n Pro Pro Phe Leu Pro Pro Ala Arg Arg
805 810 815

Pro Arg Ser Leu G n Gu Ser Pro Ala Pro Arg Arg Ala Ala Gy Arg
820 825 830

Leu Gy Pro Pro Gy Ser Pro Leu Pro Gy Ser Pro Arg Pro Pro Ser
835 840 845

Pro Pro Leu Gy Leu Cys H's Ser Pro Arg Arg Ser Ser Leu Asn Leu
850 855 860

Pro Ser Arg Leu Pro His Thr Trp Arg Arg Leu Ser Gu Pro Pro Thr
865 870 875 880

Arg Ala Val Lys Pro G n Val Arg Leu Pro Phe Hs Arg Pro Pro Arg
885 890 895

Ala Gy Ala Trp Arg Ala Pro Leu Gu His Arg Gu Ser Pro Arg Gu

Pro Gu Asp Ser Gu Thr Pro Trp Thr Val Pro Pro Leu Ala Pro Ser
915 920 925

Trp Asp Val Asp Met Pro Pro Thr Gn Arg Pro Pro Ser Pro Trp Pro
930 935 940

Gy Gy Ala Gy Ser Arg Arg Gy Phe Ser Arg Pro Pro Pro Val Pro
945 950 955 960

G u Asn Pro Phe Leu G n Leu Leu Gy Pro Val Pro Ser Pro Thr Leu
965 970 975

Gn Pro Gu Asp Pro Ala Ala Asp Met Thr Arg Val Phe Leu Gy Arg
980 985 990

Hs Hs Gu Pro Gy Pro Gy G@n Leu Thr Lys Ser Ala dy Pro Thr
995 1000 1005

Pro Gu Lys Pro Gu Gu Gu Ala Thr Leu Gy Asp Pro G n Leu
1010 1015 1020

Pro Ala Gu Thr Lys Pro Pro Thr Pro Ala Pro Pro Lys Asp Val
1025 1030 1035

Thr Pro Pro Lys Asp Ile Thr Pro Pro Lys Asp Val Leu Pro Qu
1040 1045 1050
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Asp

Leu

Pro

Phe

Arg

Asp

Leu

Pro

Arg

Hi s

Asn

Pro

Tyr

Val

Hi s
1205

y
1220

Leu
1250

Tyr
1265

Asn
1280

Al a
1295

Thr

Thr

Pro

Val

Ay

Lys

Al a

Ser

Ser

Ser

Thr

Ile

Ay

Asn

Leu

Arg

Al a

Lys

Val

Pro

Pro

Asp

Trp

Ile

Asp

Thr

Vet

Arg

Leu

Arg

Al a

Al a

Ay

Vet

Al a

Arg

Al a

Hi s

Arg

Ay

Val

Thr

Phe

Al a

Al a

Pro

Thr

Al a

Ay

Pro

Thr

Ala Cy

Tyr

Leu

GAu

Asn

Val

Leu

Tyr

Ay

Leu

Phe
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Ser
1060

Al a
1300

Leu

Pro

Leu

Arg

Va

Lys

Ser

Pro

Pro

Ay

Pro

Asp

Asn

Ay

Tyr

du

Lys

Ser Tyr Pro

Pro Trp H s

Ala Pro lle

Arg G n Ala

G n Lys Leu

Pro G n Va

Leu Arg Trp

Trp Pro Arg

Gy Ala Ala Cy

Pro Pro Ser

Ser Met Arg

Met Thr G n

Leu Lys Ile

Ser |le Leu

Gy Pro Gu

Asn Pro Pro

Met Leu Asp

Page 446

Leu
1065

-y
oQ

Phe
1215

Leu
1230

Hi s
1290

Al a
1305

Al a

Trp

Al a

Pro

Ser

Pro

Hi s

Leu

Arg

Arg

GAu

Phe

Ser

Val

Leu

Lys

Al a

Ay

Pro

Ay

Phe

Ile

Leu

Thr

Ser

Asn

Val

Phe

Cys

Thr

GAu

Arg

Trp

Hi s

Leu

Lys

Leu

Arg

Asn

Al a

Asn



Al a

Arg

Leu

Ser

Ile

Ile

Leu

Leu

Ser

Tyr

Val

Ser

Thr

Val

Phe

o
1310

Thr
1325

Ser
1385

Val
1400

Leu
1415

Phe
1490

Ser
1505

Ile

Lys

Val

Ser

Phe

Ay

Phe

Leu

Ile

Al a

Phe

Al a

Arg

Al a

Trp

Leu

Vet

Phe

Ay

Al a

GAn

Al a

Al a

Al a

Arg

Ay

GAu

Arg

Leu

Ile

Ay

Lys

Ile

Al a

Ay

Ile

Tyr

Leu

Lys

Asp

Ile

Ser

Leu

GAn

Asn

Phe

Thr

Lys

Leu

Thr

Lys

Val

Leu

Ile

Al a

Thr
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Gu Ser Ay Ser Gy

Al a
1360

Val
1375

Ser
1390

Asn
1405

Pro
1420

Tyr
1435

Ser
1450

Leu
1465

Al a
1480

Thr
1495

Tyr

Lys

Lys

du

An

du

Al a

Tyr

Asp

Ay

Ser

Asp

Al a

Al a

Thr

Al a

Va

Leu Al a

Il1e Leu

Thr Val

Il e Phe

Tyr Leu

Arg Asn

G n Leu

Tyr Leu

Al a Asp

Phe Ser

Il1e Leu

Ala dn

Val Al a

Ile Thr

Pro Leu

Lys Va

Asn Al a

Al a

Arg

Leu

Leu

Tyr

Arg

Asn

Asp

Ser

Hi s

GAu

GAu

Phe

Thr

Leu

Leu
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1320

Vet
1335

Al a
1350

Asn
1365

Phe
1455

1470

Leu
1485

Val
1500

Leu
1515

1530

Val
1545

Lys

Asn

Thr

Asp

Ay

Lys

Al a

Ay

Arg

Asp

Ay

Al a

Leu

Val

GAu

Al a

Ser

Thr

Pro

Asn

Ay

Ser

Phe

Phe

Ay

Arg

Asn

Ser

Thr

Ser

Leu

Pro

Lys

Leu

Ser

Val

Arg

Tyr

Ser

Asn

Leu

Asp

Val

Val

Al a

Leu

Arg



Asp

Asn

Thr

Pro

Ay

Phe

Lys

Asp

Ser

Ser

Phe

Asn

Pro

Ser

Phe
1640

Tyr
1655

Thr

Ser

Asn

Al a

Ay

Thr

Asn

Ile

Leu

Phe

Hi s

Val

Leu

Leu

Val

Leu

Phe

Leu

GAu

Asp

Ile

Asp

Pro

Lys

Asp

Val

Al a

Thr

Ser

Phe

Phe

Leu

Ser

Asn

Tyr

Asn

Leu

Hi s

Leu

Hi s

Lys

Arg

Pro

Arg

Leu

Vet

GAu

Ile

Ser

Tyr

Ile

Arg

Thr

Tyr

Tyr

Asn

Ser

GAn

Leu

Leu

Arg Gy

Pro

Thr
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1570

Val
1825

Ile

du

Phe

du

Arg

Leu

Leu

Lys

Ay

Asp

Thr

Al a

Lys

Leu

Leu

Va

Arg

Leu Asp

G n Leu

Asn Lys

I1e Asn

Asp Asp

Pro Lys

Lys Va

G n Va

Arg Va

Pro Gn

Ala His

Val du

Lys Pro

Val Met

lle Arg

Cys

Ile

Asp

Leu

GAn

Vet

Thr

Arg

Val

Arg

Thr

Lys

Asn

Al a

Lys
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1575

Tyr
1590

Val
1770

Vet
1785

Ay

Asn

Phe

GAn

Ser

Tyr

Leu

GAn

Asp

Hi s

Ay

Al a

GAu

Lys

Leu

Ay

Phe

Tyr

Leu

Phe

Hi s

Pro

Val

Val

Leu

Lys

Al a

Arg

Lys

Arg

Phe

Al a

Ile

Lys

Pro

Hi s

Hi s

Leu

Phe

Ser

Lys

Tyr

Pro



Val

Val

Ser

Val

Leu

Leu

Ser

Tyr

Lys

Leu

Leu

Ay

Val

Arg

Asp

Lys

Leu

Val
1865

y
1880

Leu
1925

Leu
1940

Phe
1955

Al a
2015

Thr
2030

Thr
2075

Leu

Leu

Leu

Val

Ser

Arg

Arg

Al a

Arg

Leu

Leu

Ay

Pro

Asn

Pro

Pro

Lys

Ser

Ser

Vet

Hi s

Arg

Ser

Arg

GAn

GAu

Leu

Arg

Asn

Al a

Leu

Phe

Hi s

Arg

Lys

Arg

Leu

Lys

Leu

Al a

Val

Ay

Leu

Tyr

Phe

Pro

Asp

Leu

Leu

Arg

Ile

Arg

Val

GAu

Pro

Leu

Pro

Ay

Al a
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Ay
1840

Leu
1855

Cys
1870

Phe
1885

Al a
2005

Al a
2020

Al a
2035

Vet
2050

Vet
2065

Phe I1e Asp Arg Tyr

Pro

Lys

Leu

Va

Phe

Leu

An

Al a

Arg

Ser

du

An

du

Al a

Leu

Hi s

Ala Asn Gy

Val Met Pro

Lys Gu Hs

Leu Asn Leu

Phe Ile Lys

Leu G n Ser

Gn Mt Arg

Tyr Val Ser

Cys G n Va

Lys Arg Gu

Leu Ala Gy

Val Pro A n

Pro Arg Va

Lys Phe Val

Thr Val Pro

Hs Ala Gu
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1845

Asp
1860

Asn
1875

Leu
1890

g
wa

g
oQ

Val
1995

Leu
2010

Val
2025

Thr
2040

Leu
2070

Al a
2085

Cys

Vet

Vet

Tyr

Al a

Arg

Al a

Ser

Arg

Ay

Val

Leu

Al a

Leu

Arg

Val

Leu

Phe

Arg

Leu

Arg

Al a

Al a

GAn

Pro

Pro

Hi s

Thr

Ser

Leu

Val

Arg

Leu

Thr

Arg

Ay

Val

Tyr

Leu

Val

Al a

Val

Leu

Phe

Pro

Ile



Phe

Al a

Al a

Leu

Phe

Ay

Arg

Thr

Leu

Hi s

Hi s

Lys

Leu

Val
2120

Val
2135

Leu
2150

Asn
2165

Phe
2180

Al a
2195

Asn
2270

Asp
2285

2300
y
2315

Asp
2330

Leu

Pro

Trp

Leu

Lys

Leu

Val

Trp

Ay

Ay

Leu

Ser

Ay

Vet

Ile

Asn

GAu

Hi s

Al a

Tyr

Al a

GAn

GAu

Ser

Leu

Val

Val

Tyr

Pro

Ser

Leu

Ile

Leu

Asn

Al a

Leu

Val

GAn

Trp

Thr

Al a

Ser

Phe

Lys

Thr

Arg

Phe

Arg

Hi s

Cys

Leu

Ay

Thr

Phe

Ay

Asp

Trp

Asp

Val

Arg
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Phe
2095

Ay
2110

Asn
2140

Leu
2155

Ser
2200

Al a
2215

Asn
2230

Al a
2275

Leu
2290

Val
2305

Val
2320

Pro
2335

Vet

Asn

du

Al a

Ser

Phe

Hi s

Ay

Thr

Ay

Trp

du

Ay

Phe

An

Gy Asp Pro

Tyr Ile Va

Ile Leu Al a

H s Asn Al a

Gy Phe Ala

Val Ser Asp

Arg Leu Met

Ala Ala Arg

Tyr Gu Lys

Asp G n Phe

Val Ala Gy

Arg Gy Trp

Leu Ala Gy

Leu Leu Arg

Thr Gu Qdy

Gy Asn Ser

Pro Gn Qu
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Hi s
2100

Pro
2160

Tyr
2175

GAn
2190

Thr
2205

Al a
2220

Ser
2235

Asp
2250

Thr
2265

Hi s
2280

Asp
2295

Pro
2310

Hi s
2340

Leu

Lys

Leu

Arg

Ser

Ay

Al a

Leu

Ser

Ile

Val

Asp

Phe

Al a

Asp

Vet

Hi s

Ay

Al a

Ay

Pro

Arg

Pro

Vet

Pro

Leu

Al a

Tyr

Pro

Al a

Ser

Pro

Ay

Leu

Asn

Trp

Cys

Asn

Ay

Pro

Al a

Val

Arg

Vet

Val

Arg

Ser

Asp

Lys



Val

Asn

Ser

Al a

Ay

Pro

Ser

Leu

Pro

Al a

Al a

Al a

Pro

Phe

Ay

Leu
2345

Ay
2360

Asp
2375

Tyr
2390

Asp
2405

Ay
2420

Thr
2450

Leu
2465

Pro
2480

Al a
2495

2510

Pro
2525

Pro
2540

Ser
2555

Pro
2570

Ser

Leu

Leu

GAn

Arg

Leu

Al a

Leu

Pro

Pro

Leu

Val

Pro

Pro

Lys

Ser

Thr

Leu

Asp

GAu

Pro

Pro

Al a

Arg

Ser

GAu

Val

Al a

Leu

Pro

Phe

Val

Asp

Ay

Ser

Lys

Ay

Pro

Leu

Ay

Al a

Al a

Leu

Lys

Al a

Leu

Thr

Arg

Phe

Al a

Leu

Pro

Ay

Vet

Al a

GAn

Leu

Al a

GAn

Val

Ay

Vet

N3027PCT_sequ. l i st..txt
Ser His Asn G n

Tyr
2350

Pro
2380

Phe
2395

Thr
2410

Ay
2425

Pro
2440

Thr
2470

Leu
2485

Pro
2500

Pro
2530

Asp
2545

Ser

Arg

Al a

Asp

Al a

Ser

Lys

Al a

Leu

Arg

Thr

Al a

Arg

Gy Thr

Val Pro

Pro Val

lle Ala

Ser Ser

Pro Ile

Phe |le

Gn A a

Ser Leu

Ser Val

Thr Pro

Leu Pro

Al a Ser

Ser Thr

Lys Asn

Pro Au

Pro Asp

Al a

Hi s

Leu

Tyr

Ay

Pro

Hi s

Thr

Pro

Ay

Lys

Pro

Leu

Al a

Pro

Page 451

2355

Thr
2370

Lys
2385

Ser
2400

Lys
2460

Al a
2475

Al a
2490

Thr
2505

Pro
2520

Lys
2535

Asn
2565

Val
2580

Leu
2595

Hi s

Asp

Hi s

Ay

Tyr

Vet

Leu

Leu

GAu

Ay

Leu

Pro

Thr

Ser

Arg

Arg

GAu

Leu

Ay

Lys

Asp

Asp

Al a

Lys

Pro

Al a

Val

Thr

GAn

Lys

GAu

Thr

GAu

Asp

Asp

Ay

Thr

Al a

Val

Pro

Pro

Pro

Al a

Ser

Hi s

Tyr

Asp

Al a



Leu

Ay

Thr

Ser

Hi s

Trp

Tyr

Hi s

Arg

Thr

Al a

Hi s

Al a

Ile

Leu

Val

2600

Vet
2615

Thr
2630

Ser
2645

Lys
2690

Ser
2705

Asp
2720

Leu
2735

Lys
2750

Al a
2765

Thr
2780

Val
2795

y
2810

Leu
2825

Al a
2840

Lys
2855

Ile

Al a

Ser

Leu

Ile

Hi s

Thr

Arg

Pro

Arg

Ay

Ay

Ay

Phe

Ser

Thr

Leu

Val

Pro

Leu

Phe

Pro

Leu

Vet

Leu

Asp

Ser

Val

GAu

Leu

Lys

Ser

Arg

GAu

Asn

Leu

Val

Ser

Lys

Val

Thr

Val

Lys

Leu

Thr

Lys

Val

Ay

Arg

Pro

Pro

Pro

Arg

Al a

Thr

Trp

Ay

Leu

Arg

Val

Asp

N3027PCT_sequ. | i st..txt

2605

Ser
2650

Pro
2665

Asn
2680

Lys
2695

Leu
2710

Al a
2725

Leu
2740

Thr
2785

Leu
2800

Val
2815

Pro
2830

Vet

Al a

du

Phe

Asp

Cys

Phe

Ser

Va

Ay

Arg

Leu

Ser

Leu

Phe

Thr His

Val Al a

Ala Pro

GAu Leu

Tyr Gy

Val Phe

Leu Leu

Leu Arg

Ala dn

Val Lys

Tyr Phe

Val Gn

Met Va

Arg Al a

G n Asn

Phe Ser

Il1e Leu

Leu

Leu

Thr

Thr

Tyr

Phe

Asn

Arg

Ser

Leu

Lys

Tyr

Vet

Al a

GAu

Page 452

2610

Al a
2625

Val
2640

Ser
2655

Ser
2820

Leu
2835

Leu
2865

Al a

Lys

Al a

Thr

Asp

Lys

GAn

GAu

Leu

Val

Al a

Ay

Phe

Al a

Lys

Al a

Pro

Leu

Arg

Al a

Asp

Ile

Asp

Asp

Val

Phe

Val

Al a

Phe

Hi s

Lys

Pro

Val

Pro

Leu

Pro

Ser

Leu

GAu

Thr

Ser

Pro

Ser

Asp

Asn

Asp



Ser

Al a

Leu

Arg

Phe

Pro

Leu

Al a

Al a

Tyr

Lys

Asp
2870

Leu
2885

Ser
2945

Pro
2960

Val
2975

Ay
2990

Leu
3005

Phe
3020

Ser
3035

Phe
3050

Ser
3065

Leu

Pro

Val

Trp

Thr

Al a

Pro

Al a

Arg

Lys

Thr

Ser

Phe

Leu

Asp

Val

Al a

Pro

Val

Arg

Leu

Ser

Pro

Leu

Asp

GAu

Lys

Leu

Vet

GAu

Val

Phe

Arg

Phe

Val

Pro

Al a

Val

Pro

Pro

Pro

Thr

Ser

Ay

Asn

Cys

Al a

Hi s

Val

Leu

Ay

Ay

Al a

Arg

Pro

Arg

Pro

Lys

Asp

Leu

Tyr

N3027PCT_sequ. | i st..txt

Val
2875

Lys
2890

Ay
2905

Thr
2935

Pro
2950

Al a
2980

Al a
2995

Tyr
3010

Leu
3055

Vet
3070

Al a
3085

Leu
3100

o
3115

Arg Asn Phe Leu Pro

Ay

Tyr

Al a

Ay

Al a

Arg

Thr

Arg

Ser

An

Al a

Pro

Lys

An

Asp

Ser

Leu

Hi s

Al a

Arg

GAn

Ser

Vet

Pro

Arg

GAu

Thr

Leu

Leu

Val

Al a

Arg

Ay

Al a

Al a

GAu

Al a

Leu

GAn

Thr

Ser

Asp

Lys

Cys

Val

Ay

Arg

Arg

Pro

Al a

Val

Asp

Asp

Leu

Leu

Vet

Ay

Ay

Lys

Page 453

2880

Hi s
2895

Cys
2910

Arg
2925

Val
2940

Asp
2955

Al a
2970

Hi s
3000

Phe
3015

Ay
3030

GAu

Leu

Val

Ay

Ay

Phe

Val

Arg

Ay

Al a

Leu

Asp

Leu

Ser

Hi s

Asp

Val

Pro

Arg

Leu

Al a

Arg

Arg

Vet

Leu

Al a

Asp

GAu

Thr

Pro

Pro

Arg

Asp

Phe

Al a

Arg

Asp

Lys

Leu

Leu

Ser

Val

Leu

Val

Asp



Asn

Leu

Pro

Leu

Lys

Phe

Al a

Val

Tyr

Tyr

Phe

Pro

Pro

Val

Thr
3125

Tyr
3140

Hi s
3155

Pro
3170

Thr
3185

Leu
3200

Leu
3215

Thr
3230

Leu
3245

Thr
3260

Asp
3320

Ser
3335

Hi s
3350

Ser

Ile

Leu

Phe

Leu

Arg

Leu

Val

Thr

Asn

Leu

Leu

Asn

Tyr

Ser

Val

Thr

GAn

Arg

Al a

Pro

Al a

Arg

Arg

Asp

Trp

GAu

Leu

GAn

Al a

Lys

Thr

Arg

Ay

Phe

Vet

Ay

Leu

Pro

Ay

Val

Phe

Leu

Lys

Leu

Lys

Ile

Al a

Phe

Ay

Leu

Ay

Asp

GAu

Al a

Arg

Tyr

Ay

Leu

Asp

Pro

N3027PCT_sequ. | i st..txt

Asp Ser Cys Gn Arg Gy
3130 3135
Tyr H's Ser Cys Ser Gu
3145 3150
Leu G n Asp Val Ser Arg
3160 3165
Ala Lys Ala Cys Gu Gn
3175 3180
Gy Arg Leu GQu Leu Pro
3190 3195
Ala Gy Arg Ser Ser Lys
3205 3210
Leu Gu Arg His Leu Lys
3220 3225
Val Val Gu Gu lle Cys
3235 3240
Ala Phe Asn Gu Tyr Va
3250 3255
Hs Val Cys Pro Leu Ser
3265 3270
Ser Gu Mt Gu An Va
3280 3285
Arg Val Leu Trp Asp Gn
3295 3300
Val  Thr Met His Tyr Asn
3310 3315
Leu Phe Ser Ser Val Pro
3325 3330
G@n Gn Val Ser Lys Leu
3340 3345
His Phe Tyr Leu Pro Ser
3355 3360
Ala dn Leu Tyr Arg Thr
3370 3375
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Trp

Val

Thr

Asn

Ser

Arg

Al a

Arg

Asp

Pro

Al a

Al a

Val

Thr

Arg

Leu

Pro

Leu

Ser

Lys

GAu

Phe

Arg

Ay

Leu

Val

Ser

Ser

Arg

Al a

Leu

Hi s

Ay

GAn

Ile

Leu

Thr

Val

Al a

Ay

Lys

Leu

Arg

Leu

GAu

Ay



Ser

Al a

Ser

Hi s

Val

Pro

Asp

Leu

Ser

Leu

Thr
3380

Leu
3395

Al a
3410

Ser
3425

Asn
3440

Lys
3455

Thr
3470

Val
3485

3500

Al a
3515

Leu
3530

<210> 91

<211>
<212>
<213>

<220>
<221> m

<222> (1
My

<223>

<400> 91

tt cggcacga ggaaaaaaga
tctct ct gaa gcaaaat ggc
ct gaagaaga ggtcgt ccga

tttcaaat ct

at cgacccca tgacgtacgg

Ser

Leu

Asn

Ay

Phe

Al a

Al a

Leu

Hi s

3652
DNA
Toxopl asma gondi

Leu

Pro

Pro

Leu

Pro

Asn

Al a

Cys

GAu

Asn

Hi s

Al a

Asn

Leu

Ser

GAn

Arg

Lys

sc_feature
). .(3652)
oA

ggacggact t
aagtgcatcg tgcaggcgag
ccgggcettcg acgaaccgt t

Leu

Phe

Val

Phe

Lys

Ser

Arg

Val

Arg

N3027PCT_sequ. list..txt
Ser Gn Hs Arg Gn

Val
3385

Al a
3400

Ay
3415

Pro
3430

Leu
3445

Thr
3490

Val
3505

Leu
3520

Arg

Ser

Al a

Ser

Ile

Pro

Leu

Al a

Thr

agttttctct

gagcaagacc

t gt ccacgceg

ggcgccgt cg

gacagacaag

cgaagt cccg

agacat cggc

Ala dn

Ser Phe

Pro Cys

Thr Gu

A n Ser

Tyr Val

G n Leu

Val His

Leu Pro

ccttcgttagt
acgt ct gagg
gt cgaccact
gt gaaggagg
gggaacttga
caggcgaat g
atgttgcctc

Phe

Phe

Thr

Thr

GAu
3

Val

Pro
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3390

Leu
3405

Phe
3420

Leu
3435

Hi s
3450

Ser
3525

GAn

Ay

Ile

Al a

GAu

Thr

Al a

GAu

Asn

GAu

ccggcaat gt

agccggacct

cgt ggaacgt

acacgaacat

Thr

Leu

GAn

Leu

GAn

Leu

GAn

Leu

gt acaaagga

gatgtttgce

aaacagcct g

tccttgegte

GAn

Leu

Ser

Asn

Vet

Arg

Ay

Gy

Leu

Thr

acctctttcc tcgtgttatc

agct gaaaac ggccacggcg

cct gcgt cca gatcgat cca

60
120
180
240
300
360
420



ctcgacttcc
gt cgt cgcca
t acagagaca
gcgct cgaca
ggcgcgggca
gggt cgat gg
tttggaaatg
ct ggat gt gg
aagt cgcgt g
t gcaaggggg
aagt acat ca
gaagt ct gcg
agcat cgt ga
gggat cgacg
gggct get ct
gcggggaat ¢
t cgct cgega
agcat caagc
gaagtcttca
cagaagaact
gtctcctcca
aagaacaact
gaaaagttcc
aaggtctctc
gccgaaggct
cagcaaagca
aagat ggcca
gaacttatca
aagcccct cg
gaggctcttc
ttccagttca
gctgcgcet ga
acaatggttt
ctttcttctt

t caaggt gcg
t caat ccet't
ctttcgacct
acct ccacgc
agacggaggc
atttgcggat
cgaagacgat
gt cgcgaagg
ttctcacgca
cggacgcggce
atccgttgtg
agtcgttccg
gt ggagt gct
acgccgeggce
t cct cgacgce
aggagat ccg
aggcgatgta
ct ccgggegy
agaacaact c
t cgt cgacat
aggagt t gat
cggt gct cgce
tctcgacctg
cgaacat caa
tcctcttcaa
agaaccccgt
agggacaact
acagcaccga
act gggt gcc
agct ccgt ca
agtttatcga
gact cct caa

tcct caagca

gggagcct ct

N3027PCT_sequ. | i st..txt

cttcat gaag
ccgcgacctc
ct ccaaactc
cgt caacaag
gacgaagcag
t cagaacgcg
t cgcaacaac
aggcat caag
ggacgaacag
gat gaaggag
cct ggacgeg
gt cgat gaat
gctgettggc
gat cgagggg
ggagcgcat t
cggccggt gg
cgacaagttg
cttcaagatc
gct ggageag
cgtcttcgac
tttcacctcg
t gcgct cgag
caagaacgcg
tttcctcatc
aaacaaagat
t gt cgcgcaa
gat t gggt cg
gcctcacttc
gt cgaaaat g
act cggct ac
cct ct cggct
aagcagcaaa
gacgggacgcg
cgtctcagtg

aat caaat ct
gggaacacca
gcgccccatg
t cgcaaacga
att at gaggt
at cat ggcgg
aact cgt cgc
tttggctccg
gagcggt cgt
cgcttccata
ccagggat cg
ct gacggagg
aacgt cgagg
aagaactt gg
cgcgaagagce
aagcaggaag
ttcatgtgga
ttcat gggca
ttcttcatca
cgcgagagca
aacgcagaag
gaccagt gcc
ct gaaaggaa
t cgcacactg
gt cct gcgag
ctcttegetg
cagttcct ct
attcgctgca
ctcattcagce
tcttacagac
t ct gaaaat ¢
ctgcccageg
aaagaact ga
ct cgaggcegt
Page 456

acacgact gc
cgctcgactg
ttttctacac
tcatcgtgtc
attttgcggc
cgaat ccagt
gtttcggacg
t cgt cgecet t
accacat ct't
t cct gccget
acgacgt cgc
acgaagt cgc
t gacagcgac
aggttttcaa
t gacggt gaa
acggagacat
t cat t gccgt
t gct cgacat
acat cacgaa
agct gt at cg
t gat caagat
t cgccect gg
ccaccaagtt
t cggcgacat
cagaaat cat
gcat cgt cat
cgcagct gca
t caagccgaa
t gcacgcgct
gtccgttcaa
caaat ct gga
aagaat acca
cgcagattca

act acgct gg

ggacccgct ¢
gattgttcga
cgccegacgce
cggt gagt ct
ggcgaagacg
gct t gaggca
cttcatgcag
t ct cct ggaa
ctaccaaatg
ct cggagt ac
ggagttccac
gagcegt gt gg
gaaggat ggg
aaaggcct gc
ggt ttcgt at
gct caagt cg
gtt gaaccgc
cttcggettc
cgaaatgctg
t gacgagggt
cttgacggcg
aggcagcgac
caagcct gcg
ccagt acaac
ggaaat cgt g

ggagaagggag
gagcctcatg

cgacacgaag
ctccgtcectce
ggagttcctc
ccccaaagaa
gct cgggaag
gagagaat gc

cagacgccac

480

540

600

660

720

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460



aagaagcagc
cacct ggt gg
tttgcetttt
t gt cgtt cgt
tttgtgtaga
ccttctttct
agggcgagga
ccct ct caag
t aggt cgacg
tttgctttag
ggttccgttc
gaaaactgtg
agcgtctctg
agaagcat gt
agcaggaaag
t gcgagagaa
gcagt caccg
gtttgtgttg

agt caaaaac

t gct gaaaaa
acaacaacgt
gaact ctt ct
gtgggttttg
ggacgcggat
ttgtccagca
aagtttatgt
gcgcagaaag
cgcgt ccat t
ggacgt ct ct
gaaggcgcac
t ggct cgegce
agacgcgcat
ggcggttttc
aagt cgcaac
gcaaat gt cg
t ggaagccga
cgccagaaag

cgt agaaaac

N3027PCT_sequ. | i st..txt

gacccccttce
cagccccgeg
catccatttg
t at gt ggaac
caaaggcgga
agtctgtgtt
ttgcaaactt
t cgcget gca
cgctgetgtg
ct gggcagac
acaggcgacg
at gcgt cgct
cgcaccgcga
gt gt gcggcg
t gaacaaggg
t ggacgt cgc
gggaaaggca
t ggacgcact
gcgaggaaat

at cattcgcg
actgttcagc
ttgttttctc
tgctttcgac
actgatggtg
t cgaagcaag
gtctacgctc
cgacgt t cgt
tggtttgegt
gcgact gccg
gccagagttc
ct cgaggegce
aaaaccgcag
aaat ct agga
atatcttctt
cgt gagegt ¢
cagaccagtg
gagcat ccgt

ccagaat gcg

cccaggct ca
cggcgttcta
tcttcgcegt
gagagccgt t
tcagtccgtg
aggagagacg
gcgagcegt gt
gttttggcta
ct cgacgagg
tcgtgegttg
gcgtt cgege
aggaaaaacg
ggaacat gca
gagaggcct a
ttttcttctg
gcagct gttt
t gcgcgceaca
ggaagaacga

t cgcct geat

cat ccgcaga
gacacgttcg
ttccttcgag
tgtgcgettc
getctttttg
cacacaagca
gaacagcttc
€ggggacgceg
atgtagtgtg
ttttttcget
ttcttcaagt
ggt cgaagt g
aagaagacag
gaacgggt ga
catgtcttcc
t ct cgccgaa
t agagggcgg

aaaaacagca

gttgtgtgceg

cctgacattt cataaaaatc ggatatctgt ctctaaaaaa aaaaaaaaaa aa

<210> 92

<211> 831

<212> PRT

<213> Toxopl asma gondi

<220>

<221> M SC_FEATURE

<222> (1)..(831)

<223> MoOA

<400> 92

Met Ala Ser Lys Thr Thr Ser Gu G u Leu Lys Thr Ala Thr Ala Leu

1 5 10 15

Lys Lys Arg Ser Ser Asp Val His Ala Val Asp H's Ser Gy Asn Va
20 25 30

Tyr Lys Ay Phe
35

Gu Pro Asp Leu
50

Gnlle Trp Thr Asp Leu Ala Pro Ser Val Lys Qu
40 45

Met Phe Ala Lys Cys |Ile Val Gn Ala Gy Thr Asp
55 60
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2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3652



N3027PCT_sequ. | i st..txt

Lys Gy Asn Leu Thr Cys Val GAn lle Asp Pro Pro Gy Phe Asp G u
70 75 80

Pro Phe G u Val Pro Gn Ala Asn Ala Trp Asn Val Asn Ser Leu lle
85 90 95

Asp Pro Met Thr Tyr Gy Asp Ile Gy Met Leu Pro His Thr Asn Ile
100 105 110

Pro Cys Val Leu Asp Phe Leu Lys Val Arg Phe Met Lys Asn Gn lle

Tyr Thr Thr Ala Asp Pro Leu Val Val Ala Ile Asn Pro Phe Arg Asp
130 135 140

Leu Ay Asn Thr Thr Leu Asp Trp lle Val Arg Tyr Arg Asp Thr Phe
145 150 155 160

Asp Leu Ser Lys Leu Ala Pro Hs Val Phe Tyr Thr Ala Arg Arg Ala
165 170 175

Leu Asp Asn Leu His Ala Val Asn Lys Ser Gn Thr lle
180 185

Val Ser

_,__
© —
([&X0]

Gy Gu Ser Gy Ala Gy Lys Thr Gu Ala Thr Lys G n Ile Met Arg
195 200 205

Tyr Phe Ala Ala Ala Lys Thr Gy Ser Met Asp Leu Arg Ile G n Asn
210 215 220

Ala Ile Met Ala Ala Asn Pro Val Leu Qu Ala Phe Gy Asn Ala Lys
225 230 235 240

Thr Ile Arg Asn Asn Asn Ser Ser Arg Phe Gy Arg Phe Met G n Leu
245 250 255

Asp Val Gy Arg Gu Gy Gy Ile Lys Phe Gy Ser Val Val Al a Phe
260 265 270

Leu Leu Gu Lys Ser Arg Val Leu Thr G n Asp Gu Gn Gu Arg Ser
275 280 285

Tyr His Ile Phe Tyr G n Met Cys Lys Ay Ala Asp Ala Ala Met Lys
290 295 300

Gu Arg Phe Hs Ile Leu Pro Leu Ser Gu Tyr Lys Tyr Ile Asn Pro
305 310 315 320

Leu Cys Leu Asp Ala Pro Ay Ile Asp Asp Val Ala Gu Phe Hs Gu
325 330 335

Page 458



Val

Ser

Val

Ay

Asp

Ay

Leu

Asn

Lys

Asp

Val

Val

Al a

Cys

Val

Thr

370

Lys

Al a

Asn

Lys

Phe

Ser

Asn

GAu

Asp

Cys

Ser

Tyr

GAu

Trp

Al a

Asn

GAu

GAn

Ser

435

Al a

Vet

Leu

Phe

Lys

Pro

Asn

595

Ile

Ser

340

Ser

Thr

Leu

Arg
4

Ser

Val

Ay

Val
500

y Val

Ile

Asn

Asn

580

Al a

Vet

Phe

Lys

GAu

Ile

Leu

Leu

Vet

Asp

Ser

Leu

Leu

Al a

565

GAu

GAu

Arg

Val

Asp

Val

390

Arg

Arg

Al a

Asn

Leu

470

Phe

Ser

Thr

Al a

550

Leu

Asn

Ay

Ile

Ser

Ser

Ay

Lys

Arg

Asp

Phe

Val

Lys

Al a

535

Pro

Lys

Phe

Phe

Val

N3027PCT_sequ. | i st..txt
Asn Leu Thr

Vet

Ay

y Gy

Lys

GAu

Arg

Al a

440

Ser

Ile

Phe

Lys

Ay

Ay

Leu

Leu

600

GAn

345

Val

Ile

Lys

Leu

Trp

Vet

Ile

Phe

Asn

Asp

505

Leu

Asn

Ay

Thr

Phe

GAn

Leu

Asp

Ala Cy

Thr

410

Lys

Tyr

Lys

Ay

Arg

Ile

Asn

Ser

Thr

570

Ser

Lys

Ser
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Leu

Asp

395

Val

GAn

Asp

Pro

Phe

475

Thr

Phe

Ser

Asp

555

Lys

Hi s

Asn

Lys

GAu

Leu

Al a

380

Ay

Lys

Lys

Pro

460

Asn

Ser

Thr

Val

540

Phe

Thr

Lys

Asn

Asp

Ay

Al a

Leu

Val

Asp

Leu

445

Ay

Val

GAu

Lys

Ser

525

Leu

Lys

Lys

Val

Asp

Pro

Asn

Al a

Leu

Ser

Ay

Phe

Ay

Phe

Vet

Leu

510

Asn

Al a

Phe

Pro

Ay

590

Val

Val

Val

Val

Ile

Phe

Vet

Phe

Lys

Leu

495

Tyr

Al a

Al a

Leu

Al a

575

Asp

Leu

Val

Al a

GAu

GAu

Leu

400

Al a

Vet

Trp

Lys

Asn

480

GAn

Arg

GAu

Leu

Ser

560

Lys

Arg

Al a



N3027PCT_sequ. | i st..txt
610 615 620

Gn Leu Phe Ala Gy Ile Val Met Gu Lys Gy Lys Met Ala Lys Gy
630 635

GnlLeulle Gy Ser G n Phe Leu Ser G n Leu G n Ser Leu Met Gu
645 650 655

Leu Ile Asn Ser Thr Gu Pro His Phe Ile Arg Cys Ile Lys Pro Asn
660 665 670

Asp Thr Lys Lys Pro Leu Asp Trp Val Pro Ser Lys Met Leu lle G n
675 680 685

Leu Hs Ala Leu Ser Val Leu Qu Ala Leu Gn Leu Arg G n Leu Gy
690 695 700

Tyr Ser Tyr Arg Arg Pro Phe Lys G u Phe Leu Phe G n Phe Lys Phe
705 710 715 720

[le Asp Leu Ser Ala Ser Qu Asn Pro Asn Leu Asp Pro Lys Gu Ala
725 730 735

Ala Leu Arg Leu Leu Lys Ser Ser Lys Leu Pro Ser Gu Gu Tyr Gn
740 745 750

Leu Gy Lys Thr Met Val Phe Leu Lys G n Thr Gy Ala Lys Gu Leu
755 760 765

Thr Gnlle Gn Arg Gu Cys Leu Ser Ser Trp Qu Pro Leu Val Ser

Val Leu Qu Ala Tyr Tyr Ala Gy Arg Arg H's Lys Lys G n Leu Leu
785 790 795 800

Lys Lys Thr Pro Phe Ile Ile Arg Al a
805

Ala Hs Ile Arg Arg H s

©Q
o3
fos
-y
o

Leu Val Asp Asn Asn Val Ser Pro Ala Thr Val G n Pro Ala Phe
820 825 830

<210> 938

<211> 3225

<212> DNA

<213> Toxopl asma gondi

<220>

<221> msc_feature
<222> (1)..(3225)
<223> oB

<400> 938
at ggagcgca aacaaaccca gat gatactg gggcggagac tggcgaaaga ctcaccggag 60

Page 460



gt gaagcat t
acgaacttta
tttgccaagt
gacccgccag
ttgattgaac
gtcttggatg
cttctggtag
acat at cgga
gccgegettg
t ct ggagcag
t ct gaggt gc
ttcggaaat g
ct cgat gt ct
aaagtgcgtg
ct caaaggcyg
gcgt atctga
gatttcgagg
tcggtgtttt
gacgcacagg
gaagct t gcc
t cgacgaagg
tctgtgttgt
cttaacagct
tttggctttg
gagt at ct gc
gccgaaggt g
ctct gt ggaa
t caact gacg
ttggagtctc
gagt at acat
gat gt cat ga
gaggcaggaa
gagat gat cg
gaggagaaga
tcgatcttgg

tt caaagaaa
cct get ggac
gcat agt cgt
cacgcgggac
cggagacggt
ttct aaaaag
ct at caaccc
acgccagt aa
aggaccttga
gaaagact ga
gcacgact at
ccaaaacaat
cgt ct cat cg
t ggt gt ccca
cgacgagcga
at ggt aaaaa
aggt gcttca
caattctctc
gt gt cccgga
agctcctt ag
ttggacctca
cgctgtctaa
t gat t gacgc
aagt cct cga
aaaaacactt
ttccgactga
agaacgattc
agggtttctg
gcagagacaa
gt gaagggat
aggcgt caac
aaat cggcaa
gaat t gt agc
agcccct ggg

aggcacttca

N3027PCT_sequ. | i st..txt

at cgagtgtc
tgctgattge
cggagggt cc
gtttacggtt
cgacgatatc
ccgatttttg
cttcaaggac
gcct gagat g
aggct acaag
agct acaaaa
ccaagacacc
ccgt aat aat
gggcatt cag
ggaagcgaac
aat gcgt gca
cggt ggat gc
at cgt t ggat
cggccttcetg
t gcagcegt at
cgttgatgac
ggt cat cgaa
aaat gt gt at
t ccagat ggc
agt aaact cg
cat cgat gt't

ggccct cgag
gtttttcget

cgggacgat ¢

aaggct gaaa
gtt ggaaaag
tgaccctgtc
gggaacact a
gcaaacggag

at ggaat ggg

act ccgccaa

gttcctttceg
cccgeagt ga
at ggacacgc
gcgcect acag
ggctatcttc
agaagcat ca
ct ggggaaca
cttccaccac
aaaaaccaat
cagat cat gc
att at ggcag
aact ccagcc
cacgggagt a
gaacgat cct
aagt accact
tacgat gt cc
gccat gcaga
cttattggca
atttcgcege
gcagcact ca
ggtgtgcegta
gacaagct ct
at gcccaat t
ctt gagcagg
gtcttcgata
tacacggat a
ct gct cgaag
ct gcgecgec
tttataatcc
aacaaggact
acaaaggcgc
at cgcat cca
gcgcacttca
t cgaaggt gc

gt cggat acg
Page 461

gccgt gat gg
aagct gaccc
agct ggaact
atgtgttcaa
ct cacacgaa
tttatacaac
ccacagat gc
atgtcttcaa
cgat cat t gt
ggttttttge
gcaat cccat
gatttggacg
tat ccaact t
accatatttt
tgcgcagttt
cgggcat cga
t cacgggttc
at gt aagcat
agagcgagga
agaaggaaat
caaaggat ga
tt gact ggct
t cat t ggaat
tcctgattaa
t ggaaacgaa
acct t gcact
atgcct get t
t ggagccctc
ggcacacgat
ttcttcgt aa
t cttcgaagg
gattcctgaa
tccgttgect

t gaat cagct

cgt at cggcg

acgcgcet gcc
caccct cgt t
cgagcaagt c
cgcaaacgag
t gt agcgt gt
agct gagcca
at ggat at cg
aacggcccgce
gt cgggcgaa
gt cggcegt cc
cctt gaggcec
attcatgatg
cctcct cgaa
ctaccagctg
aaaggagt ac
t gacaaggcc
gaaacggcat
agaaggaaaa
aat cct ggag
t ct cgt gaag
ggccaagacg
tgttcgccag
tcttgatatt
cat t accaat
gctttaccaa
t gt cggcgct
aggcat cagg
gggattcttt
tgccgatatc
ggaggt gat g
aattgaaatc
gaact t ggag
gaagccgaac
tttctcgett

caacttcagc

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160



gaattctgca
aaggaggt cg
ggaaaaacga
gagaagttga
ctcct ccgaa
cgcagacat c
t cgggaat gg
cgagcgcecegce
ctgcct cgaa
gacaccgat g
cagacagctt
t at cacgt gt
cagaacattt
gt aat catca
cacgtcgttg
at gt at aaaa
aaaacgtatg

gttattttct

gtcatttccg
cgcagct get
t ggt gt t cgt
tgtgtttcca
agaagat ggc
t ggagccgga
agcgt cct cg
caacgaaggt
attacgcagc
ccttcttacg
t ggcccgcect
ggaggt cggt
gcact gt aat
at cgcact cc
aacaggaagg
cccggaaacc
gcatctgtcg

cactgacat g

N3027PCT_sequ. | i st..txt

at ggct cgat
t ct cgaacaa
gaagcct gac
gcctctgatc
aagggttatc
cagcatt aac
aaat ccct gt
gct cagcect a
gagcaacgaa
tctcaaaatg
gaaagagcgg
ggaact act a
ccgaaacgat
caact t cggc
cat gt accga
ccgcaaggaa
aaagagggat

gaaacat aat

<210> 94
<211> 1946
<212> PRT
<213> Toxopl asma gondi
<220>
<221> M SC_FEATURE
<222> (1)..(19486)
<223> MoB
<400> 94
Met Val G u Ser Cys Leu Leu Thr
1 5
Ala Leu Ile Lys Met Asp Leu Ser
20
Leu Arg Arg Ser u Ala Gu Leu
35 40
Asp Gy Lys Lys Lys Cys Trp Ile
50 55
GQu Ala Gu Val Lys Gy Ser Gu
65 70

ctaggtcttg
t caggaattc
gcggcgaagg
ggcgt cet gg
cacttcctca
atctctcctg
gtcgtcgtta
tctcgeget a
gccctggat g
aagcggt cgc
cggccegt cge
tt cagagagc
at ggaccagc
at ggct gcga
gacggccgac
gagatt cgac
ttctcaggta

caaaaacata

Phe Arg Al a
10

Asp Leu Gy
25

Leu Leu Leu

Pro Asp Gy

Asp Asp Gy
75

Page 462

tgaattctga
cggagt cgtc
agtt gt cgat
gcccgatgtg
cgagact gga
aagaacgaga
agaaacgcgt
ggctttcgct
ttgatgatac
ccaacgagaa
acgt ct gcat
ct ct gagt ga
attacggcett
ctcatattca
aattcctctt
t ccat gaaag

at gct ccaac

gct ag

Phe

30

45

Val

Phe Trp

Ala Al a

Al a Thr

Asn Al a

Ile

t cgcgacagg
gtgggt gat c
cttgcagegce
gaggaaggt t
at caaacgcg
agcgttgttg
t gaaccagag
ct ct aaagaa
catgtctgta
ctatctcege
ggaggaggcg
caagagact t
tttctggcaa
cgggt ccet t
ccacctcatc
ggcggcggag

acaggaat t t

Trp Ile
15
Al a Phe

Al a Leu

2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3225



Thr

Hi s

Lys

Asn

Leu

Phe

Ser

Ay

Asp

Asp

Al a

Asn

Leu

Ay

Asn

Phe

GAn

Al a

Ay

Va

GAn

Phe

Al a

Asp

Pro

Vet

Lys

Lys

Al a

Thr

195

Ay

Phe

Lys

Asp

Al a

Lys

Hi s

GAu

GAu

Ile

Trp

Arg

Phe

180

Ay

Tyr

Al a

Ay

Phe

260

Ile

Ay

Phe Cy

GAu

Al a

Tyr

Leu

GAu

Phe

Leu

Asn

245

Asp

GAu

Leu

325

Leu

Ser

Phe

Ser

Thr

Ser

Asp

Ser

Al a

Al a

Arg

Ile

Arg

Ser

Leu

Leu

GAu

Va

Tyr

135

Va

Gy
Thr
215

Asp

Lys

Tyr
Asn

295

Asp

Al a

N3027PCT_sequ. | i st..txt

Ser

Vet

Leu

120

Ser

Tyr

Al a

Leu

Al a

200

GAn

Thr

Hi s

Leu

280

Tyr

Leu

Ay

Thr

[le Lys Au Asp Lys
90

Hi s

Ay

GAn

Pro

Hi s

185

Ay

Al a

Ile

Leu

Phe

265

Leu

Hi s

Leu

Al a

GAu

GAu

Thr

Leu

Lys

Asn

Lys

Al a

Arg

Ay

Leu

Va
330

Asp

Leu

Phe Cy

Arg

Thr

Asn

Al a

Lys

Phe

Va

315

Thr

Vet

Lys

140

Va

Ile

GAu

Va

Ile

Al a

Asp

Arg

Ser

Tyr

300

Ser

Va

Gn Ala Mt
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Al a

Arg

Va

Vet

Phe

Asn

Asn

205

Asn

Asn

Ay

Arg

GAn

Al a

Asp

Ile

Arg

Thr

Al a

Al a

190

Ser

Ser

Thr

Ser

Vet

270

Va

Ile

Asn

Ser

GAn

Leu

Tyr

Ile

Al a

Va

175

Ser

Lys

Arg

Ile

Ser

255

Leu

Ile

Leu

Pro

Leu

335

Leu

GAn

Thr

Ay

Asn

Tyr

160

Al a

Ile

Hi s

Lys

Leu

240

Arg

Ser

Phe

Ser

Ser

320

Asp

Ay



Phe

Leu

385

Ay

Lys

Thr

Lys

Leu

Tyr

Leu

Lys

Lys

Hi s

Asn

Leu
H s
370

GAu

Val

Trp

GAn

Tyr

Leu

Thr

Pro

Tyr

610

Pro

355

Phe

Al a

Asn

Ay

Al a

435

Leu

Phe

Asn

Lys

Lys

Al a

595

Asp

Asp

Ay

Asp

Ser

Asn

420

Val

Val

Phe

Ser

Phe
500

Leu
Pro
580

Ay

Leu

GAu

Asn

Ay

Ser

405

Ay

Al a

Ile

Leu

485

Phe

Ser

Gu G

Phe
565
Asp

Val

Leu

Lys

Vet

Thr

390

Tyr

Al a

Arg

Asn

Ile

Asp

550

Asp

Lys

Val

Asn

Leu

Val

Leu

Leu

535

Vet

Asn

Lys

Pro

N3027PCT_sequ. | i st..txt

Gy Cys Tyr Lys

360

Phe

Asn

Val

Thr

Ser

440

Asn

Leu

Leu

Tyr

Phe

Hi s

Lys

Tyr

600

Thr

Lys

Al a

Lys

Arg

Lys

Arg

Asp

Vet
505

Val

Pro

Phe

Phe

585

Asn

Val

G n Lys
Asp Lys

Leu

Ala Leu
Ile Thr
475
I1e Asn
90
Phe Val
Ser lle
Lys Pro
Lys Al a
555
Gy Lys
GAu Ala

Ile Ser

Val Al a
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Leu
Pro

380

Al a

Thr

Tyr

Asp

460

Ay

Phe

Leu

Ay

Vet

540

Thr

Ser

Hi s

Ay

Val
620

Thr

365

Arg

Al a

Hi s

Ile

Al a

Phe

Thr

GAu

Phe

525

Ay

Asp

Val

Phe

Trp

Phe

Ay

Phe

Pro

Arg

Lys

Asn

Ay

Ile

Leu

Hi s

Al a

GAu

Leu

Vet

Leu

Ile

GAu

Leu

Leu

Thr

Leu

575

Leu

GAu

Lys

Ile

GAn

Vet

400

Val

Phe

Ser

Leu

480

Lys

GAu

Asp

Ser

Phe

560

GAn

Val

Lys

Ser



Ser
625

Ser

Asn

Val

Leu

705

Phe

Leu

Al a

Arg

Leu

785

Leu

Phe

Lys

Asn

Asn

Al a

Thr

Leu

Asn

690

Arg

Pro

Asn

Al a

Phe

770

GAu

Al a

GAu

Vet

Pro

850

GAu

Arg

Asp

Arg

Ile

Val

Lys

Lys

Asn

Pro

Ay

Al a

Arg

Al a
835

Leu

Leu

Leu

Pro

Al a

660

Ser

Asn

Arg

Arg

GAu

Ile

Al a

Arg

Val

Val

Cys

GAu

Ile

Leu

Phe

645

Ser

Thr

Pro

Ay

Leu

725

Thr

Leu

Thr

Arg

Asp

Lys

Lys

Al a

Leu

885

Leu

Al a

630

Ay

Leu

Al a

Ay

Val

710

Phe

Leu

Lys

Asp

790

Ay

Al a

Asn

Ser

Lys

GAn

Ser

Hi s

Pro

Leu

Tyr

Pro

Ay

Val

775

Lys

Leu

Trp

Ser

855

Leu

Al a

Leu

N3027PCT_sequ. list..txt
Leu Phe G u Asn Tyr

Lys

Lys

Hi s

680

Leu

Al a

Lys

Ser

760

Phe

Arg

Leu

Pro
840

GAn

Lys

GAn

Lys

Phe

Asp

Ay

Asp

Ser

745

Leu

Phe

Leu

Leu
825
Trp

Val

Lys

Al a

Arg

650

Asn

Val

Pro

Thr

Phe

730

Lys

Lys

Ser

Vet

Ay

Al a

Val
890

635

Lys

Leu

Arg

Tyr

Arg

Lys

Phe

Ile

Al a

Lys

Ile

Leu
875

Ser

Lys

Asn

Leu
700

Ile

Val

Asp

Ay

Val

Lys

Trp

Leu

Leu

GQudndu

Page 465

Vet

Ay

Lys

Val

Arg

Ser

Hi s

765

Phe

Phe

Phe

Asn

Phe

845

Val

Lys

Thr

Thr

Ser

Al a

Leu

670

Asn

Leu

Arg

Tyr

Ser

750

Thr

Leu

Thr

Phe

Al a

Ser

Leu

Thr
Ser
655

Vet

Pro

Oy
735

Arg

Gy
Leu
815
Arg
Lys

Ay

GAu

Al a

Asp

Phe

Thr

Asn

Lys

Tyr

GAn

Phe

800

Ile

Al a

Leu
Phe
880

Lys

Asn



N3027PCT_sequ. | i st..txt
900 905 910

Val Gu AQu Gn Cs Gu Trp Leu Ile Lys Ser Lys Ile G n Leu Gu
915 920 925

Ala Arg Val Lys GQu Leu Ser GGu Arg Val Gu Gu Au GQu Gu lle
930 935 940

Asn Ser GAu Leu Thr Ala Arg Gy Arg Lys Leu GQu Asp A u Cys Phe
945 950 955 960

Gu Leu Lys Lys Gu lle Asp Asp Leu Gu Thr Met Leu Val Lys Ser
965 970 975

Gu Lys Gu Lys Arg Thr Thr Gu Hs Lys Val Lys Asn Leu Thr du
980 985 990

Gu Val Gu Phe Leu Asn Gu Asp Ile Ser Lys Leu Asn Arg Ala Al a
995 1000 1005

Lys Val Val dn Gu Ala Hs Gn Gn Thr Leu Asp Asp Leu Hs
1010 1015 1020

Mt Gu Gu Gu Lys Leu Ser Ser Leu Ser Lys Ala Asn Leu Lys
1025 1030 1035

Leu Gu Gn dn Val Asp Gu Leu Gu Ay Ala leu GQu Gn du
Arg Lys Ala Arg Met Asn Cys G u Arg Gu Leu H's Lys Leu Gu

Gy Asn Leu Lys Leu Asn Arg du Ser Met Gu Asn Leu G u Ser
75 1080

Ser Gn Arg Hs Leu Ala Gu Gu Leu Arg Lys Lys Gu Leu Gu
Leu Ser Gn Met Asn Ser Lys Val Gu Asn Gu Lys dy Leu Val

Ala Gn Leu dn Lys Thr Val Lys Gu Leu Gn Thr Gn lle Lys
1115 1120 1125

Asp Leu Lys GQu Lys Leu Au Ala Gu Arg Thr Thr Arg Ala Lys
1130 1135 1140

Met Gu Arg Gu Arg Ala As Leu Thr G n Asp Leu Ala Asp Leu

Asn Gu Arg Leu Gu du Val Gy Gy Ser Ser Leu Ala Gn Leu
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Asp

Leu

Val

Ser

Tyr

Thr

Ser

Leu

Ile

Ser

Leu

Leu

Arg

Al a
1340

Leu
1355

Hi s
1370

Vet
1385

Thr

Lys

Asn

Leu

Thr

Leu

Ser

Asn

Asp

Leu

Arg

Arg

Lys

Al a

Vet

Lys

GAu

Arg

Leu

GAn

Arg

Arg

Al a

Ay

GAn

Leu

Al a

Thr

Tyr

Lys

Ay

Lys

Al a

Hi s

GAn

Leu

Al a

Leu

Asn

GAu

Leu

Arg

Hi s

GAn

Leu

GAu

Lys

Val

Thr

Al a

Lys

Hi s

Asp

Phe

Ser

Ay

Al a

Tyr

Ser

Asn

Al a

N3027PCT_sequ. | i st..txt

GAu
1180

Val
1225

Val
1240

Al a
1255

Leu
1285

Leu
1300

Asn
1390

Leu
1405

Asn
1420

Thr Lys Ile A n Lys

H s Phe Gu

Ser Leu Ala

Lys G n Lys

Asp Asp Leu

Asn Ala Gu

Ala Thr Al a

Ala Ala Gn

Arg Arg Leu

G u Lys Ser

Leu A u Lys

Gn Lys Ala

Val Asn Al a

Val |Ile Gn

Ala Ile Arg

Ala Arg Asn

Thr

GAu

Leu

Leu

Lys

Lys

Lys

GAu

Asn

GAu

GAn

GAu

Arg

Leu

Al a
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1185

Thr
1200

Leu
1215

GAu
1230

Thr
1245

Leu
1260

Leu
1275

Thr
1290

Phe
1320

Thr
1335

Val
1365

Vet
1380

Thr
1395

1410

Ser
1425

Leu

Ser

GAu

Lys

Arg

Asp

Lys

Lys

Thr

Lys

Asp

Lys

Val

GAu

Leu

Hi s

Al a

Ay

Asp

Val

Thr

Lys

Leu

Arg

Ser

Al a

Asp

Al a

Arg

Ser

GAn

Lys

Leu

Val

Trp

Al a

Asp

GAu

Trp

Leu

Al a

Arg



Al a

Leu

Leu

Leu

Ile

Asn

Lys

Leu

Thr

Leu

Ser

Leu

Ser
1475

Ser
1490

Val
1505

Leu
1535

Thr
1550

Hi s

Lys

Ser

Thr

Ay

Thr

Asn

Lys

Ser

Leu

Leu

Ay

Asp

GAn

Val

Ay

Al a

GAn

Ser

Val

GAu

Al a

Asn

Ser

Lys

Ser

Ser

Leu

Arg

Lys

Leu

Leu

GAu

Asn

Vet

Ser

GAu

Phe

Leu

Lys

Leu

Thr

Ser

Al a

Leu

Leu

Thr

Leu

Val

Lys

Leu

Arg

Asp

Lys

Al a

N3027PCT_sequ. | i st..txt
Gu Leu Gy Asp Al a

Leu
1435

Al a
1450

Leu
1465

Leu
1510

Thr
1525

1540

Thr
1555

Vet
1630

Asn
1645

Al a

Al a

Al a

Leu

Arg

Asn

Va

Leu

Leu

Arg

Lys

du

Asn

Ala Arg

Asp Trp

Ser G n

Lys Asn

Arg Gu

G n Va

Lys Lys

Hi s Phe

Lys Leu

Ala Lys

Gu Asp

G n Va

[le Lys

Ser Asp

Leu

Lys

Lys

Thr

Asn

Arg

Leu

Thr

Ser

Ser

Leu

Ser

Asp

Leu
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1440

Asp
1455

Leu
1575

1590

Thr
1605

Leu
1665

1680

Leu

GAn

Lys

Val

Asn

Ay

Ay

GAu

Lys

Al a

Ser

Lys

Hi s

Leu

Thr

Al a

Leu

Asp

Asp

GAu

Vet

Thr

Vet

GAn

Asp

Al a

Ser

Leu

Leu

Ser

Val

Val



Al a

Asp

Ser

Tyr

Al a

Al a

Al a

Asp

Ay

Leu

Val

Lys

Val

Phe

Val
1685

Leu
1700

1715

Thr
1730

Leu
1805

Ser
1820

Al a

Arg

Val

GAn

Asn

Leu

Arg

Ay

Ay

Al a

Asp

Val

Lys

GAu

Ser

GAu

Asn

Al a

Asn

Leu

GAu

Lys

Lys

GAu

Al a

GAu

Lys

Al a

GAn

Ser

Lys

Arg

Leu

Leu

Thr

Arg

Al a

Ser

Arg

Arg

Leu

Arg

Leu

GAu

Hi s

Val

Leu

Ser

GAu

Thr

Leu

Ile

Arg

Asp

Thr

GAu

Val

GAn

N3027PCT_sequ. list..txt
Leu Leu G n Ser

Asn
1690

Leu
1855

1870

Leu
1885

Leu
1915

Asn
1930

GAu

Ser

Al a

Leu

Lys

Lys

Leu

du

Lys

du

Lys

Lys

Al a

Asn

Lys

du

Thr

Thr

Ser

Al a

Lys

Asn

Al a

Leu

Arg

Asn

Val

Asn

Leu

Al a

Lys

Lys

GAu

Arg

Cys

Leu

Val

Lys

Arg

Arg

GAu

Lys

Lys

GAu

GAn

Ser

Arg

Ile

Ser

Asn

Tyr

Lys
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1695

1905

1920

Lys
1935

GAu

Arg

Asn

Lys

Val

Al a

Asp

Thr

Al a

Val

Al a

Vet

Lys

Ser

Arg

Al a

Leu

Arg

Leu

Leu

Val

Ile

Thr

Leu

Arg

GAu

Leu

Lys

Al a

Arg

GAu

Leu

Phe

GAu

GAu

Thr

GAu

Al a

Thr

Thr

GAn

Tyr

GAu

GAu



1940

<210>
<211>
<212>
<213>

95

<220>

<221> ns
<222> (1)
<223> Mo

<400> 95
at ggagcgca

gt gaagcat t
acgaacttta
tttgccaagt
gacccgccag
ttgattgaac
gtcttggatg
cttctggtag
acat at cgga
gccgegettg
t ct ggagcag
t ct gaggt gc
ttcggaaat g
ct cgat gt ct
aaagtgcgtg
ct caaaggcyg
gcgt atctga
gatttcgagg
tcggtgtttt
gacgcacagg
gaagct t gcc
t cgacgaagg
tctgtgttgt
cttaacagct
tttggctttg
gagt at ct gc
gccgaaggt g

3516
DNA
Toxopl asma gondi

_feat
. (3516)
C

ature

aacaaaccca
tt caaagaaa
cct get ggac
gcat agt cgt
cacgcgggac
cggagacggt
ttct aaaaag
ct at caaccc
acgccagt aa
aggaccttga
gaaagact ga
gcacgact at
ccaaaacaat
cgt ct cat cg
t ggt gt ccca
cgacgagcga
at ggt aaaaa
aggt gcttca
caattctctc
gt gt cccgga
agctcctt ag
ttggacctca
cgctgtctaa
t gat t gacgc
aagt cct cga
aaaaacactt

ttccgact ga

N3027PCT_sequ. | i st .

1945

gatgat actg
at cgagtgtc
tgctgattge
cggagggt cc
gtttacggtt
cgacgatatc
ccgatttttg
cttcaaggac
gcct gagat g
aggct acaag
agct acaaaa
ccaagacacc
ccgt aat aat
gggcatt cag
ggaagcgaac
aat gcgt gca
cggt ggat gc
at cgt t ggat
cggccttcetg
t gcagcegt at
cgttgatgac
ggt cat cgaa
aaat gt gt at
t ccagat ggc
agt aaact cg

cat cgat gt t
ggccct cgag

gggcggagac
gttcctttcg
cccgeagt ga
at ggacacgc
gcgcect acag
ggctatcttc
agaagcat ca
ct ggggaaca
cttccaccac
aaaaaccaat
cagat cat gc
att at ggcag
aact ccagcc
cacgggagt a
gaacgat cct
aagt accact
tacgat gt cc
gccat gcaga
cttattggca
atttcgcege
gcagcact ca
ggtgtgcegta
gacaagct ct
at gcccaat t
ctt gagcagg
gtcttcgata
tacacggat a

Page 470

. txt

t ggcgaaaga
gcegt gat gg
aagct gaccc
agct ggaact
atgtgttcaa
ct cacacgaa
tttatacaac
ccacagat gc
atgtcttcaa
cgat cat t gt
ggttttttge
gcaat cccat
gatttggacg
tat ccaact t
accatatttt
tgcgcagttt
cgggcat cga
t cacgggttc
at gt aagcat
agagcgagga
agaaggaaat
caaaggat ga
tt gact ggct
t cat t ggaat
tcctgattaa
t ggaaacgaa

accttgcact

ct caccggag
acgcgcet gcc
caccct cgt t
cgagcaagt c
cgcaaacgag
t gt agcgt gt
agct gagcca
at ggat at cg
aacggcccgce
gt cgggcgaa
gt cggcegt cc
cctt gaggcec
attcatgatg
cctcct cgaa
ctaccagctg
aaaggagt ac
t gacaaggcc
gaaacggcat
agaaggaaaa
aat cct ggag
t ct cgt gaag
ggccaagacg
tgttcgccag
tcttgatatt
cat t accaat

gctttaccaa

t gt cggcgcet

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620



ctct gt ggaa
t caact gacg
ttggagtctc
gagt at acat
gat gt cat ga
gaggcaggaa
gagat gat cg
gaggagaaga
tcgatcttgg
gaattctgca
aaggaggt cg
ggaaaaacga
gagaagttga
ctcct ccgaa
cgcagacat c
t cgggaat gg
cgagcgcecegce
ctgcct cgaa
gacaccgat g
cagacagctt
t at cacgt gt
cagaacattt
gt aat catca
cacgtcgttg
at gt at aaaa
aaaacgtatg
aaagt gcecgce
taccagt aca
cgttacagcg
tt gagt cgcce
ct agcagaac

gtgtgcttcg

<210> 96
<211> 1171
<212> PRT

<213>

agaacgattc
agggtttctg
gcagagacaa
gt gaagggat
aggcgt caac
aaat cggcaa
gaat t gt agc
agcccct ggg
aggcacttca
gtcatttccg
cgcagct get
t ggt gt t cgt
tgtgtttcca
agaagat ggc
t ggagccgga
agcgt cct cg
caacgaaggt
attacgcagc
ccttcttacg
t ggcccgcect
ggaggt cggt
gcact gt aat
at cgcact cc
aacaggaagg
cccggaaacc
gcatctgtcg
cgt acat gca
ct agagactg
aaccgtt cgg
t gt ggaccaa
aggcgagt ag
aggcct gt gc

N3027PCT_sequ. | i st..txt

gtttttcget
cgggacgat ¢

aaggct gaaa
gtt ggaaaag
tgaccctgtc
gggaacact a
gcaaacggag
at ggaat ggg
act ccgccaa
at ggct cgat
t ct cgaacaa
gaagcct gac
gcctctgatc
aagggttatc
cagcatt aac
aaat ccct gt
gct cagcect a
gagcaacgaa
tctcaaaatg
gaaagagcgg
ggaact act a
ccgaaacgat
caact t cggc
cat gt accga
ccgcaaggaa
aaagagggat
gaaggacgt c
gacgaatttt
aggagcttgg
acat agt cga
t gaacct t gt
gccggat aga

Toxopl asma gondi

ct gct cgaag
ct gcgecgec
tttataatcc
aacaaggact
acaaaggcgc
at cgcat cca
gcgcacttca
t cgaaggt gc
gt cggat acg
ctaggtcttg
t caggaattc
gcggcgaagg
ggcgt cet gg
cacttcctca
atctctcctg
gtcgtcgtta
tctcgeget a
gccctggat g
aagcggt cgc
cggccegt cge
tt cagagagc
at ggaccagc
at ggct gcga
gacggccgac
gagatt cgac
ttctcaggca
tcgtacttga
gccacct gca
aacgt ggt ag
ttcctgcgeg
ccaggctgtc
ccgtga

Page 471

atgcct get t
t ggagccctc
ggcacacgat
ttcttcgt aa
t cttcgaagg
gattcctgaa
tccgttgect
t gaat cagct
cgt at cggcg
tgaattctga
cggagt cgtc
agtt gt cgat
gcccgatgtg
cgagact gga
aagaacgaga
agaaacgcgt
ggctttcgct
ttgatgatac
ccaacgagaa
acgt ct gcat
ct ct gagt ga
attacggcett
ctcatattca
aattcctctt
t ccat gaaag
ttgtgcgegt
tt ggcat gct
ttcagtcgta
cacaggaagg
t ggaaatt ga

ct accccagt

aggcat cagg
gggattcttt
tgccgatatc
ggaggtgatg
aattgaaatc
gaact t ggag
gaagccgaac
tttctcgett
caactt cagc
t cgcgacagg
gtgggtgatc
cttgcagegce
gaggaaggt t
at caaacgcg
agcgttgttg
t gaaccagag
ct ct aaagaa
catgtctgta
ctatctcege
ggaggaggcyg
caagagact t
tttctggcaa
cgggt ccet t
ccacctcatc
gacggcggag
cat gaat agc
ctttcagcga
cctgattggc
cgegtttttec
cttccctget

ccttactgtc

1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3516



N3027PCT_sequ. | i st..txt

<220>

<221> M SC_FEATURE

<222> (1)..(1171)

<223> MoC

<400> 96

Met Gu Arg Lys Gn Thr Gn Met Ile Leu Gy Arg Arg Leu Ala Lys
1 5 10 15

Asp Ser Pro GGu Val Lys Hs Phe G n Arg Lys Ser Ser Val Val Pro

Phe Gy Arg Asp Gy Arg Ala Ala Thr Asn Phe Thr Cys Trp Thr Ala
35 40 45

Asp Cys Pro Ala Val Lys Ala Asp Pro Thr Leu Val Phe Ala Lys Cys
50 55 60

I[le Val Val Gy Gy Ser Met Asp Thr Gn Leu Gu Leu Gu GAn Va
65 70 75 80

Asp Pro Pro Ala Arg Gy Thr Phe Thr Val Ala Pro Thr Asp Val Phe
85 90 95

Asn Ala Asn Gu Leu Ile Gu Pro Gu Thr Val Asp Asp
100 105

Gy Tyr

_k_
—
[N o)

Leu Pro His Thr Asn Val Ala Cys Val Leu Asp Val Leu Lys Ser Arg
115 120 125

Phe Leu Arg Ser Ile Ile Tyr Thr Thr Ala Gu Pro Leu Leu Val Ala
130 135 140

Asn Pro Phe Lys Asp Leu Gy Asn Thr Thr Asp Ala Trp Ile Ser
155 160

_k_
~—
(SN0
-y
&)
o

Thr Tyr Arg Asn Ala Ser Lys Pro Gu Met Leu Pro Pro His Val Phe
165 170 175

Lys Thr Ala Arg Ala Ala Leu Gu Asp Leu Gu Gy Tyr Lys Lys Asn
0

G n Ser [le Val Ser Gy Qu Ser Gy Ala Gy Lys Thr Gu Al a

_,__
© —
(SN0
N
o
o
N
o
[¢)]

Thr Lys GAn Ille Met Arg Phe Phe Ala Ser Ala Ser Ser Gu Val Arg
210 215 220

Thr Thr Ile G n Asp Thr Ile Met Ala Gy Asn Pro Ile Leu Au Ala
225 230 235 240

Page 472



Phe

Arg

Ser

Al a

Thr

305

Al a

Asp

Leu

Va

385

Ile

Arg

Va

Phe

Asn

Asp

Ay

Phe

Ile

Asn

290

Ser

Tyr

Asp

Leu

370

Pro

Al a

Leu

Thr

Tyr

450

Asp

Ay

Vet

Asn

Vet

Ser
275

Leu

Lys

Thr

355

Leu

Asp

Va

Lys

Asp

Al a

Phe

Thr

GAu

Al a

Vet

260

Asn

Arg

Vet

Asn

Al a

340

Ay

Ile

Al a

Asp

Lys

Pro

Asn
500

Thr

Phe

Ser

Arg

Asp

Ser

Ay

Al a

Leu

405

Ser

GAu

Leu

Asp

Va

485

GAu

Lys

Thr

Asp

Leu

Tyr

Al a

y Lys

Phe

Lys

Asn

Tyr

390

Leu

Thr

Al a

Phe

Leu

Ile

Va

Leu

Hi s

295

Lys

Asn

Arg

Va

375

Ile

Ser

Lys

Lys

Asp
455

y Met

Leu

Tyr

N3027PCT_sequ. | i st..txt
Arg Asn Asn Asn Ser

Ser

Tyr

Ay

GAu

Hi s

360

Ser

Ser

Va

Va

Thr

440

Trp

Pro

Va

GAn

Ser
265
Lys

Phe

Hi s

Gy Gy

Va

345

Ser

Ile

Pro

Asp

dy

Ser

Leu

Asn

Asn

Lys

Al a

250

Hi s

Va

Tyr

Leu

330

Leu

Va

GAn

Asp

410

Pro

Va

Va

Phe

Ser

490

Hi s

Arg

Arg

Arg

Tyr

Phe

Ay

Ser

395

Al a

Leu

Arg

Leu

Phe

Ay

Va

Leu

300

Ser

Asp

Ser

Ser

Al a

Va

Ser

Gudy Va
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Ser

Va

285

Leu

Leu

Va

Leu

Asp

GAu

Leu

Ile

Leu

445

Leu

Ile

GAn

Asp

Pro

Ser

Lys

Lys

Pro

Asp

Leu

Al a

Ile

Lys

Ser

Asn

Leu

Va

Va

510

Thr

Phe
255

Hi s

Ay

Al a

Ser

GAn

Leu

Ay

Lys

Ser

Asp
4

Leu
495

Va

Ay

Ay

Al a

Tyr

320

Ile

Vet

Ay

Ay

GAu

Va

Asn

Leu

Ile

Phe

Al a



Leu
Asn
545

Ser

Ser

Al a
625
Lys
Phe
Asn
Al a
705
Asp
Ile

Pro

oY
785

Asp

Thr

Ay

Arg

610

Ser

Al a

Asn

Ay

Leu

Phe

Arg

Pro

Asp

Phe

515

Tyr

Ser

Asp

Phe

Hi s

595

Asn

Thr

Ay

Leu

Arg

Ser

Thr

Phe

Phe

580

Thr

Lys

Asp

Lys

Lys

Leu

Ser

Arg

Ser

Al a

Pro

Asp

Phe

Asp

Pro

Leu

Val

Arg

Hi s

725

Lys

Ser

Lys

Leu

Asn

Al a
550

y Phe

Al a

Phe

Val

630

Ay

Vet

Lys

Leu

Leu
535

Leu

Ser

Asp

Leu

615

Thr

Lys

Ile

Pro

Asn

695

Val

Arg

Val

Val

Leu

775

Ay

N3027PCT_sequ. | i st..txt

520

Al a

Leu

Ay

Arg

Arg

Lys

Ay

Ay
6

Asn
680

Ay

Trp

Al a

Ser

Val

Leu

Thr

Lys

Al a

Thr

Leu

Tyr

Leu

Ay

Ile

Leu

Val

Asp

Asp

Tyr

Leu

Leu

650

Val

GAu

Phe

Al a

Asp

Leu

Lys

Leu

Ay

Gy Ala
540

Ala Cys
555

Leu Arg

Lys Arg

Thr Cys

Val Met

620

Phe A u
635

lle Ala

Ala dn

Lys Lys

Ser Leu

700

Tyr Arg

Leu Gy

Leu Leu

Thr Mgt

Gn Ag

780

Pro Met
795

Page 474

525

Leu

Leu

Arg

Leu

Asp

Ay

Ser

Thr

Pro

685

Ser

Arg

Leu

GAu

Val

765

GAu

Trp

Ay

Leu

Lys

Ay

Val

Ile

Arg

Asn

Val

Phe

Lys

Arg

Ay

Phe

Vet

Vet

GAu

Phe

655

Al a

Ay

Leu

Phe

Asn

735

Ser

Val

Leu

Lys

Lys

Arg

Pro

Leu

Lys

Leu

Hi s

Trp

GAu

Ser

720

Ser

Ay

Lys

Vet

Val
800



Leu

Pro

Pro Cy

Thr
865
Leu

Thr

Ser

Phe

Al a

Tyr

Thr

Al a

Ile

Leu

Ser

GAu

850

Lys

Pro

Vet

Pro

Arg

Ser

Asn

Phe

Thr

Arg Asp Ay Arg Gn

1010

Arg
1025

GAu
1040

Val
1055

Arg

Asn

Val

Val

Arg

Ser

Asn

915

Arg

Val

Ile

Trp

Hi s
995

Lys Pro Arg Lys G u

Lys Thr Tyr Gy

Arg Va

Lys

Al a

820

Arg

Val

Leu

Asn

Val

900

Pro

Ile

GAu

Val

Ser

Tyr

885

Asp

Asn

Ser

Leu

Thr

965

Val

Hi s

Vet

Vet

Arg

Al a

Lys

Leu

870

Al a

Thr

Tyr

Hi s

Leu

950

Val

Ile

Ay

Asn

Al a

Hi s

Leu

Al a

Asp

Leu

Val

935

Phe

Ile

Ile

Ser

Phe

N3027PCT_sequ. | i st..txt

Arg

Leu

Leu

840

Arg

Arg

Ser

Al a

Arg

Arg

Asn

Leu
1000

Val

Ser

Val

Al a

Asn

Phe
905

Asn

Arg
985

H s Va

I'le
810
Pro

Ay

Leu
Thr
Gu
Pro
Asp

Thr

Hi s

Asp

Vet

Pro

Leu

875

Al a

Arg

Al a

Leu
955

Vet

Pro

Val

Phe

Ser

GAu

Ser

Leu

Leu

Leu

Al a

940

Ser

Asp

Asn

GAu dn

Leu

Arg

Arg

Leu

Asp

Lys

Al a

925

Tyr

Asp

GAn

Phe

Thr

Asn

830

Pro

Al a

Ser

Val

Vet

910

Arg

Hi s

Lys

Hi s

Ay
990

Arg

Ile

Arg

Pro

Asp

895

Lys

Leu

Val

Arg

Tyr

975

Vet

Leu

Ser

Asn

Pro

Asp

Arg

Lys

Trp

Leu

960

Ay

Al a

Gu Gy Mt

1005

Leu Phe His Leu Ile

1015

Gulle Arg Leu

1030

Ile
1045

Ser

Lys Va

1060

Page 475

Cys Arg Lys Arg

Pro Pro

1020

Hi s
1035

1050

Tyr

1065

Vet

Vet

Tyr

Lys

Gu Arg Al a

Asp Phe Ser Gy

G n Lys



N3027PCT_sequ. | i st..txt

Asp Val Ser Tyr Leu Ile Ay Mt Leu Phe G
1070 1075

Thr Arg Asp Trp Thr Asn Phe Ala Thr Cys |
1085 1090

lle Gy Arg Tyr Ser Qu Pro Phe Gy Gy Al
1100 1105

Ala Gn Gu dy Ala Phe Phe Leu Ser Arg Le
1115 1120

Ser Arg Phe Leu Arg Val Gu Ile Asp Phe Pr
1130 1135

Gn Ala Ser Ser Gu Pro Cys Pro dy Cys Pr
1145 1150

Thr Val Val Cys Phe Gu Ala Cys Ala Pro As
1160 1165

<210> 97

<211> 2469

<212> DNA

<213> Toxopl asma gondi

<220>

<221> msc_feature

<222> (1)..(2469)

<223> MoD

<400> 97

at ggcggcaa aaccggagca ggactgcaag acagcggcgg

tt gat agaag
gct gt aaaaa
cagcagacgc
caagccaagg
ggcgggetge
agcaaagt ga
ct gaaaaatg
ct ccegecege
aagccgcaga
at gct cat ga
gcgat cat gg
aacaacagca

caacacggca

gcgttgaatc
aagat ccaga
t gaaact cca
aagtttggca
cgcacacgaa
t ct acacgac
cgggcccgga
acgtcttcta
cgat cat t gt
agt acct ggc
cggcgaaccce
gt cgctt cgg
aggtt gt cgc

agcaggcaaa
tctectcettc
gcaggt cgaa
ggcgaacccce
cgagccat gc
t gcagagccg
cacgat t gcg
cgccagt cga
cagt ggcgag
aaccagcgcc
t gt gct cgag
cagattcatg

cttcetgttg

gactttttag
agtctctgtc
ccgact gcgg
ggcat cgacc
gtgct ggat t
ctgattgtcg
ct ct acagag
cgcgecat ga
agt ggcgcetg
ggt gggaacc
gcgtttggaa
ctcctcgatg
gaaaaaagcc

Page 476

n Arg Tyr
1080

e Gn Ser

a Trp Asn
111

u Trp Thr
112

o Ala Leu

o Thr Pro

p Arg Pro
117

ctctcattcg
t ct ggacgac
gagtgttgcc
act cacagga
ccctgactta
ttctggcgcg
cagt gaat cc
acgcccccga
cgaacat gca
gaaagact ga
t ggacct gaa
acgcaaagac
t cgccagaga

gaatcgtctg

Gn Tyr

Tyr Leu

Val Va

Lys His

Ala du

Val Leu

ggcggagt cg

acagggcccc
t ggcagcaca
act gaccgtc
cggcgacat c
acgct accag
gtttcaggac
t gt ggacaag
ccagct gaag
gacgact aag
gat ccagact
agttcgcaac

gggcggceat t

cCaagacaaa

60
120
180
240
300
360
420
480
540
600
660
720
780
840



gacgaacgca
cagcggt aca
gcaccaggga
aacat gacgg
ggaaat gcca
ggcgagt cag
attctacatg
t ggaccgt cc
ttgtttctgt
gatgtcttta
gagcagt t gt
tt cgagaaag
accacgaat g
tt ggaggat ¢
agcaagt t gg
accgttgttc
aaagacgttc
cgcggcet t at
ggaagt cagt
cacttcattc
aaggt cct ca
gccttctcct
ggcgtttcaa
acaagcattt
gcagcaaaga
ggtgtgttcg
gt ceccggega
gtttgctag

<210>
<211>

<212>
<213>

98
822
PRT

<220>
<221>
<222>
<223>

MS
(1)
Mo

<400> 98

act accacat
t gct gcagece
t cgt cgacac
agacggagac
agcct act gg
aagccgct ct
aact aacggt
cagact ccga
ggattattcg
t gggt ct gct
t cat t aacat
aact gcagct
aaaagct gat
agtgcatctc
cggggaacaa
acaccat cgg
t gcgcecgga
t t gagggcgt
ttatgacgca
gttgcatcaa
ttcagctgca
accgaagaac
acaagccagg
ct gcagacga
tgttggtgcg
aggggat gac
ctcgecatttg

C_FEATURE

.. (822)
D

N3027PCT_sequ. | i st..txt

cttctaccag

cct ggaggca
ggaggacttt

at gcaccat c
aaaaaccgag
gcggaat gca
gaagacaact
gat gct gegt
caagct gaac
ggatatcttc
t accaacgaa
ct acagcaaa
t gagaccct t
gcct agcgga
gtgcttcatt
gaaagt catc
aat cat cgaa
caaagt t gag
gct caagggg
accgaacgac
tgcactctcg
cttcgaggag
cgccgacgceg
gt acgcactc
gct gcagegce
tgttctgaaa
cgcgaat gt t

Toxopl asma gondi

ttcttgaagg
tacaccttca
gagcaaacgg
t ggt caat cg
gct ggt gt cg
t gcagt ctgc
t at gccggaa
gcat ct ct gg
gcagacattg
ggttttgaag
gtgcttcaga
gaaggcat ct
ct gggaaaag
act gacgaga
ccct cgaaaa
t acaacgccg
at cacgcggg
aaggggaaga
ct gat ggaag
gacaaggt gc
attttggagg
ttcgct gege
aagaccat ct
ggcaagacga
gaagcgt t gt
agggcaaagc

cgccgaaaac

Page 477

gcgcet cct gg

t caacccgca
t caaat cat't
t ct caggt gt
agaacgccgc
tcttcctcga
gcaacaagat
cgaagggcat
agccgaaggg
ttttccaaaa
gaaactttac
cat cgaagaa
gaact t cggt
aatttgtctc
acaccaagag
atggctttgc
cgt cgacgaa
t ggcaaaagg
tgattcagaa
ctctcaagtyg
ctcttcacct
agtttcgett
gt gt ggagt t
tggtatttct
cagct t ggga
agct gt cgac

t cgt ccaagc

ccat at gcgc
ct gcct cgat
agagt caatg
tctgctcatg
atgcttcgtc
ct acccgagce
cgagagt cgg
gttcgaacag
aggatcgttc
caact ccctc
ggacattgtc
aat t gaat ac
tttggctgcec
gagtttggcg
tctggagttc
tttcaaaaac
cgacgttgtt
catgttgatc
aacggaat ct
ggt gaacagc
ccgccaactc
catcaatctg
gt t gaagagc
caagccgcaa
gcctctegtce
tggccgggcy
gggcat caag

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2469



Vet

Arg

Leu

Leu

Tyr

Asp

Hi s

Al a

Ser

Al a

225

Asn

Al a

Al a

Val

Phe

50

Leu

Al a

Ay

Phe

Pro

Pro

GAn

Ay

Al a

Asn

Asn

Ay

Al a

Ay

Trp

35

Ser

Lys

Asp

115

Leu

Asp

Pro

Leu

Pro

Ser

Ay

Lys
Ser
20

Thr

Leu

Al a

Ile

Thr

Hi s

Ay

Val

Ser

Pro

Leu

Thr

Val

Val

85

Arg

Val

Val

165

Lys

GAu

Asn

Leu

GAu

Ile

GAn

Arg

Ay

Arg

Al a

Phe

Pro

Thr

Leu

Phe

Hi s

GAn

GAu

Ay

Val

55

Pro

GAn

Leu

Tyr

Val

135

Leu

Tyr

Thr

215

Al a

Ay

Ay

N3027PCT_sequ. | i st..txt

Asp Cys Lys Thr Ala
10

Ay

Pro

40

Leu

Thr

Al a

Pro

Asn

Tyr

Al a

Thr

Phe

Arg

Lys

Val

25

Al a

Pro

Al a

Asn

Hi s

105

Ser

Pro

Arg

Ser

_k_
® —
(S0

Lys

Ay

Phe

Val
265

G u Ser
Val Lys
Gy Ser
Asp Ser

75

Pro Gy
90
Thr Asn
Lys Va
Phe A n
Asp Al a
Arg Arg
0
Ile Val
Leu Met
Ile Gn
Asn Al a

235

Met Leu
250

Val Al a

Page 478

Al a

Lys

Thr

60

GAn

GAu

Ile

Asp

Pro

Al a

Ser

Lys

Thr

220

Leu

Phe

Al a

Ay

Asp
45

Asp

Pro

Tyr

125

Leu

Asp

Ay

Tyr

205

Al a

Thr

Asp

Leu

Al a

30

Pro

Leu

Val

Thr

190

Leu

Ile

Val

Val

Leu
270

Asp

Asp

Thr

Thr

Leu

95

Val

Thr

Asn

Asp

Asn

175

Ser

Al a

Al a
255

GAu

Phe

Leu

Leu

Val

80

Thr

Leu

Al a

Al a

Ay

Thr

Al a

Asn

240

Arg



Ser

Tyr

Leu

305

Al a

Leu

Ile

Thr

Al a

385

Ile

Ile

Leu

Leu

Thr

Ile

Thr

Cys

GAn

Pro

GAu

Val

Al a

Leu

GAu

Al a

Asn
450

y Leu

Asp

Ser

Leu

530

Ile

Phe

Pro

Ay

Ser

Ser

355

Al a

Leu

Hi s

Ser

Lys

Al a

Leu

Leu

Ile

Ser

515

Leu

Ser

Val

Leu

Leu

Ile

Vet

340

Ay

Ay

Arg

Arg

Ay

Asp

Asp

Phe

Val

500

Lys

Ay

Pro

Cys

Lys

Val

325

Asn

Val

Val

Asn

Leu

405

Trp

Vet

Ile

Phe

Lys

Lys

Ser

Vet

Leu

Al a
390
Thr

Thr

Phe

Phe
470

Asn

Ile

Ay

Ay

Asp

Al a

295

Tyr

Thr

Thr

Leu

Asn

375

Val

Val

Pro
455

Ay

Lys

GAu

Thr

535

Thr

N3027PCT_sequ. | i st..txt
Lys Asp G u Arg Asn

280

Pro

Thr

GAu

GAu

Vet

360

Al a

Ser

Lys

Pro

Lys

Phe

Thr

Tyr
520

Ser

Asp

Ay

Phe

Asp

Thr

345

Ay

Al a

Leu

Thr

Asp

Leu

Ay

Asn
Leu
505

Thr

Val

Hi s Met
I1e Asn

315

Phe A u
330

Gu Thr
Asn Al a
Cys Phe
Leu Phe

395

Thr Tyr

410

Ser Gu

Phe Leu

Gy Ser

Val Phe

475

A u Va

G n Leu

Thr Asn

Leu Al a

Lys Phe
Page 479

Arg
300

Pro

GAn

Cys

Lys

Val

380

Leu

Al a

Vet

Trp

Phe

460

GAn

Leu

GAu

Al a
540

Val

Tyr

285

GAn

Hi s

Thr

Thr

Pro

365

Ay

Asp

Ay

Leu

Ile

Asp

Asn

Ser

Ser

Hi s

Arg

Val

Thr

Tyr

Ser

Val

Asn

Arg

510

Leu

Ser

Tyr

Leu

Ay

Ser

Pro

Asn

415

Al a

Arg

Phe

Ser

Asn

495

Ile

Asp

Leu

Phe

Vet

Asp

320

Ser

Ser

Lys

GAu

Ser

400

Lys

Ser

Lys

Vet

Leu

480

Phe

Ay

GAu

Al a



N3027PCT_sequ. | i st..txt
555

545 550 560

Ser Lys Leu Ala Gy Asn Lys Cys Phe Ile Pro Ser Lys Asn Thr Lys
565 570 575

Ser Leu G u Phe Thr Val Val H's Thr Ile Gy Lys Val Ile Tyr Asn
580 585 590

Ala Asp Gy Phe Ala Phe Lys Asn Lys Asp Val Leu Arg Pro Gu Ile
595 600 605

[le Gu lle Thr Arg Ala Ser Thr Asn Asp Val Val Arg Ay Leu Phe
610 615 620

GQu @y Val Lys Val Gu Lys Gy Lys Met Ala Lys Gy Met Leu lle
625 630 635 640

Gy Ser Gn Phe Met Thr G n Leu Lys Gy Leu Met Gu Val Ile dn
645 650 655

Lys Thr Gu Ser H's Phe Ile Arg Cys Ile Lys Pro Asn Asp Asp Lys
660 665 670

Val Pro Leu Lys Trp Val Asn Ser Lys Val Leu Ile Gn Leu His Ala
675 680 685

Leu Ser Ile Leu Gu Ala Leu Hs Leu Arg G n Leu Ala Phe Ser Tyr
690 695 700

Arg Arg Thr Phe Gu Gu Phe Ala Ala G n Phe Arg Phe Ile Asn Leu
705 710 715 720

Gy Val Ser Asn Lys Pro Gy Ala Asp Ala Lys Thr Ile Cys Val Gu
725 730 735

Leu Leu Lys Ser Thr Ser lle Ser Ala Asp GGu Tyr Ala Leu Ay Lys
740 745 750

Thr Met Val Phe Leu Lys Pro Gn Ala Ala Lys Met Leu Val Arg Leu
755 760 765

Gn Arg Gu Ala Leu Ser Ala Trp Gu Pro Leu Val Gy Val Phe Gu
770 775 780

Gy Met Thr Val Leu Lys Arg Ala Lys G n Leu Ser Thr Gy Arg Al a
785 790 795 800

Val Pro Ala Thr Arg Ile Cys Ala Asn Val Arg Arg Lys Leu Val Gn
805 810 815

Ala Gy Ile Lys Val Cys
Page 480



<210>
<211>
<212>
<213>

99

<220>
<221> m
<222>
<223>

<400> 99
at gaacgct t

gacaagcttc
aaaat at gga
tgccttattc
cct gacacca
at cggcat cg
gcagttctgg
cccct cctga
cagct ct acc
cgcacggt ac
gagt caggag
aagcgaggag
ct cgaagcct
ttcatgcagc
ttgttggaga
t at caact ag
gaagact aca
gt caaagat t
gt t gaaagcc
agt cgggaga
ct gcagaagt
t acaaagt ca
ttgatgaatc
cgtcgtgtca
gacatctttg
accaat gagc
t act acgaag

aaagcttt gt

2493
DNA
Toxopl asma gondi

sc_feature
(1)
MyoE

T(2493)

tctccatatt
gt cgagggag
caaacaacgc
ttcccgagtc
cagaagcgga
aagt ggacaa
atttcttaaa
tcgctat caa
gggat gceccc
tt gagagat t
cagggaaaac
aggt at ctca
t cggcaat gc
ttcaact ggg
aagt ccgegt
t gaagggcgc
cctacctcetc
t caaagaaat
tttggt cgat
cagacggt ca
gct gt gcact
aaacaatt gg
gggact cct t
acgcaacaat
gtttcgaaat
agct gcagaa
aaggaat cgg
gcgggaaat ¢

N3027PCT_sequ. | i st .

caggaggggc
aacagaagt c
gccagecegt g
gagt gaaact
gt cattcacg
gttccctgac
gcaacgat at
tccattcaaa
cgacgccgag
gtctgeettt
ggaagccaca
ccaacgcat c
gaagactgtc
ggagaaggga
gaccagt cag
t gacgacgca
aaagaacggt
gaat aagagt
t at cgcaggc
gcct aat gca
tttgtttgtc
t gaccaacaa
agcgaaggcc
cgaacct cct
gtttgagaac
aaactttatc
aaat gt gaaa

gtcctcagtc

at gcgcgggg
gat ccaaagg
cacgcaaacg
gttctccatc
at cgat ccag
atcggtttgc
ctcctggatc
gatcttaaca
atactcgctc
at ggccagt c
aagcagat ca
caaaat gccg
cggaacaaca
ggcat cgaat
gagcaacat g
aaacgaaggc
ggct gct acg
ttgcgctcca
gtccttette
gctgcect ca
gat gaggagg
at agagt ccc
gt gt acgaga
caaggttttg
aatt ccct gg
caaatcgttt
attacgtgga

cttgccatac
Page 481

. txt

ggcccgegag
cggat acgct
ct gat gagtg
t gaagcagat
aggat gcat t
tccctcacaa
tcatttatac
acacgact cc
cgcatgtctt
aaaccat cat
tgtcttactt
t cattgcggc
act ccagt cg
acggct ccat
agagat ccta
agct gcat ct
act gt cccgg
t aggt ct caa
t gggaaacgt
ccccagacgg
cagt gaaaaa
caaacagctt
agttgttcga
gaat ctt cat
aacagctt ct
ttgctcgtga
cagacaacga

t cgaggacaa

t gcacat gga
gcagggcat g
ctttgcgetc
t gaccct ccc
caacgcgaac
aaat t gcgcg
cact gcagat
agagtggtta
t cggct ggca
cgt cagcggce
t gccget ggg
aaat cctgtt
cttcggtcge
ccgcaact tt
ccacattttt
gcttaatctc
aat cgacgac
cct ggat gac
gcact t ggaa
agaggcgacc
ggagattctc
gt cggat gct
ttgggt cgt t
gggaatgct g

catcaatatc
aacgaagttg
gaacgt gatc
gagt ct t gct

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680



ccgggaggcea
gt gt ggaaac
gat at t cagt
ctctgctcca
gt cat gcaga
cttgatgctc
ccgaat gaga
tccctgtcga
t acgcagact
aat gcaaagg
gcgct cggea
at gcgact ga
cgtgctttaa

ct gat gaagc
ccgggcagaa
acgat gcaac
t cgt acaggc
agggcaagat
t ctt gact ct
cgaagaat cc
t ctt ggaagc
tcttgaaaca
agaagacgaa
acacaat ggt
tt gt ggt ggc
aaat gcgggc

N3027PCT_sequ. | i st..txt

aat cgt cacg
gaacccgcgt
tggcttcatc
ttcttcaaac
t gccaagggg
gat ct cgagt
tcat gattgg
act ccaactc
gttcgagcag
gcagcttctt
gtttatgaaa
gt gggaaccg

cat aagggac

gatt at ggag

e Phe Arg

s Leu

Arg

Vet
40

n Gy

a Asp du

55

r Val Leu

a Gu Ser

y Ile Gu

cagat ccgga aggcgcgagt

<210> 100

<211> 830

<212> PRT

<213> Toxopl asma gondi

<220>

<221> M SC_FEATURE

<222> (1)..(830)

<223> MoE

<400> 100

Met Asn Al a Phe Ser |

1 5

Ser Ala Hs Gy Asp Ly

20

Lys Ala Asp Thr Leu G
35

Ala Val His Ala Asn Al

50

Pro Gu Ser Ser Au Th

65 70

Pro Asp Thr Thr G u A

85
Phe Asn Ala Asn Ile @
100

t ccat gaacc
atttgetttt
gagaagaaca
aat gt ggcaa
caactcattg
acagaat cgc
t caaacggaa
aagaatcttt
ct agat ct cg
act cgagcaa
ccagacgcag
ctcattcgtg
agt gt gcaat
tag

Arg Met

Arg
25

Arg

Trp

Phe Al a

Cys
Hi s

Leu

Thr
90

Phe I'le

Val
105

Asp Lys

aggct ct aaa
gcat ctgcca
aagacctt ct
aggaattatt
cttctcagtt
attttattcg
aagtt ctcgc
ctttttccta
aggt caccag
at gt accaca
tt cgagagct
ttttagaggc
gggtggttcg

Arg Gy Gy

Thr Val

30

Thr Asn Asn

45

Leu Leu

60

[le Asp

Asp Pro Gu

Phe Pro

110

Page 482

gt cct ct gat
caccattgcc
gaagcccgag
t gaaggtgtc
t at gcgcet ct
ttgcttgaaa
gcagcttttc
ccggeggcecyg
gaagt ccgga
agccaaat gg
gacacaaaaa
ttgccattcc

aat ccagtca

Al a
Asp Pro
Ala Pro

Leu

Pro
80

Pro

Asp Al a

95

Ay

1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2493



N3027PCT_sequ. | i st..txt

Leu Leu His Lys Asn Cys Ala Ala Val Leu Asp Phe Leu Lys Gn

ro
15 120 125

-7

Arg Tyr Leu Leu Asp Leu
130

Tyr Thr Thr Ala Asp Pro Leu Leu Ile
140

_k_
W —
(SN0

Ala Ile Asn Pro Phe Lys Asp Leu Asn Asn Thr Thr Pro Gu Trp Leu
145 150 155 160

Gn Leu Tyr Arg Asp Ala Pro Asp Ala Gu Ile Leu Ala Pro H's Va
165 170 175

Phe Arg Leu Ala Arg Thr Val Leu Gu Arg Leu Ser Ala Phe Met Ala
180 185 190

Ser Gn Thr Ile Ile Val Ser Gy Gu Ser Gy Ala Gy Lys Thr Gu
195 200 205

Ala Thr Lys G n Ile Met Ser Tyr Phe Ala Ala Ay Lys Arg Gy Gu
210 215 220

Val Ser Hs Gn Arg lle Gn Asn Ala Val Ile Ala Ala Asn Pro Va
225 230 235 240

Leu Gu Ala Phe Gy Asn Ala Lys Thr Val Arg Asn Asn Asn Ser Ser
245 250 255

Arg Phe Gy Arg Phe Met A n Leu Gn Leu Gy GQu Lys Ay Gy lle

Gu Tyr Gy Ser Ile Arg Asn Phe Leu Leu G u Lys Val Arg Val Thr
275 280 285

Ser Gn GQu @n Hs Gu Arg Ser Tyr His Ile Phe Tyr G n Leu Va
290 295 300

Lys Gy Ala Asp Asp Ala Lys Arg Arg G n Leu H s Leu Leu Asn Leu
305 310 315 320

Gu Asp Tyr Thr Tyr Leu Ser Lys Asn Gy Gy Cys Tyr Asp Cys Pro
325 330 335

Gy Ile Asp Asp Val Lys Asp Phe Lys G u Met Asn Lys Ser Leu Arg
340 345 350

Ser Ile Gy Leu Asn Leu Asp Asp Val Gu Ser Leu Trp Ser lle Ile
355 360 365

Ala Gy Val Leu Leu Leu Ay Asn Val Hys Leu Qu Ser Arg Gu Thr

Page 483



Asp

385

Leu

Lys

Ser

Lys

Al a

465

Asp

Leu

Val

Val

Ay

Pro

Lys

Phe

Phe

Val

625

Val

Ay

GAn

GAu

Pro

Al a

450

Thr

Ile

Phe

Ay

Ser

Vet

GAn

Lys

Asn

435

Val

Ile

Phe

Asn

Ser

Ay

Ser

GAu

Al a

GAn

Pro

Cys Gy

Leu
420
Ser

Tyr

Thr

Ser

Thr

Asp

580

Cys

Ser

Lys

Asn

405

Tyr

Leu

Pro

Phe

485

Thr

GAu

Trp

Ser

Asp

Val

Hi s

Asn

Ser

Al a

390

Al a

Lys

Ser

Lys

Pro

470

Asn

Thr

Thr

Val

550

Trp

Thr

Lys

Asn
630

y Lys

Al a

Leu

Val

Asp

Leu

455

GAn

Lys

Asp

535

Leu

Al a

Lys

Ile

Ile

N3027PCT_sequ. | i st..txt

Al a Leu Thr

Leu

Lys

Al a

440

Phe

Ay

Phe

GAn

Leu

520

Asn

Al a

Pro

Al a

600

Leu

Val

Al a

Phe

Thr

425

Leu

Asp

Phe

GAu

Leu

505

GAu

Ile

Val

Ay

Asp

Leu

Al a

Lys

Val

410

Vet

Trp

Ay

Asn

490

GAn

Tyr

Asn

Leu

Thr

570

Ile

Lys

Lys

Ay
650

Pro Asp
395
Asp Gu
Gy Asp
Asn Arg
Val Va
460
[l e Phe
4

Asn Ser

Lys Asn

Val Ile
G u Asp
Ser Met

Lys Asn

Pro Gu
GAu Leu

G n Leu

Page 484

Ay

GAn

Asp

Arg

Vet

Leu

Phe

Ay

Lys

Lys

Asn

Pro

Asp

Leu

Phe

Ile

Al a

Ser

Arg

Ay

Ile

Al a

Ser

Arg

Al a

Al a

Al a

Val

415

Leu

Val

Vet

GAn

Ay

Leu

Leu

Al a

575

Ile

Thr

Ser

Ay

Ser
655

Thr

400

Lys

GAu

Al a

Asn

Leu

480

Leu

Ile

Asn

Al a
560

Leu

Val
640

GAn



Phe Met Arg

Ser Hi s Phe

675

Asp Trp Ser

Leu Gu Ala

705

Tyr Ala Asp

Arg Lys Ser

Al a Va

755

Asn

Pro

Val
785

Al a

Arg Ala Leu

Arg Ile Gn

<210>
<211>
<212>
<213>

101
5940
DNA

<220>
<221> m sc
<222> (1)

<223> MoF

<400> 101
at gacggcat

gaggt ccgct
acagcggaag
aat gaact gg
aacaccaccg
gccgt cct cg

cccattctga

Ser
660

Leu
Arg
Asn

Ay

Leu G n

Asp

Cys

Lys

Leu

N3027PCT_sequ. | i st..txt

Al a Leu

Leu

Val

695

Asn

710

Phe Leu

725

Gy Asn

Pro Gn
Asp Al a

Trp

Lys

Al a

Al a

Val

Pro

G n Phe
Lys
Lys Trp
Arg Gu

Leu Ile

790

Vet
805

Lys

Ser
820

_feature

~(5940)

cttctgcaga
gcgcecegt t gg
t ggt gaagat
t gcagct caa
gact gagt gc
act ctctcaa

ttgcggt caa

Arg

Ile

Al a

Arg Lys

Toxopl asma gondi

t ggggcgt ct

aaccaagat c
ccaagaggat
aaaaaacgat
gccgacagat
ccteegette

tccttttaaa

Leu Thr
665

Leu

Pro Asn

Ala G n Leu

Ser Phe

715

Leu
Leu
Lys
Leu Gy
Thr

Leu

Val Leu

795

Arg

Arg Asp Ser

Al a
825

Arg Va

gccccgggag

tacgtccctg
ggcagt ct ca
atatggtatc
tt gacgat gc
gat at cgacg

cagat cacag
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Ser Ser

670

Ile

Thr Asn

Phe
700

Leu

Ser Tyr Arg

Asp Leu

Gn Leu

750

Leu

Thr
765

Asn Met

Lys Met Arg

GAu Ala

Cys

Val Gn Trp

Ile Met Gu

gcggcgaccce
acgccgct ga
ccgccagagt
t gt gcaat ac
t gacgcattt
agat ct acac

gtctctacga

Thr Gu

Pro His
Ser

Ile

Pro
720

Arg

Val
735

Thr

Thr Arg

Val Phe

Leu

H s Ser

800

Val
815

Val

gggagaggag
tgtttggaga
cgat gcagac
cgat gt gt gg
gcat gaggcg
tttcacgggt

cat gaagcaa

60
120
180
240
300
360
420



ttggttcggt
ggctcttctt
t cgagcagceg
t ct ggggaga
t gt gccggcea
aat cctct cc
t t cgggaagt
cgcggeagge
gaccagcaag
gctgcagcetc
gat gcaaagg
ttgaccaaga
acgctcttcg
gt cgt gggcg
gaaggat cgc
ggcgt ccaga
gagagct acc
cgggcegcet gt
t acct gaagg
ttcggcttcg
gagcgt ct gc
gccgaaggca
ct gcaggaaa
ggcaaagacc
ggcgt gat ca
tactgctccg
gcagt gaagg
ggcacagcgg
cgcgagcaac
t gcat caaac
cagct ccgat
cgcect ¢t cge
gcgcagct gt

ctccgccacc

acat cgcgag
ccaacgcacc
ccgegt acca
gcggagcagg
gcgaagact t
t ggaagcat t
t cat t gaact
t ct gt ggagc
agggagagag
agacgggagg
cacaagagat
gcagct gcca
cgat gcagac
cegttetttg
aggt cgcagc
gggaggct ct
ggaagccgt t
acggtt gt ct
aggt gcagag
aatgtttcca
agaatttctt
t ccagt ggaa
agccgct cgg
gaggattcaa
aaacgaaacc
acggatttct
cttcgacgat
aagacggat c
t cggcgegct
ccaat ccgca
at ggaggcagt
accgcgactg
cgcagggcac

t ggacgagaa

N3027PCT_sequ. | i st..txt

ttcggagct g
cgtcgegcet g
gggcat gt gc
caagacagaa
ggagcgecegg
cggaaacgcc
ccagttccaa
tcgaattcaa
gaact at cac
catctattac
ggat at gt ct
ccagct gcag
ggttggcatc
t ct gggaaat
gagct gcact
gcaagaggcg
gaagacagac
gtttctgcaa
t gcagacgat
gttcaactcg
caatacgttc
ccct et ggac
tctgttetce
caacaaagtc
taattgettc
ggagaagaac
ccegttegtce
ggggaagaag
gat ggagacc
gaacct ccca
cct gcaageg
cttcttcgac
agagacgccc

gct gaagct ¢

ccgat gceceg
ccgatatctc
aacgagaagc
agcacgaaat
t cgcaagt cg
cggacgct gc
acaagcaaag
acgtatttgc
atcttctacc
ttcccttccc
ctcttcgage
ggcgt ggacg
t ccccggagg
gtttctttcg
gagt acgt ct
at gt gct acc
gaagcat ggg
gttgtcgega
ttgcttctgt
tt cgagcagc
gt ctt caagt
ttcccggaca
at gct cgacg
t gccagaaac
gt ggt gcacc
aaggaccagc
t ccaactt gt
cgaaagtt cg
gt cgacaaga
gacctcttcg
gt gcaggt ca
t at agggcgc
gaggcct ggc
gaccgccgga
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gagtgccttc
gacagcct ca
agagt cagac
t cgt gat gaa
aggcgcaagt
gaaacgacaa
ccaagcggat
t ggagaaggt
aactttgtgc
cgaaattccg
cgcgcgacaa
act gcgagga
agcaaat gag
agact ccgaa
gcaaggcct g
gaacaat caa
agat gaagga
agacgaacgc
tttgcggagt
t gt gcat caa
gcgaggaaga
acgcagactg
aagagt gcat
acggcggt ca
actttgccgg
t gt ccgt gga
tttctgegtt
t gacggtgtc
cggcaccgca
accgcgcgac
gccgt gecagg
t cgcagacgg
gcggecgegce

aaaaagagac

ttcctegtcec
cgtcttcgec
gattctgatt
gttcctcgec
cct cgagagce
cagcagt cgc
gt ct ggaaac
ccgegt ct ge
agct gcagaa
aaaagccgca
att caagt at
gt t cgagagc
cattctctcg
ggccaat agc
ccgecttcetg
gaccgcacac
cgcgcet gt gt
gt ct at aggt
gct ggacat t
cttcaccaac
gct ctaccge
cgtcgegcet g
gttccccgea
caaacgtttc
cagcgt agag
t ct gcaggag
cct gaaccgce
gagcgagttt
cttcattcgc
agt gaacgag
gtaccctgtg
agcgct t gct
t gaggctctg

agact ccccg

480

540

600

660

720

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460



gaccgaacct
ctttcggcga
aagtgctttg
tctcacattc
gcgeggcegeg
ct ggagaaca
cgcgat cgaa
caacgcat gt
agaattctgg
cttctgaaga
gacgcggaaa
cagaaact cc
aacgacgact
acgccaacga
gat gt ccccc
cggacagagt
ct cat cgcgg
acgcaacgca
agt act cacg
gctctgttga
ctcgegtct t
ctttgggagt
ggcgt gggca
ct ggagcagc
caacact acg
cgagt gaacg
gt caagcagg
gaggegcetge
gacccgt t gg
gccgccaaag
ctccgetgtce
ct gat gt cga
gcgceggct gc
cagacaggt c

t ccget gt cg

gggcecegt cgg
act t gat gag
t gcagaggcg
gcatgtttct
t ggagaact t
t ccggcgaat
agct cgagga
t ct acacgaa
ct cggcgceat
aggcgcaaga
gccatgttct
agagggaact
ttgcttcaca
cgcct cagat
attctcaaga
t ggagagacg
agct ccgagce
aagaagct ga
t ccgegegtc
gagagaagtg
cggt cgegt ¢
cggt gct gca
agacaggttt
t ccgagt gag
aactcgtcta
tact cgact t
ccttcgt cgt
aaat cttgac
gcgcct geat
aagct gct gt
act accgcga
gct ggagaga
agccggat gg
gcggagcttc
gaggacagga

N3027PCT_sequ. | i st..txt

gaagaccct c
cgtgagggtg
attcttcetg
ttgcaagttg
cat gcgaggc
t caggcggcec
agccgccagt
tttgaagaaa
gct gcggega
t ct gcagcgce
t cagttgcag
cgaacgcgcg
agt aaagcag
gacat t cggg
gaaggacaag
c¢gacgcggag
ggcgt t gaag
ggcgeggt ac
gtctgcctca
t at ggagagc
cgct get cct
cgaccagcgg
gct ggagcaa
ccgaaagat g
ctctcccgac
t ccaggcctc
cgeggtcgtc
caacgtcgtg
cagcggcaga
gcaagt cgac
att ggt gcat
tctgcttcag
gccttctccg

gctcttcgee

gaacggagt t

tgcttcttca
gct gcggega
at gt at cggc
gaggcccaga
gccgttgege
tggcgaggcea
aaaat ccagg
gcct cgact a
ct gcgagagg
gacttgtgcg
gcgaaaaacg
aaagaagat g
ct gaaggaga
acccacaaga
tttccgacag
gct caacagc
gacgct gaga
cgact ggt cc
aaggct gcgg
gacat ggcga
ctctegectc
t ggat cgact
tttcttgtga
gaggaccaag
agccaggaag
t cgcgt acca
ttcgatccca
ctgcetgcetc
gtttacctcg
actgcagctg
ctggagtctc
cagcagagac
catgcgtctc
act gcgt cgc

gagaagt cgt
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aaaacgaagc
cggcgattga
agact gt cgt
gact gcgaga
gtctgcggt a
agcagacaag
cgttctggaa
ttgct caact
aggct cgcga
aagagaagaa
aagat ct cct
tcgettctct
gtttgacggt
gaagggtgtc
acgaggagt t
agcaggcaga
gtgcatgtga
t cgaagact c
t cgcggact c
cagggcgacc
cggt cgcgct
tgcttctget
agt t gggaga
cgccct t cag
gccgt gaacg
agcagaat cc
ccagacct ga
ggcccaaagt
tt gaaaacgg
t cagagacaa
t ggt cgacga
ttgccat gct
cgttctccct
agt ct ggagc
cgt cgggegt

gt acgagat t
ggcgaggt ac
ttttctgcag
gt cacgcgct
cct gcggact
gt cgcagcet t
gat gcacaag
caagt ggaag
ggt ct caggc
caagagaagc
caaagaaat c
acaagcat ct
gggctcttcg
gaacaacgca
gaaggctttg
gcacgaggct
at acgagcga
gagcgcaagc
t gcgcccaca
t ggagact cg
ggagcct gaa
gggt cct gec
cgaagtt cat
caagct gccg
agaagaagct
cgcgct gagg
aacttgtgca
ctctgcacaa
gtggcgcegcea
agct gcgggt
aatt gt gcct
gcagcaccac
gcct cget cg
t ct aggcgcece

ctctgctcac

2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560



agacagggag
t cgat gcgac
ct cagaccga
ct cgaccaac
t gcgt ggt gt
aaagacggca
gaccaggagc
cacat cgggc
tgtctcttct
cgattttggc
ct ggct gceg
attcttcgge
gaagt gaggg
ggagcagt cc
tctttgggga
t at ccgegec
ggcccgect ¢
agtctgcttc
agt gaggaca
t cgct caaac
tt cagagaca
cagtcggttt
t gt ct gt act

gcttgtctge
ct gcggggaa
gcat gaagcc
act cggt cgt
tt ggcaagga
gcgt agt gat
aagtttctct
cttctgtctc
tct cget ct t
at gt cgat ac
ccttectecc
t ggt ct gegce
cgct caagt t
acgttctgga
agggcegcet gt
tcctcatcaa
cgggcegt cct
ctctaagatg
aggacgtgta
at caccaggt
getgtttttt
ttgtatctct
ctgttttcag

N3027PCT_sequ. | i st..txt

gaacttcttc
cgttctggct
t gggggcacc
ccct gt gcag
gaaagaaaac
ct accggt gt
agt cact cct
cgt gcact cg
ggaagaccag
gggggacat g
gttcaacccc
caccagt gga
cgacgacaca
ggccagcgac
gacgtgcatc
ct gct gcgac
caccaacttg
ctggttctca
ctgtttctct
aacgcct gaa
cttcttcaca
gtctctcatc

cctctgtceg

<210> 102

<211> 1979

<212> PRT

<213> Toxopl asma gondi
<220>

<221> M SC_FEATURE
<222> (1)..(1979)
<223> 0

<400> 102

Met

1

gacagcattc
t ct ggaaagc
gcgat gat ga
gaact gcagg
cgggact aca
taccgt ct ag
gcggcet t cge
cgact cgt gg
ctgattacaa
ct gaaagt ct
acagcctttg
cgcgtgattc
gggctcttct
acagt caaca
acctttgtgc
t ccagegt cg
ctcgttcgec
aactttggag
cttcaacaag
ct gacagaga
ccct t cat ct
t gt at cggat
ctgcgcetatg

gctctttcct
aggccgegga
agaaact gaa
act cggactc
ttcttctcge
aagct gaaag
ggaccact ga
ggcacagccg
cttcaatcga
t cacagact c
t cgcgt cgaa
agaagct gaa
gttttgetgg
ttcgatttaa
cgagcacagg
ccgt cgt cga
accgt gt gag
gagggt ggct
gcgcgaact t
t cat gggt cc
tcagtctttg

tttctcceceg

tgtgtgtgtg

ct cacagt cg
cct gaagcetg
gacgcgaagt
t gcgat cacc
ggct gcgagce
acaaatgttc
cagcaaggag
cgccgt cacc
caagtctgtg
ttctcctgeg
ct caaact cc
agt ggagagc
aacgaaggca
att caagact
acct ggacag
gtgtatctac
aat cgccceac
t at caccggt
caaggcaat c
ct cat cgaat
tcatttctct
tagctttccc

tctcttgtga

Thr Ala Ser Ser Ala Asp Gy Ala Ser Ala Pro Ay Gy Gy Asp
5 10 15

Pro Ay Au Au du Val Arg Cys Ala Val Gy Thr Lys Ile Tyr Va
20 25 30
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4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940



Pro

Asn

Leu

Asp

Phe

_k_
~—
(SN0

Ay

Hi s

Lys

Thr

Asn

Asn

Lys

Ay

Asp

Asp

50

Leu

Thr

Hi s

GAu

Ser

Val

Asp

Pro

Ser

Al a

Al a
35
Gy

Lys

Thr

Ser

Ser

Phe

Ser

195

Ser

Leu

Leu

Ser

Lys

Thr

Arg

Al a

Ser

Lys

Ay

Tyr

Ile

Ser

Ser

Thr

Leu

Arg

Arg

Tyr

Asn

Asp

Leu

Asn

Leu

85

Al a

Thr

Thr

GAu

Asn

165

Ser

Thr

Lys

Arg

Phe

Vet

Leu

Tyr

Val

Thr

Asp

70

Ser

Val

Phe

Ay

Leu

150

Al a

Ser

Phe

Arg

Al a

Ay

Ser

Leu

Hi s

Trp

Al a

55

Ile

Al a

Leu

Thr

Leu

135

Pro

Pro

Ser

Leu

Val

215

Ser

Phe

Lys

Ay

N3027PCT_sequ. | i st..txt
Arg Thr Ala G u Va
40

Arg

Trp

Pro

Asp

Vet

Val

Al a

Vet

GAn

Ay

Phe

Asn

280

Lys

Phe

Val

Tyr

Thr

Ser

105

Pro

Asp

Pro

Al a

Ser

Lys

Val

Asn

Arg

Val

Tyr

Asp Al a
Leu Cys
75
Asp Leu
90
Leu Asn
[le Leu
Met Lys
Gy Va
155

Leu Pro
170

Gy Gu
Phe Leu
GAu Ala

235
Ala Arg
250
GAu Leu
Gy Arg

Arg Va

Gn Leu
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Asp

60

Asn

Thr

Leu

Ile

Pro

Ile

Ay

Ser

Al a

220

GAn

Thr

GAn

Leu Cy

Cys
300

Cys

Val

45

Asn

Thr

Vet

Arg

Al a

Leu

Ser

Ser

Vet

Ay

Cys

Val

Leu

Phe

285

Asp

Al a

Lys

Asp

Leu

110

Val

Val

Ser

Arg

Al a

Al a

Leu

Arg

Al a

Leu

Val

Thr

95

Asp

Asn

Arg

Ser

175

Asn

Ay

Ay

Asn
255
Thr

Al a

Al a

GAn

Val

Trp

80

Hi s

Ile

Pro

Tyr

Ser

160

Pro

GAu

Lys

Ser

Ser

240

Asp

Ser

Arg

GAu

GAu



N3027PCT_sequ. list..txt
315

305 310 320

Ala Ala Ala Gn Thr Gy Ay Ile Tyr Tyr Phe Pro Ser Pro Lys Phe
325 330 335

Arg Lys Ala Ala Asp Ala Lys Ala G n Gu Mt Asp Met Ser Leu Phe
340 345 350

Gu Pro Arg Asp Lys Phe Lys Tyr Leu Thr Lys Ser Ser Cys His dn
355 360 365

Leu G n Gy Val Asp Asp Cys G u Gu Phe Gu Ser Thr Leu Phe Ala
370 375 380

Met GAn Thr Val Gy Ile Ser Pro Qu Gu An Mt Ser |Ile Leu Ser
385 390 395 400

Val Val Ay Ala Val Leu Cys Leu Gy Asn Val Ser Phe A u Thr Pro
405 410 415

Lys Ala Asn Ser Gu Gy Ser Gn Val Ala Ala Ser Cys Thr Gu Tyr
420 425 430

Val Cys Lys Ala Cys Arg Leu Leu Ay Val Gn Arg Gu Ala Leu Gn
435 440 445

Gu Ala Met Cys Tyr Arg Thr Ile Lys Thr Ala Hs Gu Ser Tyr Arg
450 455 460

Lys Pro Leu Lys Thr Asp Gu Ala Trp Gu Met Lys Asp Ala Leu Cys
465 470 475 480

Arg Ala Leu Tyr Gy Cys Leu Phe Leu G n Val Val Ala Lys Thr Asn
485 490 495

Ala Ser Ile Gy Tyr Leu Lys Gu Val Gn Ser Ala Asp Asp Leu Leu
500 505 510

Gy Val Leu Asp Ile Phe Gy Phe Gu Cys Phe G n Phe

Leu Phe Cys
515 520 525

Asn Ser Phe Gu Gn Leu Cys Ile Asn Phe Thr Asn Gu Arg Leu G n
530 535 540

Asn Phe Phe Asn Thr Phe Val Phe Lys Cys Gu Gu Gu Leu Tyr Arg
545 550 555 560

Ala Gu dy Ile dn Trp Asn Pro Leu Asp Phe Pro Asp Asn Ala Asp
565 570 575

Cys Val Ala Leu Leu G n Gu Lys Pro Leu Gy Leu Phe Ser Met Leu
580 585 590

Page 490



N3027PCT_sequ. | i st..txt

Asp Gu GAu Cys Met Phe Pro Ala Gy Lys Asp Arg Gy Phe Asn Asn
595 600 605

Lys Val Cys Gn Lys Hs Gy Ay Hs Lys Arg Phe Gy Val Ile Lys
610 615 620

Thr Lys Pro Asn Cys Phe Val Val His Hs Phe Ala Gy Ser Val Gu
625 630 635 640

Tyr Cys Ser Asp Ay Phe Leu Gu Lys Asn Lys Asp G n Leu Ser Val
645 650 655

Asp Leu G n Gu Ala Val Lys Ala Ser Thr Ile Pro Phe Val Ser Asn
660 665 670

Leu Phe Ser Ala Phe Leu Asn Arg Gy Thr Ala Gu Asp Gy Ser Gy
675 680 685

Lys Lys Arg Lys Phe Val Thr Val Ser Ser Gu Phe Arg Gu G n Leu
690 695 700

Gy Ala Leu Met G u Thr Val Asp Lys Thr Ala Pro Hs Phe Ile Arg
705 710 715 720

Cys Ile Lys Pro Asn Pro G n Asn Leu Pro Asp Leu Phe Asp Arg Al a
725 730 735

Thr Val Asn Gu Gn Leu Arg Tyr Gy Ay Val Leu Gn Ala Val Gn
740 745 750

Val Ser Arg Ala Ay Tyr Pro Val Arg Leu Ser His Arg Asp Cys Phe
755 760 765

Phe Asp Tyr Arg Ala Leu Ala Asp Gy Ala Leu Ala Ala G n Leu Ser
770 775 780

Gn Gy Thr Gu Thr Pro Gu Ala Trp Arg Gy Arg Ala Gu Ala Leu
785 790 795 800

Leu Arg H's Leu Asp Gu Lys Leu Lys Leu Asp Arg Arg Lys Lys Gu
805 810 815

Thr Asp Ser Pro Asp Arg Thr Trp Ala Val Gy Lys Thr Leu Cys Phe
820 825 830

Phe Lys Asn Qu Ala Tyr Au Ile Leu Ser Ala Asn Leu Met Ser Val
835 840 845

Arg Val Ala Ala Ala Thr Ala Ile Qu Ala Arg Tyr Lys Cys Phe Val
850 855 860
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Al a

Al a

Leu
945

Leu

Ser

Val

Lys

Thr

Asn

Asp

Arg

Hi s

Ser

Arg

Al a

930

GAu

Arg

Lys

GAu

Arg

Ile

Arg

Leu

915

GAu

Trp

Al a
995

Phe

Arg

Al a

900

Arg

Arg

Al a

Phe

Arg

Phe

Vet

885

Al a

Tyr

Ay

Al a

Tyr

965

Arg

GAu

Arg Asp Leu Cys

1010

Ser

Leu

Leu Lys

A n Mt

Asp Va

GAn

Leu

GAn

Thr

Pro

G u Leu Lys

Leu

870

Phe

Arg

Leu

Lys

Ser

950

Thr

Ile

Val

Leu

GAn

Al a

Ser

Phe

Hi s

Al a

N3027PCT_sequ. | i st..txt

Met Tyr Arg G n Thr Val Val Phe Leu G n
875 880
Leu Cys Lys Leu Gu Ala G n Arg Leu Arg
890 895
Arg Val @ u Asn Phe Met Arg Gy Ala Val
905 910
Arg Thr Leu Gu Asn Ile Arg Arg Ile Gn
920 925
Gn Thr Arg Ser G n Leu Arg Asp Arg Lys
935 940
Lys Ile G n Ala Phe Trp Lys Met His Lys
955 960
Asn Leu Lys Lys Ala Ser Thr Ile Ala Gn
970 975
Leu Ala Arg Arg Met Leu Arg Arg Leu Arg
985 990
Ser Gy Leu Leu Lys Lys Ala G n Asp Leu
1000 1005
Gu Lys Asn Lys Arg Ser Asp Ala Qu
1015 1020
Gn Aa lys Asn Gu Asp Leu Leu Lys
1030 1035
Arg Gu Leu Gu Arg Ala Lys Gu Asp
1045 1050
Ser Asn Asp Asp Phe Ala Ser G n Val
1060 1065
Leu Thr Val Gy Ser Ser Thr Pro Thr
1075 1080
Gy Thr Hys Lys Arg Arg Val Ser Asn
1090 1095
Ser Gn Au Lys Asp Lys Phe Pro Thr
1105 1110
Leu Arg Thr Gu Leu Gu Arg Arg Asp
1120 1125
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Al a

Leu

Al a

Arg

Asp

Pro

Lys

Val

Al a

Pro

Val

Leu

Thr

Val

Ay

Ser
1220

Val
1235

Thr
1265

Hi s
1280

Pro
1295

Val
1370

Al a

Al a

Arg

Thr

Asp

Lys

Lys

Leu

Al a

Trp

Ay

Leu

Phe

Ser

Asp

Val

Pro

Leu

Cys

GAn

Al a

GAn

Ser

Al a

Al a

Leu

Ile

Leu

GAu

Ser

GAn

Phe

Lys

GAu

Pro

Ile

GAn

Al a

Arg

Ser

Al a

Vet

Ser

Asp

Leu

Pro

Thr

Al a

Ser

GAn

Leu

Lys

Al a

Val

Ser

Pro

Leu

Leu

Leu

Ay

Ay

Al a

Arg

Ay

N3027PCT_sequ. | i st..txt
Ala Gu Hs Gu A a

Leu
1330

Phe
1345

Al a
1360

Pro
1375

Arg

Asp

Al a

Ser

Asp

Asp

Al a

Leu

Leu

Phe

Va

An

du

Ser

Va

du

Lys

Va

Ala A u Ser

Gu Ala Arg

Thr His Va

Ser Ala Pro

Met Ala Thr

Ser Ala Al a

Trp Gu Ser

Leu Gy Pro

Leu Val Lys

Ser Arg Lys

Hs Tyr Gu

Arg Gu du

Arg Thr Lys

Val Ala Va

Ala Leu G n

Val Ser Ala

Tyr Leu Val
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1140

Pro
1230

Val
1245

Al a
1260

Leu
1275

Vet
1290

Leu
1305

Al a
1320

GAu

Leu

Cys

Arg

Al a

Al a

Arg

Leu

Leu

Ay

Ay

GAu

Val

Arg

Asn

Phe

Leu

Asp

Asn

Ile

Leu

Ser

Leu

Pro

Ser

Hi s

Val

Asp

Asp

Tyr

Val

Pro

Asp

Thr

Pro

Ay

Al a

Tyr

Val

Ser

Leu

Ay

Pro

Asp

Ay

Ser

Asn

Al a

Pro

Asn

Leu

Trp



Arg

Val

Val

Ser

Hi s

Pro

Phe

Ay

Al a

Arg

Leu

Ser

Arg

Asp

Ser

1385

Al a
1400

Hi s
1460

Phe
1475

Al a
1490

Ser
1580

Ser
1595

Asn
1610

Val
1625

Phe
1640

Al a

Asp

Leu

Arg

Al a

Ser

Thr

Arg

Phe

Ser

Lys

Leu

Asp

Arg

Val

Asp

Al a

Lys

Asp

Arg

Leu

Al a

GAu

GAn

Leu

Ay

Pro

Asp

Ser

Asp

Lys

Al a

Ser

Leu

Leu

Pro

Ser

Asn

Ay

Ser

Lys

Ay

Al a

Tyr

GAu

Al a

Leu

Leu

Ay

Ay

Ay

Hi s

Ile

Ile

1390

Al a
1405

Pro
1465

Ser
1480

Ser
1495

Val
1510

Leu
1525

Ser
1540

Thr
1570

Ser
1585

Thr
1600

Leu
1615

Arg Gy

GAn

S
1630

Val
1645

Al a

Leu

Asp

An

Ay

An

Ay

du

Ser

Ser

Al a

Al a

Va

Leu

Tyr

Ser

Val

Arg

Ay

Thr

Al a

Lys

Al a

Vet

Asp

Vet

Val

Val

GAn

Cys

Ile

Arg

Pro

Ay

Leu

Ser

Asn

Arg

Leu

Vet

Pro

Val

Val

Hi s

Val

Leu

Ser

Arg

Ay

Ser

Phe

Pro

Lys

Lys

Val

Phe

Ala Ala Al a

Arg

Leu

Leu

Val

GAu

Thr
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Pro
1440

Al a
1455

Pro
1470

1620

N3027PCT_sequ. | i st..txt
1395

Thr

Arg

Leu

Vet

Hi s

Al a

Ser

Ay

Asp

Ay

Leu

Leu

GAu

Lys

Lys

GAu

Al a

Al a

Vet

Leu

Al a

Ser

Al a

Val

Ser

Asn

Arg

Lys

Leu

Asp

Arg

Al a

Al a

Leu

Ser

GAn

Ser

Leu

Val

Ser

Ile

Val

Pro

Thr

Lys

Ay

GAn

Ser



Arg

Hi s

Phe

Ser

Phe

Asn

Leu

Ser

Lys

Ay

Al a

Asn

Pro

Thr

Ay

Thr
1655

Ser
1670

Ser
1685

Val
1700

Thr
1715

Ser
1760

Phe
1775

Val
1835

Leu
1850

Leu
1865

Thr

Arg

Leu

Arg

Asp

Thr

Al a

Thr

Al a

Tyr

Val

Leu

Arg

Ser

Asn

Asp

Leu

Leu

Phe

Ser

Al a

Al a

Val

Ay

Val

Val

Pro

Val

Phe

Ser

Val

Trp

Ser

Phe

Thr

Arg

Thr

Asn

Thr

Arg

Arg

Trp

Asp

Lys

Lys

Ay

Asp

Hi s

Pro

Val

Ser

Al a

Lys

Ile

Leu

Ile

Hi s

Phe

Lys

Al a

N3027PCT_sequ. | i st..txt

Leu
1765

Hs Ile Gy Pro Ser

Ser

Leu

Asp

Leu

Ser

Arg

Lys

Ay

Phe

Thr

Gy

Va

Asn

Va

Ser

Arg Al a

Ile Thr

Thr Gy

Ala Ala

Asn Ser

Val Ile

Phe Asp

Al a Va

Lys Phe

Phe Val

Asn Cys

Pro Pro

Arg Ile

Phe Gy

Tyr Cys

Leu Lys

Val

Thr

Asp

Al a

Asn

GAn

Asp

Hi s

Lys

Pro

Pro

Al a

Ay

Phe

Hi s
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1665

Thr
1680

Ser
1695

Vet
1710

Phe
1725

Ser
1740

Lys
1755

Thr
1770

Val
1785

Thr
1800

Ser
1815

Ser
1890

Hi s
1905

Val

Leu

Leu

Leu

Ay

Leu

Ser

Thr

Ser

Val

Ser

Trp

Leu

GAn

Ser

Leu

Asp

Lys

Pro

Leu

Lys

Leu

Leu

Ay

Ser

Leu

Leu

Leu

Val

Val

Phe

Lys

Val

Phe

Arg

Val

Phe

Al a

Ay

Pro

Val

Thr

Leu

GAn

Thr



N3027PCT_sequ. | i st..txt

Pro Gu Leu Thr Gu lle Mt Gy Pro Ser Ser Asn Phe
1910 1915 1920

Ser Cys Phe Phe Phe Phe Thr Pro Phe Ile Phe Ser Leu
1925 1930 1935

Phe Ser G n Ser Val Phe Val Ser Leu Ser Leu Ile Cys
1940 1945 1950

Phe Ser Pro Arg Ser Phe Pro Cys Leu Tyr Ser Val Phe
1955 196 1965

Cys Pro Leu Arg Tyr Val Cys Val Cys Leu Leu
1970 1975

<210> 103

<211> 6180

<212> DNA

<213> Toxopl asma gondi

<220>

<221> msc_feature

<222> (1)..(6180)

<223> MoG

<400> 103

at gacggaca
ggggcccccg
cgcaaat t gg
ccgcgat ccc
gttctccata
attgttctcg
acttattttg
gccgcagt ca
t ccggeget g
gagt t at cct
agagct gaaa
gacaacgct c
caacagagaa
agaaacccca
aaggt cct ag
at cgcagggg
gatttagtcg

ctcacacctc

ggt gct ggat
gcacct gcac
aagt cacttt
t t gaaggcgt
cagt ccgt ct
ccct caat cc
aagacacgca
aaggtctatc
gcaagacgga
cgtcttegtce
ggaacagaag
t ccaat cagg
ttttagagat
act ccagt cg
gcgccagt at
agagaaact a
gcgt ggct ga

aagaacaaac

tcctcatccc
gt at aaact t
agccaagt ca
ccaaaatgta
t cgatat caa
ctttaaat at
tgtattcgac
agaaagaggg
gt cgaccaag
gtcttegttc
cat cagt cag
cgtt ggat ct
aagcccggt c
atttgggaag
cacgt cgt ac
ccatgtcttt
aacgt at cgc

cgt gaacacc

act gaggttt
gt cgaggt ca
gctttgacac
t gcgt cct gg
agagacgaaa
ct ccagct gt
ct cccaccgce
aaacct caga
ttgattcttc
aaagtttctt
aaagaccggg
ggaagccaag
t t ggagagct
t ggat t gaag
cttctcgage
t accaact ag

ct gggaaccg

aaaagt acaa

Page 496

gggggat cge
ccgat gat gg
aagt cgcgcec
gcgatgtgtc
tct acacaaa
at ggt cccga
atctcttcca
gcacgct gat
agtttcttgc
ct ggcgcacg
ggtcttgegg
ggcgcgaggce
t cggaaat gc
tctatttcgg
ttccacgegt
ttcacggttt
attcact ggc

aagcagacac

Arg Asp

Cys H s

lle Gy

Ser Leu

agttccagcc
caccgacccyg
tgttacagac
agaggcgt ct
cgt agggcac
cttcgttcgg
agtttctgceg
cacaggcgaa
cgacgt cagt
cttagt ggag
gact ggagga
gacgtctctt
at cgact agc
ggacaaatta
gact cgccac
gaat acat ct

cttctcctat

agaggtttcg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080



t cgceggcet ¢
gt cct gggt t
cat cttggca
aacagt cgcg
gaaggagct c
aagaccgacc
ttcaact ggc
gatttgaatc
ggatttgagc
gatattttcc
acgt at gagg
act ct cgacg
aacaaggccc
ttcggcattc
gaccaaaat g
gt aaaggcca
agt act gt ag
act gacagtc
cact cgagcc
cggaagt cgg
gt gt t gggct
cagct ggt aa
agaaccaagg
gct ct ggt cg
cagt gcagag
gaggcegt cga
gagctgcttc
gatgcctctc
caggaagcgt
gct gaggacg
aaaaaagt ct
gagaccagcc
gcccacct cc
acttcctacc

gagaat gaac

ctgatattga
tcagtccttc
acgtcacttt
at cacct cac
t gacgagccg
aagccgat gc
tcattgcgca
gct acgt ggg
agct ct geat
t gaacgaagt
acaacgccga
aagaggt gt t
aaacgaacca
aacact acgc
cgccgect ca
tt at ggagac
gctctgtett
act acat ccg
agattctgaa
ggttcgecet't
cgaaagccgc
cccagct ggt
tattcgccaa
aacccgt gat
ttctctttga
agcgcggggy
agaagaaagc
tt caaccaag
cgctttccect
agt gt gacgc
caggaccttt
t cggagact t
t aacagaggc
t ct cct cggt
gactt cagcg

N3027PCT_sequ. | i st..txt

t gat ct cacc
aacccagaat
tgct cccgaa
agcagcgagc
t aagat gaag
cgcgegegac
gaccaacgca
gct gct ggac
caat ct gt cg
caaggact ac
tgtgttgtcg
t gt ccccaga
caaacgct ac
aggagatgtg
agaggcgaga
agcgt ccagce
caagaagcaa
gt gcat caaa
tcaactcgtc
gcgtctctta
ggcaggcct t
t gcgaacaaa
atccact gt t
tctcattcaa
ggtgtatgga
ctacttgaca
gaattcgttg
gtgcctgtca
ggagct caag
actctcaatg
cgttactgceg
gctt gaccag
gaggcagct t
cgttgcegeg
agagagggaa

ggcttctcag
tccattttct
gccggagat g
gagct cttgg
acaggaaat g
agctttgcaa
aat ct agcgc
at cgect ggt t
aat gaagagt
gagaat gat g
ctgattgcgg
ggctctgatc
at t gagaaca
acttacactg
gact gcct ct
gacact caac
ct gagt gagc
ccgaaccccg
t gct caggcg
cat caggact
cggacccttg
tgggtttccc
caagacttcc
gctctgtatc
cagct gaagg
gatcccgttt
ggagatttaa
actgtctcca
cgt cagct gg
ct acgcgcega
gcgcgagagce
gct ct gcagg
gagct ct cgt
gcagaggcgt

caggcagcag
Page 497

agct gaaacg
ctattgtggc
aaaagt gctc
gcct cgat gt
agagcat t ct
agctcgttta
cttctggagg
t cgagagct t
t gcaacacca
gact gcaggg
gaaaaggcgg

aaggct t cct
aaat aaaagg
t caccggct g
taacttcgga
gacgaggccc
t gat ggcgaa
cacat aagcc
t cat ggaggc
t cgt ggaccg
at gccgccag
aggaggaat g
tt gaacgcgc
gcggct accg
agtttctgga
t ccccgat ge
tttcacaact
agt accacgt
aact cacaga
ct ct gcagaa
gggt gaat cg
ccaaagacaa
ccacgccctc
accttgcgag

agt cccggaa

cgccctgetg
ggcgattctt
t gt ggt gagc
gcecget ggt g
gattccgcetc
cgggtatctc
aatggatttc
t cgcgt aaac
tttcaatgca
ggt ct caat t
cgtcattgca
caacaaattg
gt cgat ggcc
gct cgt gaaa
aaat ccagt t
gggagggaag
gat aaat gga
gagggtgatc
aattcgcatt
ctaccggcetc
t gcagcccag
t ct cat cggc
ccgagaggaa
aacccgccag
€gcgggcggc
cagcacccct
cgagact ct t
t cgaat gacc
t ggagagggc
agcagaaagt
act ggaggca
agatgattta
tcgettette
caacgcgaga

ggcgct gaag

1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180



gaaagacagc
cggttgtctc
cat cgaggtg
accgt gt cca
ct cagcgacc
ct gcggaagt
acattttttc
cttgcgegeg
gaggcgacga
aacctcgttg
gaccct ctgc
gagtctctga
ttcggt gaga
ctgcttggcea
gt gct gcgece
cagctgcctg
gt gat gggag
ggcagaaacg
aacaat ccct
acctttccge
t ct gggct ct
gagcaaat ct
gagggaaggc
cgcatgtatg
gaccttccag
tcttgggcca
t ct ccaccag
aaacgagat t
ctgtctctge
cagcat gt ct
gcggacggt ¢
accattcctc
gaagaggcga

cgcct cat ge

agcaagaggc
ttctctctgt
t acagacagc
cat ccgagtc
cctact ccac
t cat gcagga
t cgagcgggc
tgcagttgga
t cggcgt cac
agcaagcgaa
gcct ccaaac
ggagaacgga
ggggagacag
t caacat ccg
gggaggaact
accat cacgc
agcgtttctg
cagaagat ct
€ggcagggag
cttccgagac
ct gcgect gg
gt cgacaggc
ggccagggga
ttcagat acg
gcgatctctc
ttat ggaaca
ccacatttcg
ct caggt cca
at cct gcgac
t caat gagga
tcctagactc
agcgt ct cca

agcacat cga

agaagtt gcg

N3027PCT_sequ. | i st..txt

cct gct gaag
ggct t ccgat
agaaacgt cc
agagt ggact
caaagat gaa
ggtggegege
gagagaagcg
gaatttaagc
gtggggt gt t
ggcgat caga
cat t gacgag
aggcagagaa
aggaggt gga
gatt caggaa
gt t gagccat
cgaggt ggt g
t gt agggcga
t cgagacgag
caccgttgcg
t ct cgcgect
aggcgagagce
t ct acacgat
cagcacgggc
act cgcagac
tcggegtctg
gctttcccag
cctcttacca
gttatggett
ggcagegetg
tcccagtctc
ttcgccgect

ct ggct t cgg

ccct gaggaa

aggctttgga

gatgcagttg
at caaaaagg
agcct gagga
gaaagcagcg
gaaggcggcg
gcgaccceggg
aatctcggt a
gat ccgt cgt
gcgacacagg
gcgaagcaga
aaagtcttgg
cgeggtt cet
ct gacggegt
accaagagca
caaacggatc
gcgcet gacgt
agcgcgcet ga
atttactgtc
ggact ccgge
t acct ccget
acgggcgcca
ct cgagct ga
caaggcgct g
ggat cacagc
gt gaaggat ¢
tacgacctta
cct gaggaac
cgtcgt ccga
atatatcgtc
ct agcat cga
cgagttccac
agt gaagcag
ggcgaccttc
ggctatgttt
Page 498

aagagcgcaa
ccaagaggaa
t cgagt acga
aagcagaaag
aaggcct ggc
agt gcgaccc
aaggcccgceg
t cct caacgc
aagact t cgt
agggagaagce
cat cggcagc
ccgccaagt t
atcttttcga
t gcgaaagac
ctttggcaga
gctttcgetc
gt gacgagat
aaattctcaa
ttctccagtc
t cgcgat cca
tcaaatttca
cct gcggage
t ctccgeccega
gacgcct cgc
tgaatttact
aaaagacaag
ttgttcagga
t gct gagt ct
aggcagtctc
t aagt gccca
cctggeegtc
act ggacagc
t cgct at ggg
ggctt gcaga

acgaagt gat
ccacgaggct
cgaggaagca
cgaagagcct
gt ct gcgt at
ggcgceaget g
agagct gcag
ggagt t gaag
caagct gcgg
agagagat ct
t gcaacgct t
t ggaggcacc
gaact acccc
ggagcaact t
gcectttgetg
tcttttggga
tttggegttg
gcagct gaga
ct gct gt cag
gagtttcttg
gcaagaagt g
ct cgagagaa
acgagagaca
gct t gacggc
cggt gcagac
cgcgcgagaa
ttacctctcc
ggaagat cct
t cagt at caa
tttgcttcaa
act cagct gg
agccat t gcg
ggctgegttc

cgccttccca

3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220



cttttttegg
cct gggt cgc
cgt cgceggt
gcgctcecttg
t caagct cgt
acgaagat ag
t cgt cgcgea
aaaaacgcgt
at cgcgact g
gcactgttcg
gcgt ggaagg
gaaaaccaca
caacagggct
gccgt gecege
acaggaaaaa

ctcgttcttt

<210> 104
<211> 205
<212> PRT
<213>
<220>
<221> MS
<222> (1)
<223> Mo
<400> 104
Met Thr As
P
Al a Val Pr
Val Thr As
35
Lys Ser Al
50
Gu @y Va
65
Val Leu H

cggacct gaa
gtgtttctct
ttttgceget
cgcagaagca
cat cgaaggc
cgaacttcaa
gtgcctcttg
t caaact cac
tcttcgattc
cttctgagac
act cggacga
gaagcacagc
cagaaaaagg
ct cgt gggga
gaaggtt gga

tattcttcce

9

G _FEATURE
.. (2059)
G

p Arg

o Ala Qy
20

p Asp Gy

a Leu Thr

I dn

Asn

s Thr Va
85

Al a

Thr

GAn

Val

70

Arg

N3027PCT_sequ. | i st..txt

aggcgaggcg
ctcgeegttyg
gt t aggcgat
gcaaacgagg
agcgt ggct ¢
gagacgcgt c
gggagetgtg
t ggaaggt gg
agacggtctc
t gaccgaagg
agacgcagaa
gagagaacac
cgtattcacc
agcacct gac
ggcatttgtc
cttctgtgec

Toxopl asma gondi

Pro
Pro

Ay

Pro
40

Asp

Val
55

Al a

Val

Leu Arg

Hi s

Thr

25

Arg

Pro

Leu

Tyr

cgactgcatg
att gaaat ga
gaagaagaca
cgaagt cgaa
aacgaaggca
t gcagagccc
agaggccgga
t ggattgccg
gcggeggegce
accgaaaaaa
gat ggagcca
aacggagaca
atttctccgg
cgcctcattt
actcaagttg

ctcgataatc

Thr
Thr

Lys Leu

Val Thr

Gy Asp
75

GAn
90

Arg
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cagtgttgaa
ggcgagt gcc
gggagt ggat
aaacagat cc
gcgat gggca
tgct gt gcag
aacgagaccc
t gagccaccg
ccgt gect ga
gaccacagaa
t gcaggaaga
gcggcaggaa
agaagctttg
t gggct acga
ct gcggacga

aggct cct cc

Gu Val Trp

Tyr Lys Leu

30

G u Val Thr

45

Asp
60

Pro Arg

Val Ser Gu

Asp Gu lle

gcagacaacg
gttggcget t
gcagcagct ¢
gacgcat acc
tgttctctct
gacagat ccg
t aagaaaacg
cggaat cgaa
ct ccgaggcea
acggggaaaa
cgcggacctc
cagt gaaat a
gct ggt t gct
cgat cccagg
cgt ggtt cgt
gacaggttaa

Ay

Val du

Leu Al a

Ser Leu

Al a Ser

80

Tyr Thr

95

5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
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Asn Val Ay Hs Ile Val Leu Ala Leu Asn Pro Phe Lys Tyr Leu G n
100 105 110

—
-
o<

Leu Tyr Pro Asp Phe Val Arg Thr Tyr Phe Gu Asp Thr Hs Va

120 125

Phe Asp Leu Pro Pro His Leu Phe G n Val Ser Ala Ala Ala Val Lys
130 135 140

y Leu Ser Glu Arg Gy Lys Pro G n Ser Thr Leu Ile Thr Gy Gu
145 150 155 160

Ser Gy Ala Gy Lys Thr Gu Ser Thr Lys Leu Ile Leu G n Phe Leu
165 170 175

Ala Asp Val Ser dAu Leu Ser Ser Ser Ser Ser Ser Ser Phe Lys Va
180 185 190

Ser Ser Gy Ala Arg Leu Val Gu Arg Ala Gu Arg Asn Arg Ser lle
195 200 205

Ser Gn Lys Asp Arg Gy Ser Cys Gy Thr Gy Gy Asp Asn Ala Leu
210 215 220

Gn Ser Gy Val Gy Ser Gy Ser Gn Gy Arg Gu Ala Thr Ser Leu
225 230 235 240

GnG@nArg lle Leu Gu Ile Ser Pro Val Leu Gu Ser Phe Gy Asn
245 250 255

Ala Ser Thr Ser Arg Asn Pro Asn Ser Ser Arg Phe Gy Lys Trp Ile
260 265 270

Gu Val Tyr Phe Gy Asp Lys Leu Lys Val Leu Gy Ala Ser Ile Thr
275 280 285

Ser Tyr Leu Leu Gu Leu Pro Arg Val Thr Arg His Ile Ala Gy Qu
290 295 300

Arg Asn Tyr H's Val Phe Tyr G n Leu Val Hs Gy Leu Asn Thr Ser
305 310 315 320

Asp Leu Val Gy Val Ala Gu Thr Tyr Arg Leu Ay Thr Asp Ser Leu
325 330 335

Ala Phe Ser Tyr Leu Thr Pro Gn Gu GAn Thr Val Asn Thr Lys Ser
340 345 350

Thr Lys Ala Asp Thr G u Val Ser Ser Pro Ala Pro Asp Ile Asp Asp
355 360 365

Page 500



Leu

Ser

385

Hi s

Ser

Leu

Al a

465

Phe

Ay

Ay

Leu

Asn

545

Thr

Ay

Asp

Arg

Hi s

625

Asp

Thr

370

Pro

Leu

Val

Ay

Asp

Asn

Vet

Phe

Ser

530

Tyr

Val

GAn

GAn

Ay

Ser

Ay

Val

Leu

435

Thr

Al a

Trp

Asp

Asn

Val

Ay

Ile

Al a

Asn

Phe

Thr

Asn

Ser

420

Asp

Ay

Al a

Leu

Phe

500

Ser

Lys

Asp

Al a

580

Phe

GAu

Ay

Al a

Ser

Val

405

Asn

Val

Asn

Arg

Asp

Phe

GAu

Asp

Asn

565

Thr

Leu

Asn

Asp

Pro

Asn
390
Thr

Ser

Pro

Asp

Al a

Leu

Arg

Leu

Tyr

550

Al a

Leu

Asn

Lys

Val

630

Pro

Leu

375

Ser

Phe

Arg

Leu

Ser

455

Ser

GAn

Asn

Val

Asp

Asp

Lys

Ile

Thr

GAn

N3027PCT_sequ. | i st..txt
Lys Arg Ala Leu Leu Va

Al a

Asp

Val

440

Ile

Phe

Thr

Arg

Asn

520

Hi s

Asn

Val

GAu

Leu

600

Tyr

GAu

Phe

Pro

Hi s

425

Leu

Al a

Asn

Tyr

505

Ay

Hi s

Asp

Leu

Asn

Ay

Thr

Al a

Ser Ile
3

Al a

20
oc

Leu Thr

Gy Ala

Ile Pro

Lys Leu
475

Al a Asn
490

Val Gy

Phe A u

Phe Asn

Gy Leu
555

Ser Leu
570

Val Phe

Lys Al a

Ser Met

Val Thr

635

Arg Asp
Page 501

380

Val

Ay

Al a

Leu

Leu

460

Val

Leu

Leu

GAn

Al a
540

Val

GAn

Al a

620

Ay

Cys

Al a

Ay

Al a

Thr

445

Lys

Tyr

Al a

Leu

Leu

525

Asp

Ay

Al a

Pro

Thr

605

Phe

Trp

Leu

Leu

Al a

Ser

430

Ser

Thr

Ay

Pro

Asp
510

Val

Ay

Arg

Asn

Ay

Leu

Leu

Ile

Lys

415

GAu

Arg

Asp

Tyr

Ser

495

Ile

Phe

Ser

Ay

Hi s

Ile

Val

Thr

Phe

Leu
400

Cys

Leu

Lys

GAn

Leu

480

Ay

Al a

Asn

Leu

Ay

Ser

Lys

GAn



N3027PCT_sequ. | i st..txt
650

645 655

G u Asn Pro Val Val Lys Ala Ile Met Gu Thr Ala Ser Ser Asp Thr
660 665 670

Gn Arg Arg Gy Pro Gy Gy Lys Ser Thr Val Gy Ser Val Phe Lys
675 680 685

Lys G n Leu Ser Gu Leu Met Ala Lys Ile Asn Gy Thr Asp Ser His
690 695 700

Tyr Ile Arg Cys Ile Lys Pro Asn Pro Ala His Lys Pro Arg Val Ile
705 710 715 720

Hs Ser Ser Gn lle Leu Asn G n Leu Val Cys Ser Gy Val Met Gu
725 730 735

Ala Ile Arg Ile Arg Lys Ser Gy Phe Ala Leu Arg Leu Leu Hs Gn
740 745 750

Asp Phe Val Asp Arg Tyr Arg Leu Val Leu Gy Ser Lys Ala Ala Ala
755 760 765

Gy Leu Arg Thr Leu Asp Ala Ala Ser Ala Ala G n G n Leu Val Thr
770 775 780

G n Leu Val Ala Asn Lys Trp Val Ser Gn Gu Gu Cys Leu lle Ay

Arg Thr Lys Val Phe Ala Lys Ser Thr Val A n Asp Phe Leu Gu Arg
805 810 815

Ala Arg Gu Gu Ala Leu Val Gu Pro Val Ile Leu Ile Gn Ala Leu
820 825 830

Tyr Arg Gy Tyr Arg Thr Arg G n G n Cys Arg Val Leu Phe GQu Va
835 840 845

Tyr Gy An Leu Lys Gu Phe Leu Asp Ala Gy Ay Gu Ala Ser Lys
850 855 860

Arg Gy Ay Tyr Leu Thr Asp Pro Val Phe Pro Asp Ala Ser Thr Pro
865 870 875 880

Gu Leu Leu G n Lys Lys Ala Asn Ser Leu Gy Asp Leu Ile Ser Gn
885 890 895

Leu Gu Thr Leu Asp Ala Ser Leu G n Pro Arg Cys Leu Ser Thr Va
900 905 910

Ser Lys Tyr Hs Val Arg Met Thr Gn Gu Ala Ser Leu Ser Leu Gu
915 920 925

Page 502
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Leu Lys Arg G n Leu Gu Leu Thr Asp Ay Gu Gy Ala Gu Asp Gu
930 935 940

Cys Asp Ala Leu Ser Met Leu Arg Ala Thr Leu G n Lys Ala G u Ser
945 950 955 960

Lys Lys Val Ser GGy Pro Phe Val Thr Ala Ala Arg Gu Arg Val Asn
965 970 975

Arg Leu Au Ala Au Thr Ser Leu Gy Asp Leu Leu Asp G n Ala Leu
980 985 990

Gn Ala Lys Asp Lys Asp Asp Leu Ala His Leu Leu Thr Gu Ala Arg
995 1000 1005

Gn Leu du Leu Ser Ser Thr Pro Ser Arg Phe Phe Thr Ser Tyr
1010 1015 1020

Leu Ser Ser Val Val Ala Ala Ala Gu Ala Tyr Leu Ala Ser Asn
1025 1030 1035

Ala Arg Gu Asn Gu Arg Leu Gn Arg Gu Arg Gu Gn Ala Ala
40 1045 1050

Gu Ser Arg Lys Ala Leu Lys Gu Arg Gn dn Gn Gu Ala Leu

Leu Lys Asp Ala Val Gu Gu Arg Lys Arg Ser Asp Arg Leu Ser

1070 1075 1080
Leu Leu Ser Val Ala Ser Asp |le Lys Lys Ala Lys Arg Asn His
1085 1090 1095

GQuAa Hs Abg Gy Val Gn Thr Ala Gu Thr Ser Ser Leu Arg
[le Gu Tyr Asp AQu Au Ala Thr Val Ser Thr Ser Gu Ser Gu
Trp Thr Gu Ser Ser Qu Ala Gu Ser Gu Gu Pro Leu Ser Asp
Pro Tyr Ser Thr Lys Asp Gu GQu Gy Ay Gu dy Leu Ala Ser
Ala Tyr Leu Arg Lys Phe Met Gn Gu Val Ala ?

g Ala Thr Arg
7

Gu Cys Asp Pro Ala G n Leu Thr Phe Phe Leu Gu Arg Ala Arg

Page 503



Val

Leu

Ile

Arg

Thr

Ser

Ay

Pro

Val

Al a

Val

Leu
1265

Leu
1280

Al a
1295

Asn
1325

Leu
1340

Leu
1355

Val
1370

Asn

Leu

Phe

Al a

Lys

Leu

Val

Al a

Al a

Phe

Ay

Leu

Ay

Leu

Al a

Val

Lys

Thr

Ser

Phe

Thr

Arg

Leu

GAu

Leu

Arg

Lys

Leu

Ay

Asn

Thr

Lys

Ile

Leu

Ay

Al a

Arg

Pro

Thr

Val

Asn

Arg

Lys

Leu

Ile

Leu

Lys

Asp

Arg

Ay

Tyr

GAn

Arg

Leu

Ay

Al a

Leu

Leu

N3027PCT_sequ. | i st..txt
Pro Arg Gu Leu Gn

Ay
1195

Ser
1210

Thr
1300

Leu
1315

Leu
1360

Phe
1375

Leu
1435

Asp

Va

Asn

Lys

Thr

Phe

Phe

Thr

An

Arg

Ser

Asp

Asn

An

Pro

Thr

Leu

Al a

Val

Lys

Leu

Leu

Ser

Al a

Leu

Asn

Ser

Ser

Trp

Val

GAu

Leu

Ay

Asn

Ser

Leu

Pro

Leu

Leu

Arg

Pro

Cys

Phe

Ay

GAu

Arg

Al a

Arg

Arg

Tyr

Vet

Ser

Asp

Leu

Ser

Asp

Ser

Cys
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1200

Leu
1215

Val
1230

GAn
1245

Ser
1260

Ser
1275

1290

y
1305

Pro
1320

Hi s
1350

Hi s
1365

y
1380

Leu

Asn

Al a

Al a

Asp

Al a

Arg

Asp

Leu

Lys

GAn

Hi s

Val

Ay

Thr

Al a

Al a

Thr

Lys

Pro

Al a

Ay

Arg

Leu

Thr

Thr

Al a

Vet

Ile

Tyr

Ser

Phe

Arg

GAu

Al a

Leu

Al a

Ser

Ay

Ay

Asp

GAu

Ay

Leu

Thr

Pro



Pro

Phe

Ile

Hi s

Arg

Arg

Arg

Ile

Arg

Leu

Trp

Hi s

Tyr

Ile

Pro

Ile

Ser
1445

Leu
1460

Lys
1475

Val
1595

Leu
1610

GAu

Ser

Phe

Leu

Ay

Arg

Leu

Val

Ser

Arg

Al a

Al a

Arg

Leu

GAu

Thr

Ay

GAn

GAu

Asp

Vet

Al a

Lys

GAn

Pro

Asp

Arg

Thr

Hi s

Hi s

Val

Hi s

GAu

Leu

Leu

Leu

Ser

Tyr

Leu

Asp

Leu

Pro

Tyr

Pro

Al a

Val

Leu

Pro

Trp

Al a

Al a

Ser

Thr

Thr

Val

Asp

Leu

Ser

Al a

Leu

Vet

Al a

Phe

Leu

Pro

Leu

Lys

N3027PCT_sequ. | i st..txt
Leu Arg Phe Al a

Pro
1450

Al a
1465

Val
1480

Cys
1495

Asn
1555

Thr
1585

Ser
1600

Leu
1615

Leu
1630

Asn
1645

Tyr

Pro

Ile

Asp

Leu

Tyr

Phe

Lys

Ser

du

Al a

Pro

Ser

Ile

Ay

GAn

Al a

Ay

Arg

Leu

Leu

Asp

Arg

Arg

Leu

Tyr

Asp

Asp

Ser

Ay

Ile

Ser

Al a

Leu

Pro

Ay

Leu

Leu

Asp

Arg

Pro

Ay

Leu

Al a

GAu

Cys

Arg

Val

Al a

Ay

Al a

Lys

Leu

Ser

Asp

GAn

Ser

Leu

Ser

Asp

Asp Pro Gu
Page 505

1455

Ser
1470

Ser
1515

Ile

Thr

GAn

GAu

Al a

Ay

Leu

Ser

Thr

Pro

Val

Leu

Val

Leu

Asp

Thr

Thr

Ay

GAn

Ay

Al a

Ay

GAu

Ser

Ser

Trp

Ser

Ser

Ser

Al a

Ser

Ile

Al a

Asp

Ser

Al a

Leu

Arg

Arg

GAn

Arg

Al a

Al a

Leu

Leu

Ser

Ser

Pro

Al a

Leu



Leu

Phe

Al a

Thr

Arg

Ay

Al a

Hi s

Ser

Arg

Ser

Lys

Val

Gy

Al a

Ay

Vet

Ay

Leu

Pro

Val

Lys

Ser

Ay

Ser

Lys

Hi s

Al a

Al a

Tyr

Lys

Ay

Pro

GAu

GAn

Ser

Hi s

Arg

Trp

Asn

Arg

Al a

Thr

Trp

Asp

Al a

Val

Ay

Ser

Leu

Asp

Ser

Val

Al a

Ay

Al a

Ay

Al a

Asp

Lys

Al a

Al a

Trp

Arg

Al a

Arg

Thr

Ser

Leu

Leu

Al a

Phe

Ile

Pro

Arg

Asp

Asp

1705

Phe
1720

Leu
1735

Val
1765

Leu
1780

Ser
1840

Leu
1855

Val
1870

Leu
1960

Arg

Al a

Arg

Ser

Arg

Trp

Arg

Lys

Thr

Arg

Leu

Pro

Thr

Asp

du

Leu Met

Asp Al a

Leu Hi s

Leu Ser

Arg Arg

Met G n

Ser Arg

Ala Ala

Lys Ile

Arg Thr

Gy Arg

Thr Gy

Al a Thr

Asp Ser

G u Lys

Gu Asp

Asn His

GAn

Phe

Al a

Pro

Phe

GAn

Lys

Trp

Al a

Asp

Lys

Arg

Val

GAu

Arg

Al a

Arg

Page 506

710

Leu
1770

Leu
1785

Leu
1800

Thr
1815

Leu
1830

Asn
1845

Ser
1965

N3027PCT_sequ.IisH..txt

Leu

Leu

Leu

Pro

Al a

Asp

Asn

Phe

Ser

Asp

Trp

Asp

Al a

GAn

Asp

Thr

Arg

Phe

Lys

GAu

Leu

Leu

Pro

Lys

Ser

Pro

Ile

Ser

Leu

Lys

Ay

Al a

Ay

Ser

GAn

Vet

Leu

Leu

Thr

Ay

Arg

Arg

Lys

Al a

Asp

Phe

Arg

Al a

Arg



N3027PCT_sequ. | i st..txt

GQuHs Asn Gy Asp Ser Gy Arg Asn Ser Gu lle Gdn
1970 1975 1980

Ser Gu Lys Gy Val Phe Thr Ile Ser Pro Gu Lys Leu
1985 1990 1995

Val Ala Ala Val Pro Pro Arg Gy Gu Ala Pro Asp Arg
2000 2005 2010

Leu Ay Tyr Asp Asp Pro Arg Thr Gy Lys Arg Arg Leu
2015 2020 2025

Phe Val Thr G n Val Ala Ala Asp Asp Val Val Arg Leu
2030 2035 2040

Leu Phe Phe Pro Phe Cys Ala Leu Asp Asn G n Ala Pro
2045 2050 2055

Gy

<210> 105

<211> 2457

<212> DNA

<213> Pl asnmodi um fal ci parum

<220>

<221> msc_feature

<222> (1)..(2457)

<223> Mo

<400> 105

atggctgtta
gt agaagcat
t ct ccgacaa
t caaaaaaag
gatattgatc
gatattggtc
tatttaaaaa
aaggatttag
act aagttgc
gt aaacaaga
acaaaacaaa
cagacagcaa
agaaat aaca

ggt at aagat

caaat gaaga
tt gacaaaag
t agaaaat ga
aaaaatt aac
caact cacgc
ttttaaatca
at caaat ata
gaaacacaac
caccacacgt
gccaaact at
t cat gagat a
t aat ggct gc
attcatctcg

acggt t ccgt

aat aaaaacg
t ggtt cagt t
t ccaaatatt
cgttgtacaa
at ggaact gc
caccaacatc
caccact gct
t aat gaat gg
gtt cacat gt
tattgtatct
ttttgcttct
aaat ccagt t
ttttggtcgt
tgttgetttt

gcaagt aaga
tttaagggtt
atgtttgtaa
attgatccac
aact ct caag
ccatgtgttc
gttccecctta
att cgt agat
gct agggaag
ggtgaatctg
t ct aagagt g
cttgaagctt
tt cat gcagt

ctgttggaaa
Page 507

ttgttagaag
at caaatatg
aat gt gt t gt
ccggaacagg
t agaccccat
ttgacttttt
ttgttgcaat
at cgt gat ac
ctttgtctaa
gt gcaggaaa
gaaat at gga
ttggt aat gc
tggttatatc

aat ct agaat

Gn Gy

Trp Leu

Leu Ile

GAu Ala

Val Leu

Pro Thr

agtttcaaat
gact gat at a
acaacaagga
aact ccat ac
gtcttttggt
aaagcacaga
aaacccat ac
agct gat cat
t ct ccat ggt
aaccgaagca
tttacgtatt
gaaaact at a
ccat gaagga

tattacacaa

60
120
180
240
300
360
420
480
540
600
660
720
780
840



gat gat aat g
at gaaatcta
acagaggt aa
aat at ggaat
acattaggaa
attatggatg
gaatt aat aa
ggt agat gga
gagaaat t gt
tttaaaacat
tt ggaacaat
gtttttgaaa
tacaccagt a
tact t agagg
gct acaaat t
tttataatac
aacaaggat g
gt acaacagt
ataggttctc
ccacatttca
ccaaaaat at
tt aggat at t
attgctgctg
ttgtctggac
gaaggt gcaa
gt gagt gt aa

ataccttctc

aaaggt cat a
aatttggttt
gt ggagt aga
t aagt gaat c
at gt aagat t
aggat at ggg
aaagggaaat
at aaaaat ga
ttttatggat
tt at gggt at
tatttattaa
gagaat caaa
at aaggaagt
accaatgttt
t aaaggaaaa
aacat act at
t ctt aagagg
tatttgaagg
aatttttaaa
tacgttgt at
t aat t cagct
cttatagaag
ctgaagattc
tatctgaatc
aaat attgac
tt gaagct gc
ttttgagagt

N3027PCT_sequ. | i st..txt

tcatatattt
aaaaggagt t
t gat gt aaaa
agat att gaa
aat t gagaag
tgtgtttaat
attaattaag
t gcagaagt g
aat aagacat
gttagatatt
cattact aac
att at at aaa
aat aaacgt a
agcacct gga
t aat aagttt
aggaccaat t
tgatttagtt
t caagt aat t
t caat t gaca
t aaaccaaat
tcatgectta
aacctttgaa
at cagttgaa
cat gt at aag
aaaaat acaa
tatacttaaa

acaagct cat

<210> 106

<211> 818

<212> PRT

<213> Pl asnmodi um fal ci parum
<220>

<221> M SC_FEATURE

<222> (1)..(818)

<223> MoOA

<400> 106

tatcaatttc
act gaat aca
gattttgaag
gtaatatttt
caagaagctg
aaagcttgtg
gtaactgttg
tt gaaat ct t
ttgaattcaa
tttggttttg
gaaatgcttc
gacgaaggaa
ctttgtgaga
ggaaccgat g
accccagcaa
caatattgtg
gaagtaatta
gagaagggt a
tctttaatga
gaaaat aaaa
tcaattttag
gaattcttat
aaccaaaat a
at aggaaaaa
agagagaaac
cacaaat aca

at aagaaaaa

Page 508

t t aagggt gc

aattattgaa
aggt aattga
caat agt agc
gatt aagt ga
aattgatgta
ct ggaggaac
ccttatgtaa
gaat t gaacc
aagtatttaa
agaaaaattt
t at caacagc
agggt aaat ¢
aaaagttt gt
aagt agcat ¢
ct gaaagct t
aggattcccc
aaat agct aa
act t gat aaa
aaccattaga
aagcat t agt
at caat at aa
aatgtgttaa
gcat ggtct t
ttgttgaatg
aacaaaaggt

aaat ggt agc

aaat agt acg
cccaaattca
at cgtt gaaa
tggtatatta
t gct gct get
tttagaccct
aaaaattgaa
agct at gt at
agaaggagga
aaat aattca
t gt agat at t
t gaat t aaag
agtactttca
aagtt cct gt
gaat aaaaat
tttgcttaaa
caat ccaata
aggttcatta
t agt act gaa
at ggt gt gaa
attaagacaa
atttgtggac
t at at t aaag
tttgaaacaa
ggaaaat t gt
t aacaaaaat

t caat aa

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2457



Vet

Arg

Ay

Asn

Lys

Asp

Val

Thr

Asn

145

Thr

Asn

Ser

Al a

Vet

225

Arg

Ser

Al a

Val

Tyr

Leu

Ile

Ser

Leu

Lys

Leu

Ay

Ser

210

Al a

Asn

Hi s

Lys

Val

Ser

Vet

Thr

Asp

Phe

115

Val

Thr

Leu

Hi s

Ser

Al a

Asn

Ser

Thr

Asn

20

Ile

Phe

Val

Pro

-
>
o<

Phe

Pro

Asn

Pro

-
e
o<

Lys

Asn

Asn

Ay

Arg

Asn

Val

Trp

Val

Val

Thr

85

Asp

Leu

Leu

GAu

Val

Lys

Ser

Pro

Ser

245

Ay

Ile

GAu

GAu

Thr

Lys

GAn

70

Hi s

Ile

Lys

Asn

Thr

Ay

Val

230

Ser

Ile

GAu

Al a

Al a

Ay

Hi s

Val

135

Ile

Val

Lys

Asn

215

Leu

Arg

Arg

Thr

N3027PCT_sequ. list..txt
I[le Lys Thr Ala

Phe

Val

Asp

Trp

Leu

Arg

Al a

Arg

Phe

Ser

Al a

200

Vet

Phe

Tyr

GAn

Asp

25

Ser

Val

Pro

Asn

Leu

105

Tyr

Ile

Arg

Thr

185

Thr

Asp

Al a

Ay

Ay

Asp

10

Lys Ser

Pro Thr

Pro Gy
75

Cys Asn
90

Asn Hi s
Leu Lys

Asn Pro
Tyr Arg

155
Cy
170
Thr Ile
Lys Gn
Leu Arg
Phe Gy
Arg Phe

Ser Val

Ser

Ay

Ile

Ay

60

Thr

Ser

Thr

Asn

Tyr

140

Asp

Arg

Ile

Ile

Asn

Vet

Val

Lys

Ser

Ser

Ay

GAn

Asn

Lys

Thr

GAu

Val

Vet

205

Al a

GAn

Al a

Asp Asn Gu Arg

Page 509

Ile

Val

30

Asn

Lys

Thr

Val

Asp

Al a

Al a

Ser

190

Arg

Thr

Lys

Leu

Phe

270

Ser

Val

Phe

Asp

Lys

Pro

Asp

95

Pro

Tyr

Leu

Asp

Leu

175

Ay

Tyr

Al a

Thr

Val

255

Leu

Tyr

Arg

Lys

Pro

GAu

Tyr

80

Pro

Thr

Ay

160

Ser

Phe

Leu

Hi s



I'le
Phe

305

Thr

Phe

Thr

Ser

Arg

Vet

465

Leu

Phe

Ay

Asn

Phe
290

Ay

Ser

Ser

Leu

Lys

Ser

Hi s

450

Ay

GAu

Va

Ile

Va
530

275

Tyr

Leu

Va

Leu

I'le
Leu
435

Leu

Vet

Asp
5

Ser
515

Leu

Leu

GAn

Lys

Ser

GAu

Va

Lys

Cys

Asn

Leu

Leu

Thr

Cys

Al a

Phe

Ay

Asn

Al a

Al a

Phe

Arg

Ay

Lys

Ser

Asp

Phe

485

Va

Al a

GAu

Pro

Leu

Va
310

y Val

Vet

Ay

Ay

Asn

390

Arg

Al a

Arg

Ile

Phe

Lys

dy
550

Leu
375

Lys

Trp

Vet

Phe

Asn

Leu

Ay

Ay

N3027PCT_sequ. l i st..txt

280

Ay

GAu

Asp

Leu

Leu

360

Ser

Al a

Leu

Asn

Tyr

440

GAu

Ay

Lys

Thr

Al a

Tyr

Va

Ser

345

Thr

Asp

Cys

Pro

Phe

Thr

Tyr

Ser

Asp

Asn

Lys

Leu

Al a

GAu

Lys

GAu

Asn

490

Ser

Thr

Va

GAu

Page 510

Ser

Leu

315

Asp

Ser

Ay

Al a

Leu

395

Va

Asp

Leu

Ay

Va

475

Lys

Ser

Leu

Lys
555

Thr

300

Leu

Phe

Asp

Asn

Al a

380

Vet

Thr

Al a

Phe

Ay

Phe

Vet

Leu

Asn

Ser

540

Phe

285

Vet

Asn

Va

365

Ile

Tyr

Va

GAu

Leu

445

Phe

Lys

Leu

Tyr

Tyr

Va

Lys

Pro

Arg

Vet

Leu

Al a

Va

430

Trp

Lys

Asn

Leu

Ser

Ser

Asn

Va

335

Va

Leu

Asp

Asp

Thr

Asn

Asp

Va

Ser

Lys

Ser
320

Ile

Pro
400

y Gy

Lys

Phe
Ser
480
Asn
GAu

Ile

Asp

o
560



N3027PCT_sequ. | i st..txt

Ala Thr Asn Leu Lys G u Asn Asn Lys Phe Thr Pro Ala Lys Val Ala
565 570 575

Ser Asn Lys Asn Phe Ile Ile Gn Hs Thr Ile Gy Pro lle An Tyr
580 585 590

Cys Ala G u Ser Phe Leu Leu Lys Asn Lys Asp Val Leu Arg Gy Asp
595 600 605

Leu Val GAu Val Ile Lys Asp Ser Pro Asn Pro Ile Val Gn Gn Leu
610 615 620

Phe Gu Gy Gn Val Ile Gu Lys Gy Lys Ile Ala Lys Gy Ser Leu
625 630 635 640

Ile Gy Ser G n Phe Leu Asn G n Leu Thr Ser Leu Met Asn Leu Ile
645 650 655

Asn Ser Thr Gu Pro Hs Phe Ile Arg Cys Ile Lys Pro Asn G u Asn
660 665 670

Lys Lys Pro Leu Gu Trp Cys Qu Pro Lys Ile Leu Ile G n Leu His
675 680 685

Ala Leu Ser |Ile Leu Gu Ala Leu Val Leu Arg G n Leu Ay Tyr Ser
690 695 700

Tyr Arg Arg Thr Phe Gu A u Phe Leu Tyr G n Tyr Lys Phe Val Asp
705 710 715 720

[le Ala Ala Ala Qu Asp Ser Ser Val Qu Asn dn Asn Lys Cys Va

Asn Ile Leu Lys Leu Ser Ay Leu Ser Qu Ser Met Tyr Lys lle Gy
740 745 750

Lys Ser Met Val Phe Leu Lys Gdn Gu Gy Ala Lys Ile Leu Thr Lys
755 760 765

[le Gn Arg Gu Lys Leu Val Gu Trp Gu Asn Cys Val Ser Val Ile
770 775 780

Gu Ala Ala Ile Leu Lys Hs Lys Tyr Lys G n Lys Val Asn Lys Asn
785 790 795 800

[le Pro Ser Leu Leu Arg Val Gn Ala Hs Ile Arg Lys Lys Met Va
805 810 815

Ala dn
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<210> 107
<211> 5940
<212> DNA
<213>

<220>

<221> ms
<222> (1)
<223> MoF
<400> 107

at gacggcat
gaggt ccgct
acagcggaag
aat gaact gg
aacaccaccg
gccgt cct cg
cccattctga
ttggttcggt
ggctcttctt
t cgagcagceg
t ct ggggaga
t gt gccggcea
aat cctct cc
t t cgggaagt
cgcggeagge
gaccagcaag
gctgcagcetc
gat gcaaagg
ttgaccaaga
acgctcttcg
gt cgt gggcg
gaaggat cgc
ggcgt ccaga
gagagct acc
cgggcegcet gt
t acct gaagg
ttcggcttcg

gagcgt ct gc

c_feature

~(5940)

cttctgcaga
gcgeegttgg
t ggt gaagat
t gcagct caa
gact gagt gc
act ctctcaa
ttgcggt caa
acat cgcgag
ccaacgcacc
ccgegt acca
gcggageagg
gcgaagact t
t ggaagcat t
t cat t gaact
t ct gt ggagc
agggagagag
agacgggagg
cacaagagat
gcagct gcca
cgat gcagac
cegttetttg
aggt cgcagc
gggaggct ct
ggaagccgt t
acggtt gt ct
aggt gcagag
aatgtttcca

agaatttctt

N3027PCT_sequ. | i st .

Pl asmodi um f al ¢ci par um

t ggggcgt ct

aaccaagat c
ccaagaggat
aaaaaacgat
gccgacagat
cctcegettce
tccttttaaa
ttcggagct g
cgtcgegcet g
gggcat gt ge
caagacagaa
ggagcgccgg
cggaaacgcc
ccagttccaa
tcgaattcaa
gaact at cac
catctattac
ggat at gt ct
ccagct gcag
ggttggcatc
t ct gggaaat
gagct gcact
gcaagaggcg
gaagacagac
gtttctgcaa
t gcagacgat
gttcaactcg

caatacgttc

gccccgggag

tacgtccctg
ggcagt ct ca
atatggtatc
tt gacgat gc
gat at cgacg
cagat cacag
ccgat gceceg
ccgatatctc
aacgagaagc
agcacgaaat
t cgcaagt cg
cggacgct gc
acaagcaaag
acgtatttgc
atcttctacc
ttccettcce
ctcttcgage
ggcgt ggacg
t ccccggagg
gtttctttcg
gagt acgt ct
at gt gct acc
gaagcat ggg
gttgtcgcga
ttgcttctgt
tt cgagcage
gt cttcaagt
Page 512
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gcggcgaccce
acgccgct ga
ccgccagagt
t gt gcaat ac
t gacgcattt
agat ct acac
gtctctacga
gagtgccttc
gacagcct ca
agagt cagac
t cgt gat gaa
aggcgcaagt
gaaacgacaa
ccaagcggat
t ggagaaggt
aactttgtgc
cgaaattccg
cgcgcgacaa
act gcgagga
agcaaat gag
agact ccgaa
gcaaggcct g
gaacaat caa
agat gaagga
agacgaacgc
tttgcggagt
t gt gcat caa

gcgaggaaga

gggagaggag
tgtttggaga
cgat gcagac
cgatgtgtgg
gcat gaggcg
tttcacgggt
cat gaagcaa
ttcctegtcec
cgtcttcgec
gattctgatt
gttcctcgec
cct cgagagce
cagcagt cgc
gt ct ggaaac
ccgegt ct ge
agct gcagaa
aaaagccgca
att caagt at
gt t cgagagc
cattctctcg
ggccaat agc
ccgecttcetg
gaccgcacac
cgcgcet gt gt
gt ct at aggt
gct ggacat t
cttcaccaac

gct ct accge

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680



gccgaaggca
ct gcaggaaa
ggcaaagacc
ggcgt gat ca
tactgctccg
gcagt gaagg
ggcacagcgg
cgcgagcaac
t gcat caaac
cagct ccgat
cgcect ¢t cge
gcgcagct gt
ct ccgecacc
gaccgaacct
ctttcggcga
aagtgctttg
tctcacattc
gcgcggacgceg
ct ggagaaca
cgcgat cgaa
caacgcat gt
agaattctgg
cttctgaaga
gacgcggaaa
cagaaact cc
aacgacgact
acgccaacga
gat gt ccccc
cggacagagt
ct cat cgcgg
acgcaacgca
agt act cacg
gctctgttga
ctcgegtct t
ctttgggagt

t ccagt ggaa
agccgct cgg
gaggattcaa
aaacgaaacc
acggatttct
cttcgacgat
aagacggat c
t cggcgegct
ccaat ccgca
at ggaggcagt
accgcgactg
cgcagggcac
t ggacgagaa
gggcecegt cgg
act t gat gag
t gcagaggcg
gcatgtttct
t ggagaact t
t ccggcgaat
agct cgagga
t ct acacgaa
ct cggcgceat
aggcgcaaga
gccatgttct
agagggaact
ttgcttcaca
cgcct cagat
attctcaaga
t ggagagacg
agct ccgagce
aagaagct ga
t ccgegegtc
gagagaagtg
cggt cgegt ¢
cggt gct gca

N3027PCT_sequ. | i st..txt

ccct et ggac
tctgttetce
caacaaagtc
taattgettc
ggagaagaac
ccegttegtce
ggggaagaag
gat ggagacc
gaacct ccca
cct gcaageg
cttcttcgac
agagacgccc
gct gaagct c
gaagaccct c
cgt gagggt g
attcttcetg
ttgcaagttg
cat gcgaggc
t caggcggcec
agccgccagt
tttgaagaaa
gct gcggega
t ct gcagcgce
t cagttgcag
cgaacgcgcg
agt aaagcag
gacat t cggg
gaaggacaag
cgacgcggag
ggcgt t gaag
ggcgeggt ac
gtctgcctca
t at ggagagc
cgct get cct

cgaccagcgg

ttcccggaca
at gct cgacg
t gccagaaac
gt ggt gcacc
aaggaccagc
t ccaactt gt
cgaaagtt cg
gt cgacaaga
gacctcttcg
gt gcaggt ca
t at agggcgc
gaggcectgge
gaccgccgga
tgcttcttca
gct gcggega
at gt at cggc
gaggcccaga
gccgttgege
t ggcgaggca
aaaat ccagg
gcct cgact a
ct gcgagagg
gacttgtgcg
gcgaaaaacg
aaagaagat g
ct gaaggaga
acccacaaga
tttccgacag
gct caacagc
gacgct gaga
cgact ggt cc
aaggct gcgg
gacat ggcga
ctctegectc

t ggat cgact
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acgcagactg
aagagt gcat
acggcggt ca
actttgccgg
t gt ccgt gga
tttctgegtt
t gacggtgtc
cggcaccgca
accgcgcgac
gccgt gcagg
t cgcagacgg
gcggecgegce
aaaaagagac
aaaacgaagc
cggcgattga
agact gt cgt
gact gcgaga
gtctgcggt a
agcagacaag
cgttctggaa
ttgct caact
aggct cgcga
aagagaagaa
aagat ct cct
tcgettctct
gtttgacggt
gaagggtgtc
acgaggagt t
agcaggcaga
gtgcatgtga
t cgaagact c
t cgcggact c
cagggcgacc
cggt cgcgct
tgcttctget

cgtcgegcet g
gttccccgea
caaacgtttc
cagcgt agag
t ct gcaggag
cct gaaccgce
gagcgagttt
cttcattcgc
agt gaacgag
gtaccctgtg
agcgct t gct
t gaggctctg
agact ccccg
gt acgagat t
ggcgaggt ac
ttttctgcag
gt cacgcgct
cct gcggact
gt cgcagcet t
gat gcacaag
caagt ggaag
ggt ct caggc
caagagaagc
caaagaaat c
acaagcat ct
gggctcttcg
gaacaacgca
gaaggctttg
gcacgaggct
at acgagcga
gagcgcaagc
t gcgcccaca
t ggagact cg
ggagcct gaa
gggt cct gec

1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780



ggcgt gggcea
ct ggagcagc
caacact acg
cgagt gaacg
gt caagcagg
gaggegcetge
gacccgt t gg
gccgccaaag
ctccgetgtce
ct gat gt cga
gcgeggetge
cagacaggt c
tccget gt cg
agacagggag
t cgat gcgac
ct cagaccga
ct cgaccaac
t gcgt ggt gt
aaagacggca
gaccaggagc
cacat cgggc
tgtctcttct
cgattttggc
ct ggct gceg
attcttcgge
gaagt gaggg
ggagcagt cc
tctttgggga
t at ccgegec
ggcccgect ¢
agtctgcttc
agt gaggaca
t cgct caaac

tt cagagaca

agacaggttt
t ccgagt gag
aactcgtcta
tact cgact t
ccttcgt cgt
aaat cttgac
gcgcct geat
aagct gct gt
act accgcga
gct ggagaga
agccggat gg
gcggagcttc
gaggacagga
gcttgtctge
ct gcggggaa
gcat gaagcc
act cggt cgt
tt ggcaagga
gcgt agt gat
aagtttctct
cttctgtctc
tct cget ct t
at gt cgat ac
ccttectecc
t ggt ct gegce
cgct caagt t
acgttctgga
agggcgct gt
tcctcatcaa
cgggcegt cct
ctctaagatg
aggacgtgta
at caccaggt

getgtttttt

N3027PCT_sequ. | i st..txt

gct ggagcaa
ccgaaagat g
ctctcccgac
t ccaggcctc
cgeggtcgtc
caacgtcgtg
cagcggcaga
gcaagt cgac
att ggt gcat
tctgcttcag
gccttctccg
gctcttcgece
gaacggagt t
gaacttcttc
cgttctggct
t gggggcacc
ccct gt gcag
gaaagaaaac
ct accggt gt
agt cact cct
cgt gcact cg
ggaagaccag
gggggacat g
gttcaacccc
caccagt gga
cgacgacaca
ggccagcgac
gacgtgcatc
ct gct gcgac
caccaacttg
ctggttctca
ctgtttctct
aacgcct gaa

cttcttcaca

tttcttgtga
gaggaccaag
agccaggaag
t cgcgt acca
ttcgatccca
ctgcetgcetc
gtttacctcg
actgcagctg
ctggagtctc
cagcagagac
catgcgtctc
act gcgt cgc
gagaagt cgt
gacagcattc
t ct ggaaagc
gcgat gat ga
gaact gcagg
cgggact aca
taccgt ct ag
gcggcet t cge
cgact cgt gg
ctgattacaa
ct gaaagt ct
acagcctttg
cgcgtgattc
gggctcttct
acagt caaca
acctttgtgc
t ccagegt cg
ctcgttcgec
aactttggag
cttcaacaag
ct gacagaga
ccct t cat ct
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agtt gggaga
cgccct t cag
gccgt gaacg
agcagaat cc
ccagacct ga
ggcccaaagt
tt gaaaacgg
t cagagacaa
t ggt cgacga
ttgccat gct
cgttctccct
agt ct ggagc
cgt cgggcegt
gctctttcct
aggccgcgga
agaaact gaa
act cggactc
ttcttctcge
aagct gaaag
ggaccact ga
ggcacagccg
cttcaatcga
t cacagact c
t cgcgt cgaa
agaagct gaa
gttttgetgg
ttcgatttaa
cgagcacagg
ccgt cgt cga
accgt gt gag
gagggt ggct
gcgcgaact t
t cat gggt cc
tcagtctttg

cgaagtt cat
caagct gccg
agaagaagct
cgcgcet gagg
aacttgtgca
ctctgcacaa
gt ggcgcegcea
agct gcgggt
aatt gt gcct
gcagcaccac
gcct cget cg
t ct aggcgcece
ctctgctcac
ct cacagt cg
cct gaagcetg
gacgcgaagt
t gcgat cacc
ggct gcgagce
acaaatgttc
cagcaaggag
cgccgt cacc
caagtctgtg
ttctcctgeg
ct caaact cc
agt ggagagc
aacgaaggca
att caagact
acct ggacag
gtgtatctac
aat cgccceac
t at caccggt
caaggcaat c
ct cat cgaat

tcatttctct

3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820



N3027PCT_sequ. | i st..txt
cagtcggttt ttgtatctct gtctctcatc tgtatcggat tttcteccecg tagetttcece 5880

tgtctgtact ctgttttcag cctctgtcecg ctgegetatg tgtgtgtgtg tetettgtga 5940

<210> 108
<211> 1979
<212> PRT
<213> Pl asnmodi um fal ci parum

<220>

<221> M SC_FEATURE

<222> (1)..(1979)

<223> MoF

<400> 108

Met Thr Ala Ser Ser Ala Asp Gy Ala Ser Ala Pro Ay Gy Gy Asp
1 5 10 15

Pro dy Au du du Val Arg Cys Ala Val Gy Thr Lys Ile Tyr Val
30

Pro Asp Ala Ala Asp Val Trp Arg Thr Ala Gu Val Val Lys Ile Gn
35 40 45

Gu Asp Gy Ser Leu Thr Ala Arg Val Asp Ala Asp Asn G u Leu Val
50 55 60

G n Leu Lys Lys Asn Asp |Ile Trp Tyr Leu Cys Asn Thr Asp Val Trp
65 70 75 80

Asn Thr Thr Gy Leu Ser Ala Pro Thr Asp Leu Thr Met Leu Thr His
85 90 95

Leu Hs Gu Ala Ala Val Leu Asp Ser Leu Asn Leu Arg Phe Asp lle
100 105 110

Asp Gu Tyr Thr Phe Thr Ay Pro Ile Leu Ile Ala Val Asn Pro

Phe Lys Gn Ile Thr Gy Leu Tyr Asp Met Lys G n Leu Val Arg Tyr
130 135 140

Ala Ser Ser Gu Leu Pro Met Pro Gy Val Pro Ser Ser Ser Ser
150 155 160

_k_
~—
(SN0

Gy Ser Ser Ser Asn Ala Pro Val Ala Leu Pro Ile Ser Arg G n Pro
165 170 175

H's Val Phe Ala Ser Ser Ser Ala Ala Tyr Gn Gy Met Cys Asn Gu

Lys Gn Ser GAn Thr Ile Leu Ile Ser Gy GQu Ser Gy Ala Ay Lys
195 200 205
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Thr

Asn

Asn

Lys

Ile

Ay

Al a

Arg

Leu

Vet

385

Val

Lys

Val

Asp

Pro

Ser

Al a

GAu

Al a

Lys

Pro

GAn

Val

Al a

Al a
450

Pro

Ser

Leu

Leu

Ser

Lys

Thr

Arg

Al a

Al a

Arg

Ay

Thr

Ay

Asn

Leu

Thr

Leu

Arg

Arg

Tyr

Asn

Al a

340

Asp

Val

Val

Al a

Ser

420

Al a

Lys

Lys

Arg

Phe

Vet

Leu

Tyr

Thr

325

Asp

Lys

Asp

Ay

Val
405

Tyr

Thr

Phe

Arg

Al a

Ay

Ser

Leu

Ay

Al a

Phe

Asp Cy

Leu

Ay

Arg

Arg

Asp

Val

215

Ser

Phe

Lys

Ay

Ay

Lys

Lys

375

Ser

Ser

Leu

Thr
455

N3027PCT_sequ. | i st..txt

Vet

GAn

Ay

Phe

Asn

280

Lys

Phe

Ile

Al a

Tyr

360

Pro

Leu

GAn

Leu

440

Al a

Lys Phe Leu Al a

Val

Asn

Arg

Val

Tyr

Tyr

Leu

GAu

GAu

Ay

Val

425

Ay

Lys

Trp

GAu Ala
235

Ala Arg
250

Gu Leu
Gy Arg
Arg Va
G n Leu

315

Tyr Phe

330

G u Met

Thr Lys

Phe A u

GAu dn

Asn Va

410

Ala Ala

Val Gn

Thr Al a

G u Met
475

Page 516

220

GAn

Thr

GAn

Leu Cy

Cy

300
Cys
Pro
Asp
Ser
Ser
380
Met
Ser
Ser
Arg
Hi s
460

Lys

Cys

Val

Leu

Phe

285

Asp

Al a

Ser

Vet

Ser

365

Thr

Ser

Phe

GAu

Asp

Al a

Leu

Arg

Al a

Pro

Ser

350

Leu

Ile

Thr
430
Al a

Ser

Al a

Ay

GAu

Asn

255

Thr

Al a

GAn

Al a

Lys

Leu

Hi s

Phe

Leu

Thr

415

Leu

Tyr

Leu Cy

Ser

Ser

240

Asp

Ser

Arg

GAu

Phe

Phe

Al a

Ser

400

Pro

Tyr

GAn

Arg

480



Arg

Al a

Leu

Asn

Asn

545

Al a

Asp

Lys

Thr

625

Tyr

Asp

Leu

Lys

Thr

Val

Al a

Ser

Phe

Ser

530

Phe

Val

GAu

Val

610

Lys

Leu

Phe

Val

Ser

Leu

Phe

Ay

Al a

Cys

Pro

Ser

Ser

675

Arg

Leu

Lys

Asn

Arg

Asn

Ile

Leu
580

Asn

Asp

Al a

Lys

Vet

Pro

Ay

y Tyr

Val

GAn

Thr

Leu

Vet

Lys

Al a

Phe

Phe

Asn
725

Ay

Leu

Leu

Leu Cy

Phe
550

Trp

Phe

Hi s

Phe
630

y Phe

Val

Leu

Val

Thr

710

Pro

Leu

Tyr

Leu

Lys

Asp

535

Val

Asn

Pro

Ay

Val

Leu

Lys

Asn

Thr

695

Val

Arg

Pro

N3027PCT_sequ. | i st .. txt

Phe Leu

GAu Va

505

Il e Phe

I1e Asn

Phe Lys

Pro Leu

Lys Pro

585

Ala Gy

600

Gy Hs

Val His

Gu Lys

Al a Ser

665

Arg Gy

Val Ser

Asp Lys

Asn Leu

Tyr Gy

Val Arg

Gn Va
490
A n Ser

Gy Phe

Phe Thr

Asp Phe
570

Leu Gy

Lys Asp

Lys Arg

Hi s Phe

635

Asn Lys

650

Thr 1le

Thr Al a

Ser Gu

Thr Al a

Pro Asp

730

Gy Va

Leu Ser
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Val

Al a

Gu G

Asn

540

GAu

Pro

Leu

Arg

Phe

620

Al a

Asp

Pro

GAu

Phe

700

Pro

Leu

Leu

Hi s

Al a

Asp

525

GAu

GAu

Asp

Phe

Ay

Ay

Ay

Phe

Asp

Arg

Hi s

Phe

Lys

Asp

510

Phe

Arg

Leu

Asn

Ser

590

Phe

Val

Ser

Leu

Val

670

Ay

Phe

Asp

Al a

750

Asp

Thr
495

Leu

Leu

Tyr

Al a

575

Vet

Asn

Ile

Val

Ser

655

Ser

Ser

Ile

Arg

Val

Cys

Asn

Leu

Phe

GAn

Arg

Asp

Leu

Asn

Lys

Val

Asn

Ay

Leu

Arg

Al a

Phe



N3027PCT_sequ. | i st..txt
755 760 765

Phe Asp Tyr Arg Ala Leu Ala Asp Gy Ala Leu Ala Ala G n Leu Ser
770 775 780

Gn Gy Thr Gu Thr Pro Gu Ala Trp Arg Gy Arg Ala Gu Ala Leu
785 790 795 800

Leu Arg H's Leu Asp Gu Lys Leu Lys Leu Asp Arg Arg Lys Lys Gu
805 810 815

Thr Asp Ser Pro Asp Arg Thr Trp Ala Val Gy Lys Thr Leu Cys Phe
820 825 830

Phe Lys Asn Qu Ala Tyr Au Ile Leu Ser Ala Asn Leu Met Ser Val
835 840 845

Arg Val Ala Ala Ala Thr Ala Ile Qu Ala Arg Tyr Lys Cys Phe Val
850 855 860

Gn Arg Arg Phe Phe Leu Met Tyr Arg G n Thr Val Val Phe Leu Gn
865 870 875 880

Ser Hs Ile Arg Met Phe Leu Cys Lys Leu Gu Ala G n Arg Leu Arg
885 890 895

Gu Ser Arg Ala Ala Arg Arg Val G u Asn Phe Met Arg Gy Ala Val
900 905 910

Ala Arg Leu Arg Tyr Leu Arg Thr Leu Gu Asn Ile Arg Arg Ile Gn
915 920 925

Ala Ala Trp Arg Gy Lys Gn Thr Arg Ser G n Leu Arg Asp Arg Lys
930 935 940

Leu Gu Gu Ala Ala Ser Lys Ile Gn Ala Phe Trp Lys Met His Lys
945 950 955 960

Gn Arg Met Phe Tyr Thr Asn Leu Lys Lys Ala Ser Thr Ile Ala Gn
965 970 975

Leu Lys Trp Lys Arg Ile Leu Ala Arg Arg Met Leu Arg Arg Leu Arg
980 985 990

Gu Gu Ala Arg Gu Val Ser Gy Leu Leu Lys Lys Ala G n Asp Leu
995 1000 1005

Gn Arg Asp Leu Cys GGu Gu Lys Asn Lys Arg Ser Asp Ala Gu
1010 1015 1020

Ser Hs Val Leu Gn Leu Gn Ala Lys Asn Gu Asp Leu Leu Lys
1025 1030 1035
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Val

Lys

Thr

Asn

Asp

Al a

Leu

Al a

Arg

Asp

Pro

GAn

Lys

Val

Ser
1220

Val
1235

Thr
1265

Hi s
1280

Leu

Al a

Arg

Thr

Asp

Lys

Lys

Leu

Al a

Trp

Ay

Leu

Lys

Leu

Lys

Vet

Val

Leu

GAn

Al a

Ser

Al a

Al a

Leu

Leu

GAu

Leu

GAn

Thr

Pro

Lys

GAn

Al a

Arg

Ser

Al a

Vet

Ser

GAu

Asp

Leu

GAn

Al a

Ser

Phe

Hi s

Al a

Leu

Lys

Al a

Val

Ser

Pro

Leu

Leu

N3027PCT_sequ. | i st..txt

Arg Gu Leu Gu Arg Ala

1045

Ser
1060

Leu
1075

Ay
1090

Asn

Thr

Thr

An

Arg

Al a

Asp

Al a

Ser

Asp

Asp

Al a

Leu

Leu

Phe

Val

Asp Asp Phe

Val Gy Ser

His Lys Arg

G u Lys Asp

Thr G u Leu

Gu Hs Qu

Ala A u Ser

Gu Ala Arg

Thr Hi s Val

Ser Ala Pro

Met Ala Thr

Ser Ala Al a

Trp Gu Ser

Leu Gy Pro

Leu Val Lys

Ser Arg Lys

Page 519

1050

Pro
1230

Val
1245

Al a
1260

Leu
1275

Vet
1290

Lys

Ser

Thr

Val

Phe

Arg

Leu

Arg

Al a

Al a

Arg

Leu

Leu

Ay

Ay

GAu

Pro

Ser

Pro

Arg

Ile

Leu

Ser

Leu

Pro

Ser

Hi s

Val

Asp

Asp

Asp

Val

Thr

Asn

Thr

Asp

Al a

Tyr

Val

Ser

Leu

Ay

Pro

Asp

Ay



Al a

Pro

Val

Leu

Thr

Val

Ay

Arg

Val

Val

Ser

Hi s

Pro

Phe

Ay

Al a

Arg

Pro
1295

Val
1370

Al a
1385

Al a
1400

Hi s
1460

Phe
1475

Al a
1490

Ser
1535

Phe

Ser

Asp

Val

Pro

Leu

Al a

Asp

Leu

Arg

Al a

Ser

Thr

Arg

Phe

Ser

GAn

Phe

Lys

Pro

Al a

Lys

GAu

Asp

Arg

Leu

Al a

GAu

Leu

Lys

Pro

Thr

Al a

Ser

Lys

Al a

Ser

Leu

Leu

Pro

Ser

Asn

Ay

Ser

Leu

Ay

Ay

Al a

Arg

Ay

Al a

Leu

Leu

Ay

Ay

N3027PCT_sequ. | i st..txt
Gn Hs Tyr Gu Leu

Pro
1300

Leu
1330

Phe
1345

Al a
1360

Pro
1375

Al a
1405

y
1420

Val
1435

Pro
1465

Ser
1480

Ser
1495

Val
1510

Leu
1525

Ser
1540

du

Ser

Va

Lys

Va

Al a

Leu

Asp

An

Ay

Ay

du

Ser

Ser

Arg

Arg

Val

Al a

Val

Tyr

Val

Arg

Ay

Thr

Al a

Lys

Al a

Vet

Thr

Al a

Leu

Ser

Leu

Arg

Pro

Ay

Leu

Ser

Asn

Arg

GAu

Lys

Val

GAn

Al a

Val

Val

Hi s

Val

Leu

Ser

Arg

Ay

Ser

Phe

Pro
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1305

Al a
1320

Pro
1440

Al a
1455

Pro
1470

Val

Arg

Asn

Phe

Leu

Asp

Asn

Thr

Arg

Leu

Vet

Hi s

Al a

Ser

Ay

Asp

Ay

Tyr

Val

Pro

Asp

Thr

Pro

Ay

Al a

Vet

Leu

Al a

Ser

Al a

Val

Ser

Asn

Ser

Asn

Al a

Pro

Asn

Leu

Trp

Al a

Leu

Ser

Ser

Leu

Val

Ser

Val



Leu

Ser

Arg

Asp

Ser

Arg

Hi s

Phe

Ser

Phe

Asn

Leu

Ser

Lys

Ser
1580

Ser
1595

Asn
1610

Val
1625

Phe
1640

Thr
1655

Ser
1670

Ser
1685

Val
1700

Thr
1715

Ser

Lys

Leu

Asp

Arg

Val

Asp

Thr

Arg

Leu

Arg

Asp

Thr

Al a

Thr

Al a

Ay

Pro

Asp

Ser

Asp

Ile

GAn

Asp

Leu

Leu

Phe

Ser

Al a

Al a

Val

Ay

Val

Val

Ay

GAn

Al a

Tyr

Ser

Val

Trp

Ser

Phe

Thr

Arg

Thr

Asn

Thr

Ay

Hi s

Lys

Ay

Asp

Hi s

Pro

Val

Ser

Al a

N3027PCT_sequ. | i st..txt

Al a
1555
Thr

1570

Ser
1585

Thr
1600

Leu
1615

Cys
1630

Val
1645

Al a Asp Leu Lys Leu
1560
Ala Met Met Lys Lys
1575
Val Val Pro Val Gn
1590
Cys Val Val Phe Gy
1605
Leu Ala Ala Ala Ser
1620
Tyr Arg Leu G u Ala
1635
Ser Leu Val Thr Pro
1650
Hs Ile Gy Pro Ser
1665
Ser Arg Ala Val Thr
1680
Leu Ile Thr Thr Ser
1695
Asp Thr Gy Asp Met
1710
Leu Ala Ala Ala Phe
1725
Ser Asn Ser Asn Ser
1740
Arg Val Ile An Lys
1755
Lys Phe Asp Asp Thr
1770
Gy Ala val Hs Va
1785
Phe Lys Phe Lys Thr
1800
Thr Phe Val Pro Ser
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Leu

Leu

Lys

Lys

Al a

Val

Cys

Leu

Leu

Leu

Ay

Leu

Ser

Thr

Arg

Lys

Leu

Asp

Arg

Al a

Ser

Leu

Asp

Lys

Pro

Leu

Lys

Leu

GAu

Leu

Ay

Pro

Thr

Lys

Ay

GAn

Ser

Val

Phe

Lys

Val

Phe

Arg

Val

Phe

Al a

Ay

Pro



Ay

Al a

Asn

Pro

Thr

Ay

Pro

Ser

Phe

Phe

Cys

<210>
<211>
<212>
<213>

Val
1835

Leu
1850

Leu
1865

Ser
1940

Ser
1955

1970

<220>

<221>
<222>
<223>

<400>
accccgggcea

ccct gecgggce
gcccggecct
ggcggcecgcece
cgccat ggct

Tyr

Val

Leu

Arg

Ser

Asn

Leu

Phe

Pro

Leu

109
12227
DNA
Hormo sapi ens

Pro

GAu

Val

GAu

Phe

Thr

Phe

Ser

Arg

Arg

Arg

Cys

Arg

Trp

Asp

Lys

Phe

Val

Ser

Tyr

m sc_feature
(1)..(12227)
nyosin VA heavy chain 12 nmyoxi n MYCBA

109

caggcgaggt

gcgt cggage tctacacaaa

Leu

Hi s

Phe

Lys

Al a

Ile

Phe

Phe

Phe

Val

N3027PCT_sequ. | i st..txt
1

1810 815

Leu Ile Asn Cys Cys Asp Ser
1825 1830

Tyr Gy Pro Pro Pro Gy Val
1840 1845

Arg Val Arg lle Ala Hs Ser
1855 1860

Ser Asn Phe Ay Gy Ay Trp
1870 1875

Asp Val Tyr Cys Phe Ser Leu
1885 1890

[le Ser Leu Lys Hs Hs Gn
1900 1905

Met Gy Pro Ser Ser Asn  Phe
1915 1920

Thr  Pro Phe Ile Phe Ser Leu
1930 1935

Val Ser Leu Ser Leu Ile Cys
1945 1950

Pro Cys Leu Tyr Ser Val Phe
1960 1965

s Val Cys Leu Leu
1975

ggt ggagege tcgegget ge
ggccagcgec tgaggegecce

gcccet geccet

gct ccctgee

gcggcect ccg

tcgcggecgag cccgggagt g

cgcececcgece cgececcgege

ggcgget gcg ggegcet t cet

cacaggcggg gggcgtagge
gtttgccagg gtttggatac
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Ser Val

Leu Thr

Leu Leu

Leu Ile

Val Thr

Arg Asp

Cys H s

lle Gy

Ser Leu

at ggcgaggc
ggccct cecc
agt ccgct cg
gcgcggggacce

ct gat ccaga

60
120
180
240
300



ggaagt ct gg

gcttcaccte
gcctcactta
t cttcatgag
tt at acgt at
t ggagaagat
ctttgcagta
cat cgt aagt
ctttgcaact
caaccccatc
ttttgggaag
gagaact t at
tcatatcttc
aggaaat gca
ggat gat gca
at ct cat caa
atttacatcc
cttctgtgaa
act ggct act
ccgcgat get
caat caggct
cggatttgaa
aaaact acag
ggaacaaat t
agaat caaaa
agat gacacc
aaagcct cgt
ccagt gt gaa
tcttaaatca
cagt ccaact
caccaaaggc
cagaaact cc
ct gt at caag
gcagct gaga
acggt ggact

aagt cagcag
gaggaaggaa
cgaaatcctg
cctgetgtge
t gt ggt at ag
attattaatg
gct gaagaag
ggagagtctg
gtgagtggtt
at ggagt cca
tatattgaga
cttttagaga
tat cagettt
gataacttta
aaggagat gg
at gggaattt
cgagat gcag
ctcat gggtg
gccacagaga
tt ggccaagc
ctccattctg
acatttgaga
caacaattca
ccat ggacac
ctaggcattc
t gggcccaaa
ct at caaaca
ggatttctcg
agcaagttta
t cagccacct
agaccaggcc
ct gcacct gc
cct aat gact
gcatgtggtg

t accaagaat

N3027PCT_sequ. | i st..txt

agct gct caa
aggatttgga
acat act t gt
t ccat aat ct
t cct agt agc
cat acagt gg
cttacaagca
gggcaggaaa
ctgccagt ga
t t ggaaat gc
ttggttttga
aat ccagagt
gt gcct cage
attacacaaa
cacat act ag
t ccgaat act
acagct gcac
t ggact at ga
cat acat caa
acat ct at gc
ct gt caaaca
t aaatagttt
at at gcat gt
tcatagattt
tagatttact
aattgtacaa
aagcttt cat
aaaagaat aa
agat gct acc
cct cagggcg
aaat ggccaa
tt at ggagac
t caagttccc
t cct ggaaac

ttttcagccg

agat t at aag
ataccatcta
t ggt gaaaat
cagagt ccgc
t at aaat ccc
t cagaacat g
aat ggccaga
aacagt ct ca
ggccaatgtg
t aaaacaacc
t aagagat at
ggt att ccag
aaagt t acct
acaaggaggc
gcaggcct gc
t gct ggcat ¢
aat acct ccc
ggagat gt gt
gcccat ctce
caagctctitt
gcactctttt
t gaacagttt
cttcaaattg
tt at gat aat
ggat gaggaa
cacacatttg
cat ccaacat
agacaccgt t
agaactattt
cacacccctc
agagcacaag
act caat gcc
attcacgttt
cat ccgaat c

ctaccgtgtc
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ccaggagat a
gat ccaaaga
gacct cacag
tttattgatt
t at gaacagc
ggt gat at gg
gat gaacgaa
gct aagtatg
gaggaaaagg
aggaat gat a
cgaatcattg
gcagaagagg
gaatttaaaa
agtcct gt ga
actttgctag
cttcacttag
aagcat gaac
cact ggct ct
aagct gcagg
aactggattg
attggtgtgc
tgcat aaat t
gagcaagaag
cagccttgta
t gcaagat gc
aacaaatgtg
tttgctgaca
tttgaagaac
caagat gatg
acacgaactc
aaaacagt gg
actacccctc
gat gagaaga
agt gcggcecg

ct aat gaagc

aagt cct cct
ccaaggagct
ccct cageta
ccaaact t at
tgcctattta
at ccacat at
at cagt ccat
ccatgcgata
tcttggectc
at agcagccg
gt gccaat at
agagaaact a
tgct acgat t
t t gaaggagt
gaatt agt ga
gcaat gtt gg
ct ct ct gcat
gccat cggaa
ccacaaat gc
t agat aat gt
tagacattta
at gcaaat ga
aat at at gaa
ttaatcttat
ct aaaggcac
cactctttga
aagt ggaat a
aaat t aaagt
agaaggccat
ct gcaaagcc
ggcat cagt t
act at gt gcg
gggcagt gca
gtttccccte

agaaagat gt

360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400



gct gagt gac
caaat accag
aaaat t gaga
gtggctgctg
cgt gcggggc
catcattcaa
tgccactatc
gat act ccgt
cacacact ac
gat ggccaag
gaagct gcac
gaacaaagac
t gagact gag
agtt gccact
ggagcaaact
aacagagcag
agccct caat
gttagtagaa
gaaccttctg
gacccttatg
caacgagt ct
gacagaggaa
gaagcgggt c
ggaggagcag
agaact ggaa
gaat gagct a
cccaggt gca
t gat gt ccgc
cat ccaaccc
acaaaaaatg
t agat cat ct
t gaagggtta
ccat gagaat

ccgacagcag

agaaagcaaa
tttggtaaga
gct gacaaac
agaaagaagt
t accaggccc
aagt act ggc
gttcttcagt
gagcacaaag
aagaggagca
cgt gagct aa
at cggcat gg
t acaaat gcc
aaact acgaa
gggcegggt ce
cgttcagaga
ct ggt at caa
caccgcat cg
gaaacgaaac
aat gagttca
gtgcat gt gc
gaat at at ct
ccaagt gaga
acagagct gg
gt gctccgea
t at gagt cac
aat gagtt gc
cctgect acc
aaggaggaag
aaggat gaca
aaagat aaag
gct ct ggat t
aaacaagcca
gaggccgagg
cagct gct gg

N3027PCT_sequ. | i st..txt

cat gcaagaa
caaagat ct't
t gagagct gc
acct acgcat
gat gct at gc
gcat gt at gt
cttacttgceg
cagt cat cat
t gcat gccat
agaagct caa
agaacaagat
tt gt ggagaa
gtgacttaga
ttagtctgca
aaaaat gcat
at ct gaagga
t gcagcaggc
aact ggaact
gt cgcct gga
ct aagcct gg
ttagctctga
agaaggt acc
agcaggagaa
gcaaggccaa
t caagcgt ca
gcaaggccct
gt gt cct cat
tcctcatctt
agaat acaat
gt gaaat agc
accat gagt t
acaggct cct
ccct cegt gg

cccagaacct

t gt gtt agag
tttcecgtgec
ct gcat ccgg
gcggaaggca
taagtttctg
ggt ccgcagg
aggcttcttg
t cagaagcga
catctacctt
aat cgaggct
cat gcagctg
act aaccaat
acgtcttcaa
ggaagaaat t
t gaggaacat
agaaaat act
t aaggagat g
cgacct t aat
agaaagat at
acacaagaga
aatt gcagaa
t ct ggacat g
gcaggt gat g
ggaagaagaa
agaact agaa
cagt gagaaa
ggagcagct g
aaggt ct caa
gacagattcc
acaagcat ac
gaat gaggat
ggaat cccag
ggagat ccag
gcagct gecc
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aaact gat ac
ggt caagt gg
at ccagaaga
gccat cacca
cgcagaacca
aggt acaaga
gccagaaat a
gt ccggggct
cagt gct gct
cgct cagt gg
cagcgcaaag
ct ggaaggaa
ct aagt gaag
gccaagct cc
gcagat cgat
tt gct gaagc
acagaaact a
gat gaaaggc
gat gacct ca
acagact cca
at ggaagaca
tcattgttcc
caggat gagc
agaccacaaa
t cagaaaaca
agt gccccag
acctctgtga
ct ggt gagcece
acaatacttt
attggtttga
ggagagct gt
ct gcagt cac
agcct gaagg

ccagaggccc

t ggacaagga
cct at ct aga
ccat ccgagg
t gcagagat a
aggcagcaac
tt agacgagc
ggt at cgcaa
ggct ggcecg
t caggcggat

agcgct at aa
ttgat gagca
tatacaactc
aggaagcgaa
ggaaagacct
acaaacaaga
aagaaaaaga
t ggagaagaa
t gagat at ca
aggaagagat
cccacagcag
ttccat caag
ttaagctcca
t ggaccgcaa
t t agaggt gc
aaaaact gaa
aggt gaccgc
gcgaggagct
agaaagaggc
t ggaagat gt
aagaaacaaa
ggctggttta
agaagaggag
aggagaacaa

gcat t gaggc

2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440



cagcct gcag
t gaaaaacag
aatt ggcgaa
acccat ccga
caagaaggag
t gt agcagtc
tgct gact ac
cat caaaaaa
t aacacat gc
gcacaacaca
gcaggt gct g
catccttcag
t 9gggt gaag
cacact ggac
cat ggaccct
caccct gaac
caggt acaat
ggct aaagaa
aacagat gat
t gt gaaagt g
gttcattcgt
ggat gct aaa
aaccat ccag
t ccaggcaaa
gttactgaaa
aact ggaaat
ctgtgttatc
aggagaat ga
agcatttatt
gat gagct gt
agaaaagt ct
t aaact ggt t
t gat at agag
atagtttact

tt aggcact a

cacgagat ca
gat aagacgg
ct agaagt gg
ccagt caaca
gat gagcaaa
aatttgattc
ctgaatgatg
gt att gaaga
cgatttttgc
t ct cgccaga
agt gact t gg
ccaatgattg
cccacagggt
tccatcctcc
gaact gat ca
aaccttctcc
gt cagt caac
accct ggaac
gat gcagaag
ttgaatttgt
act at acaga
cacatctttc
attccagcca
aat t gacaat
atacattttt
ct ccct agaa
tttatagcaa
t ggaaggaag
ttaaatcctt
t gt t aggaag
ccattgagta
caaagaaat a
at at t aaagg
gagcatttta

caat aagttt

N3027PCT_sequ. | i st..txt

cccggcet gac
t ccgt aaact
gccagat gga
ttcccaggaa
aacttgttaa
caggat t acc
at cagaaagt
aaagaggt ga
actgcttgaa
at gaacact g
ccat t cagat
t ct caggcat
t gagaaagcg
ggcagct caa
agcaggt ggt
tgcggaagga
t ggaagaat g
ctctcattca
ccatttgttc
at act ccagt
tgcgtttacg
ct gt cacct't
gcct cggect
acatttcttg
aaagagaaag
tactttcatc
cact cat cct
ggaggaagga
agcact gagt
gcaccaaaga
cat at cat gt
aact ggcaat
aatgttggtt
aat t gct gct

ctcttgtcaa

caacgaaaac
gaaaaaacaa
gaacat at cc
agaaaaggat
gaacct gat t
ggcat atatc
aaggtcgttg
tgattttgaa
acagt acagt
cct caccaat
ct accagcag
gct ggaacat
aacct ccagt
ctccttccac
caagcagat g
cat gt gct cc
gct gcgt gac
ggct gct caa
t at gt gcaat
t aat gagttt
agacaggaaa
tcctttcaac
gggcttcatt
cccgaaat aa
tactgatt at
actttggaaa
t aaccaact a
aaggaggaga
tt gaat ggt a
acctcctctg
cagtttagta
at gt aaagt a
t gct aaat ag
acat actgtc

ttctgtttac
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ttggatttga
ct gaaagt at
ccaggacaga
tt ccaaggga
ct ggaact ga
ctgttcatgt
ct aacat caa
accgt ct cct
ggagaagagg
tttgacctgg
ct cgt gcggg
gaaacgattc
at cgccgatg
t cggt cat gt
ttctacatca
t ggagt aaag
aagaat ct ga
cttttgcaag
gctttaacta
gaagaaagag
gactctcccc
ccatcttccc
t cacgggt ct
gaacccatta
ctcccaaatg
caaagat agg
ggt accgt ga
aaaatgtgtc
t aaaaagt at
cact aaacag
atcaattatg
attcctcatt
tatagatgtc
ttcttaaaat

aattcaatca

t ggaacaact
ttgccaaaaa
tcattgatga
tgct ggaat a
agccacgt gg
gtgttcgaca
caattaacag
tctggctctc
gctttatgaa
ct gagt at cg
t gtt agagaa
agggegtgtc
agggcacct a
gt cagcat gg
t aggggccat
gcat gcagat
t gaat agt gg
t gaaaaagaa
ct gcccagat
tctetgtgtce
agct gct cat
t cgcact aga
gaaagt gat g
tttccagtga
agaagt cat t
ctetttegtg
gtttacatac
ttcagct ggc
aacttccata
gagaat ggaa
ttgatattgt
tgtgtcacta
catttgtact
gt aagt gat a

gat cacagt t

4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6420
6480
6540



tt aact ggat
gt cat gt agt
ttgttgatgt
ggt ggat at t
tgattccttc
aattaatctc
ggt gggcgga
t gt ct ct act
t act cgggag
t cgaaccact
at ct cact ca
gattatgcaa
cagctt ct at
actttaagaa
att aagaccc
tttcttagga
cat t agaaac
tctataaatc
gat aaagat t
tcgtttataa
ctctcttctc
ct ct gat gga
at cacaagt t
agaaggt cct
tgctttattc
caattgcatc
aagt cat agc
t aagtt gggg
aat ct cccag
cttctcaggt
ccggacagct
ccatctcctg
ggtttctcct

t cccaggt ct

t at at gcaaa
aat at gacaa
cattatttat
gcgt cagggt
agtgcat at t
ggctgggege
t cactt cagg
aaaaat acaa
gct gaggcac
gcact ccagc
ct at ct agag
aagaaggt at
aagtgttctc
gacttatata
agattctgta
atcttataca
tctggttcetg
ttattaaaat
gttattaaaa
aat aagagag
agccctt aga
aagaccagtg
tgtgtagctg
actatatttg
agtttgaata
aaattctccc
catttggttc
agttgct aag
acct cccecca
cttccaggtc
cat gt act ga
tctttgtcct
gtt cagcgat

acccagagct

N3027PCT_sequ. | i st..txt

tacct acaga
aat gctt gac
t caggat gt a
acagt gtt ct
ttcaaccttg
ggt ggct cac
ttaggagttg
aaattagccg
gagaat cgat
ct gggt gaca
aggattgtca
at aat aaat a
agat gccact
agaaat agaa
agttttcatt
at aaat cct t
aattacaatc
at gt gcaat a
gat aaat act
ttggacactg
ttctagagag
t gt agt gect
taacctttct
tattataatt
catttattta
agtttttcct
gtaccaaat g
aaaat gcaac
gcttcat cct
at gct gt agc
agcgt cat ga
gt caagt gct
ggt ggcacaa
ccagat gggg

ttcacctgca

at tt aggggt
ttacatt gat
gt gaagt gac
acaggttttc
gcctgtaate
gagaccagcc
ggcgt gat gg
t aaacct ggg
gagagagaca
gaat attcac
tttcattatg
agataatttt
gattgttgaa
ctgaaattct
caggttgcac
ataggttata
tttatggaag
gt ct gt t aat
attcttaaca
aaaaagct gc
gt caattcct
t aaat gt aca
agtttaagta
tttatttgca
ggtt gt caat
t gt cagaat ¢
gtggt acagg
gt gt agcacg
t gt cact gce
aagaaaggct
ggagccagag
aggtt ct get
gtctgaatta
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caagt agcag
aggat t agac
gtgctcatta
ttatttttaa
tctcttctta
ccagcact tt
t ggccaacat
cacttgcctg
aggcggagat
ctgccttgga
gattcaggtc
attcagtttt
aaaagcat ca
ttttacagag
agt t aaacat
aaaagcaaat
t aaatttaac
t caaacagct
ttacat gggc
tctcctccac
agtt act cag
t aggat t aat
tgatttatgt
atttttatta
gt at caacca
gcggttttca
t aacagcat ¢
ct gt ccgcect
act caacgt g
at gcagccct
gtggt ctgag
ctcctacage
att ccagggc

acctctcttg

acact ggaaa
aaagt ggct a
attttccetg
ctaccagatc
atttattaag
gggaagccaa
ggcgaaaccc
t aat cccagce
t gcaat gaga
aaaaaaaaga
ttgaaacttt
t aaggctttg
t att agaaat
gatttggttc
attcaccatt
tattagtttt
t gtt agat gg
t cat at cagt
ctcaagttcc
atttaaaatt
t aagt ccat t
caaat gt aaa
acatgectttt
cat cat gt at
gaaacact ac
at gcacaat t
cgat aggct g
cagccct gga
caccct gaat
tttttttact
ccecttctcete
tgcecct t ggt

tccagcttcc

gtggcctgga

6600
6660
6720
6780
6840
6900
6960
7020
7080
7140
7200
7260
7320
7380
7440
7500
7560
7620
7680
7740
7800
7860
7920
7980
8040
8100
8160
8220
8280
8340
8400
8460
8520
8580



gatttttagt
ttctgtatac
ccagtttgag
ccaacttcag
act t aat cgt
t cagtcctca
agtccttgtt
tcttaattcc
agttctttat
cccttacaac
gttaaggct t
aat ccacaaa
gettcttttg
t ggggat t at
cat agtt ggc
gttacagct a
tgattgttgt
ct gagaagt c
acacacaccc
ggt aat gt ca
at gcagaaac
gtttcatcct
at agct t ggg
tcctgetttce
aat gt cgt ga
gggtgetttt
aagttacttg
gttacttgct
atactctgtt
aaaagcct ct
ggagccacca
tttaggtcct
gcaggccat a
t gat gggt gc

acctctgttc

cat t gacaag
cattttcttg
gattgctttc
acacaccctg
ctatcccgtt
gttgcccctg
gttcttactt
t ct gt gacac
cttaataatc
tt gaagct ga
t gat ct gect
gtgtagcttc
t caggt gcag
tgtcagtttg
tctttctggg
cat gt t aggg
gagaaat aac
ct cacacaat
ccgt cact aa
gct gct t agt
agt acct ggg
cacagcagca
aat agagat a
ccat at ggag
ggt cacgt gc
tt at cagagt
ttttaaggag
at aact cagc
t gggcatt aa
ctgaaattaa
ggt gagcet gt
cagcacaggg
t acaagt cag
t aggaggggt
at ggat gagt

N3027PCT_sequ. | i st..txt

aat acct t gt
aaggt acaag
cct ct gaggt
ccagcctttc
gcctgetgtt
ctggecttcc
ctctgcat gc
acaat gggaa
ccct ccccat
aaatttaaaa
gagagt aact
taattccttt
aagcacaaaa
gagaatttgc
tgagtaatta
gaggct at ga
tttcatggta
gccctttetce
tt cat agagt
gat aaaacag
tccagatatg
tggacggt ag
ggggcagt ga
cagt ggt ggt
t gccect cct
t ggcagct gg
accaagt gct
ttgacttctg
tt ggt agcag
gaggaaagt t
gcagcct gga
gagcccaagt
tgtgtgcgtg
gtcgtgtgca
gcat t gt aat

aaccagggaa
aagattctgc
tctttctctc
ccct act cat
t gact gt gca
tggtgcttac
attccttcag
tt caaaggaa
t caccttact
gtaatttccc
ct aaaaggag
ggaagtttaa
acatattccg
tgtgttattt
t gt gt aat at
aaatactata
accct aggaa
tcttacacac
tccttagcag
agccaaaact
ctttcctgeg
gtggggt cge
cttgcct gat
gt gggcacct
ggt acgtgtg
cat gt gggaa
cagcgccagg
t cat gaat ca
gttgtctcaa
act ctcccca
caggcct gca
cact gggt gc
ggcact gcag
tgcgegttga

ttgttctcag
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ccccaaggcec
cgact at ggg
t gt cagccac
tcactcttcc
ct gaaggcag
cat cagccca
aagat cagt c
gagatcttaa
acat gcagac
tttttgcage
ggaagat aaa
aaaatttcca
aagccaactg
cttcatttcc
agat caaat c
ttattataat
aat gggcacc
acacacacac
gcat agt caa
agt gcat cct
gcgcetttcct
ttctacaatc
gt cgcacagc
gt gat gcagg
gaat gcccct
ccgagcaagt
tggttttctt
gtgctctctg
ccaaaaagac
cacccat cag
gct at aggcc
cttccgaggg
tgtgtgcatg
agaggatctg
gct gt gct gt

cagt aaat ga
gatctttggg
actttctcac
ccttccectca
gt ggat ggag
atctttgcac
atcaactttt
aagt cacaac
t cacct caca
ttttcctcag
t at gggat aa
cat at ct gat
at agggaat t
at ggat agct
ttttactaag
ttcagtgcag
tgccaccatc
acat acacac
ggatcctctg
gttgaaagt a
ctgttacctc
atttctgatg
cctctggetg
agactttaaa
ggccagcaag
gct gegt acc
ttttgtcata
ggaggat gca
aggaaacagc
agtctttatt
accttcccag
ct gt cact gg
ccgt aggt gt
tattgccgtg
gagggccgcece

8640
8700
8760
8820
8880
8940
9000
9060
9120
9180
9240
9300
9360
9420
9480
9540
9600
9660
9720
9780
9840
9900
9960
10020
10080
10140
10200
10260
10320
10380
10440
10500
10560
10620
10680



ttaacccttg
aaaggatat c
t gact ggat g
gggaat t aga
tgcttctgag
at ggagat aa
t act aaaggt
gaaccct gt a
ttgtattacc
gaact gaaaa
aatttggtct
actaacgttt
agt t gaaact
cagagt cagc
ggct ccgt aa
at gt ggat at
gt aaaattga
aat gagttca
aaat ggacat
t gt t gggt ct
t gaaagt t ct
aaggcat t at
tttaaaaata
actagatatc
ctaaatttgt

cctagct at t

ctccettecc
ttgcct ggaa
t ggccct gca
act gt ggggc

tt agt gggac
gttagattct

aaagggt at a
ct at aaaagg
ct aaattaga
atactatgta
at ct aaaat g
cct cagt at t
ggt at atat a
agtttcaaat
at catttgag
atatgttgta
cttttttgtg
tgccatttaa
ccttttaact
ggaaaaggaa
t aggt gaaac
caact aactc
agt t aat aat
acct agt gct
agt t gt ccat

at ggaaact t
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ttct agagct
gggat atct t
t gaccct cct
agcaacagt c
t ct gt gt cac
t ggt aat act
act caaact t
t t gagt aaaa
t aaaccaacc
aaatatcttc
ttcgttagct
gtaatgcttg
att cagt gct
cttattgtta
ccattatttt
atttatgatt
tctttgggag
cat att gt at
aaaat ggaat
ttctactttg
atttacccat
t agact ct ag
tcatctcata
aagat aaaaa
tgttgtgett

gtttaaataa

gcct t aagt t
gccectgttte
tctcctgtac
t cagagccag
aagt aagcaa
t aaat gt ct t
tttgtggaca
acaggaaagc
t gaatt at ag
caaaat gct t
taacttaatg
aaatatttga
t ggcaggtta
tcatgttata
ttcccaacaa
cctggttatg
atttaaattg
tttaattatt
t gaacattgc
at ct gcat ag
t aaaaaggaa
aacccatt ct
t caacaaaag
ccaaaacaat
agt aaat gt g
agat at ggat
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ct ccagaact
tcaaggtttt
ttcctcettte
t gagaggcca
at gaat at at
gctttctact
ttcttttcaa
gt gct at aag
tagatttctc
tttatacttt
ggcgttattg
aagaaaaaat
gtatattttt
aaattttagc
at ggt gaat t
tatttttgtg
cgct aacagt
aactgtatta
agttttcaaa
aaaattttga
gcagaaat ac
agcatatctc
cctttgaaac
at cagaatta
t gt catt aat

at aaaga

tttcttctgt
gt gagagttt
ctttccaaat
gctt agagaa
gaaagaaat t
aaccttttgt
aattttttaa
ttcaaatctg
aat agat gag
ttttatttgt
gattcatatg
gttgtttttt
atgcattttt
ccacatttca
ttttctttaa
ggat cct gca
gttgcgcaaa
atttactatg
tatttttcct
tacaattttt
t gagacat ga
acgt gcaat t
atgggttttc
catttatgct
gctgtattct

10740
10800
10860
10920
10980
11040
11100
11160
11220
11280
11340
11400
11460
11520
11580
11640
11700
11760
11820
11880
11940
12000
12060
12120
12180
12227



