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<210> 1
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<212> DNA
<213> Homo sapiens
<400> 1
gcacaaagtc acagggtaat gaacttcggg gacccttcgc cgctgcgtgce gcggctgtcc 60
ccggaaactc ggatctggcc acctctcccc ttggaagatc tcccagcaat ctagtttccc 120
ctctcggcge cggggctccg gcagcgagga gcttaatctg cctctgagac tgcggctgtg 180
attttcgcct ttccacagaa gatctgcagt ctgcagagag ctgcccactc tgcacgcctg 240
tgtggaggga gagattggaa gcagtaccaa gcatggggaa cgaggggaag ttcgccttcg 300
ttgctccgta ggaagaccat ttccgtgtct ccatctctgt ccttccatat tcccctcgeg 360
ctgtcctccc tcttcagect gcctgtccat ctctccatct gtctgttcaa gactgtgtcc 420
acatcaagcc gcatccccag cagctgcagt tttgctagag ccgggaaaga aacttaagga 480
tgcttacatt tccactgtgg aacgaattct gagcgccggg gagagcaggg cagcgcacaa 540
ccaatagcca cctgtctgtc ccgcccggga gcctcgcagg ctggagggcg gctggagagce 600
ggcggcggec ggcggcgacg tgggcgccgt gggtcgggaa tccggcagtg cccaccaacc 660
gctgcgccce gggaccgcca gcatgagcaa gcccgccgga tcaacaagcc gcattttaga 720
tatcccttgc aaagtgtgtg gtgaccgcag ctccgggaag cactacgggg tctacgcttg 780
cgacggctgc tccggattct tcaagaggag cattcgaagg aataggacct atgtctgcaa 840
gtctggaaac cagggaggat gccccgtaga caagacacac agaaaccaat gcagggcgtg 900
tcgactgaag aagtgtttgg aagtcaacat gaacaaagat gccgtgcagc acgagcggdg 960
tcctcggacg tccaccatcc gcaaacaggt ggctctctac ttccgtggac acaaggaaga 1020
caatggggcc gctgcgcact tcccctccac ggcgctgcca gecccctgett tcttcacage 1080
ggtcacgcag ctggagccgc acggtctgga gttggccgct gtgtctgcca ctcctgaacg 1140
gcagactctc gtgagcctgg ctcagcccac gcccaagtat ccccatgaag tgaatgggac 1200
cccaatgtat ctctacgaag tggccactga gtccgtgtgt gaatcagctg ccaggcttct 1260
ctttatgagc atcaagtggg caaagagtgt gccagccttt tccactttgt ctttacaaga 1320
tcagctgatg cttttggaag acgcgtggag agaactgttt gttctaggaa tagcacaatg 1380
ggccattccg gttgatgcta acactctact ggctgtatct ggcatgaata ctgacaacac 1440
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agactcccag
tcggttcaga
tttcaaagct
cattgccgct
ccccacccaa
tagcccatct
aagactactt
ccaagatggg
tttctggaag
tcaaaacaac
gttacaacag
ctgagccagg
aagccatgct
tgtgacacca
aaataatgct
ttcattaagt
tcctttccect
tcttctcttc
ctcttctctc
tcgttaaagg
tggtgagaca
aaaccaaatg
gctgaaacca
aagccagaaa
acagcctgag
catacataca
agctgctcct
gctgctgtac
ctggcttagce
agttaaaagg
<210> 2

<211> 385
<212> PRT
<213>
<400> 2

aagctgaaca
cagctccgat
gttcctacac
ctccaagatg
ccctgccgat
accatagaag
tcagatatgt
gcagtattag
gaaaaacttg
agctatgacc
ttactgtcgc
ttctgcctct
ttcttctcct
tcatatactg
taggttttaa
ggccttcaga
cctcctectce
tcttctcttc
ttctctcttt
aactgaggac
caacagctct
acgtggaacc
aaggccatag
gaacttcaag
actcttggat
cctcccccca
tgggtatgaa
ttttcacgtt
ataggatgag

ttgtactcat

Homo sapiens

agatcatatc
tagacgccac
acagtggttc
aggctcagct
tcgggaaact
aagtgttttt
acaaatccag
atggacatct
ggagggagtg
tgctgtcccc
catgccctgg
gacctggaag
tcgtagcaca
cagccttcag
atcaaaagta
accaagcgag
ctcctcecct
tcttctcttc
cttctctctt
aatggcactt
actgagaacc
aggtgattgg
ggtcagcgag
gagatgcgtg
gcctttcaga
ccccgtaccc
tctatactta
ttgatttatt
tcaaacttct

tgtatttaca

tgaaatacag
tgaatttgcc
tgaactgaga
aactctcaac
cctgttgctt
caaaaaaacc
tgacatctaa
acatgcaggt
gccttcagga
ctgaaacagg
gatggggtga
atcccgctga
taaagtcagt
aactcgattg
ttatcaaaca
taagcgaaac
ttctgttttt
tcttctcttc
ctctcttctc
ctccgcaaga
tccgtccaag
gtgaggtggt
tcacaccaga
ctaaacagat
aaactctggt
cccaccccca
tggaaatata
aggtactagc
cttgtacaaa

aagaataaaa

Met Ser Lys Pro Ala Gly Ser Thr Ser Arg Ile
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gctttgcaag
tgtctgaaat
agtttccgga
agctacattc
ttaccagctt
atcggcaatg
gggctccagt
caagcctcaa
aaaaaaaaat
acagctggaa
actgggctca
atcattcaaa
tgatcaacag
ggttggaaca
ttttccttct
gtagcttatg
ttttcttttc
tcttctctct
ataccgtagg
cttcagggtg
gaggaggagt
cgctgtcccg
cagtgaacag
tcctgaacgt
ttctaataaa
cacaccatcc
gaaacaaaca
ccgagggggay
gtgaattaac

atatattgaa

aggtggtggc
gtattgtcac
atgctgccgce
ataccagata
tacggtcaat
tgccgattac
acccactttt
aaaaaaagac
gccaacggac
aggccaggtg
ccagcacagg
gctgaaagac
tagcttttta
tttacttaaa
atcataatac
ctgtgtgatt
tttttttctc
tctctcttct
tcaggcaacc
agcgcagcgg
ccagacagca
tcatcaaagt
ggagggacac
tccattgcta
gcctcaaatg
tatactctca
gttttaaata
aaattcagca
tgatttgtga
tt

Leu Asp Ile Pro Cys

1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3232



Lys

Cys

Thr

Thr

65

val

ser

Asp

Ala

Ala

145

Gln

Leu

Leu

Leu

Leu

225

Thr

Lys

Ala

val

Asp

Tyr

50

His

Asn

Thr

Asn

Phe

130

Ala

Pro

Tyr

Phe

ser

210

Phe

Leu

Leu

Arg

Cys

Gly

35

val

Arg

Met

Ile

Gly

Phe

val

Thr

Glu

Met

195

Leu

val

Leu

Asn

Phe
275

Gly

20

Cys

Cys

Asn

Asn

Arg

Ala

Thr

ser

Pro

val

180

ser

Gln

Leu

Ala

Lys

Arg

Asp

ser

Lys

Gln

Lys

Lys

Ala

Ala

Ala

Ile

Asp

Gly

val

245

Gln

Arg

Gly

ser

Cys

Asp

Gln

Ala

val

Thr

150

Tyr

Thr

Lys

Gln

Ile

230

ser

Ile

Leu

ser

Phe

Gly

55

Arg

Ala

val

His

Thr

135

Pro

Pro

Glu

Trp

Leu

215

Ala

Gly

ser

Arg

ser

Phe

40

Asn

Ala

val

Ala

Phe

120

Gln

His

ser

Ala

200

Met

Gln

Met

Glu

Leu
280

Gly

25

Lys

Gln

Cys

Gln

Leu

105

Pro

Leu

Arg

Glu

val

185

Lys

Leu

Trp

Asn

Ile

265

Asp

10

Lys

Arg

Gly

Arg

His

90

Tyr

ser

Glu

Gln

val

170

Cys

ser

Leu

Ala

Thr

250

Gln

Ala

His

ser

Gly

Leu

75

Glu

Phe

Thr

Pro

Thr

155

Asn

Glu

val

Glu

Ile

235

Asp

Ala

Thr
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Tyr

Lys

Arg

Arg

Ala

His

140

Leu

Gly

ser

Pro

Asp

220

Pro

Asn

Leu

Glu

Gly

Arg

45

Pro

Lys

Gly

Gly

Leu

125

Gly

val

Thr

Ala

Ala

205

Ala

val

Thr

Gln

Phe
285

val

30

Arg

val

Cys

Pro

His

110

Pro

Leu

ser

Pro

Ala

190

Phe

Trp

Asp

Asp

Glu

270

Ala

15

Tyr

Asn

Asp

Leu

Arg

95

Lys

Ala

Glu

Leu

Met

175

Arg

ser

Arg

Ala

ser

255

val

Cys

Ala

Arg

Lys

Glu

80

Thr

Pro

Leu

Ala

160

Tyr

Leu

Thr

Asn

240

Gln

val

Leu



Lys Cys
290

Leu Arg
305

Ala Gln

Pro Cys

ITe Ser

Asn val
370

Ile
385

<210>
<211>
<212>
<213>

<220>
<223>

<400>
ggctgaa

<210>
<211>
<212>
<213>

<220>
<223>

<400>
ggagaga

<210>
<211>
<212>
<213>

<220>
<223>

<400>
cattccg

<210>
<211>
<212>
<213>

Ile val Thr Phe Lys

Ser Phe Arg Asn Ala
310

Leu Thr Leu Asn Ser
325

Arg Phe Gly Lys Leu
340

Pro Ser Thr Ile Glu
355

Pro Ile Thr Arg Leu
375

3

25

DNA
artificial

RNA1 target sequence

3
gaa gtgtttggaa gtcaa

4
25

DNA
artificial

RNA1 target sequence

4
act gtttgttcta ggaat

5

25

DNA
artificial

RNA1 target sequence

5
gtt gatgctaaca ctcta

6

25

DNA
artificial

Ala

Ala

Tyr

Leu

Glu

360

Leu

val

Ala

Ile

Leu

345

val

ser

Pro Thr
ITe Ala

315

His Thr
330
Leu Leu

Phe Phe

Asp Met
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His

300

Ala

Arg

Pro

Lys

Tyr
380

ser

Leu

Tyr

Ala

Gly

Gln

Pro

Leu

350

Thr

ser

ser

Asp

Thr

335

Arg

Ile

ser

Glu

320

Gln

ser

Gly

Asp

25

25

25



<220>
<223> RNA1i target sequence

<400> ©
cagattccca gaagctgaac aagat
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