<110>

<120>

<130>

<160>

<170>

<210>
<211>
<212>
<213>

<400>

Met

Val

Thr

Asp

Phe

65

Cys

Tyr

Lys

Arg

Pro

145

Met

Ser

Gly

Pro

Phe

50

Pro

Ile

Glu

His

Leu

130

Tyr

Ile

Firmenich SA

Method for producing sclareol

7260
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SEQUENCE LISTING

PatentIn version 3.5

1
575
PRT

Salvia sclarea

Leu

Ser

Asn

35

Met

Thr

Ile

Ile

Lys

115

Leu

Gly

Ile

Ala

Arg

20

Arg

Ala

Thr

Asp

Asn

100

Val

Arg

Asn

Glu

Phe

Lys

Ser

Lys

Thr

Thr

85

Thr

Ile

Val

Gln

Leu
165

Asn

Glu

Arg

Met

Thr

70

Leu

Ile

Tyr

Lys

Glu

150

Tyr

Val

Lys

Leu

Lys

55

Leu

Gln

Leu

Gly

Gly

135

Ala

Arg

Gly

Phe

Ile

40

Glu

Arg

Arg

Asp

Asn

120

Tyr

Val

Ala

Val

Pro

25

Val

Asn

Ser

Leu

Asn

105

Val

Glu

Ser

Ala

Thr

10

Val

Asn

Phe

Glu

Gly

90

Thr

Thr

Val

Gln

Asn
170

Pro

Gln

Cys

Lys

Asp

75

Val

Phe

Thr

Ser

Gln

155

Glu

Phe

Gly

Ser

Arg

60

Ile

Asp

Arg

His

Ser

140

Thr

Arg

Ser

Phe

Leu

45

Glu

Pro

Gln

Leu

Ala

125

Glu

Asn

Ile

Gly

Pro

30

Thr

Asp

Ser

Phe

Trp

110

Met

Glu

Asp

Tyr

Gln

15

Val

Thr

Asp

Asn

Phe

95

Gln

Ala

Leu

Leu

Glu
175

Arg

Thr

Ile

Lys

Leu

80

Gln

Glu

Phe

Ala

Pro

160

Glu



Glu

Lys

Val

Ala

225

Lys

Phe

Leu

Asn

Ile

305

Thr

Ser

Glu

Met

Glu

385

Ile

Arg

Gln

Glu

210

Arg

Ser

Ala

Gln

Phe

290

Ile

Ser

Ser

Asn

Ala

370

Gln

Leu

Ser

Val

195

Phe

Arg

Thr

Lys

Gln

275

Gly

Gly

Val

Gln

Pro

355

Leu

Gly

Ser

Leu

180

Gln

Tyr

Asn

Asn

Gln

260

Leu

Arg

Asp

Leu

Glu

340

Asp

Tyr

Arg

Ala

Glu

Asp

Leu

Leu

Arg

245

Asp

Gln

Asp

His

Val

325

Cys

Ala

Asn

Ser

Phe
405

Lys

Asn

Arg

Glu

230

Phe

Phe

Arg

Val

Ala

310

Thr

Asp

Glu

Thr

Val

390

Lys

Ile

Ser

Asn

215

Leu

Ser

Asp

Trp

Val

295

Phe

Ile

Lys

Tyr

Val

375

Lys

Ile

Leu

Ile

200

Tyr

Tyr

Asn

Ile

Tyr

280

Ile

Asp

Met

Ile

Gly

360

Asn

Glu

Glu

Ala

185

Pro

Lys

Asp

Leu

His

265

Ala

Ile

Tyr

Asp

Ile

345

Ser

Glu

Phe

Leu

Trp

Asp

Gly

Met

Cys

250

Glu

Asp

Ala

Val

Asp

330

Glu

Glu

Leu

Leu

Asp
410

Thr

Lys

Ile

Thr

235

Asn

Ala

Cys

Asn

Arg

315

Phe

Leu

Glu

Ala

Val

395

Thr

Thr

Lys

Thr

220

Tyr

Glu

Gln

Arg

Tyr

300

Leu

Phe

Val

Leu

Glu

380

Lys

Trp

Ile

Leu

205

Ile

Tyr

Asp

Asn

Leu

285

Leu

Ala

Asp

Lys

Glu

365

Arg

Leu

Ser

Phe

190

His

Arg

Gln

Phe

Gln

270

Asp

Ala

Phe

Cys

Glu

350

Ile

Ala

Trp

Asn

Leu

Lys

Leu

Ala

Leu

255

Lys

Thr

Ser

Ala

His

335

Trp

Leu

Arg

Val

Gly
415

Asn

Leu

Gly

Leu

240

Val

Gly

Leu

Leu

Lys

320

Gly

Lys

Phe

Val

Glu

400

Thr



Gln Gln Ser

Leu
435

Ser Arg

Ser Asp Glu

450

Val
465

Cys Met

Glu Arg Glu

Thr Glu Lys

Ile Glu

515

Asn

Tyr Lys

530

Lys

Glu
545

Met Ala

Thr Ser Pro

<210> 2

<211> 1728
<212> DNA
<213>

<400> 2
atgtcgceteg

aaagaaaaat
gttaactgca
gaagacgata
tgtataatcg
actattctag

gttactactc

Phe
420

Asp
Thr Gly
Met

Leu

val Gly

Glu

Leu

Met

Arg

Tyr Ile

Thr
440

Leu

Ser Glu

455

Leu Leu

470

Glu Asn

485

Asp
500

Gly
Met Val
Glu

Ser

Lys Gly

Ile

Arg

Glu

Ile

Thr

Ala Gly

Val

Lys

His
520

Tyr

Leu Pro

535

Phe Tyr

550

Gln Gln

565

Salvia sclarea

ccttcaacgt
ttccagtcca
gccttactac
aatttccaac
acacccttca
ataacacatt

atgcaatggc

Ser

Lys Glu

cggagttacg
aggatttcct
aatagatttc
gacaacgact
aaggttgggg
caggttgtgg

atttaggett

Ser Ser Ser

425

Met Gln Phe

Glu Cys Thr

Val
475

Asn Asp

Ser
490

Lys Tyr

Ser Glu

505

Asp

Trp Arg Lys

Arg Arg Cys

Ala Tyr Gly

555

Met
570

Asp Lys

ccttteteeg
gtgaccaccc
atggcgaaaa
cttcgatcceg
gtcgatcaat
caagaaaaac

ttgcgagtga

Ser
430

Trp Leu

Val Gly Val

445

Asp Leu Ala

460

Cys Ser Ser

Ser Ile Leu

Glu Ala Ile

510

Val Leu Gln

525

Lys Val

540

Asp

Ile Asn Asp

Ser Phe Val

gccaaagagt
ccaataggtc
tgaaagagaa
aagatatacc
tcttccaata
acaaagttat

aaggatacga

Asn Gly

Lys Leu

Arg His

Glu Arg

480

Leu Ala

495

Ala Glu

Ile Val

Phe Leu

Glu Leu

560

Phe
575

tgggagcagg
acgtctcatc
tttcaagagg
ctctaatttg
tgaaatcaac
atatggcaat

agtttcatca

60

120

180

240

300

360

420



gaggagttgg
atgattattg
gaaaaaattc
cccgacaaaa
ataagattgg
aaatctacaa
gatttcgata
gcagattgta
ttggcttcat
acatctgtgc
tgtgacaaga
tctgaggagce
agggctcgtg
atactctcag
gatgaataca
atgcaattcg
ttggctaggce
gagcgcgagyg
ggaagaaaag
tggagaaaag
gatgtatttt
acttctectc
<210> 3

<211> 22

<212> DNA
<213>
<220>

<223>

<220>
<221>
<222>
<223>

<220>
<221>

ctccatatgg
agctttatag
ttgcttggac
aactgcacaa
gagctagacg
acaggttctc
tacatgaagc
ggttggacac
taattattgg
ttgtaacaat
tcattgaatt
ttgagatcct
ttgaacaggg
ctttcaagat
tttcttegte
tcggagtaaa
atgtctgtat
aaaatattgc
ttagtgaaga
tgttgcagat
tggagatggc

agcaatccaa

Forward primer

misc_feature
(6) ..
n is a, ¢, g,

(6)

misc_feature

taaccaagag
agcagcaaat
taccatcttt
actggtggaa
aaacctcgag
taatttatge
ccagaaccag
cttaaacttt
tgatcatgcg
tatggatgat
agtaaaagaa
ttttatggcg
gcgtagtgtce
agaattagat
gtggttgteg
attgtccgat
ggtcggccgg
aggaaaaagt
tgaagccatt
tgtgtataaa
taagggtacg

ggaagatatg

Artificial sequence

or t

gctgttagec
gagagaatat
ctcaataagc
ttctacttga
ctatatgaca
aacgaagatt
aaaggacttc
ggaagagatg
tttgactatg
tttttogact
tggaaggaga
ttgtacaata
aaagagtttc
acatggagca
aacggttccc
gaaatgctta
ctgctcaacg
tatagcattc
gcagagatca
aaagaaagca
ttttatgctt

aaatcctttg

agcaaacaaa
atgaagaaga
aagtgcaaga
ggaattacaa
tgacctacta
ttctagtttt
aacaactgca
tagttattat
ttcgtctege
gtcatggctc
atccggatge
cagtaaatga
tagtcaaact
atggcacgca
ggctgacagyg
tgagtgaaga
acgtgtgcag
tactagcaac
atgaaatggt
ttttgccaag
atgggatcaa

tcttttga

tgacctgceg
gaggagtctt
taactcaatt
aggcataacc
tcaagctctg
cgcaaagcaa
aaggtggtat
tgctaattat
atttgccaaa
tagtcaagag
agagtacgga
gttggcggag
gtgggttgaa
gcaaagcttc
tctectgacg
gtgcactgat
ttctgagagg
tgagaaagat
tgaatatcac
aagatgcaaa

cgatgaattg

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1728



<222>  (15)
<223> n is
<220>

<221>

<222>  (18)
<223> n is
<400> 3

.. (15)
a, ¢, g,

misc_feature

.. (18)
a, ¢, g,

or t

or t

gayrtngayg ayacngcnat gg

or t

or t

or t

ryyt

cacggatacg
tcctgcetaca
gctcaactaa
ttcttgcaag
ttatttgatg

gaggctgcat

<210> 4

<211> 24

<212> DNA

<213> Artificial sequence
<220>

<223> Reverse primer
<220>

<221> misc_feature
<222>  (6)..(6)

<223> n is a, ¢, 9,
<220>

<221> misc_feature
<222>  (9)..(9)

<223> n is a, ¢, 9,
<220>

<221> misc_feature
<222>  (15)..(15)
<223> n is a, ¢, 9,
<400> 4

gtyttnccna kccanacrtce
<210> 5

<211> 354

<212> DNA

<213> Salvia sclarea
<400> 5

gcgttaggcet tctcaaaatg
agcaacaaga tggtaaattt
tgtacaatct ttatagggct
ccactaaatt tgcectttaac
gatgggtgat atccgaccac
acgccactct accccgagtce
<210> 6

<211> 29

acgtcgatcc
ttggtcaatc
gatttccagg
aaatgctagt
agataaagct

attatctaga

aaatgtacta
ggtcgagtct
agaagaagtt
caaagatcga

ggggttgaag

ccattatgcet

aaacatttca
gcatctccaa
cttgaagaag
cttcaagaaa
atgccatggt

ggtt

22

24

60

120

180

240

300

354



<212> DNA
<213> Artificial sequence

<220>
<223> Primer designed specifically for FN23

<400> 6
gcacggatac gacgtcgatc caaatgtac

<210> 7
<211> 27
<212> DNA

<213> Artificial sequence

<220>
<223> Primer designed specifically for FN23

<400> 7
gggctgctca actaagattt ccaggag

<210> 8
<211> 29
<212> DNA

<213> Artificial sequence

<220>
<223> Primer designed specifically for FN23

<400> 8
gggtgatatc cgaccactta tttgatgag

<210> 9
<211> 36
<212> DNA

<213> Artificial sequence

<220>
<223> Adaptor sequence to extend o0ligodT primers

<400> 9
aattcggtac ccgggatcct tttttttttt tttttt

<210> 10
<211> 19
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 10
aattcggtac ccgggatcce

<210> 11
<211> 1271
<212> DNA

29

27

29

36

19



<213>

<400> 11
aagaagttct

aagatcgact
ggttgaagat
attatgctgg
gcaatgatac
agttggagtg
taagcaaaag
agagaactca
catttgtcaa
aaataattag
atcaacttct
aatggttcat
cgaacacgct
cggctctgtce
agattctcca
cgttggtgaa
cgtttttgte
atcttcatat
tgcagtccac
tttaaaataa
taatttatta
aaaaaaaaaa
<210> 12

<211> 32

<212> DNA
<213>

<220>
<223>

<400> 12

Salvia sclarea

tgaagaagcc
tcaagaaaga
gccatggtac
ttctggtgat
atacaaggag
gatccatatg
agagttgctt
agagaggctt
cattagtgga
tagtgccaat
agacggattc
gaaagtgcag
caacatctgc
caccctcaca
agttgtggat
gttagtgett
ggtttccaag
cttcaaagta
gtagataatt
tatgttaaga
attgttacac

a

actaaatttg
tgggtgatat
gccactctac
gtatggattg
cttgcgatat
caggaatggt
cgctettact
ctgtgggceca
acaacactat
gaagatcaag
gatatataca
caaggagagg
gccggectcea
aataaaatct
gggagcataa
caagaaaatg
actttctact
ctctttegac
attttaaaat
atggacccta

catttcggaa

Artificial sequence

cctttaactt
ccgaccactt
cccgagtcga
gcaagagttt
tggatttcaa
acgacagatg
ttctggeege
aaaccagaat
ctttggacta
gactggctgg
ctctccatca
gaagcggcegg
acgaagacgt
gcaatcgcct
aggataagga
gcggcgecgt
acgatgccta
cggttgtatg
aaaggataaa
aataagagcg

taaaatgatg

Primer designed specifically for FN23

catggcatct tcaaccccag ctttatctca tc

<210> 13

cttgcaagaa
atttgatgag
ggctgcatat
ctacaggatg
cagatgccaa
cagccttage
agcaaccata
tctttetaag
caatttcaat
gactctgctg
actcaaacat
ggaagacgcg
gttgtccaac
cgcccaaatt
gctagaacag
agacagaaac
ccacgacgat
aaaaatattt
ttaacgagaa
tcgaaacatg

ttatttcttt

atgctagtca
ataaagctgg
tatctagacc
ccagaaatca
acacaacatc
gaattcggga
ttcgaaccgg
atgatcactt
ggcctcgatg
gcaaccttcc
gtttggagcc
gtgctcctag
aatgaataca
caagacaata
gatatgcagg
atcagacaca
gagacgaccg
taagctcgtc
acgacgccat
cattgggata

ttcatatgta

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1271

32



<211> 33

<212> DNA
<213>
<220>
<223>
<400> 13

Artificial sequence

Primer designed specifically for FN23

gtggtcggat atcacccatc tttecttgaag tcg

<210> 14
<211> 30
<212> DNA
<213>

<220>
<223>

<400> 14
cattggagat

<210> 15
<211>
<212>
<213>

DNA
<400> 15

caaaattctc
tgggaaattg
gcgattatcc
aaaagcagca
tcccaaatag
atttcccttg
gagtacgtcc
gacacggcag
tcatgtctceg
ttctgtattt
aaccttcact
cttaaaggtg
atgcaaatgg
gagattgctg
atgccaacga

ctgaaactgc

1449

gcagactcga

Salvia sclarea

ttccattttt
aaaaatagaa
ggcgcaggcet
gcaaacacgc
ctgaattgag
ttcaaactcc
aaaatctgtt
tgatcgccect
agtggatcge
atgatcggat
ctgatattat
caaatgttga
ccacagattt
acacaaaaca
atttactgta

agtcgggcaa

Artificial sequence

ccgattgacc

aagataatag
aataaagatg
gcagctacag
gcccttgacc
agtaacaagc
gcataaggtt
gatgacgtcg
gatcaaggac
gcaccaccaa
tctaaataca
tgaaaaagga
gcacaggaca
gggcatccaa
acaaagattg
cagtttagaa

tggctectte

Primer designed specifically for FN23

taatattcta
acttctgtaa
ccggaatttce
ttgagttgec
ctggatgcgt
gaggttaatg
ggcgacggge
ttgaaagggc
ctggctgatg
ttggcatgtg
gtgacgtaca
gcggggtteg
gatctgccct
aaagagatac

gggttaggag

ctcacttcge

attttccctce
atttgagcag
atgccgagtg
aaatccgtec
cgcaagcgag
aaaagatcga
gaataagcgt
gcgacgcccc
gctcatgggg
tcgtagectt
tcaaggagaa
aacttgtggt
atgatcatcc
ccaaggattt
atttggagtg

cgtcgtecac

caaaaactcg
agcaccagca
ttcatggctg
taagcaactc
tgaaaaagac
ggagtcaatc
gtcaccctat
gcagtttccg
cgacgaattc
gaaatcatgg
tgtgcataaa
tcctactttt
cctcatcaag
ggtttaccaa
ggaaaggcta

cgccgeegtc

33

30

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960



ttgatgcata
gacggaggag
aggctacaac
cacatcgaaa
gatattgatg
ccaaatgtac
tcggtcgagt
ggagaagaag
gtcaaagat

<210> 16

<211>

<212>
<213>

DNA
<400> 16

caaaattctc
tgggaaattg
gcgattatcc
aaaagcagca
tcccaaatag
atttcccttg
gagtacgtcc
gacacggcag
tcatgtctceg
ttctgtattt
aaccttcact
cttaaaggtg
atgcaaatgg
gagattgctg
atgccaacga
ctgaaactgc

ttgatgcata

gacggaggag

2655

ccaaagatga
caccacatac
gcctaggaat
gcgtttggga
acacgtccat
taaaacattt
ctgcatctec

ttcttgaaga

Salvia sclarea

ttccattttt
aaaaatagaa
ggcgcaggcet
gcaaacacgc
ctgaattgag
ttcaaactcc
aaaatctgtt
tgatcgccect
agtggatcge
atgatcggat
ctgatattat
caaatgttga
ccacagattt
acacaaaaca
atttactgta
agtcgggcaa
ccaaagatga

caccacatac

aaaatgtttg
ttatccagtc
ttcotegttte
ggagaccgga
gggcgttagg
caagcaacaa
aatgtacaat

agccactaaa

aagataatag
aataaagatg
gcagctacag
gcccttgacc
agtaacaagc
gcataaggtt
gatgacgtcg
gatcaaggac
gcaccaccaa
tctaaataca
tgaaaaagga
gcacaggaca
gggcatccaa
acaaagattg
cagtttagaa
tggctecttc
aaaatgtttg

ttatccagtce

aaatacatcg
gatatcttcet
ttccageacyg
gttttcagtg
cttctcaaaa
gatggtaaat
ctttataggg

tttgccttta

taatattcta
acttctgtaa
ccggaatttce
ttgagttgec
ctggatgcgt
gaggttaatg
ggcgacggge
ttgaaagggc
ctggctgatg
ttggcatgtg
gtgacgtaca
gcggggtteg
gatctgccct
aaagagatac
gggttaggag
ctcacttcge
aaatacatcg

gatatcttct

aaaacgccct
caagactttg
agatcaagta
gaagatatac
tgcacggata
tttcctgeta
ctgctcaact

acttcttgca

attttccctce
atttgagcag
atgccgagtg
aaatccgtec
cgcaagcgag
aaaagatcga
gaataagcgt
gcgacgcccc
gctcatgggg
tcgtagectt
tcaaggagaa
aacttgtggt
atgatcatcc
ccaaggattt
atttggagtg
cgtcgtccac
aaaacgccct

caagactttg

caagaattgc
ggcaatcgat
tttcttagat
gaaatttagc
cgacgtcgat
cattggtcaa
aagatttcca

agaaatgcta

caaaaactcg
agcaccagca
ttcatggctg
taagcaactc
tgaaaaagac
ggagtcaatc
gtcaccctat
gcagtttccg
cgacgaattc
gaaatcatgg
tgtgcataaa
tcctactttt
cctcatcaag
ggtttaccaa
ggaaaggcta
cgcecgecgte
caagaattgc

ggcaatcgat

1020

1080

1140

1200

1260

1320

1380

1440

1449

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080



aggctacaac
cacatcgaaa
gatattgatg
ccaaatgtac
tcggtcgagt
ggagaagaag
gtcaaagatc
ctggggttga
gaccattatg
atcagcaatg
catcagttgg
gggataagca
ccggagagaa
acttcatttg
gatgaaataa
ttccatcaac
agccaatggt
ctagcgaaca
tacacggctce
aataagattc
caggcgttgg
cacacgtttt
accgatcttc
cgtctgeagt
ccattttaaa
gatataattt
tgtaaaaaaa
<210> 17

<211> 785
<212> PRT
<213>

<400> 17

gcctaggaat
gcgtttggga
acacgtccat
taaaacattt
ctgcatctec
ttcttgaaga
gacttcaaga
agatgccatg
ctggttctgg
atacatacaa
agtggatcca
aaagagagtt
ctcaagagag
tcaacattag
ttagtagtgc
ttctagacgg
tcatgaaagt
cgctcaacat
tgtccaccct
tccaagttgt
tgaagttagt
tgtcggttte
atatcttcaa
ccacgtagat
ataatatgtt
attaattgtt

aaaaa

Salvia sclarea

ttcotegttte
ggagaccgga
gggcgttagyg
caagcaacaa
aatgtacaat
agccactaaa
aagatgggtg
gtacgccact
tgatgtatgg
ggagcttgeg
tatgcaggaa
gcttegetcet
gcttetgtgg
tggaacaaca
caatgaagat
attcgatata
gcagcaagga
ctgcgeegge
cacaaataaa
ggatgggagc
gcttcaagaa
caagactttc
agtactcttt
aattatttta
aagaatggac

acaccatttc

ttccagcacg
gttttcagtg
cttctcaaaa
gatggtaaat
ctttataggg
tttgccttta
atatccgacc
ctaccccgag
attggcaaga
atattggatt
tggtacgaca
tactttcetgg
gccaaaacca
ctatctttgg
caaggactgg
tacactctcc
gagggaagcg
ctcaacgaag
atctgcaatc
ataaaggata
aatggcggeg
tactacgatg
cgaccggttg
aaataaagga
cctaaataag

ggaataaaat

agatcaagta
gaagatatac
tgcacggata
tttcctgeta
ctgctcaact
acttcttgca
acttatttga
tcgaggctge
gtttctacag
tcaacagatg
gatgcagcct
ccgcagcaac
gaattcttte
actacaattt
ctgggactct
atcaactcaa
gcggggaaga
acgtgttgtc
gcctegecca
aggagctaga
ccgtagacag
cctaccacga
tatgaaaaat
taaattaacg
agcgtcgaaa

gatgttattt

tttcttagat
gaaatttagc
cgacgtcgat
cattggtcaa
aagatttcca
agaaatgcta
tgagataaag
atattatcta
gatgccagaa
ccaaacacaa
tagcgaattc
catattcgaa
taagatgatc
caatggcctc
gctggcaacc
acatgtttgg
cgcggtgetce
caacaatgaa
aattcaagac
acaggatatg
aaacatcaga
cgatgagacg
attttaaget
agaaacgacg
catgcattgg

ctttttcata

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2655



Met

Arg

Ser

Lys

Ser

65

Val

Leu

Thr

Gln

Gly

145

Thr

Ile

Lys

Pro

Tyr
225

Thr

Leu

Ser

Gln

50

Gln

Glu

Leu

Ala

Phe

130

Ser

Leu

Ile

Gly

Thr

210

Asp

Ser

Gln

Ser

35

Leu

Ala

Val

Met

Val

115

Pro

Trp

Ala

Glu

Ala

195

Phe

His

Val

Leu

20

Lys

Ser

Ser

Asn

Thr

100

Ile

Ser

Gly

Cys

Lys

180

Asn

Met

Pro

Asn

Gln

His

Gln

Glu

Glu

85

Ser

Ala

Cys

Asp

Val

165

Gly

Val

Gln

Leu

Leu

Pro

Ala

Ile

Lys

70

Lys

Gly

Leu

Leu

Glu

150

Val

Val

Glu

Met

Ile
230

Ser

Glu

Pro

Ala

55

Asp

Ile

Asp

Ile

Glu

135

Phe

Ala

Thr

His

Ala

215

Lys

Arg

Phe

Leu

40

Glu

Ile

Glu

Gly

Lys

120

Trp

Phe

Leu

Tyr

Arg

200

Thr

Glu

Ala

His

25

Thr

Leu

Ser

Glu

Arg

105

Asp

Ile

Cys

Lys

Ile

185

Thr

Asp

Ile

Pro

10

Ala

Leu

Arg

Leu

Ser

90

Ile

Leu

Ala

Ile

Ser

170

Lys

Ala

Leu

Ala

Ala

Glu

Ser

Val

Val

75

Ile

Ser

Lys

His

Tyr

155

Trp

Glu

Gly

Gly

Asp
235

Ala

Cys

Cys

Thr

60

Gln

Glu

Val

Gly

His

140

Asp

Asn

Asn

Phe

Ile

220

Thr

Ile

Ser

Gln

45

Ser

Thr

Tyr

Ser

Arg

125

Gln

Arg

Leu

Val

Glu

205

Gln

Lys

Ile

Trp

30

Ile

Leu

Pro

Val

Pro

110

Asp

Leu

Ile

His

His

190

Leu

Asp

Gln

Arg

15

Leu

Arg

Asp

His

Gln

95

Tyr

Ala

Ala

Leu

Ser

175

Lys

Val

Leu

Gln

Arg

Lys

Pro

Ala

Lys

80

Asn

Asp

Pro

Asp

Asn

160

Asp

Leu

Val

Pro

Arg
240



Leu

Leu

Lys

Ala

Glu

305

Val

Gly

Ile

Lys

Met

385

Gln

Ser

Glu

Glu

His

465

Thr

Lys

Tyr

Leu

Ala

290

Asn

Asp

Ile

Glu

Phe

370

His

Asp

Pro

Glu

Met

450

Leu

Leu

Glu

Ser

Gln

275

Val

Ala

Ile

Ser

Ser

355

Ser

Gly

Gly

Met

Val

435

Leu

Phe

Pro

Ile

Leu

260

Ser

Leu

Leu

Phe

Arg

340

Val

Asp

Tyr

Lys

Tyr

420

Leu

Val

Asp

Arg

Pro

245

Glu

Gly

Met

Lys

Ser

325

Phe

Trp

Ile

Asp

Phe

405

Asn

Glu

Lys

Glu

Val

Lys

Gly

Asn

His

Asn

310

Arg

Phe

Glu

Asp

Val

390

Ser

Leu

Glu

Asp

Ile

470

Glu

Asp

Leu

Gly

Thr

295

Cys

Leu

Gln

Glu

Asp

375

Asp

Cys

Tyr

Ala

Arg

455

Lys

Ala

Leu

Gly

Ser

280

Lys

Asp

Trp

His

Thr

360

Thr

Pro

Tyr

Arg

Thr

440

Leu

Leu

Ala

Val

Asp

265

Phe

Asp

Gly

Ala

Glu

345

Gly

Ser

Asn

Ile

Ala

425

Lys

Gln

Gly

Tyr

Tyr

250

Leu

Leu

Glu

Gly

Ile

330

Ile

Val

Met

Val

Gly

410

Ala

Phe

Glu

Leu

Tyr

Gln

Glu

Thr

Lys

Ala

315

Asp

Lys

Phe

Gly

Leu

395

Gln

Gln

Ala

Arg

Lys

475

Leu

Met

Trp

Ser

Cys

300

Pro

Arg

Tyr

Ser

Val

380

Lys

Ser

Leu

Phe

Trp

460

Met

Asp

Pro

Glu

Pro

285

Leu

His

Leu

Phe

Gly

365

Arg

His

Val

Arg

Asn

445

Val

Pro

His

Thr

Arg

270

Ser

Lys

Thr

Gln

Leu

350

Arg

Leu

Phe

Glu

Phe

430

Phe

Ile

Trp

Tyr

Asn

255

Leu

Ser

Tyr

Tyr

Arg

335

Asp

Tyr

Leu

Lys

Ser

415

Pro

Leu

Ser

Tyr

Ala

Leu

Leu

Thr

Ile

Pro

320

Leu

His

Thr

Lys

Gln

400

Ala

Gly

Gln

Asp

Ala

480

Gly



Ser

Ser

Gln

Arg

545

Ser

Glu

Ser

Asn

Ala

625

Ile

Lys

Ala

Asn

Arg

705

Ser

Gly

Asn

Thr

530

Cys

Tyr

Arg

Phe

Gly

610

Gly

Tyr

Val

Asn

Asn

690

Leu

Ile

Asp

Asp

515

Gln

Ser

Phe

Leu

Val

595

Leu

Thr

Thr

Gln

Thr

675

Glu

Ala

Lys

Val

500

Thr

His

Leu

Leu

Leu

580

Asn

Asp

Leu

Leu

Gln

660

Leu

Tyr

Gln

Asp

485

Trp

Tyr

Gln

Ser

Ala

565

Trp

Ile

Glu

Leu

His

645

Gly

Asn

Thr

Ile

Lys
725

Ile

Lys

Leu

Glu

550

Ala

Ala

Ser

Ile

Ala

630

Gln

Glu

Ile

Ala

Gln

710

Glu

Gly

Glu

Glu

535

Phe

Ala

Lys

Gly

Ile

615

Thr

Leu

Gly

Cys

Leu

695

Asp

Leu

Lys

Leu

520

Trp

Gly

Thr

Thr

Thr

600

Ser

Phe

Lys

Ser

Ala

680

Ser

Asn

Glu

Ser

505

Ala

Ile

Ile

Ile

Arg

585

Thr

Ser

His

His

Gly

665

Gly

Thr

Lys

Gln

490

Phe

Ile

His

Ser

Phe

570

Ile

Leu

Ala

Gln

Val

650

Gly

Leu

Leu

Ile

Asp
730

Tyr

Leu

Met

Lys

555

Glu

Leu

Ser

Asn

Leu

635

Trp

Glu

Asn

Thr

Leu

715

Met

Arg

Asp

Gln

540

Arg

Pro

Ser

Leu

Glu

620

Leu

Ser

Asp

Glu

Asn

700

Gln

Gln

Met

Phe

525

Glu

Glu

Glu

Lys

Asp

605

Asp

Asp

Gln

Ala

Asp

685

Lys

Val

Ala

Pro

510

Asn

Trp

Leu

Arg

Met

590

Tyr

Gln

Gly

Trp

Val

670

Val

Ile

Val

Leu

495

Glu

Arg

Tyr

Leu

Thr

575

Ile

Asn

Gly

Phe

Phe

655

Leu

Leu

Cys

Asp

Val
735

Ile

Cys

Asp

Arg

560

Gln

Thr

Phe

Leu

Asp

640

Met

Leu

Ser

Asn

Gly

720

Lys



Leu Val Leu Gln Glu Asn Gly Gly Ala Val Asp Arg Asn Ile Arg His

740 745

750

Thr Phe Leu Ser Val Ser Lys Thr Phe Tyr Tyr Asp Ala Tyr His Asp

755 760

765

Asp Glu Thr Thr Asp Leu His Ile Phe Lys Val Leu Phe

770 775
Val
785
<210> 18
<211> 38
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 18
tactgacata tgacttctgt aaatttgagc agagcacc

<210> 19
<211> 36
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 19
ttggtacctc atacaaccgg tcgaaagagt actttg

<210> 20
<211> 31
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 20
gttggagtgg atccacatgc aggaatggta c

<210> 21
<211> 31
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

780

Arg Pro Val

38

36

31



<400> 21
gtaccattcc

<210> 22
<211>
<212>
<213>

DNA
<400> 22

atgacttctg
cagccggaat
accttgagtt
agcctggatg
gttgaggtta
tcgggegacyg
gacttgaaag
caactggctg
acattggcat
ggagtgacgt
acagcggggt
caagatctgc
ttgaaagaga
gaagggttag
ttcctecactt
ttgaaataca
gtcgatatct
ttcttccage
ggagttttca
aggcttctca
caagatggta
aatctttata
aaatttgcct
gtgatatccg

actctacccc

2358

tgcatctgga

Salvia sclarea

taaatttgag
ttcatgccga
gccaaatccg
cgtcgcaage
atgaaaagat
ggcgaataag
ggcgcgacgce
atggctcatg
gtgtcgtage
acatcaagga
tcgaacttgt
cctatgatca
tacccaagga
gagatttgga
cgcegtegtce
tcgaaaacgc
tctcaagact
acgagatcaa
gtggaagata
aaatgcacgg
aattttectg
gggctgctca
ttaacttctt

accacttatt

gagtcgaggc

tccactccaa

cagagcacca
gtgttcatgg
tcctaagcaa
gagtgaaaaa
cgaggagtca
cgtgtcaccc
cccgeagttt
gggcgacgaa
cttgaaatca
gaatgtgcat
ggttcctact
tccecteatc
tttggtttac
gtgggaaagg
caccgccgec
cctcaagaat
ttgggcaatc
gtatttctta
tacgaaattt
atacgacgtc
ctacattggt
actaagattt
gcaagaaatg
tgatgagata

tgcatattat

o}

gcagcgatta
ctgaaaagca
ctctcccaaa
gacatttccc
atcgagtacg
tatgacacgg
ccgteatgtce
ttcotteotgta
tggaaccttc
aaacttaaag
tttatgcaaa
aaggagattg
caaatgccaa
ctactgaaac
gtcttgatge
tgcgacggag
gataggctac
gatcacatcg
agcgatattg
gatccaaatg
caatcggtcg
ccaggagaag
ctagtcaaag

aagctggggt

ctagaccatt

cccggegeag
gcagcaaaca
tagctgaatt
ttgttcaaac
tccaaaatct
cagtgatcge
tcgagtggat
tttatgatcg
actctgatat
gtgcaaatgt
tggccacaga
ctgacacaaa
cgaatttact
tgcagtcggg
ataccaaaga
gagcaccaca
aacgcctagg
aaagcgtttg
atgacacgtc
tactaaaaca
agtctgcatc
aagttcttga
atcgacttca
tgaagatgcc

atgctggttc

gctgcagcta
cgcgeecttg
gagagtaaca
tccgcataag
gttgatgacg
cctgatcaag
cgcgcaccac
gattctaaat
tattgaaaaa
tgagcacagg
tttgggcatc
acaacaaaga
gtacagttta
caatggctcc
tgaaaaatgt
tacttatcca
aatttctegt
ggaggagacc
catgggcgtt
tttcaagcaa
tccaatgtac
agaagccact
agaaagatgg
atggtacgcc

tggtgatgta

31

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500



tggattggca
gcgatattgg
gaatggtacg
tcttactttce
tgggccaaaa
acactatctt
gatcaaggac
atatacactc
ggagagggaa
ggcctcaacg
aaaatctgca
agcataaagg
gaaaatggcg
ttctactacg
tttcgaccgg
<210> 23

<211>

<212>
<213>

DNA
<400> 23

atgacttctg
cagccggaat
accttgagtt
agcctggatg
gttgaggtta
tcgggegacyg
gacttgaaag
caactggctg
acattggcat
ggtgtgacgt
acagcggggt

caaggtctge

2355

agagtttcta
atttcaacag
acagatgcag
tggccgcage
ccagaattct
tggactacaa
tggctgggac
tccatcaact
gcggcgggga
aagacgtgtt
atcgcctege
ataaggagct
gcgeccgtaga
atgcctacca

ttgtatga

Salvia sclarea

taaatttgag
ttcatgccga
gccaaatccg
cgtcgcaage
atgaaaagat
ggcgaataag
ggcgcgacgce
atggctcatg
gtgtcgtage
acatcaagga
tcgaacttgt

cctatgatca

caggatgcca
atgccaaaca
ccttagcegaa
aaccatattc
ttctaagatg
tttcaatggc
tctgctggea
caaacatgtt
agacgcggtyg
gtccaacaat
ccaaattcaa
agaacaggat
cagaaacatc

cgacgatgag

cagagcacca
gtgttcatgg
tcctaagcaa
gagtgaaaaa
cgaggagtca
cgtgtcaccc
cccgeagttt
gggcgacgaa
cttgaaatca
gaatgtgcat
ggttcctact

tcceccteatce

gaaatcagca
caacatcagt
ttcgggataa
gaaccggaga
atcacttcat
ctcgatgaaa
accttccatc
tggagccaat
ctcctagega
gaatacacgg
gacaataaga
atgcaggcgt
agacacacgt

acgaccgatc

gcagcgatta
ctgaaaagca
ctctcccaaa
gacatttccc
atcgagtacg
tatgacacgg
ccgteatgtce
ttcotteotgta
tggaaccttc
aaacttaaag
tttatgcaaa

aaggagattg

atgatacata
tggagtggat
gcaaaagaga
gaactcaaga
ttgtcaacat
taattagtag
aacttctaga
ggttcatgaa
acacgctcaa
ctctgtccac
ttctccaagt
tggtgaagtt
ttttgteggt

ttcatatctt

tccggegeag
gcagcaaaca
tagctgaatt
ttgttcaaac
tccaaaatct
cagtgatcge
tcgagtggat
tttatgatcg
aatctgatat
gtgcaaatgt
tggccacaga

ctgacacaaa

caaggagctt
ccacatgcag
gttgcttcge
gaggcttctg
tagtggaaca
tgccaatgaa
cggattcgat
agtgcagcaa
catctgcgec
cctcacaaat
tgtggatggg
agtgcttcaa
ttccaagact

caaagtactc

gctgcagcta
cgcgeectte
gagagtaaca
tccgcataag
gttgatgacg
cctgatcaag
cgcgcaccac
gattctaaat
tattgaaaaa
tgagcacagg
tttgggcatc

acaacaaaga

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2358

60

120

180

240

300

360

420

480

540

600

660

720



ttgaaagaga
gaagggttag
ttcctecactt
ttgaaataca
gtcgatatct
ttcttccage
ggagttttca
aggcttctca
caagatggta
aatctttata
aaatttgcct
gtgatatccg
actctacccc
tggattggca
gcgatattgg
gaatggtacg
tcttactttce
tgggccaaaa
acactatctt
caaggactgg
tacactctcc
gagggaagcg
ctcaacgaag
atctgcaatc
ataaaggata
aatggcggeg
tactacgatg
cgaccggttg
<210> 24

<211> 785

<212> PRT
<213>

tacccaagga
gagatttgga
cgcegtegtce
tcgaaaacgc
tctcaagact
acgagatcaa
gtggaagata
aaatgcacgg
aattttectg
gggctgctca
ttaacttctt
accacttatt
gagtcgaggc
agagtttcta
atttcaacag
acagatgcag
tggccgcage
ccagaattct
tggactacaa
ctgggactct
atcaactcaa
gcggggaaga
acgtgttgtc
gcctegecca
aggagctaga
ccgtagacag
cctaccacga

tatga

Salvia sclarea

tttggtttac
gtgggaaagg
caccgccgec
cctcaagaat
ttgggcaatc
gtatttctta
tacgaaattt
atacgacgtc
ctacattggt
actaagattt
gcaagaaatg
tgatgagata
tgcatattat
caggatgcca
atgccaaaca
ccttagcegaa
aaccatattc
ttctaagatg
tttcaatggc
gctggcaacc
acatgtttgg
cgcggtgetce
caacaatgaa
aattcaagac
acaggatatg
aaacatcaga

cgatgagacg

caaatgccaa
ttactgaaac
gtcttgatge
tgcgacggag
gataggctac
gatcacatcg
agcgatattg
gatccaaatg
caatcggtcg
ccaggagaag
ctagtcaaag
aagctggggt
ctagaccatt
gaaatcagca
caacatcagt
ttcgggataa
gaaccggaga
atcacttcat
ctcgatgaaa
ttccatcaac
agccaatggt
ctagcgaaca
tacacggctc
aataagattc
caggcgttgg
cacacgtttt

accgatcttc

cgaatttact
tgcagtcggg
ataccaaaga
gagcaccaca
aacgcctagg
aaagcgtttg
atgacacgtc
tactaaaaca
agtctgcatc
aagttcttga
atcgacttca
tgaagatgcc
atgctggttc
atgatacata
tggagtggat
gcaaaagaga
gaactcaaga
ttgtcaacat
taattagtgc
ttctagacgg
tcatgaaagt
cgctcaacat
tgtccaccct
tccaagttgt
tgaagttagt
tgtcggttte

atatcttcaa

gtacagttta
caatggctcc
tgaaaaatgt
tacttatcca
aatttctegt
ggaggagacc
catgggcgtt
tttcaagcaa
tccaatgtac
agaagccact
agaaagatgg
atggtacgcc
tggtgatgta
caaggagctt
ccagatgcag
gttgcttcge
gaggcttctg
tagtggaaca
caatgaagat
attcgatata
gcagcaagga
ctgcgecgge
cacaaataaa
ggatgggagc
gcttcaagaa
caagactttc

agtactcttt

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2355



<400>

Met

Arg

Ser

Lys

Ser

65

Val

Leu

Thr

Gln

Gly

145

Thr

Ile

Lys

Pro

Tyr
225

Thr

Leu

Ser

Gln

50

Gln

Glu

Leu

Ala

Phe

130

Ser

Leu

Ile

Gly

Thr

210

Asp

24

Ser

Gln

Ser

35

Leu

Ala

Val

Met

Val

115

Pro

Trp

Ala

Glu

Ala

195

Phe

His

Val

Leu

20

Lys

Ser

Ser

Asn

Thr

100

Ile

Ser

Gly

Cys

Lys

180

Asn

Met

Pro

Asn

Gln

His

Gln

Glu

Glu

85

Ser

Ala

Cys

Asp

Val

165

Gly

Val

Gln

Leu

Leu

Pro

Ala

Ile

Lys

70

Lys

Gly

Leu

Leu

Glu

150

Val

Val

Glu

Met

Ile
230

Ser

Glu

Pro

Ala

55

Asp

Ile

Asp

Ile

Glu

135

Phe

Ala

Thr

His

Ala

215

Lys

Arg

Phe

Leu

40

Glu

Ile

Glu

Gly

Lys

120

Trp

Phe

Leu

Tyr

Arg

200

Thr

Glu

Ala

His

25

Thr

Leu

Ser

Glu

Arg

105

Asp

Ile

Cys

Lys

Ile

185

Thr

Asp

Ile

Pro

10

Ala

Leu

Arg

Leu

Ser

90

Ile

Leu

Ala

Ile

Ser

170

Lys

Ala

Leu

Ala

Ala

Glu

Ser

Val

Val

75

Ile

Ser

Lys

His

Tyr

155

Trp

Glu

Gly

Gly

Asp
235

Ala

Cys

Cys

Thr

60

Gln

Glu

Val

Gly

His

140

Asp

Asn

Asn

Phe

Ile

220

Thr

Ile

Ser

Gln

45

Ser

Thr

Tyr

Ser

Arg

125

Gln

Arg

Leu

Val

Glu

205

Gln

Lys

Thr

Trp

30

Ile

Leu

Pro

Val

Pro

110

Asp

Leu

Ile

His

His

190

Leu

Asp

Gln

Arg

15

Leu

Arg

Asp

His

Gln

95

Tyr

Ala

Ala

Leu

Ser

175

Lys

Val

Leu

Gln

Arg

Lys

Pro

Ala

Lys

80

Asn

Asp

Pro

Asp

Asn

160

Asp

Leu

Val

Pro

Arg
240



Leu

Leu

Lys

Ala

Glu

305

Val

Gly

Ile

Lys

Met

385

Gln

Ser

Glu

Glu

His
465

Lys

Tyr

Leu

Ala

290

Asn

Asp

Ile

Glu

Phe

370

His

Asp

Pro

Glu

Met

450

Leu

Glu

Ser

Gln

275

Val

Ala

Ile

Ser

Ser

355

Ser

Gly

Gly

Met

Val

435

Leu

Phe

Ile

Leu

260

Ser

Leu

Leu

Phe

Arg

340

Val

Asp

Tyr

Lys

Tyr

420

Leu

Val

Asp

Pro

245

Glu

Gly

Met

Lys

Ser

325

Phe

Trp

Ile

Asp

Phe

405

Asn

Glu

Lys

Glu

Lys

Gly

Asn

His

Asn

310

Arg

Phe

Glu

Asp

Val

390

Ser

Leu

Glu

Asp

Ile
470

Asp

Leu

Gly

Thr

295

Cys

Leu

Gln

Glu

Asp

375

Asp

Cys

Tyr

Ala

Arg

455

Lys

Leu

Gly

Ser

280

Lys

Asp

Trp

His

Thr

360

Thr

Pro

Tyr

Arg

Thr

440

Leu

Leu

Val

Asp

265

Phe

Asp

Gly

Ala

Glu

345

Gly

Ser

Asn

Ile

Ala

425

Lys

Gln

Gly

Tyr

250

Leu

Leu

Glu

Gly

Ile

330

Ile

Val

Met

Val

Gly

410

Ala

Phe

Glu

Leu

Gln

Glu

Thr

Lys

Ala

315

Asp

Lys

Phe

Gly

Leu

395

Gln

Gln

Ala

Arg

Lys
475

Met

Trp

Ser

Cys

300

Pro

Arg

Tyr

Ser

Val

380

Lys

Ser

Leu

Phe

Trp

460

Met

Pro

Glu

Pro

285

Leu

His

Leu

Phe

Gly

365

Arg

His

Val

Arg

Asn

445

Val

Pro

Thr

Arg

270

Ser

Lys

Thr

Gln

Leu

350

Arg

Leu

Phe

Glu

Phe

430

Phe

Ile

Trp

Asn

255

Leu

Ser

Tyr

Tyr

Arg

335

Asp

Tyr

Leu

Lys

Ser

415

Pro

Leu

Ser

Tyr

Leu

Leu

Thr

Ile

Pro

320

Leu

His

Thr

Lys

Gln

400

Ala

Gly

Gln

Asp

Ala
480



Thr

Ser

Ser

Gln

Arg

545

Ser

Glu

Ser

Asn

Ala

625

Ile

Lys

Ala

Asn

Arg
705

Leu

Gly

Asn

Thr

530

Cys

Tyr

Arg

Phe

Gly

610

Gly

Tyr

Val

Asn

Asn

690

Leu

Pro

Asp

Asp

515

Gln

Ser

Phe

Leu

Val

595

Leu

Thr

Thr

Gln

Thr

675

Glu

Ala

Arg

Val

500

Thr

His

Leu

Leu

Leu

580

Asn

Asp

Leu

Leu

Gln

660

Leu

Tyr

Gln

Val

485

Trp

Tyr

Gln

Ser

Ala

565

Trp

Ile

Glu

Leu

His

645

Gly

Asn

Thr

Ile

Glu

Ile

Lys

Leu

Glu

550

Ala

Ala

Ser

Ile

Ala

630

Gln

Glu

Ile

Ala

Gln
710

Ala

Gly

Glu

Glu

535

Phe

Ala

Lys

Gly

Ile

615

Thr

Leu

Gly

Cys

Leu

695

Asp

Ala

Lys

Leu

520

Trp

Gly

Thr

Thr

Thr

600

Ser

Phe

Lys

Ser

Ala

680

Ser

Asn

Tyr

Ser

505

Ala

Ile

Ile

Ile

Arg

585

Thr

Ser

His

His

Gly

665

Gly

Thr

Lys

Tyr

490

Phe

Ile

His

Ser

Phe

570

Ile

Leu

Ala

Gln

Val

650

Gly

Leu

Leu

Ile

Leu

Tyr

Leu

Met

Lys

555

Glu

Leu

Ser

Asn

Leu

635

Trp

Glu

Asn

Thr

Leu
715

Asp

Arg

Asp

Gln

540

Arg

Pro

Ser

Leu

Glu

620

Leu

Ser

Asp

Glu

Asn

700

Gln

His

Met

Phe

525

Glu

Glu

Glu

Lys

Asp

605

Asp

Asp

Gln

Ala

Asp

685

Lys

Val

Tyr

Pro

510

Asn

Trp

Leu

Arg

Met

590

Tyr

Gln

Gly

Trp

Val

670

Val

Ile

Val

Ala

495

Glu

Arg

Tyr

Leu

Thr

575

Ile

Asn

Gly

Phe

Phe

655

Leu

Leu

Cys

Asp

Gly

Ile

Cys

Asp

Arg

560

Gln

Thr

Phe

Leu

Asp

640

Met

Leu

Ser

Asn

Gly
720



Ser Ile

Leu Val

Thr Phe

Asp Glu
770

Val
785

<210>
<211>
<212>
<213>

<400>

Met Thr

Arg Leu

Ser Ser

Lys Gln

50

Ser Gln

65

Val Glu

Leu Leu

Thr Ala

Gln Phe
130

Lys

Leu

Leu
755

Thr

25
784
PRT

Asp

Gln

740

Ser

Thr

Lys

725

Glu

Val

Asp

Glu

Asn

Ser

Leu

Salvia sclarea

25

Ser

Gln

Ser

35

Leu

Ala

Val

Met

Val

115

Pro

Val

Leu

20

Lys

Ser

Ser

Asn

Thr

100

Ile

Ser

Asn

Gln

His

Gln

Glu

Glu

85

Ser

Ala

Cys

Leu

Pro

Ala

Ile

Lys

70

Lys

Gly

Leu

Leu

Leu

Gly

Lys

His
775

Ser

Glu

Pro

Ala

55

Asp

Ile

Asp

Ile

Glu
135

Glu

Gly

Thr

760

Ile

Arg

Phe

Phe

40

Glu

Ile

Glu

Gly

Lys

120

Trp

Gln

Ala

745

Phe

Phe

Ala

His

25

Thr

Leu

Ser

Glu

Arg

105

Asp

Ile

Asp

730

Val

Tyr

Lys

Pro

10

Ala

Leu

Arg

Leu

Ser

90

Ile

Leu

Ala

Met

Asp

Tyr

Val

Ala

Glu

Ser

Val

Val

75

Ile

Ser

Lys

His

Gln

Arg

Asp

Leu
780

Ala

Cys

Cys

Thr

60

Gln

Glu

Val

Gly

His
140

Ala

Asn

Ala

765

Phe

Ile

Ser

Gln

45

Ser

Thr

Tyr

Ser

Arg

125

Gln

Leu

Ile

750

Tyr

Arg

Ile

Trp

30

Ile

Leu

Pro

Val

Pro

110

Asp

Leu

Val

735

Arg

His

Pro

Arg

15

Leu

Arg

Asp

His

Gln

95

Tyr

Ala

Ala

Lys

His

Asp

Val

Arg

Lys

Pro

Ala

Lys

80

Asn

Asp

Pro

Asp



Gly

145

Thr

Ile

Lys

Pro

Tyr

225

Leu

Leu

Lys

Ala

Glu

305

Val

Gly

Ile

Lys

Ser

Leu

Ile

Gly

Thr

210

Asp

Lys

Tyr

Leu

Ala

290

Asn

Asp

Ile

Glu

Phe
370

Trp

Ala

Glu

Ala

195

Phe

His

Glu

Ser

Gln

275

Val

Ala

Ile

Ser

Ser

355

Ser

Gly

Cys

Lys

180

Asn

Met

Pro

Ile

Leu

260

Ser

Leu

Leu

Phe

Arg

340

Val

Asp

Asp

Val

165

Gly

Val

Gln

Leu

Pro

245

Glu

Gly

Met

Lys

Ser

325

Phe

Trp

Ile

Glu

150

Val

Val

Glu

Met

Ile

230

Lys

Gly

Asn

His

Asn

310

Arg

Phe

Glu

Asp

Phe

Ala

Thr

His

Ala

215

Lys

Asp

Leu

Gly

Thr

295

Cys

Leu

Gln

Glu

Asp
375

Phe

Leu

Tyr

Arg

200

Thr

Glu

Leu

Gly

Ser

280

Lys

Asp

Trp

His

Thr

360

Thr

Cys

Lys

Ile

185

Thr

Asp

Ile

Val

Asp

265

Phe

Asp

Gly

Ala

Glu

345

Gly

Ser

Ile

Ser

170

Lys

Ala

Leu

Ala

Tyr

250

Leu

Leu

Glu

Gly

Ile

330

Ile

Val

Met

Tyr

155

Trp

Glu

Gly

Gly

Asp

235

Gln

Glu

Thr

Lys

Ala

315

Asp

Lys

Phe

Gly

Asp

Asn

Asn

Phe

Ile

220

Thr

Met

Trp

Ser

Cys

300

Pro

Arg

Tyr

Ser

Val
380

Arg

Leu

Val

Glu

205

Gln

Lys

Pro

Glu

Pro

285

Leu

His

Leu

Phe

Gly

365

Arg

Ile

Gln

His

190

Leu

Gly

Gln

Thr

Arg

270

Ser

Lys

Thr

Gln

Leu

350

Arg

Leu

Leu

Ser

175

Lys

Val

Leu

Gln

Asn

255

Leu

Ser

Tyr

Tyr

Arg

335

Asp

Tyr

Leu

Asn

160

Asp

Leu

Val

Pro

Arg

240

Leu

Leu

Thr

Ile

Pro

320

Leu

His

Thr

Lys



Met

385

Gln

Ser

Glu

Glu

His

465

Thr

Ser

Ser

Gln

Arg

545

Ser

Glu

Ser

Asn

His

Asp

Pro

Glu

Met

450

Leu

Leu

Gly

Asn

Thr

530

Cys

Tyr

Arg

Phe

Gly
610

Gly

Gly

Met

Val

435

Leu

Phe

Pro

Asp

Asp

515

Gln

Ser

Phe

Leu

Val

595

Leu

Tyr

Lys

Tyr

420

Leu

Val

Asp

Arg

Val

500

Thr

His

Leu

Leu

Leu

580

Asn

Asp

Asp

Phe

405

Asn

Glu

Lys

Glu

Val

485

Trp

Tyr

Gln

Ser

Ala

565

Trp

Ile

Glu

Val

390

Ser

Leu

Glu

Asp

Ile

470

Glu

Ile

Lys

Leu

Glu

550

Ala

Ala

Ser

Ile

Asp

Cys

Tyr

Ala

Arg

455

Lys

Ala

Gly

Glu

Glu

535

Phe

Ala

Lys

Gly

Ile
615

Pro

Tyr

Arg

Thr

440

Leu

Leu

Ala

Lys

Leu

520

Trp

Gly

Thr

Thr

Thr

600

Ser

Asn

Ile

Ala

425

Lys

Gln

Gly

Tyr

Ser

505

Ala

Ile

Ile

Ile

Arg

585

Thr

Ala

Val

Gly

410

Ala

Phe

Glu

Leu

Tyr

490

Phe

Ile

Gln

Ser

Phe

570

Ile

Leu

Asn

Leu

395

Gln

Gln

Ala

Arg

Lys

475

Leu

Tyr

Leu

Met

Lys

555

Glu

Leu

Ser

Glu

Lys

Ser

Leu

Phe

Trp

460

Met

Asp

Arg

Asp

Gln

540

Arg

Pro

Ser

Leu

Asp
620

His

Val

Arg

Asn

445

Val

Pro

His

Met

Phe

525

Glu

Glu

Glu

Lys

Asp

605

Gln

Phe

Glu

Phe

430

Phe

Ile

Trp

Tyr

Pro

510

Asn

Trp

Leu

Arg

Met

590

Tyr

Gly

Lys

Ser

415

Pro

Leu

Ser

Tyr

Ala

495

Glu

Arg

Tyr

Leu

Thr

575

Ile

Asn

Leu

Gln

400

Ala

Gly

Gln

Asp

Ala

480

Gly

Ile

Cys

Asp

Arg

560

Gln

Thr

Phe

Ala



Gly

625

Tyr

Val

Asn

Asn

Leu

705

Ile

Val

Phe

Glu

Thr

Thr

Gln

Thr

Glu

690

Ala

Lys

Leu

Leu

Thr
770

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>

Leu

Leu

Gln

Leu

675

Tyr

Gln

Asp

Gln

Ser

755

Thr

26
20
DNA

Leu

His

Gly

660

Asn

Thr

Ile

Lys

Glu

740

Val

Asp

Ala

Gln

645

Glu

Ile

Ala

Gln

Glu

725

Asn

Ser

Leu

Thr

630

Leu

Gly

Cys

Leu

Asp

710

Leu

Gly

Lys

His

Phe

Lys

Ser

Ala

Ser

695

Asn

Glu

Gly

Thr

Ile
775

Artificial sequence

Primer

misc_feature

(9)..

n is

(9)
a,

Cy

misc_feature
(12) ..(12)

n is

a,

Cy

misc_feature

g

g

or

or

t

t

His

His

Gly

Gly

680

Thr

Lys

Gln

Ala

Phe

760

Phe

Gln

Val

Gly

665

Leu

Leu

Ile

Asp

Val

745

Tyr

Lys

Leu

Trp

650

Glu

Asn

Thr

Leu

Met

730

Asp

Tyr

Val

Leu

635

Ser

Asp

Glu

Asn

Gln

715

Gln

Arg

Asp

Leu

Asp

Gln

Ala

Asp

Lys

700

Val

Ala

Asn

Ala

Phe
780

Gly

Trp

Val

Val

685

Ile

Val

Leu

Ile

Tyr

765

Arg

Phe

Phe

Leu

670

Leu

Cys

Asp

Val

Arg

750

His

Pro

Asp

Met

655

Leu

Ser

Asn

Gly

Lys

735

His

Asp

Val

Ile

640

Lys

Ala

Asn

Arg

Ser

720

Leu

Thr

Asp

Val



<222> (15)..(15)
<223> n is a, ¢, g, or t

<400> 26
tatgatacng cngtnatdgc

<210> 27
<211> 20
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 27
tatgacacgg cagtgatcgc

<210> 28
<211> 20
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<220>
<221> misc_feature
<222>  (18)..(18)

<223> n is a, ¢, g, or t

<400> 28
tatgacacgg cakkgrtngc

<210> 29
<211> 23
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<220>
<221> misc_feature
<222> (15)..(15)

<223> n is a, ¢, g, or t

<220>
<221> misc_feature
<222>  (18)..(18)

<223> n is a, ¢, g, or t

<400> 29
caactggctg atggntcntg ggg

<210> 30

20

20

20

23



<211> 23
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 30
caactggctg atggctcatg

<210> 31
<211> 26
<212> DNA

gg99

<213> Artificial sequence

<220>
<223> Primer

<400> 31
gatcctccaa crtcrwarar

<210> 32
<211> 25
<212> DNA

rtcrtc

<213> Artificial sequence

<220>
<223> Primer

<400> 32
gatcctccac gtcgwagaag

<210> 33
<211> 81
<212> DNA

<213> Salvia sclarea

<400> 33
ctgatgtttc tgtctacgge

atatcctgtt ctagectectt

<210> 34
<211> 73
<212> DNA

<213> Salvia sclarea

<400> 34
attcctgcat atggatccac

tcgcaagete ctt

<210> 35
<211> 52
<212> DNA

<213> Salvia sclarea

tcgte

gcecgecattt tcttgaagca ctaacttcac caacgectge

a

tccaactgat gttgtgtttg gecatctgttg aaatccaata

23

26

25

81

60

73



<400> 35
tattattgaa

<210> 36
<211> 857
<212>
<213>

<400> 36
atgtcaccac

aaattgactt
cgagtaactc
tcttctactg
aaagggcgat
gtagcttacc
gtaggaaatg
cctgttgett
aaattgaaca
tctgctaaaa
aaagatgatg
tgtgccgaag
aatgctactg
ggagttccta
gctcattatt
<210> 37

<211> 540
<212> DNA
<213>

<400> 37
aaagtatcca

agttcaggac
cgtcctteat
ggtgcattac
ccaaagatct
ataacacccg

tcaataaaat

DNA
Salvia sclarea

aaaggagtga

aaacagagac
attatactcc
ctcaacccgg
gtacatggac
gctaccacat
ctttagacct
tatttggatt
atgttaaaac
agtacggtcg
actatggtag
agaacgtgaa
caatttataa
cgggtacatg

tcgtaatgea

gccgaga

Salvia sclarea

ctgctttaaa
tccatttgea
tacgagcttt
cccaagggtyg
cggtcagage
gcagggagac

catcacgcag

cgtacatcaa ggagaatgtg cataaactta aa

taaagcaagt
tgaatacgaa
agttccgect
aactgtgtgg
tgagccegtt
ttttgaagaa
caaagcccta
tttccaaggce
tcectctgetg
agcggtttat
ctcccageca
agcacaggct
cgaagagatg

cgactactta

ttcaaacttg
agcttcacgg
tacacacgct
tcctaaagtt
aggcatatgc
ccaatcttga

taaatcaaca

gttggattca
accaaagata
gaagaagcag
accgatggac
cctggagaaa
ggttctgtta
cgtgctctac
ccgectcatg
ggatgtacta
gaatgtcttc
tttatgegtt
gaaacaggtg
atgaaaagag

acaggaggat

atttctttcc
ataattgcat
tctacagcecta
cctccaccga
caaacgtgaa
gtgaaataaa

aaacctaaag

aagcgggtgt
ctgatatctt
gggccgeggt
ttaccagcct
aagatcaata
ctaacatgtt
gtctggaaga
ggatccaagt
ttaaacctaa
gcggtggact
ggagagaccyg
aaatcaaagg
ctatatttge

tcaccgcaaa

atacctcaca
taccttcagce
ctcggttage
actgtagtac
taccccctga
taccgcgact

taatgtctet

taaagagtac
ggcagcattc
agctgccgaa
tgatcgttac
tatctgttat
tacttccatt
tctgcgaatt
tgagagagat
attggggtta
tgattttacc
cttcttattt
gcattacttg
tagagaattg

taccagtttg

agcggcagcet
agcaagatca
tacagcacct
ggaatcgtct
agccacagga
toggtotttt

ctcteccettea

52

60

120

180

240

300

360

420

480

540

600

660

720

780

840

857

60

120

180

240

300

360

420



agtttaccta ctacggtacc

gctagtacac ggaagtgcat

<210>
<211>
<212>
<213>

<400>

38

60

DNA

Salvia sclarea

38

atgttcgtcect cgcatttgec

<210>
<211>
<212>
<213>

<400>

39

35

DNA

Salvia sclarea

39

cttctacctt ggecctgeatt

<210>
<211>
<212>
<213>

<400>

40

35

DNA

Salvia sclarea

40

aaaaaaaata tgatctaaaa

<210>
<211>
<212>
<213>

<400>

41

72

DNA

Salvia sclarea

41

actactcatg caatggcatt

gagttggcct ca

<210>
<211>
<212>
<213>

<400>

42

35

DNA

Salvia sclarea

42

gcaactgatg attttgtgga

<210>
<211>
<212>
<213>

<400>

43

35

DNA

Salvia sclarea

43

gccaaaataa ttccttgeat

agagtgaata tgatctccac cggacagacg taacgcttta

accgtgattc ttctgtctat caataactge atgcattgcea

aaaacatctg tgcttgtaac aattatggat gatttttteg

cttgctctta aaaaa

aatggatcag tttaa

taggcttttg cgagtgaaag gatacgaagt ttcatcagag

tgttggggge agctce

ggctttggaa ggaga

480

540

60

35

35

60

72

35

35



<210> 44

<211> 11

<212> PRT

<213> Salvia sclarea

<400> 44

Ser Thr Leu Ala Cys Ile Leu Ala Leu Lys Lys

1 5 10
<210> 45

<211> 10

<212> PRT

<213> Salvia sclarea
<400> 45

Lys Lys Tyr Asp Leu Lys Asn Gly Ser Val

1 5 10
<210> 46

<211> 24

<212> PRT

<213> Salvia sclarea
<400> 46
Thr Thr His Ala Met Ala Phe Arg Leu Leu Arg Val Lys Gly Tyr Glu

1 5 10 15

Val Ser Ser Glu Glu Leu Ala Ser
20

<210> 47
<211> 11
<212> PRT

<213> Salvia sclarea
<400> 47

Ala Thr Asp Asp Phe Val Asp Val Gly Gly Ser

1 5 10
<210> 48

<211> 11

<212> PRT

<213> Salvia sclarea
<400> 48

Leu Leu Pro Lys Pro Cys Lys Glu Leu Phe Trp
1 5 10

<210> 49



<211>
<212>
<213>

<220>
<223>

<400>

cttctacctt ggcctgecatt cttgctc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

gagcaagaat gcaggccaag gtagaag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

ctactcatgc aatggcattt aggcttttge g

<210>
<211>
<212>
<213>

<400>

gtgaaaggat acgaagtttc atcagaggag ttg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

gaggccaact cctctgatga aacttecgtat cc

<210>
<211>
<212>
<213>

27
DNA
Artificial sequence

Primer

49

50

27

DNA

Artificial sequence

Primer

50

51

31

DNA

Artificial sequence

Primer

51

52

33

DNA

Salvia sclarea

52

53

32

DNA

Artificial sequence

Primer

53

54

30

DNA

Artificial sequence

27

27

31

33

32



<220>
<223> Primer

<400> 54
cactcgcaaa agcctaaatg ccattgeatg

<210> 55
<211> 29
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 55
ctgatgattt tgtggatgtt gggggcagce

<210> 56
<211> 29
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 56
gctgcceccca acatccacaa aatcatcag

<210> 57
<211> 33
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 57
ctcctteccaa agccatgcaa ggaattattt tgg

<210> 58
<211> 33
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 58
ccaaaataat tccttgecatg getttggaag gag

<210> 59
<211> 24
<212> DNA

<213> Artificial sequence

<220>

30

29

29

33

33



<223>

<400>

Primer

59

gcgtatctga ttcctgecct ttge

<210>
<211>
<212>
<213>

<220>
<223>

<400>

60

28

DNA

Artificial sequence

Primer

60

gtttaattcc ataggggatt tcttcaag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

61

24

DNA

Artificial sequence

Primer

61

atgtcgcettce ctctetecac ttge

<210>
<211>
<212>
<213>

<220>
<223>

<400>

cgaatgggtt tctcttttat atatagatac ag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

62

32

DNA

Artificial sequence

Primer

62

63

28

DNA

Artificial sequence

Primer

63

ttatatcctt gctcctgttt gttecttg

<210>
<211>
<212>
<213>

<220>
<223>

64

32

DNA

Artificial sequence

Primer

24

28

24

32

28



<400> 64
tcaaaagaca aaggatttca tatcttcctt gg

<210> 65
<211> 26
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 65
caccctaata tcacccgtac caaacg

<210> 66
<211> 36
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 66
cctatagtgt caaaagacaa aggatttcat atcttce

<210> 67
<211> 31
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 67
gcttattgag aaagatggta gtccaagcaa g

<210> 68
<211> 32
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 68
gctctataaa gctcaataat catcggcagg tc

<210> 69
<211> 39
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

32

26

36

31

32



<400> 69
ccacaacctg aatgtgttat ctagaatagt gttgatttc

<210> 70
<211> 32
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 70
ggaagaattg atcgaccccc aacctttgaa gg

<210> 71
<211> 34
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 71
ggcaatgtta ctactcatgc aatggcattt aggc

<210> 72
<211> 34
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 72
gcctaaatge cattgcatga gtagtaacat tgcec

<210> 73
<211> 28
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 73
ggtggtcaca ggaaatcctt ggactgga

<210> 74
<211> 25
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 74

39

32

34

34

28



cctgctecca actetttgge cggag

<210> 75
<211> 28
<212> DNA

<213> Artificiel sequence

<400> 75
cgtaactccg acgttgaagg cgagcgac

<210> 76
<211> 23
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 76
caccatgtcg ctcgecttca acg

<210> 77
<211> 33
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 77
caccatggcg aaaatgaaag agaatttcaa gag

<210> 78
<211> 24
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 78
caccatgtcg cttcctectct ccac

<210> 79
<211> 27
<212> DNA

<213> Artificial sequence

<220>
<223> Primer

<400> 79
caccatggaa actgggcttc aaactgce

<210> 80

25

28

23

33

24

27



<211> 30
<212> DNA
<213>

<220>
<223>

<400> 80
ttatatcctt

<210> 81

<211> 547
<212> DNA
<213>

<400> 81
agcggccgcet

cgectctete
gtatctgatt
gatttcttca
agataccgct
tcagcaaaaa
ttgtttcata
ccttetecaa
aaccagtgcc
gteoecttt
<210> 82
<211>

<212>
<213>

DNA
<400> 82

ctccatatgg
agctttatag
ttgcttggac
aactgcacaa
gagctagacg
acaggttctc
tacatgaagc
ggttggacac

taattattgg

1473

Primer

gctectgttt

Salvia sclarea

gaattctaga
ctctectecte
cctgeecttt
aggccgcecat
tgtctcctge
tcgectcetat
aggatgaact
cttcgttaga

atgatggttc

Salvia sclarea

taaccaagag
agcagcaaat
taccatcttt
actggtggaa
aaacctcgag
taatttatge
ccagaaccag
cttaaacttt

tgatcatgcg

Artificial sequence

gttccttgag

atttggatgt
tctctagaaa
gctaactttc
gtcgcttect
ttcagcagct
gccagcegtge
ttotgtgteg
ggaaccttge

gtgggcccegt

gctgttagec
gagagaatat
ctcaataagc
ttctacttga
ctatatgaca
aacgaagatt
aaaggacttc
ggaagagatg

tttgactatg

ggaatagaat
atatgattgt
ccaaattttg
ctctccactt
tctatggaaa
tttgaggaga
acatatgata
ttcecccgatt

ccccaccatce

agcaaacaaa
atgaagaaga
aagtgcaaga
ggaattacaa
tgacctacta
ttctagtttt
aacaactgca
tagttattat

ttcgtctege

tgacgaatgg
gcagttgagt
tcceogtttaa
gcaatggatc
ctgggcttca
¢tgagagggag
cagcatgggt
gtctaaactg

actctttget

tgacctgceg
gaggagtctt
taactcaatt
aggcataacc
tcaagctctg
cgcaaagcaa
aaggtggtat
tgctaattat

atttgccaaa

cgtgcaagceg
tggcaaaagc
ttccataggg
acattttcgg
aactgctact
gatagcaaag
tgccatggtc
gttgctcgag

aatgaaagat

atgattattg
gaaaaaattc
cccgacaaaa
ataagattgg
aaatctacaa
gatttcgata
gcagattgta
ttggctteat

acatctgtgc

30

60

120

180

240

300

360

420

480

540

547

60

120

180

240

300

360

420

480

540



ttgtaacaat
tcattgaatt
ttgagatcct
ttgaacaggg
ctttcaagat
tttcttegte
tcggagtaaa
atgtctgtat
aaaatattgc
ttagtgaaga
tgttgcagat
tggagatggc
agcaatccaa
ggtgatatta
cgtggttett
aattgttgga
<210> 83

<211> 207
<212> DNA

<213>

<400> 83
cacatgtgct

ttgattcaag
gcaaggatat
taaaaaaaaa
<210> 84

<211> 464
<212> DNA

<213>

<400> 84
aaattaatta

aaaaaatgtc

gcaggaaaga

tatggatgat
agtaaaagaa
ttttatggcg
gcgtagtgtce
agaattagat
gtggttgteg
attgtccgat
ggtcggccgg
aggaaaaagt
tgaagccatt
tgtgtataaa
taagggtacg
ggaagatatg
gggtgtgtaa
tgcatatcaa

taaaaaaaaa

Salvia sclarea

ccgtggteca
ttgtaaatgce
aattttttta

aaaaaaaaaa

Salvia sclarea

ggaataaaaa
gctecgectte

aaaatttcca

tttttogact
tggaaggaga
ttgtacaata
aaagagtttc
acatggagca
aacggttccc
gaaatgctta
ctgctcaacg
tatagcattc
gcagagatca
aaagaaagca
ttttatgctt
aaatcctttg
tacaattatg
aaatttgaaa

aaaaaaaaaa

gtcatggctc
atccggatge
cagtaaatga
tagtcaaact
atggcacgca
ggctgacagyg
tgagtgaaga
acgtgtgcag
tactagcaac
atgaaatggt
ttttgccaag
atgggatcaa
tcttttgaca
acactgtaat
atgttataag

aaa

tagtcaagag
agagtacgga
gttggcggag
gtgggttgaa
gcaaagcttc
tctectgacg
gtgcactgat
ttctgagagg
tgagaaagat
tgaatatcac
aagatgcaaa
cgatgaattg
ctataggctc
atttttattt

gatttgtatc

tgtgacaaga
tctgaggagce
agggctegtyg
atactctcag
gatgaataca
atgcaattcg
ttggctaggce
gagcgcgagg
ggaagaaaag
tggagaaaag
gatgtatttt
acttctcctce
gtttggtacg
gtacaaaaca

cactataaga

tctattctac agtaaagacyg acggattcac ctcgcaggat

aattattcac aaacctattg tcctcaagga acaaacagga

atctgtatct atatataaaa gagaaaccca ttcgttaaaa

aaaaaaa

aaattggact ttatatttat tagaaacggc cgccgccgcea

aacgtcggag ttacgecttt ctcecggccaa agagttggga

gtccaaggat ttcctgtgac cacccccaat aggtcacgtce

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1473

60

120

180

207

60

120

180



tcatcgttaa
agagggaaga
atttgtgtat
tcaacactat
gcaatgttac
<210> 85

<211>

<212>
<213>

DNA
<400> 85

atgtcgettce
gcttcagett
ccagcgtget
tctgtgtcga
gaaccttgct
tgggccegtc
tgcattcttg
tttatggagt
gatattgtat
gagccaacta
gatttttcat
cggaactggyg
tccacgacag
tcagccttaa
cacctgtgca
attcaaagcg
atggatgcct
acttcagatc
gtgatggaca
gatgaaagag
tccaatggtt

gctatcgagt

2388

ctgcagectt
cgataaattt
aatcgacacc
tctagataac

tactcatgca

Salvia sclarea

ctctctecac
ctatggaaac
ttgaggagac
catatgatac
tcceocgattg
cccaccatca
ctcttaaaaa
tgaattttge
ttcctgecat
cgttgaatga
cggatgggga
aatcagttat
cagctgettt
agaagtttgg
tagttgacaa
tgttagatga
caacttgtge
cggttacaaa
ttaacacgac
atctagtgag
ttattcaatc

atccatttta

actacaatag
ccaacgacaa
cttcaaaggt
acattcaggt

atggcattta

ttgcaatgga
tgggcttcaa
gagagggagg
agcatgggtt
tctaaactgg
ctctttgceta
atggggagtt
ttcagctact
gcttgattat
tttgatacat
agcctattgg
gaaatatcaa
tgttgcactg
gaatgcagtt
tcttgaaagg
aacacacaga
tttagettte
aattcaacac
tcttgaatta
acaaaattta
atgtcaactt

tgcaattatg

atttcatgge
cgactcttceg
tgggggtcga
tgtggcaaga

ggcttttgeg

tcacattttc
actgctactt
atagcaaagt
gccatggtec
ttgctcgaga
atgaaagatg
ggtgaaaaac
gagaagtgtc
gccagagact
aagagggatt
gcatatatag
agaaggaatg
ggcaattctg
cctgcagttt
ttggggatca
tgttggatgc
cggatattge
gagtgetttt
tatagggcat
aggcttaaac
ggaagaagtg

gacagggttg

gaaaatgaaa
atccgaagat
tcaattcttc

aaaacacaaa

agtg

ggagataccg
cagcaaaaat
tgtttcataa
cttctccaac
accagtgcca
tcetttette
agattaacag
agattactcc
tctetttgga
tggagcttaa
ctgaaggaat
gatctotttt
actgcctcaa
atcctctaga
gccgttattt
agggcaatga
gattgaacgg
cgagttcctt
ctgaactcat
aaatactaga
ttaatgcaga

caaaacggaa

gagaatttca
ataccctcta
caatatgaaa

gttatatatg

cttgtctect
cgcctetatg
ggatgaactt
ttcgttagag
tgatggttcg
taccttggec
gggcttgcat
catgggattt
catgcattta
aagcaagcca
ggggaattta
caactgtcct
ctacctgcat
tatatattct
tttgactgag
agagatcttc
atacgatgta
tcatggaaat
actatatcca
gcaagagcta
ggtgaaccag

aaatatagag

240

300

360

420

464

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320



aactacaact
aacaaggatt
gaagaactca
gcaaggagta
ctacgtgatg
ttttttgacg
tgggatgtgg
cttaagagca
actaaccata
tgggctagag
tttgctctgg
gagatggcaa
cttttaaatg
tctttgtaca
aaaagttgga
agtgtccttc
ttctacagta
attcacaaac
<210>
<211>

<212>
<213>

86
795
PRT
Salv

<400> 86

Met Ser Leu

Arg Leu Ser

Thr Ser Ala

35

Gly Arg Ile
50

Tyr Asp Thr

ttgataatac
ttetttttet
gggaacttga
agtctgcata
cacgcatgtc
tcggaggttc
atgttagcac
caatccgtga
taattggcat
acaactatgt
ggccaattgt
accaccccga
acatccgtgg
tggctaatca
ttgagagcag
caaagccatg
aagacgacgg

ctattgtcct

ia sclarea

Pro Leu

Pro Ala

20

Lys Ile

Ala

Lys

Ala Trp

Ser

Ser

Ala

Leu

Val

aagaattctg
gtccgtagag
aagatgggtc
ttgttatttt
gtgggccaaa
tatggaagaa
agaatgctct
aattggatac
ttggttagat
cccaacaatt
tctgccaact
gtactataaa
ttatgagaga
tggtggtgaa
taggagagaa
caaggaatta
attcacctcg

caaggaacaa

Thr Cys

Ala

Ser

Met
40

Ser

Phe
55

His

Ala Met

aaaacttcat
gacttcaatc
gtagagaata
tctgcagcag
ggtggtgtte
ttgaagaact
tcccataatg
aaagggttga
ttgctgaatt
gatgaatata
ctatatcttg
ctattcaaat
gaactcaaag
gtaagtaaag
ttactgagat
ttttggcaca
caggatttga

acaggagcaa

Asn Gly Ser

10

Met
25

Glu Thr

Pro Ala Cys

Lys Asp Glu

Val Pro Ser

attgttcacc
tgtgtcaagc
gattggacga
caaccttttc
tgactacagt
taattcattt
tccagataat
agctacaagg
ctatgatgaa
tgagcaatgc
ttgggccgaa
tgatgagcac
atggtaaact
aagcagccat
tagttttgga
tgtgctetgt
ttcaagttgt

ggatataa

His Phe Arg

Gln
30

Gly Leu

Phe Glu

45

Glu

Leu Ser Val

60

Pro Thr Ser

aaattttggc
cacacatcgc
gctgcagttt
tgctccagaa
gattgatgac
ggttgaaaaa
attttcagca
gogttgtatt
agaaactgaa
atatgtgtca
gctctcagaa
atgcggacgc
gaacgcgcta
ttcagagatc
ggggaagaag
ggtccatcta

aaatgcaatt

Arg Tyr
15

Thr Ala

Thr Arg
Thr

Ser

Leu Glu

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2388



65

Glu

His

Asp

Gly

Asn

145

Asp

Asp

Asp

Tyr

Ser

225

Ser

Asn

Val

Glu

Leu
305

Pro

Asp

Val

Val

130

Phe

Ile

Met

Leu

Trp

210

Val

Thr

Tyr

Tyr

Arg

290

Asp

Cys

Gly

Leu

115

Gly

Ala

Val

His

Glu

195

Ala

Met

Thr

Leu

Pro

275

Leu

Glu

Phe

Ser

100

Ser

Glu

Ser

Phe

Leu

180

Leu

Tyr

Lys

Ala

His

260

Leu

Gly

Thr

Pro

85

Trp

Ser

Lys

Ala

Pro

165

Glu

Lys

Ile

Tyr

Ala

245

Ser

Asp

Ile

His

70

Asp

Ala

Thr

Gln

Thr

150

Ala

Pro

Ser

Ala

Gln

230

Ala

Ala

Ile

Ser

Arg
310

Cys

Arg

Leu

Ile

135

Glu

Met

Thr

Lys

Glu

215

Arg

Phe

Leu

Tyr

Arg

295

Cys

Leu

Pro

Ala

120

Asn

Lys

Leu

Thr

Pro

200

Gly

Arg

Val

Lys

Ser

280

Tyr

Trp

Asn

His

105

Cys

Arg

Cys

Asp

Leu

185

Asp

Met

Asn

Ala

Lys

265

His

Phe

Met

Trp

90

His

Ile

Gly

Gln

Tyr

170

Asn

Phe

Gly

Gly

Leu

250

Phe

Leu

Leu

Gln

75

Leu

His

Leu

Leu

Ile

155

Ala

Asp

Ser

Asn

Ser

235

Gly

Gly

Cys

Thr

Gly
315

Leu

Ser

Ala

His

140

Thr

Arg

Leu

Ser

Leu

220

Leu

Asn

Asn

Ile

Glu

300

Asn

Glu

Leu

Leu

125

Phe

Pro

Asp

Ile

Asp

205

Arg

Phe

Ser

Ala

Val

285

Ile

Glu

Asn

Leu

110

Lys

Met

Met

Phe

His

190

Gly

Asn

Asn

Asp

Val

270

Asp

Gln

Glu

Gln

95

Met

Lys

Glu

Gly

Ser

175

Lys

Glu

Trp

Cys

Cys

255

Pro

Asn

Ser

Ile

80

Cys

Lys

Trp

Leu

Phe

160

Leu

Arg

Ala

Glu

Pro

240

Leu

Ala

Leu

Val

Phe
320



Met

Gly

Phe

Glu

Leu

385

Ser

Glu

Val

Ile

Leu

465

Glu

Glu

Ala

Ala

Gly
545

Asp

Tyr

Ser

Leu

370

Val

Asn

Val

Ala

Leu

450

Phe

Glu

Leu

Ala

Lys

530

Gly

Ala

Asp

Ser

355

Tyr

Arg

Gly

Asn

Lys

435

Lys

Leu

Leu

Gln

Thr

515

Gly

Ser

Ser

Val

340

Ser

Arg

Gln

Phe

Gln

420

Arg

Thr

Ser

Arg

Phe

500

Phe

Gly

Met

Thr

325

Thr

Phe

Ala

Asn

Ile

405

Ala

Lys

Ser

Val

Glu

485

Ala

Ser

Val

Glu

Cys

Ser

His

Ser

Leu

390

Gln

Ile

Asn

Tyr

Glu

470

Leu

Arg

Ala

Leu

Glu
550

Ala

Asp

Gly

Glu

375

Arg

Ser

Glu

Ile

Cys

455

Asp

Glu

Ser

Pro

Thr

535

Leu

Leu

Pro

Asn

360

Leu

Leu

Cys

Tyr

Glu

440

Ser

Phe

Arg

Lys

Glu

520

Thr

Lys

Ala

Val

345

Val

Ile

Lys

Gln

Pro

425

Asn

Pro

Asn

Trp

Ser

505

Leu

Val

Asn

Phe

330

Thr

Met

Leu

Gln

Leu

410

Phe

Tyr

Asn

Leu

Val

490

Ala

Arg

Ile

Leu

Arg

Lys

Asp

Tyr

Ile

395

Gly

Tyr

Asn

Phe

Cys

475

Val

Tyr

Asp

Asp

Ile
555

Ile

Ile

Ile

Pro

380

Leu

Arg

Ala

Phe

Gly

460

Gln

Glu

Cys

Ala

Asp

540

His

Leu

Gln

Asn

365

Asp

Glu

Ser

Ile

Asp

445

Asn

Ala

Asn

Tyr

Arg

525

Phe

Leu

Arg

His

350

Thr

Glu

Gln

Val

Met

430

Asn

Lys

Thr

Arg

Phe

510

Met

Phe

Val

Leu

335

Glu

Thr

Arg

Glu

Asn

415

Asp

Thr

Asp

His

Leu

495

Ser

Ser

Asp

Glu

Asn

Cys

Leu

Asp

Leu

400

Ala

Arg

Arg

Phe

Arg

480

Asp

Ala

Trp

Val

Lys
560



Trp

Ile

Leu

Leu

Asn

625

Phe

Lys

Lys

Glu

Ala

705

Lys

Glu

His

Thr

Ile
785

Asp

Phe

Lys

Asp

610

Tyr

Ala

Leu

Leu

Arg

690

Asn

Ser

Gly

Met

Ser

770

Val

Val

Ser

Leu

595

Leu

Val

Leu

Ser

Met

675

Glu

His

Trp

Lys

Cys

755

Gln

Leu

Asp

Ala

580

Gln

Leu

Pro

Gly

Glu

660

Ser

Leu

Gly

Ile

Lys

740

Ser

Asp

Lys

Val

565

Leu

Gly

Asn

Thr

Pro

645

Glu

Thr

Lys

Gly

Glu

725

Ser

Val

Leu

Glu

Ser

Lys

Arg

Ser

Ile

630

Ile

Met

Cys

Asp

Glu

710

Ser

Val

Val

Ile

Gln
790

Thr

Ser

Cys

Met

615

Asp

Val

Ala

Gly

Gly

695

Val

Ser

Leu

His

Gln

775

Thr

Glu

Thr

Ile

600

Met

Glu

Leu

Asn

Arg

680

Lys

Ser

Arg

Pro

Leu

760

Val

Gly

Cys

Ile

585

Thr

Lys

Tyr

Pro

His

665

Leu

Leu

Lys

Arg

Lys

745

Phe

Val

Ala

Ser

570

Arg

Asn

Glu

Met

Thr

650

Pro

Leu

Asn

Glu

Glu

730

Pro

Tyr

Asn

Arg

Ser

Glu

His

Thr

Ser

635

Leu

Glu

Asn

Ala

Ala

715

Leu

Cys

Ser

Ala

Ile
795

His

Ile

Ile

Glu

620

Asn

Tyr

Tyr

Asp

Leu

700

Ala

Leu

Lys

Lys

Ile
780

Asn

Gly

Ile

605

Trp

Ala

Leu

Tyr

Ile

685

Ser

Ile

Arg

Glu

Asp

765

Ile

Val

Tyr

590

Gly

Ala

Tyr

Val

Lys

670

Arg

Leu

Ser

Leu

Leu

750

Asp

His

Gln

575

Lys

Ile

Arg

Val

Gly

655

Leu

Gly

Tyr

Glu

Val

735

Phe

Gly

Lys

Ile

Gly

Trp

Asp

Ser

640

Pro

Phe

Tyr

Met

Ile

720

Leu

Trp

Phe

Pro



<210> 87

<211> 536
<212> DNA
<213>
<400> 87
aaattaatta
aaaaaatgtc
gcaggaaaga
tcatcgttaa
agagggaaga
atttgtgtat
tcaacactat
gcaatgttac
catcagagga
<210> 88
<211> 95
<212> DNA
<213>
<400> 88
ttgcatcttc
tgatattcaa
<210> 89
<211> 55
<212> DNA
<213>
<400> 89
tgaagcccag
<210> 90
<211> 53
<212> DNA
<213>
<400> 90
tactctgcecat
<210> 91
<211> 2391
<212> DNA
<213>
<400> 91

atgtcgettc

Salvia sclarea

ggaataaaaa
gctecgectte
aaaatttcca
ctgcagectt
cgataaattt
aatcgacacc
tctagataac
tactcatgca

gttggctcca

Salvia sclarea

ttggcaaaat

ccatttcatt

Salvia sclarea

aaccagaaag

Salvia sclarea

ccggattcte

Salvia sclarea

ctctcteccac

aaattggact
aacgtcggag
gtccaaggat
actacaatag
ccaacgacaa
cttcaaaggt
acattcaggt
atggcattta

tatggtaacc

ttatatttat
ttacgcocttt
ttcctgtgac
atttcatgge
cgactcttceg
tgggggtcga
tgtggcaaga
ggcttttgeg

aagaggctgt

tagaaacggc
ctccggecaa
cacccccaat
gaaaatgaaa
atccgaagat
tcaattcttc
aaaacacaaa
agtgaaagga

tagccagcaa

cgccgecgea
agagttggga
aggtcacgtc
gagaatttca
ataccctcta
caatatgaaa
gttatatatg
tacgaagttt

acaaat

gctttcetttt ttatacacaa tctgcaacac ttttetecag

gatctctgca

atggc

gacttcaaca actgcaaagg tggtatgcag attgt

cttccattet tttactaatt caatgatctt gtc

ttgcaatgga tcacattttc ggagataccg cttgtctect

60

120

180

240

300

360

420

480

536

60

95

55

53

60



gcttcagett
ccagcgtget
tctgtgtcga
gaaccttgct
tgggccegtc
tgcattcttg
tttatggagt
gatattgtat
gagccaacta
gatttttcat
cggaactggyg
tccacgacag
tcagccttaa
cacctgtgca
attcaaagcg
atggatgcct
acttcagatc
gtgatggaca
gatgaaagag
tccaatggtt
gctatcgagt
aactacaact
aacaaggatt
gaagaactca
gcaaggagta
ctacgtgatg
ttttttgacg
tgggatgtgg
cttaagagca

actaaccata

ctatggaaac
ttgaggagac
catatgatac
tcceocgattg
cccaccatca
ctcttaaaaa
tgaattttge
ttcctgecat
cgttgaatga
cggatgggga
aatcagttat
cagctgettt
agaagtttgg
tagttgacaa
tgttagatga
caacttgtge
cggttacaaa
ttaacacgac
atctagtgag
ttattcaatc
atccatttta
ttgataatac
ttetttttet
gggaacttga
agtctgcata
cacgcatgtc
tcggaggttc
atgttagcac
caatccgtga

taattggcat

tgggcttcaa
gagagggagg
agcatgggtt
tctaaactgg
ctctttgceta
atggggagtt
ttcagctact
gcttgattat
tttgatacat
agcctattgg
gaaatatcaa
tgttgcactg
gaatgcagtt
tcttgaaagg
aacacacaga
tttagettte
aattcaacac
tcttgaatta
acaaaattta
atgtcaactt
tgcaattatg
aagaattctg
gtccgtagag
aagatgggtc
ttgttatttt
gtgggccaaa
tatggaagaa
agaatgctct
aattggatac

ttggttagat

actgctactt
atagcaaagt
gccatggtec
ttgctcgaga
atgaaagatg
ggtgaaaaac
gagaagtgtc
gccagagact
aagagggatt
gcatatatag
agaaggaatg
ggcaattctg
cctgcagttt
ttggggatca
tgttggatgc
cggatattge
gagtgetttt
tatagggcat
aggcttaaac
ggaagaagtg
gacagggttyg
aaaacttcat
gacttcaatc
gtagagaata
tctgcagcag
ggtggtgtte
ttgaagaact
tcccataatg
aaagggttga

ttgctgaatt

cagcaaaaat
tgtttcataa
cttctccaac
accagtgcca
tcetttette
agattaacag
agattactcc
tctetttgga
tggagcttaa
ctgaaggaat
gatctotttt
actgcctcaa
atcctctaga
gccgttattt
agggcaatga
gattgaacgg
cgagttcctt
ctgaactcat
aaatactaga
ttaatgcaga
caaaacggaa
attgttcacc
tgtgtcaagc
gattggacga
caaccttttc
tgactacagt
taattcattt
tccagataat
agctacaagg

ctatgatgaa

cgcctetatg
ggatgaactt
ttcgttagag
tgatggttcg
taccttggec
gggcttgcat
catgggattt
catgcattta
aagcaagcca
ggggaattta
caactgtcct
ctacctgcat
tatatattct
tttgactgag
agagatcttc
atacgatgta
tcatggaaat
actatatcca
gcaagagcta
ggtgaaccag
aaatatagag
aaattttggc
cacacatcgc
gctgcagttt
tgctccagaa
gattgatgac
ggttgaaaaa
attttcagca
gogttgtatt

agaaactgaa

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860



tgggctagag
tttgctctgg
gagatggcaa
cttttaaatg
tctttgtaca
aaaagttgga
agtgtccttc
ttctacagta
attcacaaac
<210> 92

<211>

<212>
<213>

DNA
<400> 92

atggaaactg
gaggagacga
tatgatacag
cccgattgte
caccatcact
cttaaaaaat
aattttgett
cctgecatge
ttgaatgatt
gatggggaag
tcagttatga
gctgettttg
aagtttggga
gttgacaatc
ttagatgaaa
acttgtgett
gttacaaaaa

aacacgactc

2316

acaactatgt
ggccaattgt
accaccccga
acatccgtgg
tggctaatca
ttgagagcag
caaagccatg
aagacgacgg

ctattgtcct

Salvia sclarea

ggcttcaaac
gagggaggat
catgggttge
taaactggtt
ctttgctaat
ggggagttgg
cagctactga
ttgattatge
tgatacataa
cctattggge
aatatcaaag
ttgcactggg
atgcagttcc
ttgaaaggtt
cacacagatg
tagctttceg
ttcaacacga

ttgaattata

cccaacaatt
tctgccaact
gtactataaa
ttatgagaga
tggtggtgaa
taggagagaa
caaggaatta
attcacctcg

caaggaacaa

tgctacttca
agcaaagttg
catggtccct
gctcgagaac
gaaagatgtc
tgaaaaacag
gaagtgtcag
cagagacttc
gagggatttg
atatatagct
aaggaatgga
caattctgac
tgcagtttat
ggggatcagc
ttggatgcag
gatattgcga
gtgctttteg

tagggcatct

gatgaatata
ctatatcttg
ctattcaaat
gaactcaaag
gtaagtaaag
ttactgagat
ttttggcaca
caggatttga

acaggagcaa

gcaaaaatcg
tttcataagg
tctccaactt
cagtgccatg
ctttcttcta
attaacaggg
attactccca
tctttggaca
gagcttaaaa
gaaggaatgg
tctecttttea
tgcctcaact
cctctagata
cgttattttt
ggcaatgaag
ttgaacggat
agttcocttte

gaactcatac

tgagcaatgc
ttgggccgaa
tgatgagcac
atggtaaact
aagcagccat
tagttttgga
tgtgctetgt
ttcaagttgt

ggatataaaa

cctctatgec
atgaactttc
cgttagagga
atggttcgtg
ccttggectg
gcttgeattt
tgggatttga
tgcatttaga
gcaagccaga
ggaatttacg
actgtccttce
acctgcattc
tatattctca
tgactgagat
agatcttcat
acgatgtaac
atggaaatgt

tatatccaga

atatgtgtca
gctctcagaa
atgcggacgc
gaacgcgcta
ttcagagatc
ggggaagaag
ggtccatcta

aaatgcaatt

g

agcgtgettt
tgtgtcgaca
accttgcttce
ggccegtecc
cattcttget
tatggagttg
tattgtattt
gccaactacg
tttttecatcg
gaactgggaa
cacgacagca
agccttaaag
cctgtgeata
tcaaagcgtg
ggatgcctca
ttcagatccg
gatggacatt

tgaaagagat

1920

1980

2040

2100

2160

2220

2280

2340

2391

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080



ctagtgagac
attcaatcat
ccattttatg
gataatacaa
ctttttectgt
gaacttgaaa
tctgcatatt
cgcatgtcgot
ggaggttcta
gttagcacag
atccgtgaaa
attggcattt
aactatgtcc
ccaattgttc
caccccgagt
atccogtggtt
gctaatcatg
gagagcagta
aagccatgca
gacgacggat
attgtcctca
<210> 93

<211>

<212>
<213>

DNA
<400> 93

atggcgaaaa
cttcgatcceg
gtcgatcaat
caagaaaaac
ttgcgagtga

gctgttagec

1578

aaaatttaag
gtcaacttgg
caattatgga
gaattctgaa
ccgtagagga
gatgggtegt
gttatttttc
gggccaaagyg
tggaagaatt
aatgctcttc
ttggatacaa
ggttagattt
caacaattga
tgccaactct
actataaact
atgagagaga
gtggtgaagt
ggagagaatt
aggaattatt
tcacctcgea

aggaacaaac

Salvia sclarea

tgaaagagaa
aagatatacc
tcttecaata
acaaagttat
aaggatacga

agcaaacaaa

gcttaaacaa
aagaagtgtt
cagggttgca
aacttcatat
cttcaatctg
agagaataga
tgcagcagca
tggtgttctg
gaagaactta
ccataatgtc
agggttgaag
gctgaattct
tgaatatatg
atatcttgtt
attcaaattg
actcaaagat
aagtaaagaa
actgagatta
ttggcacatg

ggatttgatt

aggagcaagg

tttcaagagg
ctctaatttg
tgaaatcaac
atatggcaat
agtttcatca

tgacctgecg

atactagagc
aatgcagagg
aaacggaaaa
tgttcaccaa
tgtcaagcca
ttggacgagc
accttttetg
actacagtga
attcatttgg
cagataatat
ctacaagggc
atgatgaaag
agcaatgcat
gggccgaage
atgagcacat
ggtaaactga
gcagccattt
gttttggagg
tgctctgtgg
caagttgtaa

atataa

gaagacgata
tgtataatcg
actattctag
gttactactc
gaggagttgg

atgattattg

aagagctatc
tgaaccaggc
atatagagaa
attttggcaa
cacatcgcga
tgcagtttgce
ctccagaact
ttgatgactt
ttgaaaaatg
tttcagcact
gttgtattac
aaactgaatg
atgtgtcatt
tctcagaaga
gcggacgect
acgcgctatc
cagagatcaa
ggaagaagag
tccatctatt

atgcaattat

aatttccaac
acacccttca
ataacacatt
atgcaatggc
ctccatatgg

agctttatag

caatggtttt
tatcgagtat
ctacaacttt
caaggatttt
agaactcagg
aaggagtaag
acgtgatgca
ttttgacgtc
ggatgtggat
taagagcaca
taaccatata
ggctagagac
tgctctgggg
gatggcaaac
tttaaatgac
tttgtacatg
aagttggatt
tgtccttcca
ctacagtaaa

tcacaaacct

gacaacgact
aaggttgggg
caggttgtgg
atttaggctt
taaccaagag

agcagcaaat

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2316

60

120

180

240

300

360



gagagaatat
ctcaataagc
ttctacttga
ctatatgaca
aacgaagatt
aaaggacttc
ggaagagatg
tttgactatg
tttttecgact
tggaaggaga
ttgtacaata
aaagagtttc
acatggagca
aacggttccc
gaaatgctta
ctgctcaacg
tatagcattc
gcagagatca
aaagaaagca
ttttatgcett
aaatcctttg
<210> 94

<211> 795
<212> PRT
<213>

<400> 94

atgaagaaga
aagtgcaaga
ggaattacaa
tgacctacta
ttctagtttt
aacaactgca
tagttattat
ttcgtctege
gtcatggctc
atccggatge
cagtaaatga
tagtcaaact
atggcacgca
ggctgacagyg
tgagtgaaga
acgtgtgcag
tactagcaac
atgaaatggt
ttttgccaag
atgggatcaa

tcttttga

Salvia sclarea

gaggagtctt
taactcaatt
aggcataacc
tcaagctctg
cgcaaagcaa
aaggtggtat
tgctaattat
atttgccaaa
tagtcaagag
agagtacgga
gttggcggag
gtgggttgaa
gcaaagcttc
tctectgacg
gtgcactgat
ttctgagagg
tgagaaagat
tgaatatcac
aagatgcaaa

cgatgaattg

gaaaaaattc
cccgacaaaa
ataagattgg
aaatctacaa
gatttcgata
gcagattgta
ttggctteat
acatctgtge
tgtgacaaga
tctgaggagce
agggctegtyg
atactctcag
gatgaataca
atgcaattcg
ttggctaggce
gagcgcgagg
ggaagaaaag
tggagaaaag
gatgtatttt

acttctcctce

ttgcttggac
aactgcacaa
gagctagacg
acaggttctc
tacatgaagc
ggttggacac
taattattgg
ttgtaacaat
tcattgaatt
ttgagatcct
ttgaacaggg
ctttcaagat
tttcttegte
tcggagtaaa
atgtctgtat
aaaatattgc
ttagtgaaga
tgttgcagat
tggagatggc

agcaatccaa

taccatcttt
actggtggaa
aaacctcgag
taatttatge
ccagaaccag
cttaaacttt
tgatcatgcg
tatggatgat
agtaaaagaa
ttttatggcg
gcgtagtgtce
agaattagat
gtggttgteg
attgtccgat
ggtcggccgg
aggaaaaagt
tgaagccatt
tgtgtataaa
taagggtacg

ggaagatatg

Met Ser Leu Pro Leu Ser Thr Cys Asn Gly Ser His Phe Arg Arg Tyr

1

5

10

15

Arg Leu Ser Pro Ala Ser Ala Ser Met Glu Thr Gly Leu Gln Thr Ala

20

25

30

Thr Ser Ala Lys Ile Ala Ser Met Pro Ala Cys Phe Glu Glu Thr Arg

35

40

45

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1578



Gly

Tyr

65

Glu

His

Asp

Gly

Asn

145

Asp

Asp

Asp

Tyr

Ser

225

Ser

Asn

Val

Arg

50

Asp

Pro

Asp

Val

Val

130

Phe

Ile

Met

Leu

Trp

210

Val

Thr

Tyr

Tyr

Ile

Thr

Cys

Gly

Leu

115

Gly

Ala

Val

His

Glu

195

Ala

Met

Thr

Leu

Pro
275

Ala

Ala

Phe

Ser

100

Ser

Glu

Ser

Phe

Leu

180

Leu

Tyr

Lys

Ala

His

260

Leu

Lys

Trp

Pro

85

Trp

Ser

Lys

Ala

Pro

165

Glu

Lys

Ile

Tyr

Ala

245

Ser

Asp

Leu

Val

70

Asp

Ala

Thr

Gln

Thr

150

Ala

Pro

Ser

Ala

Gln

230

Ala

Ala

Ile

Phe

55

Ala

Cys

Arg

Leu

Ile

135

Glu

Met

Thr

Lys

Glu

215

Arg

Phe

Leu

Tyr

His

Met

Leu

Pro

Ala

120

Asn

Lys

Leu

Thr

Pro

200

Gly

Arg

Val

Lys

Ser
280

Lys

Val

Asn

His

105

Cys

Arg

Cys

Asp

Leu

185

Asp

Met

Asn

Ala

Lys

265

His

Asp

Pro

Trp

90

His

Ile

Gly

Gln

Tyr

170

Asn

Phe

Gly

Gly

Leu

250

Phe

Leu

Glu

Ser

75

Leu

His

Leu

Leu

Ile

155

Ala

Asp

Ser

Asn

Ser

235

Gly

Gly

Cys

Leu

60

Pro

Leu

Ser

Ala

His

140

Thr

Arg

Leu

Ser

Leu

220

Leu

Asn

Asn

Ile

Ser

Thr

Glu

Leu

Leu

125

Phe

Pro

Asp

Ile

Asp

205

Arg

Phe

Ser

Ala

Val
285

Val

Ser

Asn

Leu

110

Lys

Met

Met

Phe

His

190

Gly

Asn

Asn

Asp

Val

270

Asp

Ser

Leu

Gln

95

Met

Lys

Glu

Gly

Ser

175

Lys

Glu

Trp

Cys

Cys

255

Pro

Asn

Thr

Glu

80

Cys

Lys

Trp

Leu

Phe

160

Leu

Arg

Ala

Glu

Pro

240

Leu

Ala

Leu



Glu

Leu

305

Met

Gly

Phe

Glu

Leu

385

Ser

Glu

Val

Ile

Leu

465

Glu

Glu

Ala

Ala

Arg

290

Asp

Asp

Tyr

Ser

Leu

370

Val

Asn

Val

Ala

Leu

450

Phe

Glu

Leu

Ala

Lys

Leu

Glu

Ala

Asp

Ser

355

Tyr

Arg

Gly

Asn

Lys

435

Lys

Leu

Leu

Gln

Thr

515

Gly

Gly

Thr

Ser

Val

340

Ser

Arg

Gln

Phe

Gln

420

Arg

Thr

Ser

Arg

Phe

500

Phe

Gly

Ile

His

Thr

325

Thr

Phe

Ala

Asn

Ile

405

Ala

Lys

Ser

Val

Glu

485

Ala

Ser

Val

Ser

Arg

310

Cys

Ser

His

Ser

Leu

390

Gln

Ile

Asn

Tyr

Glu

470

Leu

Arg

Ala

Leu

Arg

295

Cys

Ala

Asp

Gly

Glu

375

Arg

Ser

Glu

Ile

Cys

455

Asp

Glu

Ser

Pro

Thr

Tyr

Trp

Leu

Pro

Asn

360

Leu

Leu

Cys

Tyr

Glu

440

Ser

Phe

Arg

Lys

Glu

520

Thr

Phe

Met

Ala

Val

345

Val

Ile

Lys

Gln

Pro

425

Asn

Pro

Asn

Trp

Ser

505

Leu

Val

Leu

Gln

Phe

330

Thr

Met

Leu

Gln

Leu

410

Phe

Tyr

Asn

Leu

Val

490

Ala

Arg

Ile

Thr

Gly

315

Arg

Lys

Asp

Tyr

Ile

395

Gly

Tyr

Asn

Phe

Cys

475

Val

Tyr

Asp

Asp

Glu

300

Asn

Ile

Ile

Ile

Pro

380

Leu

Arg

Ala

Phe

Gly

460

Gln

Glu

Cys

Ala

Asp

Ile

Glu

Leu

Gln

Asn

365

Asp

Glu

Ser

Ile

Asp

445

Asn

Ala

Asn

Tyr

Arg

525

Phe

Gln

Glu

Arg

His

350

Thr

Glu

Gln

Val

Met

430

Asn

Lys

Thr

Arg

Phe

510

Met

Phe

Ser

Ile

Leu

335

Glu

Thr

Arg

Glu

Asn

415

Asp

Thr

Asp

His

Leu

495

Ser

Ser

Asp

Val

Phe

320

Asn

Cys

Leu

Asp

Leu

400

Ala

Arg

Arg

Phe

Arg

480

Asp

Ala

Trp

Val



Gly

545

Trp

Ile

Leu

Leu

Asn

625

Phe

Lys

Lys

Glu

Ala

705

Lys

Glu

His

Thr

530

Gly

Asp

Phe

Lys

Asp

610

Tyr

Ala

Leu

Leu

Arg

690

Asn

Ser

Gly

Met

Ser
770

Ser

Val

Ser

Leu

595

Leu

Val

Leu

Ser

Met

675

Glu

His

Trp

Lys

Cys

755

Gln

Met

Asp

Ala

580

Gln

Leu

Pro

Gly

Glu

660

Ser

Leu

Gly

Ile

Lys

740

Ser

Asp

Glu

Val

565

Leu

Gly

Asn

Thr

Pro

645

Glu

Thr

Lys

Gly

Glu

725

Ser

Val

Leu

Glu

550

Ser

Lys

Arg

Ser

Ile

630

Ile

Met

Cys

Asp

Glu

710

Ser

Val

Val

Ile

535

Leu

Thr

Ser

Cys

Met

615

Asp

Val

Ala

Gly

Gly

695

Val

Ser

Leu

His

Gln
775

Lys

Glu

Thr

Ile

600

Met

Glu

Leu

Asn

Arg

680

Lys

Ser

Arg

Pro

Leu

760

Val

Asn

Cys

Ile

585

Thr

Lys

Tyr

Pro

His

665

Leu

Leu

Lys

Arg

Lys

745

Phe

Val

Leu

Ser

570

Arg

Asn

Glu

Met

Thr

650

Pro

Leu

Asn

Glu

Glu

730

Pro

Tyr

Asn

Ile

555

Ser

Glu

His

Thr

Ser

635

Leu

Glu

Asn

Ala

Ala

715

Leu

Cys

Ser

Ala

540

His

His

Ile

Ile

Glu

620

Asn

Tyr

Tyr

Asp

Leu

700

Ala

Leu

Lys

Lys

Ile
780

Leu

Asn

Gly

Ile

605

Trp

Ala

Leu

Tyr

Ile

685

Ser

Ile

Arg

Glu

Asp

765

Ile

Val

Val

Tyr

590

Gly

Ala

Tyr

Val

Lys

670

Arg

Leu

Ser

Leu

Leu

750

Asp

His

Glu

Gln

575

Lys

Ile

Arg

Val

Gly

655

Leu

Gly

Tyr

Glu

Val

735

Phe

Gly

Lys

Lys

560

Ile

Gly

Trp

Asp

Ser

640

Pro

Phe

Tyr

Met

Ile

720

Leu

Trp

Phe

Pro



Ile Val Leu Lys Glu Gln Thr Gly Ala Arg Ile

785

<210>
<211>
<212>
<213>

<400>

95
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PRT
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Salvia sclarea
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Met Glu Thr

1

Pro

Lys

Val

Asn

65

His

Cys

Arg

Cys

Asp

145

Leu

Asp

Ala

Asp

Pro

50

Trp

His

Ile

Gly

Gln

130

Tyr

Asn

Phe

Cys

Glu

35

Ser

Leu

His

Leu

Leu

115

Ile

Ala

Asp

Ser

Gly

Phe

20

Leu

Pro

Leu

Ser

Ala

100

His

Thr

Arg

Leu

Ser
180

Leu

Glu

Ser

Thr

Glu

Leu

85

Leu

Phe

Pro

Asp

Ile

165

Asp

Gln

Glu

Val

Ser

Asn

70

Leu

Lys

Met

Met

Phe

150

His

Gly

Thr

Thr

Ser

Leu

55

Gln

Met

Lys

Glu

Gly

135

Ser

Lys

Glu

Ala

Arg

Thr

40

Glu

Cys

Lys

Trp

Leu

120

Phe

Leu

Arg

Ala

Thr

Gly

25

Tyr

Glu

His

Asp

Gly

105

Asn

Asp

Asp

Asp

Tyr
185

Ser

10

Arg

Asp

Pro

Asp

Val

90

Val

Phe

Ile

Met

Leu

170

Trp

795

Ala

Ile

Thr

Cys

Gly

75

Leu

Gly

Ala

Val

His

155

Glu

Ala

Lys

Ala

Ala

Phe

60

Ser

Ser

Glu

Ser

Phe

140

Leu

Leu

Tyr

Ile

Lys

Trp

45

Pro

Trp

Ser

Lys

Ala

125

Pro

Glu

Lys

Ile

Ala

Leu

30

Val

Asp

Ala

Thr

Gln

110

Thr

Ala

Pro

Ser

Ala
190

Ser

15

Phe

Ala

Cys

Arg

Leu

95

Ile

Glu

Met

Thr

Lys

175

Glu

Met

His

Met

Leu

Pro

80

Ala

Asn

Lys

Leu

Thr

160

Pro

Gly



Met

Asn

Ala

225

Lys

His

Phe

Met

Ala

305

Val

Val

Ile

Lys

Gln

385

Pro

Asn

Pro

Gly

Gly

210

Leu

Phe

Leu

Leu

Gln

290

Phe

Thr

Met

Leu

Gln

370

Leu

Phe

Tyr

Asn

Asn

195

Ser

Gly

Gly

Cys

Thr

275

Gly

Arg

Lys

Asp

Tyr

355

Ile

Gly

Tyr

Asn

Phe

Leu

Leu

Asn

Asn

Ile

260

Glu

Asn

Ile

Ile

Ile

340

Pro

Leu

Arg

Ala

Phe

420

Gly

Arg

Phe

Ser

Ala

245

Val

Ile

Glu

Leu

Gln

325

Asn

Asp

Glu

Ser

Ile

405

Asp

Asn

Asn

Asn

Asp

230

Val

Asp

Gln

Glu

Arg

310

His

Thr

Glu

Gln

Val

390

Met

Asn

Lys

Trp

Cys

215

Cys

Pro

Asn

Ser

Ile

295

Leu

Glu

Thr

Arg

Glu

375

Asn

Asp

Thr

Asp

Glu

200

Pro

Leu

Ala

Leu

Val

280

Phe

Asn

Cys

Leu

Asp

360

Leu

Ala

Arg

Arg

Phe

Ser

Ser

Asn

Val

Glu

265

Leu

Met

Gly

Phe

Glu

345

Leu

Ser

Glu

Val

Ile

425

Leu

Val

Thr

Tyr

Tyr

250

Arg

Asp

Asp

Tyr

Ser

330

Leu

Val

Asn

Val

Ala

410

Leu

Phe

Met

Thr

Leu

235

Pro

Leu

Glu

Ala

Asp

315

Ser

Tyr

Arg

Gly

Asn

395

Lys

Lys

Leu

Lys

Ala

220

His

Leu

Gly

Thr

Ser

300

Val

Ser

Arg

Gln

Phe

380

Gln

Arg

Thr

Ser

Tyr

205

Ala

Ser

Asp

Ile

His

285

Thr

Thr

Phe

Ala

Asn

365

Ile

Ala

Lys

Ser

Val

Gln

Ala

Ala

Ile

Ser

270

Arg

Cys

Ser

His

Ser

350

Leu

Gln

Ile

Asn

Tyr

430

Glu

Arg

Phe

Leu

Tyr

255

Arg

Cys

Ala

Asp

Gly

335

Glu

Arg

Ser

Glu

Ile

415

Cys

Asp

Arg

Val

Lys

240

Ser

Tyr

Trp

Leu

Pro

320

Asn

Leu

Leu

Cys

Tyr

400

Glu

Ser

Phe



Asn

Trp

465

Ser

Leu

Val

Asn

Cys

545

Ile

Thr

Lys

Tyr

Pro

625

His

Leu

Leu

Leu

450

Val

Ala

Arg

Ile

Leu

530

Ser

Arg

Asn

Glu

Met

610

Thr

Pro

Leu

Asn

435

Cys

Val

Tyr

Asp

Asp

515

Ile

Ser

Glu

His

Thr

595

Ser

Leu

Glu

Asn

Ala
675

Gln

Glu

Cys

Ala

500

Asp

His

His

Ile

Ile

580

Glu

Asn

Tyr

Tyr

Asp

660

Leu

Ala

Asn

Tyr

485

Arg

Phe

Leu

Asn

Gly

565

Ile

Trp

Ala

Leu

Tyr

645

Ile

Ser

Thr

Arg

470

Phe

Met

Phe

Val

Val

550

Tyr

Gly

Ala

Tyr

Val

630

Lys

Arg

Leu

His

455

Leu

Ser

Ser

Asp

Glu

535

Gln

Lys

Ile

Arg

Val

615

Gly

Leu

Gly

Tyr

440

Arg

Asp

Ala

Trp

Val

520

Lys

Ile

Gly

Trp

Asp

600

Ser

Pro

Phe

Tyr

Met
680

Glu

Glu

Ala

Ala

505

Gly

Trp

Ile

Leu

Leu

585

Asn

Phe

Lys

Lys

Glu

665

Ala

Glu

Leu

Ala

490

Lys

Gly

Asp

Phe

Lys

570

Asp

Tyr

Ala

Leu

Leu

650

Arg

Asn

Leu

Gln

475

Thr

Gly

Ser

Val

Ser

555

Leu

Leu

Val

Leu

Ser

635

Met

Glu

His

Arg

460

Phe

Phe

Gly

Met

Asp

540

Ala

Gln

Leu

Pro

Gly

620

Glu

Ser

Leu

Gly

445

Glu

Ala

Ser

Val

Glu

525

Val

Leu

Gly

Asn

Thr

605

Pro

Glu

Thr

Lys

Gly
685

Leu

Arg

Ala

Leu

510

Glu

Ser

Lys

Arg

Ser

590

Ile

Ile

Met

Cys

Asp

670

Glu

Glu

Ser

Pro

495

Thr

Leu

Thr

Ser

Cys

575

Met

Asp

Val

Ala

Gly

655

Gly

Val

Arg

Lys

480

Glu

Thr

Lys

Glu

Thr

560

Ile

Met

Glu

Leu

Asn

640

Arg

Lys

Ser



Lys

Arg

705

Lys

Phe

Val

Ala

Glu

690

Glu

Pro

Tyr

Asn

Arg
770

<210>
<211>
<212>
<213>

<400>

Ala

Leu

Cys

Ser

Ala

755

Ile

96
525
PRT

Ala

Leu

Lys

Lys

740

Ile

Ile

Arg

Glu

725

Asp

Ile

Ser

Leu

710

Leu

Asp

His

Salvia sclarea

96

Met Ala Lys

1

Thr

Ile

Ile

Lys

65

Leu

Gly

Thr

Asp

Asn

50

Val

Arg

Asn

Thr

Thr

35

Thr

Ile

Val

Gln

Met

Thr

20

Leu

Ile

Tyr

Lys

Glu
100

Lys

Leu

Gln

Leu

Gly

Gly

85

Ala

Glu

Arg

Arg

Asp

Asn

70

Tyr

Val

Glu

695

Val

Phe

Gly

Lys

Asn

Ser

Leu

Asn

55

Val

Glu

Ser

Ile

Leu

Trp

Phe

Pro
760

Phe

Glu

Gly

40

Thr

Thr

Val

Gln

Lys

Glu

His

Thr

745

Ile

Lys

Asp

25

Val

Phe

Thr

Ser

Gln
105

Ser

Gly

Met

730

Ser

Val

Arg

10

Ile

Asp

Arg

His

Ser

90

Thr

Trp

Lys

715

Cys

Gln

Leu

Glu

Pro

Gln

Leu

Ala

75

Glu

Asn

Ile

700

Lys

Ser

Asp

Lys

Asp

Ser

Phe

Trp

60

Met

Glu

Asp

Glu

Ser

Val

Leu

Glu
765

Asp

Asn

Phe

45

Gln

Ala

Leu

Leu

Ser

Val

Val

Ile

750

Gln

Lys

Leu

30

Gln

Glu

Phe

Ala

Pro
110

Ser

Leu

His

735

Gln

Thr

Phe

15

Cys

Tyr

Lys

Arg

Pro

95

Met

Arg

Pro

720

Leu

Val

Gly

Pro

Ile

Glu

His

Leu

80

Tyr

Ile



Ile

Ser

Val

145

Phe

Arg

Thr

Lys

Gln

225

Gly

Gly

Val

Gln

Pro

305

Leu

Gly

Ser

Glu

Leu

130

Gln

Tyr

Asn

Asn

Gln

210

Leu

Arg

Asp

Leu

Glu

290

Asp

Tyr

Arg

Ala

Leu

115

Glu

Asp

Leu

Leu

Arg

195

Asp

Gln

Asp

His

Val

275

Cys

Ala

Asn

Ser

Phe

Tyr

Lys

Asn

Arg

Glu

180

Phe

Phe

Arg

Val

Ala

260

Thr

Asp

Glu

Thr

Val

340

Lys

Arg

Ile

Ser

Asn

165

Leu

Ser

Asp

Trp

Val

245

Phe

Ile

Lys

Tyr

Val

325

Lys

Ile

Ala

Leu

Ile

150

Tyr

Tyr

Asn

Ile

Tyr

230

Ile

Asp

Met

Ile

Gly

310

Asn

Glu

Glu

Ala

Ala

135

Pro

Lys

Asp

Leu

His

215

Ala

Ile

Tyr

Asp

Ile

295

Ser

Glu

Phe

Leu

Asn

120

Trp

Asp

Gly

Met

Cys

200

Glu

Asp

Ala

Val

Asp

280

Glu

Glu

Leu

Leu

Asp

Glu

Thr

Lys

Ile

Thr

185

Asn

Ala

Cys

Asn

Arg

265

Phe

Leu

Glu

Ala

Val

345

Thr

Arg

Thr

Lys

Thr

170

Tyr

Glu

Gln

Arg

Tyr

250

Leu

Phe

Val

Leu

Glu

330

Lys

Trp

Ile

Ile

Leu

155

Ile

Tyr

Asp

Asn

Leu

235

Leu

Ala

Asp

Lys

Glu

315

Arg

Leu

Ser

Tyr

Phe

140

His

Arg

Gln

Phe

Gln

220

Asp

Ala

Phe

Cys

Glu

300

Ile

Ala

Trp

Asn

Glu

125

Leu

Lys

Leu

Ala

Leu

205

Lys

Thr

Ser

Ala

His

285

Trp

Leu

Arg

Val

Gly

Glu

Asn

Leu

Gly

Leu

190

Val

Gly

Leu

Leu

Lys

270

Gly

Lys

Phe

Val

Glu

350

Thr

Glu

Lys

Val

Ala

175

Lys

Phe

Leu

Asn

Ile

255

Thr

Ser

Glu

Met

Glu

335

Ile

Gln

Arg

Gln

Glu

160

Arg

Ser

Ala

Gln

Phe

240

Ile

Ser

Ser

Asn

Ala

320

Gln

Leu

Gln



Ser

Leu

385

Glu

Met

Glu

Lys

Glu

465

Lys

Ala

Pro

Phe

370

Thr

Met

Val

Glu

Asp

450

Met

Glu

Lys

Gln

<210>
<211>
<212>
<213>

<400>

355

Asp

Gly

Leu

Gly

Asn

435

Gly

Val

Ser

Gly

Gln

515

97
805
PRT

Glu

Leu

Met

Arg

420

Ile

Arg

Glu

Ile

Thr

500

Ser

Tyr

Leu

Ser

405

Leu

Ala

Lys

Tyr

Leu

485

Phe

Lys

Ile

Thr

390

Glu

Leu

Gly

Val

His

470

Pro

Tyr

Glu

Salvia sclarea
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Ser

375

Met

Glu

Asn

Lys

Ser

455

Trp

Arg

Ala

Asp

Met Gly Ser Ser His His His

1

5

Arg Gly Ser His Met Thr Ser

20

Ile Thr Arg Arg Arg Leu Gln

35

360

Ser

Gln

Cys

Asp

Ser

440

Glu

Arg

Arg

Tyr

Met
520

His

Val

Leu
40

Ser

Phe

Thr

Val

425

Tyr

Asp

Lys

Cys

Gly

505

Lys

His

Asn
25

Gln

Trp Leu

val Gly
395

Asp Leu
410

Cys Ser

Ser Ile

Glu Ala

Val Leu

475

Lys Asp
490

Ile Asn

Ser Phe

His Ser
10

Leu Ser

Pro Glu

Ser

380

Val

Ala

Ser

Leu

Ile

460

Gln

Val

Asp

Val

Ser

Arg

Phe

365

Asn Gly

Lys Leu

Arg His

Glu Arg

430

Leu Ala
445

Ala Glu

Ile Val

Phe Leu

Glu Leu

510

Phe
525

Gly Leu

Ser

Ser

Val

415

Glu

Thr

Ile

Tyr

Glu

495

Thr

Val
15

Arg

Asp

400

Cys

Arg

Glu

Asn

Lys

480

Met

Ser

Pro

Ala Pro Ala Ala

30

His Ala Glu Cys

45



Ser

Gln

65

Ser

Thr

Tyr

Ser

Arg

145

Gln

Arg

Leu

Val

Glu

225

Gln

Lys

Pro

Trp

50

Ile

Leu

Pro

Val

Pro

130

Asp

Leu

Ile

His

His

210

Leu

Asp

Gln

Thr

Leu

Arg

Asp

His

Gln

115

Tyr

Ala

Ala

Leu

Ser

195

Lys

Val

Leu

Gln

Asn
275

Lys

Pro

Ala

Lys

100

Asn

Asp

Pro

Asp

Asn

180

Asp

Leu

Val

Pro

Arg

260

Leu

Ser

Lys

Ser

85

Val

Leu

Thr

Gln

Gly

165

Thr

Ile

Lys

Pro

Tyr

245

Leu

Leu

Ser

Gln

70

Gln

Glu

Leu

Ala

Phe

150

Ser

Leu

Ile

Gly

Thr

230

Asp

Lys

Tyr

Ser

55

Leu

Ala

Val

Met

Val

135

Pro

Trp

Ala

Glu

Ala

215

Phe

His

Glu

Ser

Lys

Ser

Ser

Asn

Thr

120

Ile

Ser

Gly

Cys

Lys

200

Asn

Met

Pro

Ile

Leu
280

His

Gln

Glu

Glu

105

Ser

Ala

Cys

Asp

Val

185

Gly

Val

Gln

Leu

Pro

265

Glu

Ala

Ile

Lys

90

Lys

Gly

Leu

Leu

Glu

170

Val

Val

Glu

Met

Ile

250

Lys

Gly

Pro

Ala

75

Asp

Ile

Asp

Ile

Glu

155

Phe

Ala

Thr

His

Ala

235

Lys

Asp

Leu

Leu

60

Glu

Ile

Glu

Gly

Lys

140

Trp

Phe

Leu

Tyr

Arg

220

Thr

Glu

Leu

Gly

Thr

Leu

Ser

Glu

Arg

125

Asp

Ile

Cys

Lys

Ile

205

Thr

Asp

Ile

Val

Asp
285

Leu

Arg

Leu

Ser

110

Ile

Leu

Ala

Ile

Ser

190

Lys

Ala

Leu

Ala

Tyr

270

Leu

Ser

Val

Val

95

Ile

Ser

Lys

His

Tyr

175

Trp

Glu

Gly

Gly

Asp

255

Gln

Glu

Cys

Thr

80

Gln

Glu

Val

Gly

His

160

Asp

Asn

Asn

Phe
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