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SEQUENCE LISTING

diagnosis and testing

<130> 342-

<150>
<150>

<160>
<170>
<210>
<211>
<212>
<213>

<400> 1
acacaggttg

2008
20

1
1182
DNA

atgtcatcca
ccaggcagct
caagctcagg
agcagtcaac
atgaacttta
cacattggtt
tttgcctcta
tctggctctc
ctgggaatga
gatatgtgca
atttcagcca
cattttgcca
tatgaaagca
tcagctaatg
aactacttgc
ttaaaaactg
tcactgtctc
tgaaaaatga
cttaataaaa
<210> 2

<211> 267

<212> PRT
<213>

43 PCT

EP 08 007 109.5

-04-10

Homo sapiens

gagcagagaa
agccaacaag
ttatggctcc
gtgctcagcg
cgggtcaagg
aagaagaagc
ttggaattgt
ctgctgttat
tctctgtgtc
acattgttag
tcaatggggt
cgctgatgat
accaagcaaa
accctgtgac
cccctaaata
aaaaacttct
tgtttgagat
ttcctacatt
ttctgcaact

tgtcattaga

Homo sapiens

PatentIn version 3.3

agaggaaaca
ccatgctgaa
tggatttcaa
tgctcagccc
aaatatacaa
aaaggcacta
tttgtgttta
tggtggatac
agcatccaag
ttctatcttg
agctggccaa
cttctccctc
caccacaacc
accagcgtct
gtaaaagaaa
taagaagatg
ttgtttttag
accactacta
ctcttaaagt

ddCddadaada

Ganymed Pharmaceuticals AG et al.

tagaggtgcc
gtaaatgaaa
cagcctctgg
tacggcatca
atgataaatc
ggggtgatcc
atatccttct
ccattctggg
gagctttccc
gccttcattg
gactactggg
ttggagttct
aatatgtctg
tcttcagetc
aaggggtatc
tcttttattg
gttggtcgct
catgctggca
tagaaatgtt

daadaaadaaa
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aaaggaacaa
ccatacccaa
gttcaatcaa
catctccggg
caagtgtggg
agatcatggt
cttttagaga
gtggcctttc
gttgtctggt
gagtgattct
ccgtgctttce
tcgtagcttg
tcctggttat
ctcccagatg
agtctaatct
tctacaatga
aatgatggct
aaggtgaagg
tctgttcata

aa

agacataatg
cccttaccca
cttagaaaac
aatctttgct
aacagcagta
tggattgatg
agtattaggt
ttttattatc
gaaaggcagc
gctgctggtg
tggaaaaggc
tgccacagcc
tccaaatatg
caacaactac
catggagaaa
tttctagtct
gtatctccct
atcagaggac

ttactttttc

Methods involving MS4A12 and agents targeting MS4A12 for therapy,

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1182



<400>

2

Met Met Ser

1

Pro

Pro

Ala

Pro

65

val

Met

Ser

Gly

Leu

145

ser

Ile

Tyr

Phe

Asn

225

Met

Arg

Asn

Leu

GlIn

50

Gly

Met

val

Phe

Gly

Ser

Leu

Leu

Trp

ser

210

Gln

Tyr

Cys

Pro

Gly

35

Pro

Gln

Asn

Gly

Ser

115

Tyr

val

Gly

Leu

Ala

195

Leu

Ala

Glu

Asn

Ser

Tyr

20

ser

Tyr

Gly

Phe

Leu

100

Phe

Pro

Ser

Met

Leu

180

val

Leu

Asn

Ser

Asn
260

Lys
5

Pro
Ile
Gly
Asn
Lys
Met
Arg
Phe
Ala
Asn
165
val
Leu
Glu
Thr
Asn

245

Tyr

Pro

Pro

Asn

Ile

Ile

70

Glu

His

Glu

Trp

ser

150

Ile

Asp

sSer

Phe

Thr

230

Pro

Ser

342-43 PCT sequence

Thr Ser His

Gly

Leu

Thr

55

Gln

Glu

Ile

val

Gly

Lys

val

Met

Gly

Phe

215

Thr

val

Ala

ser

Glu

40

sSer

Met

Ala

Gly

Leu

120

Gly

Glu

Ser

Cys

Lys

200

val

Asn

Thr

Asn

Phe
25

Asn

Pro

Lys

Phe

105

Gly

Leu

Leu

Ser

Ile

185

Gly

Ala

Met

Pro

Ala
265

Ala Glu
10

Met Ala

GIln Ala

Gly Ile

Asn Pro
75

Ala Leu
90

Gly Ile

Phe Ala

Ser Phe

ser Arg

Ile Leu

170

Asn Gly

Ile Ser

Cys Ala

Ser val

235

Ala Ser
250

Pro Lys
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val

Pro

Gln

Phe

60

Ser

Gly

val

Ser

Ile

140

Cys

Ala

val

Ala

Thr

220

Leu

Ser

Asn

Gly

Gly

45

Ala

val

val

Leu

Thr

125

Ile

Leu

Phe

Ala

Thr

205

Ala

val

ser

ST25

Glu

Phe

30

Ala

Ser

Gly

Ile

Cys

110

Ala

ser

val

His

Ile

Ala

Thr

15

Gln

Gln

Ser

Thr

Gln

95

Leu

val

Gly

Lys

Gly

GlIn

Met

Phe

Pro

Pro
255

Ile

Gln

Arg

Gln

Ala

80

Ile

Ile

Ile

ser

Gly

val

Asp

Ile

Ala

Asn

240

Pro



342-43 PCT sequence 1listing.ST25

<210> 3

<211> 21

<212> DNA

<213> Artificial sequence
<220>

<223> Target sequence
<400> 3

gatcatggtt ggattgatgc a 21
<210> 4

<211> 21

<212> DNA

<213> Artificial sequence
<220>

<223> sSiRNA sense strand

<220>

<221> misc_feature

<222> (1)..(19)

<223> ribonucleotide bases

<400> 4

ucaugguugg auugaugcat t 21
<210> 5

<211> 21

<212> DNA

<213> Artificial sequence

<220>

<223> siRNA antisense strand

<220>

<221> misc_feature

<222> (1)..(19)

<223> ribonucleotide bases

<400> 5

ugcaucaauc caaccaugat ¢ 21
<210> 6

<211> 21

<212> DNA

<213> Artificial sequence

<220>

<223> Target sequence

<400> 6

gtcaaccggg tcaaggaaat a 21
<210> 7

<211> 21

<212> DNA

<213> Artificial sequence

<220>
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<223> siRNA sense strand

<220>

<221> misc_feature

<222> (1)..(19)

<223> ribonucleotide bases

<400> 7

caaccggguc aaggaaauat a 21
<210> 8

<211> 21

<212> DNA

<213> Artificial sequence

<220>

<223> siRNA antisense strand

<220>

<221> misc_feature

<222> (1)..(19)

<223> ribonucleotide bases

<400> 8

uauuuccuug acccgguuga ¢ 21
<210> 9

<211> 21

<212> DNA

<213> Artificial sequence

<220>

<223> SiRNA sense strand

<220>

<221> misc_feature

<222> (1)..Q19)

<223> ribonucleotide bases

<400> 9

uaacuguaua aucgacuagt t 21
<210> 10

<211> 21

<212> DNA

<213> Artificial sequence

<220> . .
<223> siRNA antisense strand

<220>

<221> misc_feature

<222> (1)..QQ9

<223> ribonucleotide bases

<400> 10
cuagucgauu auacaguuag a 21
<210> 11
<211> 21
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<212>
<213>

<220>
<223>

<400>

342-43 PCT sequence listing.ST25

DNA
Artificial sequence

Oligonucleotide

11

gagctttccc gttgtctggt g

<210>
<211>
<212>
<213>

<220>
<223>

<400>

12

21

DNA

Artificial sequence

Oligonucleotide

12

gctgaagaag acgctggtgt ¢

<210>
<211>
<212>
<213>

<220>
<223>

<400>

13

21

DNA

Artificial sequence

oligonucleotide

13

tgacactggc aaaacaatgc a

<210>
<211>
<212>
<213>

<220>
<223>

<400>

14
21
DNA
Artificial sequence

oligonucleotide

14

ggtccttttc accagcaagc t

<210>
<211>
<212>
<213>

<220>
<223>

<400>

15

23

DNA

Artificial sequence

oligonucleotide
15

cgtgagcgct tcgagatgtt ccg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

16

23

DNA

Artificial sequence

Oligonucleotide

16

cctaaccagc tgcccaactg tag

21

21

21

21

23

23



<210>
<211>
<212>
<213>

<400>

17
297
PRT
Homo

17

Met Thr Thr

1

Met

Arg

ser

Ala

65

cys

Ser

val

Ser

His

145

Tyr

Ser

Ile

Ala

Ser
225

Lys

Met

val

Gly

Lys

Gly

Phe

Ile

Pro

Leu

Gly

Asn

Gly

Ser

35

Thr

Gly

Thr

ser

Leu

Asn

Ser

Ser

195

Ile

Ile

sapiens

Pro

Pro

20

Ser

Leu

Gly

val

Leu

100

Lys

Lys

Ile

Thr

180

val

val

val

Arg

5

Ile

Leu

Gly

Leu

Trp

85

Leu

Met

Leu

Met

Tyr

165

GlIn

Met

Glu

Leu

Asn

Ala

val

Ala

Leu

70

Tyr

Ala

Ile

Ser

Glu

150

Asn

Tyr

Leu

Asn

Leu
230

342-43 PCT sequence

Ser

Met

Gly

val

55

Met

Pro

Ala

Met

Ile

135

Ser

Cys

cys

Ile

Glu

215

ser

val

Gln

Pro

40

GIn

Ile

Leu

Thr

Asn

120

Met

Leu

Glu

Tyr

Phe

200

Trp

Ala

Asn

Ser

25

Thr

Ile

Pro

Trp

Glu

105

Ser

Asp

Asn

Pro

ser

185

Ala

Lys

Glu

Gly

10

Gly

Gln

Met

Ala

Gly

90

Lys

Leu

Ile

Phe

Ala

170

Ile

Phe

Arg

Glu

Thr

Pro

Ser

Asn

Gly

75

Gly

Asn

Ser

Leu

Ile

155

Asn

GIn

Phe

Thr

Lys
235
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Phe

Lys

Phe

Gly

60

Ile

Ile

ser

Leu

Asn

140

Arg

Pro

ser

Gln

cys

220

Lys

Pro

Pro

Phe

45

Leu

Tyr

Met

Arg

Phe

125

Ile

Ala

Ser

Leu

Glu

205

ser

Glu

ST25

Ala

Leu

30

Met

Phe

Ala

Tyr

Lys

Ala

Lys

His

Glu

Phe

190

Leu

Arg

Gln

Glu

15

Phe

Arg

His

Pro

Ile

95

Cys

Ala

Ile

Thr

Leu

val

Pro

Thr

Pro

Arg

Ile

80

Ile

Leu

Ile

Ser

Pro

160

Asn

Gly

Ile

Lys

Ile
240



Glu Ile Lys

Lys Asn Glu

Glu Glu Thr

275

ser Pro Ile

290

<210>
<211>
<212>
<213>

<400>

18
244
PRT
Homo

18

Met Asp Thr
1

Pro

val

Thr

Gln

65

ser

Lys

Met

Gly

Ile

145

Ile

ser

ser

Trp

50

val

Ala

Leu

Ser

130

Thr

His

Ser

Ser

35

Leu

Leu

Leu

Gly

Ser

115

Leu

Ile

ser

Glu

Glu

260

Glu

Glu

Glu

245

Asp

Thr

Asn

sapiens

Glu

val

20

Gly

Thr

Thr

Asp

Tyr

100

Ile

Gly

Leu

Cys

Ser

Pro

Arg

val

Ala

Ile

85

Pro

Ile

Ala

Ile

Gln
165

val

Ile

Asn

Asp

Asn

Ala

Leu

Leu

Met

70

Ser

Phe

ser

Asn

Ile

150

Lys
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val Gly Leu Thr Glu

Glu

Phe

Ser
295

Arg

Phe

Leu

Lys

55

Ile

His

Trp

Glu

Thr

135

Asn

Phe

Ile
Pro

280

Ser

Arg

Glu

Lys

Cys

Ile

Gly

Leu

Phe

Ile
265
Glu

Pro

Ala

val

25

ser

Glu

Leu

Glu

Ala

105

Arg

Ser

Lys

Glu

250

Pro Ile

Pro Pro

Asn Leu
10

Leu Glu

Ala Ser

Gln Glu

Cys Phe
75

Gly Asp
90

ITe Phe

Asn Ala

Ser Ile

Lys ser
155

Thr Lys
170
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Thr

Gln

GlIn

Ala

Ile

ser

Phe

60

Gly

Ile

Phe

Thr

Ala

140

Leu

Cys

Ser

Glu

Asp
285

Leu

Ser

Pro

45

Leu

Thr

Phe

Ser

Tyr

125

Gly

Ala

Phe

Ser GlIn Pro

Glu
270

GIn

Pro

Pro

30

Pro

Gly

val

Ser

Ile

110

Leu

Gly

Tyr

Met

255

Glu

Glu

Glin

15

GlIn

Leu

val

val

Ser

95

ser

val

Thr

Ile

Ala
175

Glu

ser

Glu

Glu

His

Thr

Gly

Arg

Gly

His

160

ser
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Phe Ser Thr Glu Ile val val Met Met Leu Phe Leu Thr Ile Leu Gly
180 185 190

Leu Gly Ser Ala val Ser Leu Thr Ile Cys Gly Ala Gly Glu Glu Leu
195 200 205

Lys Gly Asn Lys val Pro Glu Asp Arg val Tyr Glu Glu Leu Asn Ile
210 215 220

Tyr Ser Ala Thr Tyr Ser Glu Leu Glu Asp Pro Gly Glu Met Ser Pro
225 230 235 240

Pro Ile Asp Leu

<210> 19

<211> 214

<212> PRT

<213> Homo sapiens

<400> 19
Met Ala Ser His Glu val Asp Asn Ala Glu Leu Gly Ser Ala Ser Ala
1 5 10 15

His Gly Thr Pro Gly Ser Glu Ala Gly Pro Glu Glu Leu Asn Thr Ser
20 25 30

val Tyr GIn Pro Ile Asp Gly Ser Pro Asp Tyr GIn Lys Ala Lys Leu

GIn val Leu Gly Ala Ile GIn Ile Leu Asn Ala gga Met Ile Leu Ala
50 55

Leu Gly val Phe Leu Gly Ser Leu GlIn Tyr Pro Tyr His Phe Gln Lys
65 70 75 80

His Phe Phe Phe g?e Thr Phe Tyr Thr ggy Tyr Pro Ile Trp g;y Ala

val pPhe Phe Cys Ser Ser Gly Thr Leu Ser val val Ala Gly Ile Lys
100 105 110

Pro Thr Arg Thr Trp Ile Gln Asn Ser Phe Gly Met Asn Ile Ala Ser
115 120 125

Ala Thr Ile Ala Leu val Gly Thr Ala Phe Leu Ser Leu Asn Ile Ala
130 135 140

val Asn Ile GIn Ser Leu Arg Ser Cys His Ser Ser Ser Glu Ser Pro
145 150 155 160

Asp Leu Cys Asn Tyr Met Gly Ser Ile Ser Asn Gly Met val Ser Leu
Page 8



342-43 PCT sequence listing.ST25
165 170 175

Leu Leu Ile Leu Thr Leu Leu Glu Leu Cys val Thr Ile Ser Thr Ile
180 185 190

Ala Met Trp Cys Asn Ala Asn Cys Cys Asn Ser Arg Glu Glu Ile Ser
195 200 205

Ser Pro Pro Asn Ser val

210
<210> 20
<211> 144
<212> PRT
<213> Homo sapiens
<400> 20
Leu Cys Gly Leu Met His Leu Ser Leu Gly Ile Ile Leu Ala Ser val
1 5 10 15

Leu Tyr Ser Phe Pro Glu Ala Ser Ile Ser Leu Lys Ser Gly Tyr Pro
20 25 30

Phe Trp Gly Gly Leu Met Phe Ile Ile Ser Gly Ser Leu Ser Ile Ala
35 40 45

Ala ggu Lys Lys Ser Thr %gs Cys Leu val Arg SAy Ser Leu Gly Met

Asn Ile Leu Ser Ser Ile Ala Ala Ala Thr Gly Ile Ile Leu Leu Ile
65 70 75 80

val Ser Leu Ala Ala Ser Cys Glu Pro Tyr Asn Pro Ser Cys Lys Tyr
85 90 95

Ser Pro Glu Thr Ser GIn Cys Tyr Leu Ala Ser Ser Ser Leu Leu Gly
100 105 110

ITe Leu Ser val Met Leu Ile Phe Ser val Leu Glu Phe Cys Ile Ala
115 120 125

val Leu Ser Ser Ile Phe Gly Trp Lys Gin Glu Cys Cys Asn Ser Lys
130 135 140
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