eolf-seql.txt
SEQUENCE LISTING

<110> PROFOS AG
<120> MODIFIED ENDOLYSIN PLY 511
<130> PRO-033 PCT

<140> unknown
<141> 2009-05-14

<150> 10 2008 038 370.8
<151> 2008-08-19

<150> 10 2008 023 447.8
<151> 2008-05-14

<160> 2

<170> PatentIn version 3.3

<210> 1

<211> 341

<212> PRT

<213> Bacteriophage A511

<400> 1

Met val Lys Tyr Thr val Glu Asn Lys Ile Ile Ala Gly Leu Pro Lys
1 5 _ 10 15

Gly Lys Leu Lys Gly Ala Asn Phe val Ile Ala His Glu Thr Ala Asn
20 25 30

Ser Lys Ser Thr Ile Asp Asn Ggu val Ser Tyr Met Thr Arg Asn Trp
35 4 45

Lys Agn Ala Phe val Thr His Phe val Gly Gly Gly Gly Arg val val
5 55 60

GIn val Ala Asn val Asn Tyr val Ser Trp Gly Ala Gly GIn Tyr Ala
65 70 75 80

Asn Ser Tyr Ser Tyr Ala Gln val Glu Leu Cys Arg Thr Ser Asn Ala
85 90 95

Thr Thr Phe Lys Lys Asp Tyr Glu val Tyr Cys GIn Leu Leu val Asp
100 105 110

Leu Ala Lys Lys Ala Gly Ile Pro Ile Thr Leu Asp Ser Gly Ser Lys
115 120 125

Thr Ser Asp Lys Gly Ile Lys Ser His Lys Trp val Ala Asp Lys Leu
130 135 140

Gly Gly Thr Thr His Gln Asp Pro Tyr Ala Tyr Leu Ser Ser Trp Gly
145 150 155 160
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Ile Ser Lys

Gly Asn Thr

Thr
195

Pro Ser

Met Asn Ala

210

Ala Gln

225

Lys

Thr Thr Leu

Pro Ala Pro

Pro Asn Lys

275

Ala
290

Lys Asn

Thr Thr

305

Tyr

Thr Asp Gln

Ala val Ile

<210> 2

<211> 1023
<212> DNA
<213>

<400> 2
atggtaaaat

ggggctaact
gtaagctaca
ggtagagtcg
aactcttatt
aaagactatg

attacacttg

Gln
165

Ala
Gly Thr
Pro Ser
Lys Lys

Tyr Gly

Phe

Ala

Thr

Met

Ile

Ala Ser

Ala

Pro

Leu
200

Asn

Asp ser

215

Ala Asn

230

Ser
245

Leu

Lys Pro

260

Gly Asn

Ile

Ala

Ile Gln

Lys

ser

Trp

Gly

Lys

Ile Lys

Thr

ser

val
280

Ser

Ala Ile

295

Asp Arg

310

Phe Gly

Lys Lys

ataccgtaga
ttgttattgc
tgactaggaa
ttcaggttgc
cctatgcgea
aagtgtactg
actctggtag

Arg

val Gln

Bacteriophage AS511

gaacaaaatt
tcatgaaact
ctggaagaac
taatgtaaac
ggtagagttg
tcaattacta

taaaactagt

Lys

185

Asp

Ser

Tyr

Gly

Thr

265

Tyr

Asn

Gly

val Tyr

eolf-seql.txt

Asp Leu Ala Lys
170

Pro Ser

Lys Leu
Tyr Ser
Ser Gly
Ala
Lys
Pro Thr
Thr

Pro

Asn

330

attgcaggat
gcaaatagca
gcatttgtaa
tatgtttctt
tgccgtacaa

gtagacctag

gataaaggta
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val Ser

Ala
190

Thr Pro

Leu val

205

Gly

Asn
220

Arg Asp

Thr Ala Ser

Pro Lys Pro

Lys Ile Tyr

270

Asn Lys Ala

Lys Phe Gly

val Tyr Glu

Ala Pro Ser

tacctaaagg
agtctactat
ctcactttgt
ggggagcagg
gtaatgcaac
ctaaaaaagc

ttaaatccca

Gly Gly

Pro Lys

Asp Tyr

Lys Leu

Gln Asn

240

Ser Thr

255

Phe Pro

Pro val
Gly

Leu

Gln
320

Ile

Thr
335

Gly

taaactaaaa
tgacaatgaa
aggtggcgga
tcagtatgct
tacatttaag
aggtatccct

taaatgggtt

60
120
180
240
300
360
420



gctgataagc
attagtaaag
| acagcgccag
gacaaacttg
agagataagt
actacactcc
cctagtacat
tatccaacaa
ttcggaggat
acagaccaat

aaa

taggaggaac
cacaatttgc
ctaaaccaag
gcttagtaga
tagctaaaca
ttagtaaaat
ctacagctaa
ataaagcacc
tgacttacac

tcggcagagt

aacacaccaa
tagtgacttg
cacaccagca
ctacatgaac
gtatggtatt
taaaggagga
gaaaatttat
cgttaaggct
tatccaaaaa

tcaagtctat

eolf-seql.txt

gacccatatg
gctaaagtat
cctaaaccaa
gctaagaaaa
gctaactatt
gcacctaaac

ttcccaccaa

aatgctattg

gatagaggaa

ggtgcaccta
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cttacttaag
ctggcggagg
gcacaccatc
tggactctag
caggaacagc
caagcacacc
ataaaggaaa
gtgctattaa
acggtgtata

gtacaggagc

ctcatggggt
aaacacagga
tactaaccta
ctacagtaac

tagccagaac

agcacctaaa

ctggtctgtg
ccctactaaa
cgaaat cCaa

agttatcaaa

480
540
600
660
720
780
840
900
960
1020
1023



