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<210> 1

<211> 17

<212> PRT

<213> Mus nuscul us

<400> 1

Lys Ala Met Gy Ile Met Asn Ser Phe Val Asn Asp Ile Phe Gu Arg
1 5 10 15

Ile

<210> 2

<211> 12

<212> PRT

<213> Mus nuscul us

<400> 2
Arg Lys Gu Ser Tyr Ser Ile Tyr Val Tyr Lys Val
1 5 10

<210> 3

<211> 17

<212> PRT

<213> Bos Taurus
<400> 3

Lys Ala Met Gy Ile Met Asn Ser Phe Val Asn Asp Ile Phe Lys Arg
1 5 10 15
lle

<210> 4

<211> 17

<212> PRT

<213> H2bn Bos Taurus

<400> 4

Page 1



Lys Al a Met
1
Ile

<210> 5
<211> 15
<212> PRT
<213>

<400> 5
Arg Lys Thr
]

<210> 6
<211> 12
<212> PRT
<213>

<400> 6

Arg Asp Ala Va
]

<210> 7
<211> 12
<212> PRT
<213>

<400> 7

Arg Ille Ser Gy Leu lle Tyr Gu Gu
1 5

<210> 8

<211> 1431
<212> DNA
<213>

<400> 8
at gggat gga

gt acagct gc
t gt gcagcct
gggaaggggc
gact cact ga
caact gagca
tatcgtgatg
at ggt caccg
t ccaagagca
gaaccggt ga

gctgtcct ac

Gy Asn Met Asn Ser
5

Val
5

human

gct gt at cat
agcagt cagg
ccggattcaa
t ggagt ggat
agggccgat t
gcct gacacc
gt agggggt a
t gt cgt cage
cct ct ggggg
cggtgtcgtyg
agt cct cagg

Thr Al a Met

Ratt us norvegi cus

Ratt us norvegi cus

Ratt us norvegi cus

cctcttettg
gggaggect g
cct cagcacc
ctcatccatt
caccgt ct cc
ggacgacacg
tgtcgttaat
ct ccaccaag
cacagcggcc
gaact caggc

actctactcc
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Phe Val
10

Asp Val Val Tyr
10

Thr Tyr Thr Gu H's Ala Lys
5

10

Thr Arg
10

gt agcaacag
gt caggccgg
aattttatga
agttggactg
agagacaacg
gctgtctatt
gacgctcttg
ggcccat cgg
ct gggcet gece

gccctgacca
ct cagcagcg

Page 2

Asn Asp |le Phe G u Arg
15

Ala Leu Lys Arg
15

Arg

Ay

ct acaggt gt

gggggt ccct
act gggt ccg
gt gat gat at
ccaagaacac
act gt gcgag
atatttgggg
tcttccccect
t ggt caagga
gcggegt gea
t ggt gaccgt

gcattcccag
gagact ctcc
ccagagt cga
at at gaggca
agtgtatctg
agt gcgccag
ccaagggaca
ggcaccct cc
ctacttcccc
caccttcccg

gccct ccage

60
120
180
240
300
360
420
480
540
600
660



agct t gggca

gacaagaaag
cct gaact cc
at gat ct ccc
gaggt caagt
€gggaggagce
gact ggct ga
at cgagaaaa
ccccceat ccc
ttctatccca
aagaccacgc
gt ggacaaga

ctgcacaacc

cccagacct a
tt gagcccaa
t ggggggacc
ggacccct ga
t caact ggt a
agt acaacag
at ggcaagga
ccatctccaa
gggat gagct
gcgacat cgc
ct ccegt get
gcaggt ggca

act acacgca

<210> 9
<211> 705
<212> DNA
<213> human
<400> 9

at gggat gga
tctgtgttga
t gct ct ggaa
ggaacagccc
cgattctctg
ggggacgagg
ggcggaggga
ttcccgecect
gacttctacc
ggagt ggaga
ct gagcct ga

gaagggagca
<210> 10
<211> 1431
<212> DNA
<213> nus
<400> 10

at gggat gga
gt acagct gc
t gt gcagcct

gct gt at cat
ct cagccgcec
gcagct ccaa
ccaaact cct
gct ccaagtc
ccgattatta
ccaagct gac
cct ct gagga
cgggagccgt
ccaccacacc
cgcct gagea

ccgt ggagaa

nmuscul us

gct gt at cat
agcagt cagg

ccggattcaa

cat ct gcaac
atcttgtgac
gtcagtcttc
ggt cacat gc
cgt ggacggce
cacgt accgt
gt acaagt gc
agccaaaggg
gaccaagaac
cgt ggagt gg
ggact ccgac

gcaggggaac

gaagagcct ¢

cctcttcttg
ct caat gt ct
cat t ggcaat
catttatgac
t gccacgt cc
ct gcggat ca
cgt cct aggt
gctt caagcece
gacagt ggcc
ct ccaaacaa
gt ggaagt cc
gacagt ggcc

cctettettg
gggaggcect g

cct cagcacc
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gt gaat caca
aaaact caca
ctcttccecce
gt ggt ggt 9g
gt ggaggt gc
gt ggt cagcg
aaggt ct cca
cagccccgag
caggt cagcc
gagagcaat g
ggctcctt ct
gtcttctcat

tccectgtcte

gt agcaacag
gcggccccag
aatt at gt at
gacaat aaga
gccaccct gg
t gggat gat a
cagcccaagg
aacaaggcca
t ggaaggcag
agcaacaaca
cacagaagct

cct acagaat

gt agcaacag

gt caggccgg

aattttatga
Page 3

agcccagcaa
cat gcccacc
caaaacccaa
acgt gagcca
at aat gccaa
t cct caccgt
acaaagccct
aaccacaggt
t gacct gcct
ggcagccgga
tcctctacag
gct ccgt gat
cgggt aaat g

ct acaggt gt
gacagaaggt
cctggt atca
gaccct ccgg
gcat caccgg
acct gagt gt
ctgcecccctce
cactggtgtg
atagcagccc
agt acgcggce
acagct gcca

gttca

ct acaggt gt

gggggt ccct
act gggt ccg

caccaaggtg
gtgcccagcea
ggacaccct c
cgaagaccct
gacaaagccg
cctgcaccag
cccagecccec
gtacaccctg
ggt caaaggc
gaacaact ac
caagct cacc
gcat gaggct

a

gcattcccag
cacgat ctcc
gcaagt ccca
aattcccggce
act ccaggct
tgtgcttttc
ggtcactctg
t ct cat aagt
cgt caaggcg
cagcagct at

ggt cacgcat

gcattcccag
gagact ctcc

ccagagt cga

720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1431

60
120
180
240
300
360
420
480
540
600
660
705

60
120
180



g99g9aaggggc

gact cact ga
caact gagca
tatcgtgatg
at ggt caccg
t gt ggagat a
gagccagt ga
gctgtcctge
t ggcccagece
aagaaaattg
cct aacct ct
at gat ct ccc
gat gt ccaga
cat agagagg
gact ggat ga
at cgagagaa
cct ccaccag
ttcatgcctg
aagaacact g

gt ggaaaaga

ctgcacaatc
<210> 11
<211> 711
<212> DNA
<213> nus
<400> 11

at gggat gga
tctgtgttga
t gct ct ggaa
ggaacagccc
cgattctctg
ggggacgagg
ggcggaggga
ccaccat cca
ttctacccca

gt cct gaaca

t ggagt ggat
agggccgat t
gcct gacacc
gtagggggt a
t gt cgt cagc
caact ggct c
ccttgacctg
agt ct gacct
agt ccat cac
agcccagagg
t gggt ggacc
t gagccccat
t cagct ggt t
attacaacag
gt ggcaagga
ccat ct caaa
aagaagagat
aagacattta
aaccagt cct

agaact gggt

accacacgac

nmuscul us

gct gt at cat
ct cagccgcece
gcagct ccaa
ccaaact cct
gctccaagtc
ccgattatta
ccaagct gac
gt gagcagt t

aagacat caa

gttggact ga

ctcatccat t
caccgt ctcc
ggacgacacg
t gt cgtt aat
caaaacaaca
ct cggt gact
gaact ct gga
ctacaccctc
ctgcaatgtg
gcccacaat ¢
atccgtcttc
agt cacat gt
t gt gaacaac
tact ct ccgg
gttcaaatgc
acccaaaggg
gact aagaaa
cgtggagt gg
ggact ct gat
ggaaagaaat

t aagagcttc

cctcttettg
ct caat gt ct
cat t ggcaat
catttatgac
t gccacgt cc
ctgcggat ca
cgt cct aggg
aacat ct gga
t gt caagt gg

t caggacagc
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agtt ggact g
agagacaacg
gctgtctatt
gacgctcttg
gccccat cgg
ct aggat gcc
tccctgtcca
agcagct cag
gcccacccgg
aagccctgtc
atcttccctc
gt ggt ggt gg
gt ggaagt ac
gtggtcagtg
aaggt caaca
t cagt aagag
caggt cactc
accaacaacg
ggttcttact
agct act cct

t cccggact ¢

gt agcaacag
gcggcecccag
aatt at gt at
gacaat aaga

gccaccct gg

t gggat gat a
gctgatgcetg
ggt gcct cag
aagattgatg

aaagacagca
Page 4

gt gat gat at
ccaagaacac
act gt gcgag
atatttgggg
tct at ccact
t ggt caaggg
gt ggt gt gca
t gact gt aac
caagcagcac
ctccatgcaa
caaagat caa
at gt gagcga
acacagct ca
ccct ccccat
acaaagacct
ct ccacaggt
t gacct gcat
ggaaaacaga
t cat gt acag
gt t cagt ggt
cgggt aaat a

ct acaggt gt
gacagaaggt
cctggtatca
gaccct ccgg
gcat caccgg
acct gagt gt
caccaact gt
tcgtgtgett
gcagt gaacg

cctacagcat

at at gaggca
agtgtatctg
agt gcgccag
ccaagggaca
ggcccctgtg
ttatttccct
caccttccca
ct cgagcacc
caaggt ggac
atgcccagca
ggatgtactc
ggat gaccca
gacacaaacc
ccagcaccag
cccagegcecc
atatgtcttg
ggt cacagac
gct aaact ac
caagct gaga
ccacgagggt
g

gcattcccag
cacgat ctcc
gcaagt ccca
aattcccggce
act ccaggct
tgtgcttttce
atccatcttc
cttgaacaac
acaaaat ggc

gagcagcacc

240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1431

60
120
180
240
300
360
420
480
540
600
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ct cacgttga ccaaggacga gtatgaacga cataacagct atacctgtga ggccactcac
aagacat caa cttcacccat tgtcaagagc ttcaacagga atgagtgtta g
<210> 12
<211> 19
<212> PRT
<213> Mus nuscul us
<400> 12
Met Gy Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gy
1 5 10 15

Val His Ser

<210> 13
<211> 127
<212> PRT
<213> human

<400> 13
Gn Val Gnleu Gn Gn Ser Gy Ay Gy Leu Val Arg Pro Ay Gy
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gy Phe Asn Leu Ser Thr Asn
20 25 30

Phe Met Asn Trp Val Arg G n Ser Arg Ay Lys Ay Leu Au Trp Ile
35 40 45

Ser Ser |Ile Ser Trp Thr Gy Asp Asp Ile Tyr Gu Ala Asp Ser Leu
50 55 60

Lys Gy Arg Phe Thr Val Ser Arg Asp Asn Ala Lys Asn Thr Val Tyr

Leu G n Leu Ser Ser Leu Thr Pro Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Val Arg G n Tyr Arg Asp Gy Arg Gy Tyr Val Val Asn Asp
100 105 110

Thr Met Val Thr Val Ser Ser
125

Ala Leu Asp Ile Trp Gy An G
115 12

o<

<210> 14
<211> 330
<212> PRT
<213> human

<400> 14

Ala Ser Thr Lys Gy Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys
1 5 10 15
Page 5

660
711



Ser

Phe

Ay

Leu

65

Tyr

Lys

Pro

Lys

Val

145

Tyr

Hi s

Lys

Leu

Pro

Thr

Pro

Val

50

Ser

e

Val

Al a

Val

Val

An

An

Al a

Pro

Thr

Ser

Tyr

Ser

Gu

Hi s

Ser

Cys

-7

Lys

Val

Asp

Tyr

Asp

Leu

Arg

Lys

Asp

Ay

20

Pro

Thr

Val

Asn

Asp

Asp

Ay

Asn

180

Trp

Pro

Asn

Gy Thr

Val Thr

Phe Pro

Val Thr

70

Val Asn
85

Lys Ser
Leu Leu
Thr Leu
Val Ser

150

Val du

165

Ser Thr

Leu Asn

Ala Pro

Pro Gn

G@n Va

Al a Va

Thr Pro

Al a

Val

Al a

55

Val

H s

Ay

Vet

135

H s

Val

Tyr

Ay

Val

Ser

Pro

Al a

Ser

40

Val

Pro

Lys

Au

H s

Arg

Tyr

Leu

Trp

Val
280

037 WO ST25

Leu

25

Trp

Leu

Ser

Pro

Ser

Asp

Asn

Val

185

Lys

Thr

Thr

Ay

Ser
Ser
90

Thr
Ser

Arg

Pro

Val
Tyr
Thr
Leu
Cy
250
Ser

Asp

Cys Leu

Ser Ay

Ser Ser

60

Ser Leu

75

Asn Thr

H s Thr

Val Phe

Thr Pro

140

A u Val

Lys Thr

Ser Val

Lys Cys

[l e Ser

220

Pro Pro
235
Leu Val

Asn Gy

Ser Asp

Page 6

Val

Al a

45

Ay

Ay

Lys

Leu

125

Lys

Lys

Leu

Lys

205

Lys

Ser

Lys

Lys

30

Leu

Leu

Thr

Val

-
]
[@Xe)

Phe

Val

Phe

Pro

Thr

190

Val

Al a

Arg

Ay

Pro
270

y Ser

Asp

Thr

Tyr

Asp

95

Pro

Pro

Thr

Asn

Arg

Va

Ser

Lys

Asp

Phe

255

Phe

Tyr

Ser

Ser

Thr

80

Lys

Pro

Cys

Leu

Asn

Gy

Tyr

Asn

Phe



Leu Tyr Ser Lys
290

Val Phe Ser Cys
305

G n Lys Ser Leu

<210> 15
<211> 110
<212> PRT
<213> human
<400> 15

G n Ser Val Leu
>

Lys Val Thr lle
20

Tyr Val Ser Trp
35

[le Tyr Asp Asp
50

Gy Ser Lys Ser
65

Ala Gy Asp Gu

Ser Val Val Leu
100

<210> 16
<211> 106
<212> PRT
<213> human
<400> 16

Gy Gn Pro Lys
>

GQu Gu Leu An
20

Phe Tyr Pro Ay
35

Val Lys Ala Gy
50

Leu

Ser

Ser
325

Asn

Al a

Al a

85

Phe

Al a

Al a

Al a

Val

Thr
Val

310

Leu

Lys
Thr
70

Asp

Ay

Al a

Asn

Val

Gu

Val
295

Ser

Pro

Ser

Arg
55
Ser

Tyr

Ay

Pro

Lys

Thr

Thr
55

Asp

H s

Pro

Pro

Ay

Val

40

Pro

Al a

Tyr

Ay

Ser

Al a

Val

40

Thr
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Lys Ser Arg Trp Gn G@n Ay Asn

Gu

Ay

Ser

Ser

25

Pro

Ser

Thr

Cys

Thr
105

Val
Thr
25

Al a

Thr

300

Ala Leu His Asn H's Tyr Thr

315

Lys
330

Met Ser

Ser Ser

Gy Thr

Leu Gy
75

Gy Ser
90

Lys Leu

Thr Leu

Leu Val

Trp Lys

Pro Ser

Page 7

Al a

Asn

Al a

Pro

60

Ile

Trp

Thr

Phe

Cys

Al a

Al a
Ile
Pro
45

Ay
Thr

Asp

Val

Pro
Leu
Asp
45

An

Pro
Ay
30

Lys
Arg

Ay

Asp

110

Pro
I'le
0
Ser

Ser

Leu

Phe

Leu

Asn
95

Ser

Ser

Asn

320

An

Asn

Leu

Ser

An

Leu

Ser

Asp

Pro

Asn



Lys Tyr Ala Ala

65

Ser H's Arg Ser

G u Lys Thr Val

<210>
<211>
<212>
<213>
<400>

Gn Ser
]

Lys Val
Tyr Val

[le Tyr
50

Gy Ser
65

Ala Gy
Ser Val

<210>
<211>
<212>
<213>

<400>

17
110
PRT

human

17
Val

Thr

Ser

35

Asp

Lys

Asp

Val

18
107
PRT

100

Leu

Trp

Asp

Ser

Leu
100

Ser
Tyr

85

Al a

Thr

Ser

Tyr

Asn

Al a

Al a

85

Phe

mus muscul us

18

Gy Ala Asp Ala
]

G n Leu Thr Ser
2

0

Al a
5

Ay

Tyr Pro Lys Asp lle

35

Gn Asn Gy Va

Leu

Ser
70
Ser

Pro

An

Cys

An

Lys

Thr

70

Asp

Ay

Pro

Ay

Asn

Asn

Cys

Thr

Pro

Ser

Arg
55
Ser

Tyr

Ay

Thr

Al a

Val

Ser

Leu

Gn

Gu Gy

Pro

Ay

Val

40

Pro

Al a

Tyr

Ay

Val

Ser

Lys

40

Trp
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Ser

Val

Ser

Ser

25

Pro

Ser

Thr

Thr
105

Ser
Val
25

Trp

Thr

Leu Thr
75

90

Ser

Met Ser

Ser Ser

Gy Thr

Gy lle

Leu Gy

75

Gy Ser
90

Lys Leu

e Phe

_;—
o—

Val Cys

Lys Ile

Asp GAn
Page 8

Pro Gu Gn Trp Lys

Al a

Asn

Al a

Pro

60

Ile

Trp

Thr

Pro

Phe

Asp

Al a

I'le

Pro

45

Ay

Thr

Asp

Val

Pro

Leu

Ay

45

Ser

Pro

Ay

30

Lys

Arg

Ay

Asp

110

Ser
Asn
30

Ser

Lys

Leu

Phe

Leu

Asn
95

Asp

80

Thr Hs Gu Gy Ser Thr Val
95

An

Asn

Leu

Ser

Phe

Arg

Ser



50

Thr Tyr
65

Ser

Vbt

Arg His Asn Ser

Pro Ile

<210>
<211>
<212>
<213>
<400>
Gn Va
>

Ser Leu

Phe Met

Ser Ser
50

Lys Gy

Leu G n

Ala Arg

Al a Leu

<210>
<211>
<212>
<213>

<400>

Val

19
127
PRT

human

19
An

Arg

Asn

35

Ile

Arg

Leu

Val

Asp

115

20
330
PRT

Lys
100

Leu

Leu

20

Trp

Ser

Phe

Ser

Ser
Tyr

85

Ser

Ser

Val

Trp

Thr

Ser

85

An

Trp

mus muscul us

20

Ser
70
Thr

Phe

An

Arg

Thr

Val

70

Leu

Ay

Ala Lys Thr Thr Ala Pro

1

5

Asp Thr Thr Gy Ser
20

Ser

55

Thr

Asn

Ser

Al a

Gy
55
Ser

Thr

Arg

Ser

Val

Leu

Gu

Arg

Ay

Al a

Ser

40

Asp

Arg

Pro

-
o &
o<

Val

Thr
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Thr

Al a

Asn
105

Ay

Ser

25

Arg

Asp

Asp

Leu
25

60

Leu Thr Lys Asp Gu Tyr Gu
75 80

Thr H's Lys Thr Ser Thr Ser

90

G u Cys

Gy Leu Val

Gy Phe Asn

Gy Lys Gy

lle Tyr Gu

60

Asn Ala Lys
75

Asp Thr Ala
90
Arg Gy Tyr

Met Val Thr

Pro Leu Al a

Gy Cys Leu

Page 9

Leu

Leu

45

Al a

Asn

Val

Val

Val
125

Pro

Val

Pro
Ser
30

Gu

Asp

Thr

Ser

Val

Lys
30

95

Gy Gy
Thr Asn
Trp Ile
Ser Leu

Val Tyr
80

Tyr Cys
95
Asn Asp

Ser

Cys Ay
15

Gy Tyr



Phe

Ay

Ser

65

Thr

e

Pro

Lys

Val

145

Phe

H s

Lys

Ser

225

Pro

Asn

Met

Ser

Pro

Val

50

Ser

GAu

Al a

_,__
w—
([&X0]

Val

Val

Asp

An

Asp

Val

Thr

GAu

Tyr

Tyr

290

Tyr

Gu

Hi s

Ser

Asn

Pro

-7

Lys

Val

Asn

Tyr

Asp

Leu

Arg

Lys

Asp

Lys

Ser

Ser

Pro

Thr

Val

Val

Asp

Asp

Asn

Asn

180

Trp

Pro

Al a

Lys

Asn

Lys

Val

Phe

Thr

Al a

85

Leu

Val

Val

Val

165

Ser

Vet

Al a

Pro

Tyr

Thr

Leu

Ser

Thr

Pro

Val

70

H s

Pro

Leu

Leu

Ser

150

Thr

Ser

Pro

Val

Val

Arg

Val

Leu

Al a

55

Thr

Pro

Thr

Ay

Vet

135

Val

Leu

Ay

Val

Thr

GAu

Pro

Val

295

Val

Thr
40
Val

Ser

Al a

Asp

H s

Arg

Tyr

Leu

Trp

Val

280

H s
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Trp Asn Ser Gy

Leu

Ser

Ser

Ser

Asp

Thr

Val

185

Arg

Val

Thr

Thr

265

Leu

Lys

An
Thr
Ser
90

Pro
Ser

Leu

Pro

Val

Phe
Thr
Leu
Cy

250
Asn
Asp

Lys

Ser
Trp

75

Thr

Val

Ser

Ser

Lys

Pro

235

Vet

Asn

Ser

Asn

Asp

60

Pro

Lys

Pro

Phe

Pro

140

Val

Thr

Al a

Ser

220

Pro

Val

Ay

Asp

Trp
300

Gy Leu His

Page 10

Ser

45

Leu

Ser

Val

Pro

Leu

Lys

205

Lys

Pro

Thr

Lys

Leu

Tyr

Val

Ile

Thr

Val

Pro

Asp

Thr
270

y Ser

Hi s

Ser

Thr

Ser

Lys

95

Lys

Pro

Thr

Ser

175

I'le

Asn

Lys

Phe

255

Gu

Tyr

Arg

Hi s

Ser
Leu
I'le
80

Lys

Pro

-
OT

Arg

Asn

Gy

Vet

Leu

Phe

Asn

Thr
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305 310 315 320

Thr Lys Ser Phe Ser Arg Thr Pro Gy Lys
325 330

<210> 21
<211> 12
<212> PRT
<213> human

<220>

<221> M SC_FEATURE
<222> (B6)..(6
<223> X = citrulline

<400> 21

Ala Ala Ala Ser Ay Xaa Ay Lys Gn Gy Gy Lys
1 5 10

<210> 22
<211> 12
<212> PRT
<213> human

<220>

<221> M SC_FEATURE
<222> (B)..(6
<223> X = citrulline

<400> 22
Ala Lys Ala Lys Ser Xaa Ser Ser Arg Ala Gy Leu
1 5 10

<210> 23
<211> 12
<212> PRT
<213> human

<220>

<221> M SC_FEATURE
<222> (6)..(6

<223> X = citrulline
<400> 23

Lys Ser Arg Ser Ser Xaa Ala Gy Leu Gn Phe Pro
1 5 10

<210> 24
<211> 12
<212> PRT
<213> human

<220>

<221> M SC_FEATURE
<222> (6)..(6)

<223> X = citrulline
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<400> 24

Gn Phe Pro Val Gy Xaa Val Hs Arg Leu Leu Arg
1 5 10

<210> 25
<211> 12
<212> PRT
<213> human

<220>

<221> M SC_FEATURE
<222> (6)..(6
<223> X = citrulline

<400> 25
Val Gy Arg Val H s Xaa Leu Leu Arg Lys Gy Asn
1 5 10

<210> 26
<211> 12
<212> PRT
<213> human

<220>

<221> M SC_FEATURE
<222> (6)..(6
<223> X = citrulline

<400> 26
Val His Arg Leu Leu Xaa Lys Gy Asn Tyr Ser Gu
1 5 10

<210> 27
<211> 12
<212> PRT
<213> human

<220>

<221> M SC_FEATURE
<222> (6)..(6
<223> X = citrulline

<400> 27
Gy Asn Tyr Ser Gu Xaa Val Gy Ala Gy Ala Pro
1 5 10

<210> 28
<211> 12
<212> PRT
<213> human

<220>

<221> M SC_FEATURE
<222> (6)..(6

<223> X = citrulline
<400> 28
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Ala Gy Asn Ala Ala Xaa Asp Asn Lys Lys Thr Arg
1 5 10

<210> 29
<211> 12
<212> PRT
<213> human

<220>

<221> M SC_FEATURE
<222> (6)..(6

<223> X = citrulline
<400> 29

Asp Asn Lys Lys Thr Xaa Ile Ile Pro Arg H' s Leu
1 5 10

<210> 30
<211> 12
<212> PRT
<213> human

<220>

<221> M SC_FEATURE
<222> (6)..(6

<223> X = citrulline

<400> 30

Thr Arg Ile Ile Pro Xaa H's Leu G n Leu Ala Ile
5 10

<210> 31
<211> 12
<212> PRT
<213> human

<220>

<221> M SC_FEATURE
<222> 6)..(6
<223> = citrulline

></\

<400>

w

1

Leu Gn Leu Ala Ile Xaa Asn Asp Gu G u Leu Asn
1 5 10

<210> 32
<211> 12
<212> PRT
<213> human

<220>

<221> M SC_FEATURE
<222> (6)..(6

<223> X = citrulline
<400> 32
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Asn Lys Leu Leu Gy Xaa Val
1 5

<210>
<211>
<212>
<213>

33

22
PRT
human

<220>

<221> M SC_FEATURE
<222> (1 5) . (17)
<223> X = citrulline

<400> 33
Leu Ser Gu Gy Gy dy Val
1 5

Xaa Ser G n Cys Lys Asp
20

<210>
<211>
<212>
<213>

34

22
PRT
human

<220>
<221>
<222> (
<223> X

<400> 34

Leu Ser Gu Gy Gy dy Val
1 5

M SC_FEATURE
8)..(8

citrulline

Gn Ser Gn Cys Lys Asp
20

<210>
<211>
<212>
<213>

35

22
PRT
human

<220>

<221> M SC_FEATURE
<222> (1 5) .(19)
<223> X = citrulline

<400> 35
Leu Ala Gu Gy Gy Gy Val
1 5

G n Ser Ala Cys Lys Asp
20

<210>
<211>

36
22

037 WO ST25

Thr Ile Ala G n Gy
10

Arg Gy Pro Arg Val
10

Xaa Gy Pro Arg Val
10

Arg Gy Pro Arg Val
10

Page 14

Val

Val

Val

Gu Xaa His
15

Gu Arg His
15

Gu Xaa His
15
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<212> PRT
<213> human

<220>

<221> M SC_FEATURE
<222> (8)..(8

<223> X = citrulline
<400> 36

Leu Ala Gu Ay Gy Gy Val Xaa Gy Pro Arg Val Val Gu Arg Hi s
1 5 10 15

Gn Ser Ala Cys Lys Asp
20

<210> 37
<211> 17
<212> PRT
<213> human

<220>

<221> M SC_FEATURE
<222> (9)..(9

<223> X = citrulline
<400> 37

Gu Pro Thr Asp Ser Leu Asp Ala Xaa Gy Hs Arg Pro Val Asp Arg
1 5 10 15

Arg

<210> 38
<211> 15
<212> PRT
<213> human

<220>

<221> M SC_ FEATURE
<222> (4)..(11)
<223> X = citrulline

<400> 38
Tyr Val Thr Xaa Ser Ser Ala Val Xaa Leu Xaa Ser Ser Val Pro
1 5 10 15

<210> 39

<211> 123

<212> PRT

<213> Honmo sapiens

<400> 39
Gu Val Gn Leu Val Gu Ser Gy Pro Gy Pro Val Lys Ser Ser Gu
1 5 10 15

Thr Leu Ser Leu Thr Cys His Val Ser Gy Tyr Ser |le Ser Asp Gy
Page 15



Tyr Tyr Trp
35
[le Gy Ser
50
H's Lys Ser
65
Ser Leu Lys
Cys Ala Arg
Trp Gy Arg
115
<210> 40
<211> 110
<212> PRT
<213> hono
<400> 40
Ser Tyr Val
]
Arg Val Thr
Al a Val Asn
35
Met Ser Trp
50
Gy Ser Lys
65
Ala G u Asp
Asp Gy Trp
<210> 41
<211> 123
<212> PRT
<213> homo
<400> 41

20

Gy
Arg

Arg

sapi
Leu
e
20

Trp
Asp

Ser

Val
100

sapi

Trp

Hi s

Val

H s

85

Leu

Thr

ens

Ser

Ay

Al a

85

Phe

ens

[le

H s

Ser

70

Ser

Hi s

Thr

Val
Thr
70

Asp

Ay

Arg

Gy

55

Leu

Val

Ile

Val

Pro

Ser

Leu
55
Ser

Tyr

Ay

GAn
40

Gy
Leu
Thr
Asp

Thr
120

Ser
Gy
Val
40

Ser
Al a

Tyr

Ay

037 WO ST25

25

Ser

Asn

Al a

—
g O
o<

Val

Ser

Ser

25

Pro

Ser

Ser

Cys

Thr
105

Pro Gy Lys

Al a

Asp

Al a

90

Trp

Ser

Val

Arg

Ay

Ay

Leu

Al a

90

Lys
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Thr

Thr

75

Asp

Asn

Ser

Ser

Ser

An

Val

Al a

75

Val

Leu

Phe
60
Ser

Thr

Asp

Ay

Asn

Al a

Ser

60

Ile

Thr

Ay

45

Tyr

Lys

Al a

Al a

Al a

Pro

45

Asp

Ser

Asp

Val

30

Leu

Asn

Asn

Ile

110

Pro

Ay

30

Lys

Arg

Ay

Asp

110

Pro

Tyr
95

Au

Arg
15

Leu
Phe
Leu

Ser
95

Trp

Ser

Leu

80

Tyr

I'le

Leu

Ser



Thr

Tyr

I1e

Hi s

65

Ser

Cys

Trp

Val

Leu

Tyr

Ay

50

Lys

Leu

Al a

Ay

<210>
<211>
<212>
<213>

<400>
G n Ser Val
>

Arg

Arg

Vet

Ay
65

Val

Val

Tyr

50

Ser

GAn

Ser

Trp

35

Ser

Ser

Lys

Thr

Vet

Ser Gu Asp

Arg Gy Trp

<210>
<211>

43
369

Leu
Leu
20

Ay

Arg

Arg

sapi
Leu
Ile
20
Trp
Asp
Ser
GAu

Al a
100

Thr

Trp

H s

Val

Hi s

85

Leu

Thr

ens

Thr

Ser

Tyr

Asp

Asp

Ay

85

Phe

Gn

Ile

H s

Ser

70

Ser

H s

Vet

Thr
70

Ay

Ser

H s

Arg

Ay

55

Leu

Val

Ile

Val

Pro

Ser

Lys

Arg

55

Ser

Tyr

Ay

Ay

Val

Ay

Leu

Thr

Asp

Thr
120

Ser

Ay

Val

40

Pro

Al a

Tyr

Ay

037 WO ST25
Pro Gy Leu Val Lys
10

Ser
25
Ser

Asn

Al a

-
g O
or<

Val

Ser

Ay

25

Al a

Ser

Ser

Cys

Thr
105

Ay

Pro

Al a

Asp

Al a

90

Trp

Ser

Val

Asp

Ay

Ay

Leu

Ser

90

Lys
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Tyr

Ay

Thr

Thr

75

Asp

Asn

Ser

Ser

Ser

Thr

Val

Al a

75

Al a

Leu

Ser

Lys

Phe

60

Ser

Thr

Asp

Ay

Asn

Al a

Pro

60

Ile

Trp

Thr

Ile

Ay

45

Tyr

Lys

Al a

Al a

Thr

Ile

Pro

45

Asp

Ser

Asp

Val

Ser

Ser

30

Leu

Asn

Asn

I'le

110

Pro

Ay

30

Lys

Arg

Ay

Asp

110

Asp

Gu

Pro

An

Tyr
95

Leu

Phe

Leu

Ser
95

Ay

Trp

Ser

Leu

80

Tyr

I'le

Asn

Leu

Ser



<212>
<213>

DNA
homo sapi ens

<400> 43
gaggt gcagc tggtggagtc

acctgccatg tctccggtta
t ccccaggga agggact gga
tacaat ccgt cacacaagag
t ccct gaaga tgcactct gt

cttcatatcg atggttggaa

gtgtcgtca

<210> 44
<211> 330
<212>
<213>

<400> 44
tcctatgtge

ccctgttcetg
ccaggacagg
gaccgat t ct
gct gaggat g
ttcggcggag

DNA
homo sapi ens

t gact cagcc
gaagccgct ¢
ct cccaaact
caggct ccaa
aggctgatta

ggaccaagct

<210> 45

<211> 369

<212> DNA

<213> honmo sapiens

<400> 45
caggt acagc tgcagcagtc

acctgccatg tctceggtta

t ccccaggga agggact gga

tacaat ccgt cacacaagag
t ccct gaaga tgcact ct gt
cttcatatcg atggttggaa
gtgtcgtca

<210> 46

<211> 330

<212> DNA

<213> hono sapiens

<400> 46
cagt ct gt gc tgact cagcce

tcttgttctg gaggcgactc

t ggcccagga

ct ccat cagc
gt ggat t ggg
t cgagt cagc
gaccgccgcea

cgatgctttt

gtcctcggtg

caacat cgga
cct cat gt ct
at ct ggcacc
ttactgtgca

gaccgtcct a

aggcccagga
ct ccat cagc
gt ggat t ggg
t cgagt cagc
gaccgccgcea

cgatgctttt

gtcctcagtg

037 WO ST25

ccggt gaagt
gat ggt t act
agt aggcat c
ctcttaattg

gacacggcca

gagat ct ggg

t ct ggagcce
aacaacgct g
t gggat agt g

t cagcctccc

gtttgggatg

ct ggt gaagt
gat ggt t act
agt aggcat c
ctcttaattg

gacacggcca

gagat ct ggg

t ct gggaccc

cttcggagac

act ggggct g
at ggggggaa

acacctccaa

tttactactg
gccgagggac

ccaggcagag
t aaact ggt a
tgctgtcctce
t ggccat cag
act cagt gga

cttcggagac

act ggggct g
atggggggaa

acacctccaa

tttactactg
gccgagggac

ccgggeagag

caacat cgga act aatagag tgcagtggta

Page 18

cctgtctctce
gat ccggcag
cgccaccttce
gaaccagttg
t gcgagaggg

cacggt cacc

ggt caccat t
ccagcaggt c
aggggt ct ct
t gggct ccag
tggttgggt g

cctgtctcetce
gat ccggcag
cgccaccttce
gaaccagttg
tgcgagaggg

aat ggt cacc

ggt caccat ¢

t caaaaagtc

60
120
180
240
300
360
369

60
120
180
240
300
330

60
120
180
240
300
360
369

60
120



gcaggaacgg cccccaaact gctcatgtac
gaccgattct ctggctccat gtctgacacc
t ct gaggat g agggtgaata ttactgttca
tt cggcggag ggaccaagct gaccgtccta

037 WO ST25
gaagat gat g agcggccct ¢ aggggt t cct

t cggcct cac tggcecat cag tggact ccag

gcctgggat g acagtttcag agggt gggcg
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180
240
300
330



