<110>
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<120>

Nouvelle souche Streptomyces Beta-vulgaris, ses antibiotiques

dérivés et leur utilisation dans le traitement des plantes

<130>

<160> 11

<170>

<210> 1
<211>
<212>
<213>

DNA
<400> 1

ttaacacatg
agtaacacgt
ccggatatga
ccgcggecta
cctgagaggg
gcagtgggga
acggccttcg
gaagaagcgc
tccggaatta
ggggcttaac
gaattcctgg
gatctctggg
accctggtag
cgtgccgcag
caaaggaatt
cgaagaacct
tggtcggtgt
gtcccgcaac
actcacagga
gccecttatg
gtgaggtgga
cccatgaagt
gggccttgta

caaccccttg

ag

1442
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caagtcgaac
gggcaatctg
ctaccgatcg
tcagcttgtt
cgaccggcca
atattgcaca
ggttgtaaac
cggctaacta
ttgggcgtaa
cccgggtctg
tgtagcggtg
ccgatactga
tccacgccgt
ctaacgcatt
gacgggggcc
taccaaggct
acaggtggtg
gagcgcaacc
gactgccggg
tcttgggctg
gcgaatctca
cggagtcgct
cacaccgccc

gggagggagce

Patentln version 3.3

gatgaagccg
ccctgcactc
catggttggt
ggtggggtga
cactgggact
atgggcgaaa
ctctttcagc
cgtgccagca
agagctcgta
cattcgatac
aaatgcgcag
cgctgaggag
aaacgttggg
aagttccccg
cgcacaagcg
tgacatacac
catggctgtc
cttgttctgt
gtcaactcgg
cacacgtgct
aaaagccggt
agtaatcgca
gtcacgtcac

tgtcgaaggt

cttcggtggt
tgggacaagc
ggtggaaagc
tggcctacca
gagacacggc
gcctgatgca
agggaagaag
gccgcggtaa
ggcggcttgt
gggcaggcta
atatcaggag
cgaaagcgtg
aactaggtgt
cctggggagt
gcggagcatg
cggaaacggc
gtcagctcgt
gttgccagca
aggaaggtgg
acaatggccg
ctcagttcgg
gatcagcatt
gaaagtcggt
gggactggcg

Streptomyces Beta-Vulgaris - ADNr 16S - SEQ n°1

ggattagtgg
cctggaaacg
tccggeggtyg
aggcgacgac
ccagactcct
gcgacgccgce
cgagagtgac
tacgtagggc
cacgtcggat
gagttcggta
gaacaccggt
gggagcgaac
gggcgacatt
acggccgcaa
tggcttaatt
cagagatggt
gtcgtgagat
tgcctttcegg
ggacgacgtc
gtacaatgag
attggggtct
gctgcggtga
aacacccgaa

attgggacga

cgaacgggtg
gggtctaata
caggatgagc
gggtagccgg
acgggaggca
gtgagggatg
ggtacctgca
gcgagcgttg
gtgaaagccc
ggggagatcg
ggcgaaggcg
aggattagat
ccacgtcgtc
ggctaaaact
cgacgcaacg
cgcccecttg
gttgggttaa
ggtgatgggg
aagtcatcat
ctgcgatacc
gcaactcgac
atacgttccc
gccggtggece

agtcgtaaca

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1442



<210> 2

<211> 20

<212> DNA

<213> amorce universelle 27 ¥ - SEQ n°2

<400> 2
agagtttgat cctggctcag

<210> 3

<211> 19

<212> DNA

<213> amorce universelle 1492 r - SEQ n°3

<400> 3
ggttaccttg ttacgactt

<210> 4

<211> 24

<212> DNA

<213> amorce PR1 ¥ - SEQ n°4

<400> 4
ctggctattc tcgattttta atcg

<210> 5

<211> 24

<212> DNA

<213> amorce PR1 r - SEQ n°5

<400> 5
tcctgcatat gatgctcctt attg

<210> 6

<211> 30

<212> DNA

<213> amorce PDF1 f - SEQ n°6

<400> 6
tcatggctaa gtttgcttcc atcatcaccc

<210> 7

<211> 24

<212> DNA

<213> amorce PDF1l r - SEQ n°7

<400> 7
gtagatttaa catgggactg cgac

<210> 8

<211> 21

<212> DNA

<213> amorce PAL1 f - SEQ n°8

<400> 8
cggaggagga gtggacgcta t

<210> 9

<211> 21

<212> DNA

<213> amorce PAL1 r - SEQ n°9

<400> 9

20

19

24

24

30

24

21



tgcgacaccg tttttggttc t

<210>
<211>
<212>
<213>

<400>

10

24

DNA

amorce EF1 ¥ - SEQ n°10

10

atgccccagg acatcgtgat ttca

<210>
<211>
<212>
<213>

<400>

11

24

DNA

amorce EF1 r - SEQ n°1l1

11

ttggcggcac ccttagctgg atca

21

24

24



