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SEQUENCE LISTING

Bayer HealthCare AG

model for cardiovascular diseases

<130>
<160> 4
<170>
<210> 1

<211> 1128
<212> DNA
<213> Homo

<400> 1
atggatgtga

BHC

cctgcggecc
gcecctggeca
ctctcgtgec
ctggtggtga
ctggcggtgg
gagcggtact
atgtacagca
agggccatgc
atctggatgg
accgacgagg
ctgggcttca
ctggtcaggg
atcctcgcgg
gtgcacctcc
gcccaccccce
cccctcatcet
cagaaaacaa
ccagacagca
<210> 2
<211> 2497
<212> DNA
<213> Mus

<400> 2
agacgctgct

tctcctgetg

08 1 016

sapiens

cttcccaagc
ccaacaccac
atgggacagg
tctacaccat
acatcagctt
cggacctcat
acgacatcgc
gcgtcttctt
gctgcagcect
catccgtgtc
cctgcttctg
tcgtgccctt
cgcaccggca
tggtgctggt
tgcagcggac
tcacgggcca
acagctttct
atttgccggce

ccgagcagtc

musculus

ggacggccac

ggtccctgcet

PatentIn version 3.4

€cggggcgtyg
ctcccccgag
tgagctctcg
cttcctcttc
ccgcgagaag
cctggtggcec
cgtcctgtgce
cctcacctgg
gttccgcacc
agccacgctg
tttcgcggat
cgccatcatc
ccgtgggcetg
cttcttcgtc

gcagcctggg

cattgtcaac

cggggagacc

cctgaaccgc

ggatgtgagg

aggcatccat

gggcaccgtc

ggcctggaga
ctcaacctgt
gagcaccagc
cccatcggct
atgaccatcc
gactccctca
accttcatgt
atgagcttcg
aagcaccacg
gtgcccttca
gtccgggagg
ggcctgtget
cggccccggce
tgctggctgce
gccgctecct
ctcgccgect
ttcagggaca
ttctgtcacg

ttcagcagtg

ccccaggcat

cccaaagtgc
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tgtacccagg
cccacccgct
agtacgtgat
ttgtgggcaa
ccgacctgta
ttgaggtgtt
cgctcttect
accgctacat
cccggctgag
ccgccgtgea
tgcagtggct
actccctcat
ggcagaaggc
cggagaacgt
gcaagcagtc
tctccaacag
agctgaggct
ctgccctgaa

ccgtgtag

cgggcgggtg
tgcaagtcca

G-Protein Coupled Receptor 30 (GPR30) transgenic animals as a

caccgcgcag
cctgggcacc
cggcctgttc
catcctgatc
cttcatcaac
caacctgcac
gcaggtcaac
cgccctggcec
ctgtggcctce
cctgcagcac
cgaggtcacg
tgtccgggtg
gctccgcatg
cttcatcagc
tttccgecat
ctgcctaaac
gtacattgag

ggccgtcatt

cttctgttcc

gggtccatcc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1128

60
120



ctggagcaag
ggacacccaa
atctggacca
atcagattta
gccaagectc
ctgcccageca
acaggctccc
gatggagctg
gagggaagcc
tccecgtgtgg
gcgggaagat
tgccctcttce
catcctcatc
cttcatcaac
caacctggac
gcagatcaac
agcgetggec
ctgtggcectc
cctgcggeac
ggaggtcaca
cgtgcgagec
cctgaggatg
cttcatcagt
tttccgtcac
ctgcctgaat
ctatgtggag
ggccgtcatt
ggaaaaggtc
agtgggctaa
ggggtcatct
ccagattcaa
ccaggcgggc
ctgttgatac

ggagtctaga

ctccaggagc
cagaaaatca
aggacagaag
gggagaaagc
aacactcaca
ccagcccaga
aggacgattc
tcacataaaa
atggatgcga
ccagcccctt
gcccegggga
ctctectgece
ctggtggtga
ctggcggcgg
gagcagtact
atgtacagca
aaggccatgc
atctggatgg
acggaggagg
ctgggcttca
ctcatccggg
atcttcgcag
gtccacctac
gcctaccect
ccecteatct
cagaagacga
ccagacagca
aggggcgcag
gctatgtcat
ctggagctgc
ggtcccaagg
ctgctgcttg
gaggacaggc
gacagacttt
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acctccagca
gaaggacact
ccagggtgtc
catccaagga
cactctgggt
catcagacac
ttcctgectce
cagctttctg
ctactccagc
ccaacagcac
acctcactgg
tctacaccat
acatcagctt
ccgacctcat
acgacatcgc
gcgtcttectt
gctgtggect
cctcagtgtc
cctgcttctg
tcatgccctt
cccacaggca
tggtccttgt
tgcagtggac
tgacaggcca
acagcttcct
gcctgecggce
cagagcagtc
gctggtgctc
actctcaaac
tggcatcctt
cagcgggcca
gctttcttte
catgctatgg

atgtaccaga

gatggcctgg
aagtctgatc
atttctgcca
ctctgctccc
gcccagaagg
cctgtccacc
acaaatgcct
tgaccctttc
ccaaactgtt
ccctctggec
ggacctctct
cttcctcttt
ccgggagaag
cctggtggct
agtgctctgc
cctcacctgg
cttccgcacc
cgccacgctg
ctttgctgat
cgccatcatt
ccgcggectg
tttcttcatc
gcagccaggg
catagtcaac
gggagagacc
tctgaaccgce
agaggtcagg
aggacttgca
cccagtggct
cctgactgtc
cgtgacattg
catagcctac
gagcaccatg

cccaaactgg
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taacgccacg
gttagattaa
tgcacccacc
cttaagctgc
tgagcaggca
cttctggttt
ggtttatctt
agcaaatcct
ggggtggaga
ctcaacttgt
gagcatcagc
cctattggct
atgaccatcc
gactccctga
accttcatgt
atgagcttcg
aagcaccacg
gtgcccttca
gtcagggagg
ggcctctgcet
cgcccacgcea
tgctggctgce
gacactccct
cttgcagcca
ttcagggaca
ttctgccatg
ttcagcagtg
cacacctagc
tggggaagac
cagctcatgg
acctctgacc
gttcccagaa
ttacatgcct

ctaccttccc

gcacagatca
cagagcagcg
aaaacagctg
tggaattgtg
gcaggtgtgc
tctgagacta
tctttgtgaa
gaaaactgcc
tctacctagg
ccctggcact
agtacgtgat
ttgtgggcaa
cagacctgta
ttgaggtgtt
ccctcttect
acaggtacct
cacggctcag
cagcggtgca
tgcagtggct
actccctcat
ggcagaaagc
cggagaacgt
gcaagcagtc
tctccaacag
agctcaggct
ccacgctcaa
ctgtgtgaga
acaggtggtg
gtcacattgc
atgctgccat
tcaaagggca
cacaagtctg
gctacgtgga
tttgcttgtg

180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160



atgtgtaact

gaaggctgtg
tgagaaaggc

tttacaaagg

tggtgggatg
gggaacagcg

<210>
<211>
<212>
<213>

<400>

3
3

75

PRT

H
3

omo

Met Asp val
1

Gly Thr

Leu Ser

Leu Ser
50

Tyr Thr
65

Leu val

Tyr Phe

Leu Ile

Leu Cys

130

val phe
145

Arg Ala

Ser Cys

Ala

His

35

Glu

Ile

val

Ile

Glu

115

Thr

Phe

Met

Gly

gaccatgtat
aggtcacccc
cctttaacaa
tgtttgccct
ccgccataag

agctgtaaat

sapiens

Thr

Gln

20

Pro

His

Phe

Asn

Asn

100

val

Phe

Leu

Arg

Leu
180

Ser

Pro

Leu

GIn

Leu

Ile

85

Leu

Phe

Met

Thr

cys

165

Ile

Gln

Ala

Leu

Gln

Phe

70

ser

Ala

Asn

Ser

Trp

Ala

Ala

Gly

Tyr

55

Pro

Phe

val

Leu

Leu

135

Met

Leu

Met
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gtgcagccag agccttcttc

acaccgtcca
agatgccact
aacgccttcc
tccgtgaagg
atgtgtggta
ggatctcatt

Arg

Pro

Thr

40

val

Ile

Arg

Ala

His

120

Phe

Ser

Phe

Ala

cctaactcct gagtgaacag

tgctctggga tgctcctctce

tggaaggaga ctgggtgctg

gaaggactta ccaccacaga

aaaacgt

Gly

Asn

25

Ala

Ile

Gly

Glu

Leu

Phe

Arg

ser
185

val

10

Thr

Leu

Gly

Phe

Arg

GIn

Asp

Thr

170

val
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Gly

Thr

Ala

Leu

val

75

Met

Ile

Tyr

val

Lys

ser

Leu
Ser
Asn
Phe
60

Gly
Thr
Leu
Tyr
Asn
140
Tyr
His

Ala

Glu

Pro

Gly

45

Leu

Asn

Ile

val

Asp

125

Met

Ile

His

Thr

Met

Glu

30

Thr

Ser

Ile

Pro

Ala

110

Ile

Tyr

Ala

Ala

Leu
190

ctgtcttcca
cgtgtctgac
acaaagtttg
ctgtgcaggc

aaatcatact

Tyr

15

Leu

Gly

Cys

Leu

Asp

95

Asp

Ala

ser

Leu

Arg

val

Pro

Asn

Glu

Leu

Ile

80

Leu

Ser

val

ser

Ala

160

Leu

Pro

2220
2280
2340
2400
2460
2497



Phe

Ala

val

225

Leu

Ala

Leu

Pro

Thr

305

Pro

Leu

His

val

Thr

ASp

210

Pro

val

Leu

Pro

Leu

Tyr

Ala

Arg
370

<210>
<211>
<212>
<213>

<400>

Tet Asp Ala Thr Thr

Ala
195
val
Phe
Arg
Arg
Glu
275
Ala
His
Ile
Ile
Ala

355

Phe

4
375
PRT

val

Arg

Ala

Ala

Met

260

Asn

Ala

Ile

Tyr

Glu

340

Leu

ser

His

Glu

Ile

His

245

Ile

val

Pro

val

Ser

325

Gln

Lys

Ser

mus musculus

4

5

Gly Pro val Trp Pro

20

Leu Ser Leu Ala Leu

35

Leu Ser Glu His Gln

Leu

val

Ile

230

Arg

Leu

Phe

cys

Asn

310

Phe

Lys

Ala

Ala

Pro

Arg

Gln

Gln

Gln

215

Gly

His

Ala

Ile

Lys

Leu

Leu

Thr

val

val
375

Ala

Pro

Glu

Tyr
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His Thr Asp Glu Ala Cys Phe

200

Trp

Leu

Arg

val

Ser

280

Gln

Ala

Gly

Asn

Ile
360

Gln

Ser

Asp

40

val

Leu

Cys

Gly

val

265

val

Ser

Ala

Glu

Leu

345

Pro

Thr
AsSnh
25

Ala

Ile

Glu val

Tyr Ser
235

Leu Arg
250

Leu val

His Leu

Phe Arg

Phe ser

315

Thr Phe
330

Pro Ala

Asp Ser

val Gly
10

ser Thr

Pro Gly

Ala Leu
Seite 4

Thr

220

Leu

Pro

Phe

Leu

His

300

Asn

Arg

Leu

Thr

val

Pro

Asn

Phe

205

Leu

Ile

Arg

Phe

Gln

285

Ala

ser

Asp

Asn

Glu
365

Glu

Leu

Leu

45

Leu

Gly

val

Arg

val

270

Arg

His

Cys

Lys

Ile
Ala
30

Thr

ser

Cys

Phe

Arg

Gln

255

cys

Thr

Pro

Leu

Leu

335

Phe

Ser

Tyr
15
Leu

Gly

Cys

Phe

Ile

val

240

Lys

Trp

Gin

Leu

Asn

320

Arg

Cys

Asp

Leu

Asn

Asp

Leu



Tyr

Leu

Tyr

Leu

Leu

val

145

Lys

Ser

Phe

Ala

Met

225

Leu

Ala

Leu

Pro

Thr

305

Pro

50

Thr

val

Phe

Ile

Ala

Cys

Thr

Ile

Leu

Pro

Gly

Gly

Leu

Ile

val

Ile

Glu

115

Thr

Phe

Met

Gly

Ala

195

val

Phe

Arg

Arg

Glu

275

Asp

His

Ile

Phe

Asn

Asnh

100

val

Phe

Leu

Arg

Leu

180

val

Arg

Ala

Ala

Met

260

Asn

Thr

Ile

Tyr

Leu

Ile

85

Leu

Phe

Met

Thr

His

Glu

Ile

His

245

Ile

val

Pro

val

ser

Phe

70

Ser

Ala

Asn

Ser

Trp

Gly

Trp

Leu

val

Ile

230

Arg

Phe

Phe

Cys

Asn

310

Phe

55

Pro

Phe

Ala

Leu

Leu

135

Met

Leu

Met

Arg

Gln

215

Gly

His

Ala

Ile

Leu
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Ile

Arg

Ala

Ser

Phe

Ala

His

200

Trp

Leu

Arg

val

ser

280

Gln

Ala

Gly

60

Gly Phe ¥?1 Gly Asn

Glu

Leu

Phe

Arg

ser

185

Thr

Leu

Cys

Gly

val

265

val

Ser

Ala

Glu

Gln

Gln

Asp

Thr

170

val

Glu

Glu

Tyr

Leu

250

Leu

His

Phe

Ile

Met

Ile

Tyr

Ile

Arg

Lys

Ser

Glu

val

Ser

235

Arg

val

Leu

Arg

ser
315

Thr

Leu

Tyr

Asn

140

Tyr

His

Ala

Ala

Thr

220

Leu

Pro

Phe

Leu

His

300

Asn

Thr Phe Arg
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Ile

val

Leu

His

Thr

cys

205

Leu

Ile

Arg

Phe

Gln

285

Ala

Ser

Asp

Ile

Pro

Ala

110

Ile

Tyr

Ala

Ala

Leu

190

Phe

Gly

val

Arg

Ile

270

Trp

Tyr

Cys

Lys

Leu

Asp

95

Asp

Ala

ser

Leu

Cys

Phe

Arg

Gln

255

cys

Thr

Pro

Leu

Leu

Ile

80

Leu

Ser

val

Ser

Ala

160

Leu

Pro

Phe

Ile

Ala

240

Lys

Trp

Gln

Leu

Asn

320

Arg
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325 330 335

Leu Tyr val Glu Gln Lys Thr Ser Leu Pro Ala Leu Asn Arg Phe Cys
340 345 350

His Ala Thr Leu Lys Ala val Ile Pro Asp Ser Thr Glu Gln Ser Glu
355 360 365

val Arg Phe Ser Ser Ala val
370 375

BHC 08 1 016-FC
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