iodrug AG
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SEQUENC

E LISTING

CHEMOATTRACTANT PROTEIN-1 (MCP-1 NI1pE)

<110> Prob
<120>
<130> PBDO
<150> USs 6
<151> 2008
<160> 44
<170>
<210> 1
<211> 99
<212> PRT
<213> Homo
<400> 1
Met Lys val
1
Phe Ile Pro
Thr Cys Cys
35
Ala Ser Tyr
50
Ile Phe Lys
65
Lys Trp val
Pro Lys Thr
<210> 2
<211> 300
<212> DNA
<213> Homo
<400> 2
atgaaagtct
gggctcgctc
aggaagatct
aaagaagctg
aagtgggttc
<210> 3

0068/wo

1/090, 264
-08-20

sapiens

Ala Al

5

ser

Gln
20

Gly Le

Tyr Asn Ph

Arg Arg TI1

Thr Ile va

70

Gln Asp Se

85

sapiens

ctgccgeect
agccagatgc
cagtgcagag
tgatcttcaa

aggattccat

PatentIn version 3.5

a Leu Leu

u Ala Gln

e Thr Asn

40

e Thr
55

ser

1 Ala Lys

r Met Asp

tctgtgcctg
aatcaatgcc
gctcgcgagce
gaccattgtg

ggaccacctg

Leu Leu

10

Cys

Pro Ala

25

Asp

Arg Lys Ile

Sser Lys Cys

Glu ITe Cys

Leu
90

His Asp

ctgctcatag
ccagtcacct
tatagaagaa
gccaaggaga

gacaagcaaa

Seite 1

Leu ITe Ala

Ala
30

ITe Asn

val Gln

45

ser

Pro Glu

60

Lys

Ala Asp Pro

Lys Gln Thr

cagccacctt
gctgttataa
tcaccagcag
tctgtgctga

cccaaactcc

ANTIBODIES DIRECTED AGAINST PYROGLUTAMATE MONOCYTE

Ala Thr

15

Pro val

Arg Leu
val

Ala

Gln
80

Lys

Gln Thr

95

cattccccaa
cttcaccaat
caagtgtccc
ccccaagcag

gaagacttga

60
120
180
240
300



<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

PBDO0068_WO_ST25. txt
4
PRT .
Homo sapiens

MISC_FEATURE

D..(D
pyroglutamate
3

Glu Pro Asp Ala
1

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

1

4
38

PRT

Homo sapiens

MISC_FEATURE

D..(D
pyroglutamate
4

Glu Pro Asp Ala Ile Asn Ala Pro val Thr Cys Cys Tyr Asn Phe Thr
10

5 15

Asn Arg Lys Ile Ser val GIn Arg Leu Ala Ser Tyr Arg Arg Ile Thr
2 25 30

Ser Ser Lys Cys Pro Lys

<210>
<211>
<212>
<213>

<400>

35

36
PRT .
Homo sapiens

5

Asp Ala ITe Asn Ala Pro val Thr Cys Cys Tyr Asn Phe Thr Asn Arg
1 5 10 15

Lys Ile Ser val GIn Arg Leu Ala Ser Tyr Arg Arg Ile Thr Ser Ser
25 30

20

Lys Cys Pro Lys
35

<210>
<211>
<212>
<213>

<220>
<221>
<222>

6

10

PRT

Homo sapiens

MISC_FEATURE
D..M
Seite 2
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<223> pyroglutamate

<400> ©

Glu Pro Asp Ala Ile Asn Ala Pro val Cys

1 5 10

<210> 7

<211> 30

<212> DNA

<213> Artificial sequence

<220> )

<223> Synthetic oligonucleotide

<400> 7

atgaagttgc ctgttaggct gttggtgctg 30
<210> 8

<211> 30

<212> DNA

<213> Artificial sequence

<220> )

<223> Synthetic oligonucleotide

<400> 8

atggagwcag acacactcct gytatgggtg 30
<210> 9

<211> 30

<212> DNA

<213> Artificial sequence

<220> )

<223> Synthetic Oligonucleotide

<400> 9

atgagtgtgc tcactcaggt cctggsgttg 30
<210> 10

<211> 33

<212> DNA

<213> Artificial sequence

<220> )

<223> Synthetic Oligonucleotide

<400> 10

atgaggrccc ctgctcagwt tyttggmwtc ttg 33
<210> 11

<211> 30

<212> DNA

<213> Artificial sequence

<220> )

<223> Synthetic Oligonucleotide

<400> 11

atggatttwc aggtgcagat twtcagcttc 30
<210> 12

Seite 3



PBDO0068_WO_ST25. txt

<211> 27

<212> DNA

<213> Artificial sequence

<220> )

<223> Synthetic Oligonucleotide

<400> 12

atgaggtkcy ytgytsagyt yctgrgg 27
<210> 13

<211> 31

<212> DNA

<213> Artificial sequence

<220> )

<223> Synthetic Oligonucleotide

<400> 13

atgggcwtca agatggagtc acakwyycwg ¢ 31
<210> 14

<211> 31

<212> DNA

<213> Artificial sequence

<220> )

<223> Synthetic Oligonucleotide

<400> 14

atgtggggay ctktttycmm tttttcaatt ¢ 31
<210> 15

<211> 25

<212> DNA

<213> Artificial sequence

<220> )

<223> Synthetic Oligonucleotide

<400> 15

atggtrtccw casctcagtt ccttg 25
<210> 16

<211> 27

<212> DNA

<213> Artificial sequence

<220> )

<223> Synthetic Oligonucleotide

<400> 16

atgtatatat gtttgttgtc tatttct 27
<210> 17

<211> 28

<212> DNA

<213> Artificial sequence

<220> )

<223> Synthetic Oligonucleotide

<400> 17

atggaagccc cagctcagcect tctcttcc 28

Seite 4



<210>
<211>
<212>
<213>

<220>
<223>

<400>

PBDO0068_WO_ST25. txt

18

20

DNA

Artificial sequence

Synthetic OTigonucleotide
18

actggatggt gggaagatgg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

19

27

DNA

Artificial sequence

Synthetic OTigonucleotide
19

atgaaatgca gctggggcat sttcttc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20

26

DNA

Artificial sequence

Synthetic OTigonucleotide
20

atgggatgga gctrtatcat sytctt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

21

27

DNA

Artificial sequence

Synthetic OTigonucleotide
21

atgaagwtgt ggttaaactg ggttttt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

22

25

DNA

Artificial sequence

Synthetic OTigonucleotide
22

atgractttg ggytcagctt grttt

<210>
<211>
<212>
<213>

<220>
<223>

23

30

DNA

Artificial sequence

Synthetic OTigonucleotide

Seite 5

20

27

26

27

25



PBDO0068_WO_ST25. txt

<400> 23

atggactcca ggctcaattt agttttcctt 30
<210> 24

<211> 28

<212> DNA

<213> Artificial sequence

<220> )

<223> Synthetic Oligonucleotide

<400> 24

atggcttgtc ytrgsgctrc tcttctgc 28
<210> 25

<211> 26

<212> DNA

<213> Artificial sequence

<220> )

<223> Synthetic Oligonucleotide

<400> 25

atggratgga gckggrtctt tmtctt 26
<210> 26

<211> 23

<212> DNA

<213> Artificial sequence

<220> )

<223> Synthetic Oligonucleotide

<400> 26

atgagagtgc tgattctttt gtg 23
<210> 27

<211> 30

<212> DNA

<213> Artificial sequence

<220> )

<223> Synthetic Oligonucleotide

<400> 27

atggmttggg tgtggamctt gctattcctg 30
<210> 28

<211> 27

<212> DNA

<213> Artificial sequence

<220> )

<223> Synthetic Oligonucleotide

<400> 28

atgggcagac ttacattctc attcctg 27
<210> 29

<211> 28

<212> DNA

<213> Artificial sequence
Seite 6



<220>
<223>

<400> 29

PBD00068_WO_ST25.

Synthetic OTigonucleotide

atggattttg ggctgatttt ttttattg

<210> 30
<211> 27
<212> DNA
<213>
<220>
<223>

<400> 30

Artificial sequence

Synthetic OTigonucleotide

atgatggtgt taagtcttct gtacctg

<210> 31
<211> 21
<212> DNA
<213>
<220>
<223>

<400> 31

Artificial sequence

Synthetic OTigonucleotide

cagtggatag acagatgggg g

<210> 32
<211> 21
<212> DNA
<213>
<220>
<223>

<400> 32

Artificial sequence

Synthetic OTigonucleotide

cagtggatag actgatgggg g

<210> 33

<211> 435
<212> DNA
<213> Mus

<400> 33
atggagtcac

gtgatgaccc
tgcaagtcaa
cagaggccag
gtccctgaca
gtggaggctg
ttcggtggag

ttcccaccat

musculus

agtttctgtt
agactcccct
gtcagagcct
gccagtctcc
ggttcactgg
aggatttggg
gcaccaagct

ccagt

tctgttagtg
cagtttgtcg
cttagatagt
aaagcgccta
cagtggatca
agtttattac

ggaaatcaaa

<210>
<211>

34
145

ctctggattc
gttaccattg
gctggaaaga
atctatctgg
gggacagatt
tgctggcaag
cgggctgatg

Seite 7

txt

gggaaaccaa
gacaaccagc
catatttgag
tgtctaaact
tcacactgaa
gtacacattt

ctgcaccaac

cggtgatgtt
ctccatctct
ttggttgtta
ggactctgga
aatcagcaga
tccgtggacg

tgtatccatc

28

27

21

21

60
120
180
240
300
360
420
435



<212> PRT
<213> Mus
<400> 34

Met Glu Ser
1

Asn Gly Asp

Gln
35

Ile Gly

ser Ala

50

Asp

Gln
65

Ser Pro

val Pro Asp

ser

Lys

Thr
115

Gln Gly

Ile Lys Arg

Ser
145

<210>
<211>
<212>
<213> Mus

<400> 35
atggaatgga

35
427
DNA

gtccagctgce
tgtaaggctt
ggagaaagct
cagaagttca
gagctcaaca
agctaccgct

tcagtct

<210> 36

musculus

Phe
5

Gln Le

val val

20

Me

Pro Ala Se

Gly Lys Th

Le
70

Lys Arg

Phe Th

85

Arg

val GI1

Phe Pr

Ala Asp Al

musculus

gcggggtctt
aacagtctgg
ctggatacac
ttgagtgcat
agggcaaggc

gcctgacatc

ggggccaagg

PBDO0068_WO_ST25. txt

u Phe Leu

t Thr Gln

r Ile Ser

40

r Tyr Leu

55

uIle Tyr

r Gly Ser
Glu

u Ala

Thr
120

o Trp

a Ala
135

Pro

tctcttcctc
acctgagctg
attcactgac
tggacgtgtt
cacattgact
tgaggactct

caccactctc

val
10

Leu Leu

Thr
25

Pro Leu

Cys Lys Ser

Ser Trp Leu

val ser

75

Leu

Gly ser Gly

90

Asp Leu Gly

Phe Gly Gly

Thr val ser

ttgtcaggaa
gtgaagcctg
tactacatgg
aatccttaca
gttgacaagt
gcggtctatt

acagtctcct

Seite 8

Trp Ile Arg

ser
30

Ser Leu

Gln
45

Ser Ser

Leu Gln

60

Arg

Lys Leu Asp

Thr Asp Phe

val Tyr Tyr

110

Thr
125

Gly Lys

Ile Phe

140

Pro

ctgcaggtgt
gggcttcagt
actgggtgaa
atggtggtac
cctccagcac
actgtgcaag

cagccaaaac

Glu Thr

15

val Thr

Leu Leu
Gly

Pro

Gly
80

ser

Thr
95

Leu

Cys Trp

Leu Glu

Pro Ser

ccactctgag
gaagatgtcc
gcagagccat
tagctacaac
agcctacatg
gctcggtagt

aacaccccca

60
120
180
240
300
360
420
427



<211> 142
<212> PRT
<213> Mus
<400> 36

Met Glu Trp Ser Gly val
1 5

val His Ser

Ala
35

Pro Gly

Thr Asp

50

Tyr

Glu Ile

65

Cys

Gln Lys Phe

Thr Ala Tyr

Tyr Tyr Cys

Thr Leu Thr

130

<210>
<211>
<212>
<213> Mus

<400> 37
atggtgtcct

37
441
DNA

gatgttgtga
atctcttgca
ttgttacaga
tctggagtcc
agcagagtgg
tggacgttcg
tccatcttcec
<210>
<211>

<212>
<213>

38

147
PRT
Mus

musculus

Glu val

20

ser val

Tyr Met
Gly

Arg

Gly
85

Lys

Met Glu

100

Ala Arg

val ser

musculus

cagctcagtt
tgacccagac
agtcaagtca
ggccaggcca
ctgacaggtt
aggctgagga
gtggaggcac

caccatccag

musculus

Gln

Lys

Asp

val

70

Lys

Leu

Leu

ser

PBDO0068_WO_ST25. txt

Phe Leu

Leu Gln

Met Ser

40

Trp val

55

Asn Pro

Ala Thr

Asn Ser

Gly ser

120

Ala
135

Lys

cctgtttctg
tcccctcagt
gagcctctta
gtctccaaag
cactggcagt
tttgggagtt
caagctggaa

t

Phe Leu Leu

10

Gln
25

Ser Gly

Cys Lys Ala

Lys Gln Ser

Gly
75

Tyr Asn

Thr val

90

Leu

Leu Thr Ser

105

Ser Tyr Arg

Thr Thr Pro

ttagtgctct
ttgtcggtta
gatagtgctg
cgcctaatct
ggatcaggga
tattactgct

atcaaacggg

Seite 9

Ser Gly Thr

Glu Leu

30

Pro

Gly
45

ser Tyr

His Glu

60

Gly

Gly Thr ser

Asp Lys Ser

Glu Ser

110

Asp

Trp Gly Gln

Pro Ser val

140

ggattcggga

ccattggaca
gaaagacata
atctggtgtc
cagatttcac
ggcaaggtac

ctgatgctgc

Ala
15

Gly
val Lys
Thr Phe
Phe

ser

Asn
80

Tyr

Ser Ser

95

Ala val

Gly Thr

aaccaacggt
accagcctcc
tttgagttgg
taaactggac
actgaaaatc
acattttccg

accaactgta

60
120
180
240
300
360
420
441



<400> 38

Met val Ser
1

Glu Thr Asn

Ile
35

val Thr

Leu
50

Leu Asp

Pro Gln

65

Gly

Ser Gly val

Thr Leu Lys

Gln
115

Cys Trp

Glu Ile

130

Leu

Pro Ser Ser

145

<210>
<211>
<212>
<213> Mus

<400> 39
atggaatgga

39
435
DNA

gtccagctgce
tgtaaggctt
ggagaaagct
cagaagttca
gagctcaaca
agctaccgct
tcagtctatc
<210>

<211>
<212>

40
145
PRT

ser Ala

Gly
20

Asp

Gly Gln

ser Ala

Ser Pro

Pro Asp

85

Ile
100

ser

Gly Thr

Lys Arg

musculus

gcgggatctt
aacagtctgg
ctggatacac
ttgagtgcat
agggcaaggc
gcctgacatc

ggggccaagg

cactg

Gln

val

Pro

Gly

Lys

Arg

Arg

His

Ala

PBDO0068_WO_ST25. txt

Phe Leu

val Met

Ala ser

40

Thr

Arg Leu

Phe Thr

val Glu

Phe Pro

120

Asp Ala

135

tatcttcctc
acctgagctg
attcactgac
tggacgtgtt
cacattgact
tgaggactct

caccactctc

Phe Leu Leu

Thr Gln Thr

25

Ile Ser Cys

Tyr Leu Ser

Ile Leu

75

Tyr

Gly ser Gly

90

Ala Glu

105

Asp

Trp Thr Phe

Ala Pro Thr

ttgtcaggaa
gtgaagcctg
tactacatgg
aatccttaca
gttgacaagt
gcggtctatt

acagtctcct

val Leu Trp

Pro Leu Ser

30

ser
45

Lys ser

Trp Leu

60

Leu

val Ser Lys

Ser Gly Thr

val
110

Leu Gly

Gly Gly Gly

val Ile

140

ser

ctgcaggtgt
gggcttcagt
actgggtgaa
atggtggtac
cctccagcac
actgtgcaag

cagccaaaac

Seite 10

Ile
15

Arg

Leu Ser

Gln Ser

Gln Arg

Leu Asp

80

Asp Phe

95

Tyr Tyr

Thr Lys

Phe Pro

ccactctgag
gaagatgtcc
gcagagccat
tagctacaac
agcctacatg
gctcggtagt

aacaccccca

60
120
180
240
300
360
420
435



<213>
<400>

Mus

40

Met Glu Trp Ser Gly Ile
1

val His Ser

Ala
35

Pro Gly

Thr Asp

50

Tyr

Glu Ile

65

Cys

Gln Lys Phe

Thr Ala Tyr

Tyr Tyr Cys

Thr Leu Thr

130

Leu
145

<210>
<211>
<212>
<213> Mus

<400> 41
atgaagttgc

41
438
DNA

gttttgatga
tcttgcaaat
ctgcagaaac
ggggtcccag
agagtggagg
acgttcggag
atcttcccac

<210>
<211>

42
146

musculus

5

Glu val

20

ser val

Tyr Met
Gly

Arg

Gly
85

Lys

Met Glu

100

Ala Arg

val ser

musculus

ctgttaggct
cccaaactcc
ctagtcagag
caggccagtc
acaggttcag
ctgaggatct

gggggaccaa

catccagt

Gln

Lys

Asp

val

70

Lys

Leu

Leu

ser

PBDO0068_WO_ST25. txt

Phe Ile

Leu Gln

Met Ser

40

Trp val

55

Asn Pro

Ala Thr
Ser

Asn

ser
120

Gly

Ala
135

Lys

gttggtgctg
actctccctg
cattgtacat
tccaaagctc
tggcagtgga
gggagtttat

gctggaaata

Phe Leu Leu

10

Gln
25

Ser Gly

Cys Lys Ala

Lys Gln Ser

Asn Gly

75

Tyr

Thr val

90

Leu

Leu Thr Ser

105

Ser Tyr Arg

Thr Thr Pro

atgttctgga
cctgtcagtc
agtaatggaa
ctgatctaca
tcagggacag
tactgctttc

aaacgggctg

Ser Gly Thr

Glu Leu

30

Pro

Gly
45

ser Tyr

His Gly Glu

60

Gly Thr ser

Asp Lys Ser

Glu Ser

110

Asp

Trp Gly Gln

Pro Ser val

140

ttcctgcttce
ttggagatca
acacctattt
aagttttcaa
atttcacact
aaggttcaca

atgctgcacc

Seite 11

Ala
15

Gly
val Lys
Thr Phe
Phe

ser

Asn
80

Tyr

Ser Ser

95

Ala val

Gly Thr

Tyr Pro

cagcagtgat
agcctccatc
agaatggtac
ccgattttct
caagatcagc
tgttccgtac

aactgtatcc

60
120
180
240
300
360
420
438



<212>
<213>

<400>

PRT
Mus

42

Met Lys Leu
1

Ser Ser Ser

Gly
35

Ser Leu

val His Ser

50

Gly
65

ser

Gly val Pro

Leu Lys Ile

Phe

Gly

Ile
130

Lys

Ser Ser

145

<210>
<211>
<212>
<213> Mus

<400> 43
atgggatgga

gtccagctgce

43
450
DNA

tgcaaggctt
ggaaagagcc
cagaagttca
cagctcaaga

cggggggact

daaaacgacac

<210> 44

musculus

Pro val
5

Asp val

20

Asp Gln

Asn Gly

Pro Lys

Asp Arg

85

ser
100

Arg

ser

Arg Ala

musculus

gcggggtctt
agcagtctgg
ctggttactc
ttgagtggat
agggcagggt
gcctgacatc
atgctatgga

ccccatctgt

Arg

Leu

Ala

Asn

Leu

70

Phe

val

val

Asp

PBDO0068_WO_ST25. txt

Leu Leu

Thr

Met

Ile
40

ser

Thr
55

Tyr

Leu Ile

Ser Gly

Glu Ala

Pro Tyr

120

Ala Ala

135

tattttaatc
acctgagctg
attcactggc
tggaaatatt
cacattgact
tgaggactct
ctactggggt

ctatccactg

val Leu Met

10

Gln Thr

25

Pro

Sser Cys Lys

Leu Glu Trp

val
75

Tyr Lys

Ser Gly Ser

90

Glu
105

Asp Leu

Thr Phe Gly

Pro Thr val

ctgtcagtaa
gagaagcctg
tacaacatga
actccttact
gtggacaaat
gcagtctatt

caaggaacct

Seite 12

Phe Trp Ile

Leu
30

Leu Ser

ser Gln

45

ser

Tyr Leu Gln

60

Phe Asn Arg

Gly Thr Asp

Gly val Tyr

110

Gly Gly Thr

Ser Ile Phe

140

ctacaggtgt
gcgcttcagt
actgggtgaa
atggtagtac
cctccagcac
tctgcctect

cagtcaccgt

Pro Ala

15

Pro val

Sser Ile

Lys Pro

Phe Ser

80

Phe Thr

95

Tyr Cys

Lys Leu

Pro Pro

ccactctgag
gaagatatcc
gcagaacaat
tagctacaac
agcctacatg
atggttacga

ctcctcagcec

60
120
180
240
300
360
420
450



<211>
<212>
<213>

<400>

150
PRT

Mus musculus

44

Met Gly Trp Ser
1

val

Pro

Thr

Glu

65

Gln

Thr

Tyr

Trp

Pro
145

His
Gly
Gly
50
Trp
Lys
Ala
Phe
Gly
1

ser

Ser Glu
20

Ala ser

35

Tyr Asn

Ile Gly

Phe Lys

Tyr Met

100

Cys Leu

Gln Gly

val Tyr

Gly
5
val
val
Met
Asnh
Gly
85
Gln
Leu

Thr

Pro

val

Gln

Lys

Asn

Ile

70

Arg

Leu

Trp

ser

Leu
150

Phe

Leu

Ile

Trp

55

Thr

val

Lys

Leu

val
135

PBDO0068_WO_ST25. txt

Gln

ser

40

val

Pro

Thr

ser

Arg

Thr

Leu

Gln

25

Cys

Lys

Tyr

Leu

Leu

105

Arg

val

ITe Leu Ser
10

Ser Gly Pro

Lys Ala Ser

Gln Asn Asn
60

Tyr Gly Ser
75

Thr val Asp
90
Thr ser Glu

Gly Asp Tyr

Ser Ser Ala
140

Seite 13

val

Glu

Gly

45

Gly

Thr

Lys

Asp

Ala

125

Lys

Thr

Leu

30

Tyr

Lys

ser

ser

ser

110

Met

Thr

Thr

15

Glu

ser

ser

Tyr

ser

95

Ala

Asp

Thr

Gly

Lys

Phe

Leu

Asn

80

ser

val

Tyr

Pro



