P121DKO00

<110>
<120>
<130>
<160>
<170>
<210>
<211>
<212>
<213>

<400>

SEQUENCE LISTING
Symphogen A/S
Treatment of thrombocytopenia
P121DK0O0O
260
PatentIn version 3.2
1
48
DNA

Saccharomyces cerevisiae

1

gaagttccta ttccgaagtt cctattctct agaaagtata ggaacttc

<210>
<211>
<212>
<213>

<400>

2

30

DNA
Atificial

2

ggaggcgctc gagacggtga ccagggtgcc

<210>
<211>
<212>
<213>

<400>

3

30

DNA
Atificial

3

ggaggcgctc gagacggtga ccattgtccc

<210>
<211>
<212>
<213>

<400>

4

30

DNA
Atificial

4

ggaggcgctc gagacggtga ccagggttcc

<210>
<211>
<212>
<213>

<400>

5

30

DNA
Atificial

5

ggaggcgctc gagacggtga ccgtggtccc

<210>
<211>
<212>
<213>

<400>

6

39

DNA
Atificial

6

48

30

30

30

30



P121DKO00

2

ccagccgggg cgcgcccagr tgcagctggt gcartctgg

<210>
<211>
<212>
<213>

<400>

7

39

DNA
Atificial

7

ccagccgggg cgcgccsagg tccagctggt rcagtctgg

<210>
<211>
<212>
<213>

<400>

8

39

DNA
Atificial

8

ccagccgggg cgcgcccagr tcaccttgaa ggagtctgg

<210>
<211>
<212>
<213>

<400>

9

39

DNA
Atificial

9

ccagccgggg cgcgccsagg tgcagctggt ggagtctgg

<210>
<211>
<212>
<213>

<400>

10

39

DNA
Atificial

10

ccagccgggg cgcgcecgagg tgcagctggt ggagwcygg

<210>
<211>
<212>
<213>

<400>

11

39

DNA
Atificial

11

ccagccgggg cgcgcccagg tgcagctaca gcagtgggg

<210>
<211>
<212>
<213>

<400>

12

39

DNA
Atificial

12

ccagccgggg cgcgcccags tgcagctgca ggagtcesgg

<210>
<211>
<212>
<213>

<400>

13

39

DNA
Atificial

13

39

39

39

39

39

39

39



P121DKO00

3

ccagccgggg cgcgccgarg tgcagctggt gcagtctgg

<210>
<211>
<212>
<213>

<400>

14

39

DNA
Atificial

14

ccagccgggg cgcgcccagg tacagctgca gcagtcagg

<210>
<211>
<212>
<213>

<400>

accgcctcca ccggcggceccg cttattaaca ctctceccecctg ttgaagectcet t

<210>
<211>
<212>
<213>

<400>

15

51

DNA
Atificial

15

16

38

DNA
Atificial

16

caaccagcgc tagccgacat ccagwtgacc cagtctcc

<210>
<211>
<212>
<213>

<400>

17

38

DNA
Atificial

17

caaccagcgc tagccgatgt tgtgatgact cagtctcc

<210>
<211>
<212>
<213>

<400>

18

38

DNA
Atificial

18

caaccagcgc tagccgaaat tgtgwtgacr cagtctcc

<210>
<211>
<212>
<213>

<400>

19

38

DNA
Atificial

19

caaccagcgc tagccgatat tgtgatgacc cacactcc

<210>
<211>
<212>
<213>

<400>

20

38

DNA
Atificial

20

39

39

51

38

38

38

38



P121DKO00

4

caaccagcgc tagccgaaac gacactcacg cagtctcc

<210> 21
<211> 38
<212> DNA

<213> Atificial

<400> 21
caaccagcgc tagccgaaat tgtgctgact cagtctcc

<210> 22
<211> 50
<212> DNA

<213> Atificial

<400> 22

accgcctcca ccggcggcecg cttattatga acattctgta ggggccactg

<210> 23
<211> 50
<212> DNA

<213> Atificial

<400> 23

accgcctcca ccggcggcecg cttattaaga gcattctgca ggggccactg

<210> 24
<211> 38
<212> DNA

<213> Atificial

<400> 24
caaccagcgc tagcccagtc tgtgctgact cagccacc

<210> 25
<211> 38
<212> DNA

<213> Atificial

<400> 25
caaccagcgc tagcccagtc tgtgytgacg cagccgcc

<210> 26
<211> 38
<212> DNA

<213> Atificial

<400> 26
caaccagcgc tagcccagtc tgtcgtgacg cagccgcc

<210> 27
<211> 36
<212> DNA

<213> Atificial

<400> 27

38

38

50

50

38

38

38



P121DKO00

caaccagcgc tagcccartc tgccctgact cagcecct

<210>
<211>
<212>
<213>

<400>

caaccagcgc tagccctttce ctatgwgctg actcagccac ¢

<210>
<211>
<212>
<213>

<400>

caaccagcgc tagccctttce ttctgagctg actcaggacc ¢

<210>
<211>
<212>
<213>

<400>

28

41

DNA
Atificial

28

29

41

DNA
Atificial

29

30

38

DNA
Atificial

30

caaccagcgc tagcccacgt tatactgact caaccgcc

<210>
<211>
<212>
<213>

<400>

31

38

DNA
Atificial

31

caaccagcgc tagcccaggc tgtgctgact cagceccgtce

<210>
<211>
<212>
<213>

<400>

caaccagcgc tagcccttaa ttttatgctg actcagcccce a

<210>
<211>
<212>
<213>

<400>

32

41

DNA
Atificial

32

33

38

DNA
Atificial

33

caaccagcgc tagcccagrc tgtggtgacy caggagcc

<210>
<211>
<212>
<213>

<400>

34

38

DNA
Atificial

34

36

41

41

38

38

41

38



P121DKO00

6

caaccagcgc tagcccwgcc tgtgctgact cagecmcc

<210>
<211>
<212>
<213>

35
381
DNA

<400> 35
gaggtgcagc

tcctgtgtag
ccagggaagg
gcagactctg
ctgcaaatga
tacggtgact
accacggtca
<210>
<211>

<212>
<213>

36
375
DNA

<400> 36
gaggtgcagc

tcctgtgcag
ccaggcaagg
gcagattccg
ctgcaaatgg
tccatgaaag
gtcaccgtct
<210>
<211>

<212>
<213>

37
381
DNA

<400> 37
gaggtgcagce

tcctgtgcag
ccagggaagg
gcagactctg
ctgcaaatga

tacggtgact

Homo Sapiens

tggtggagtc
cctctggatt
ggctggagtg
tgaagggccg
acagcctgag
atgaccctaa

ccgtctcgag

Homo Sapiens

tggtggagac
cgtctggatt
ggctcgaatg
tgaagggccg
acagcctgag
tagtgatccg

cgagt

Homo sapiens

tggtggagac
cctctggatt
ggctggagtg
tgaagggccg
acagtctgag

acgatcctaa

tgggggaggc

caccttcagg
ggtttcatac
attcaccatc
agccgaggac
gtcctactat

t

cgggggaggc
ctccttcagt
ggtggcagtt
attcaccatc
agccgaggac

cagacactac

cgggggaggce
cagcttcagg
ggtgtcatac
attcaccatc
agccgaggac

gtcctactat

ttggtacagc
agttttgaca
attaatagta
tccagagaga
acggctgttt

tactacggta

gtggtccagc
aactttggcect
atttggtatg
tccagagata
acggctgtgt

gttatggacg

ttagtacagc
agttatgaca
atcagtggca
tccagagaca
acggctgttt

tactacgcta

ctggagggtc

tgaactgggt
ggggtagtac
acgccaagaa

attactgtgc

tgggcgtctg

ctgggaggtc

tccactggat
atggaagcaa
gttcgaagaa
attactgtgce

tctggggcca

ctggagggtc
tgaactgggt
gaggtagtac
acgccaagaa
attactgtgce

tggacgtctg

cctgagactc
ccgccaggcet
catatactac
ctcactgtat
gagagatttg

gggccaaggg

cctgagactc
ccgccagtcet
cagattctat
catgctgttt
gagagaaatt

cgggaccacg

cctgagactc
ccgccaggct
aacatattac
ctcactgtat
gagagatttg

gggccacggg

38

60

120

180

240

300

360

381

60

120

180

240

300

360

375

60

120

180

240

300

360



P121DKO00

accacggtca ccgtctcgag t

<210>
<211>
<212>
<213>

38
375
DNA

<400> 38
gaggtgcagc

tcctgtgcag
ccaggcaagg
gcggactccg
ctgcaaatga
actacgacag
gtcaccgtct
<210>
<211>

<212>
<213>

39
378
DNA

<400> 39
gaggtgcagc

tcatgtgcag
ccaggcaagg
gcagactccg
ctgcaaatgg
atagcagctc
atggtcaccg
<210>
<211>

<212>
<213>

40
375
DNA

<400> 40

caggtgcagc
tcctgtgcag
ccggggaagg
tcagtgaagg
atgaacagcc

agggggagca

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acaacctgag
tagtggtccg

cgagt

Homo Sapiens

tggtggagtc
cctctggatt
ggctggagtg
tgaagggccg
acggcctgag
gtctttattc

tctcgagt

Homo Sapiens

tggtggagtc
cctctggatt
ggctggagtg
gccgattcag
tgagagccga

cttattctcg

tgggggaggc
caccttcagt
ggtggcggtt
attcaccatc
agccgaggac

aagacactac

tgggggaggc

caccttcagt
ggtggcattt
attcaccatc
agccgaggac

tcgctaccac

tgggggaggc
cggcttcagt
ggtctcatcc
catctccaga
ggacacggct

gtggtcgtac

gtggtccagce
aattatggca
atatggtatg
tccagagaca
acggctctct

cttatggaca

gtggtccagt
aacaatggca
atttggtatg
tccagagaca
tcggctgtgt

tacgctatgg

ctggtcaagc
gcttatagca
attactagca
gacaacgcca
gtatattatt

tactttgact

ctgggaggtc

tgcactgggt
atggaagtaa
attccaagaa
attcctgtge

tctggggcca

ctgggaggtc

tgcactgggt
atggaagtaa
attccaagaa

attactgtgc

acgtctgggg

ctggggggtc
tgaactgggt
ctactacata
agagcacact
gtgtgagaga

tctggggcca

cctgagactc
ccgccaggcet
tagattctat
tacgctgtat
gagagagatt

agggaccacg

cctgagactc
ccgccaggct
taaatactat
cacactgtat
gagagaggaa

ccaagggaca

cctgagactc
ccgccaggct
ctacgcagac
gtacctgcga
aatcgccttt

gggaaccctg

381

60

120

180

240

300

360

375

60

120

180

240

300

360

378

60

120

180

240

300

360



P121DKO00

gtcaccgtct

<210>
<211>
<212>
<213>

41
384
DNA

<400> 41

caggtgcagc
acctgcactg
ccagggaagg
ccctcectea
aagctgaggt
caatatgggt

gggaccacgg

<210>
<211>
<212>
<213>

42
387
DNA

<400> 42

caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
gttactatgg
aaagggacca
<210>
<211>

<212>
<213>

43
381
DNA

<400> 43
gaggtgcagc

tcctgtgcag
ccaggcaagg
gtagactccg
ctgcaaatga

agtgttctag

cgagt

Homo Sapiens

tgcaggagtc
tctctggtgg
gactggagtg
agagtcgagt
ctgtgaccgce
cggcgatccg

tcaccgtctce

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag
ttcggggage

cggtcaccgt

Homo Sapiens

tggtggagac
cctctggatt
ggttggagtg
tgaaaggccg
acagcctgag

tcccaggtac

gggcccagga

ctccatcagt
gattgggtat
caccatagca
tgcggacacg
aggttctcga

gagt

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac
ctacagaaac

ctcgagt

cgggggaggce
cagcttcagt
ggtggcagtt
attcaccatc
agccgaggag

tatacggagg

ctggtgaagc
agttactact
atctattaca
ttagacacgt
gccgtgtatt

tactactacg

gtggtccagce
agctatggca
atatggtatg
tccagagaca
acggctgtgt

tactactact

gtggtccagc
aactatggca
atttggtttg
tccagagaca
acggctatat

cgatattatt

cttcggagac
ggagctgggt
gtgggagcac
ccaagaacca
tctgtacgag

ggatggacgt

ctgggaggtc

tgcactgggt
atggaagtaa
attccaagaa
attactgtgc

acggtatgga

ctgggaggtc
tgcactgggt
atggaagtat
attccaagaa
atttctgtgce

tggactactg

cctgtccectce
ccggcagccce
caactacaac
gttctcecctg
agactggagg

ctggggccaa

cctgagactc
ccgccaggct
taaatactat
cacgctgtat
gagagacatg

cgtctggggce

cctgagactc
ccgccaggct
taaatattat
cacactctat
gagagaaaat

gggccaggga

375

60

120

180

240

300

360

384

60

120

180

240

300

360

387

60

120

180

240

300

360



P121DKO00

accctggtca ccgtctcgag t

<210>
<211>
<212>
<213>

44
381
DNA

<400> 44

caggtgcagc
tcctgtgcag
ccagggaagg
gcagactctg
ctgcaaatga
ttcggtgact
accctggtca
<210>
<211>

<212>
<213>

45
381
DNA

<400> 45

caggtgcagc
tcctgtgcag
ccagggaagg
gcagactcag
ctgcaaatga

tggtggggca

accctggtca

<210>
<211>
<212>
<213>

46
375
DNA

<400> 46
caggtgcagc
tcctgtgcag
ccaggcaagg
gcagaccccg
ctgcaaatga

gcctcecegtg

Homo Sapiens

tggtggagtc
cctctggatt
ggctggagtg
tgaagggccg
gcagcctgag
acgatcttaa

ccgtctcgag

Homo Sapiens

tggtggagtc
cctctggatt
gactggagtg
tgaagggccg
acagcctgag
tggttcggag

ccgtctcgag

Homo Sapiens

tggtggagac
cgtctggatt
ggctggagtg
tgaagggccg
acagcctcag

gatatagtcg

tgggggagac

caccttcagg
ggtttcatac
attcaccatc
agccgaggac
gtcctactac

t

tgggggaggc

caccttcagt
ggtctcatcc
atttaccatt
agtcgaggac
agtttttccce

t

cgggggaggce
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac

ctacttatac

ctggtacagc
agttatgaaa
attaatagta
tccagagaca
acggctgttt

tataacgcta

ctggtcaagc
agttatgcca
attagcggta
ttcagagaca
acggctgtct

acctatccct

gtggtccagce
agctatggca
atatggtatg
tccagagaca
acggctgtgt

tactttgact

ctggagggtc

tgaactgggt
gaggtaatac
acgccaagaa
attactgtgc

tggacgtctg

ctggggggtce

tgaactgggt
ctagtagtta
acgccaagag
attactgcgce

ttgactactg

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtgc

cctggggcca

cctgagactc
ccgccaggct
caaatactac
gtcactgtac
gagaaatttg

gggccaaggc

cctgagactc
ccgccaggct
catatactat
ctcagtttat
gagagataga

gggccaggga

cctgagactc
ccgccaggcet
taaagactat
cacgctgtat
gagagagatc

gggaaccctg

381

60

120

180

240

300

360

381

60

120

180

240

300

360

381

60

120

180

240

300

360



P121DKO00

gtcaccgtct

<210>
<211>
<212>
<213>

47
387
DNA

<400> 47

caggtcacct
acctgcaccg
cagcccccag
tacagcacat
gtccttacca
aggcttacta
caagggacca
<210>
<211>

<212>
<213>

48
381
DNA

<400> 48
caggtgcagc
acctgcactg
cagcccgcecg
tacaacccct
tccctgaage
ccttcttact
accctggtca
<210>
<211>

<212>
<213>

49
378
DNA

<400> 49
caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga

agcacgcaac

cgagt

Homo Sapiens

tgaaggagtc
tctctgggtt
ggaaggccct
ctctgaagag
tgaccaacat

tggttcgggg

cggtcaccgt

Homo Sapiens

tgcaggagtc
tctctggtgg
ggaagggacc
ccctcaagag
tgacctctgt
atgatagtag

ccgtctcgag

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcgtgag

gtggatacag

tggtcctgtg
ctcactcagc
ggagtggctt
caggctcacc
ggaccctgtg
agttattacg

ctcgagt

gggcccagga
ctccatcagce
ggagtggatt
tcgactcacc
gaccgccgca
tggttatcgt

t

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac

ccgctaccac

10

ctggtgaaac
aatgctagaa
gcacacattt
atctccaagg
gacacagcca

tactactact

ctggtgaagc
agtggtagtt
gggcgtatct
atatcagtag

gacacggccg

tactggtaca

gtggtccagce
agctatggca
atatggtatg
tccagagaca
acggctgttt

tatgttatgg

ccacagagac
tgggtgtgag
tttcgaatga
acacctccaa
catattactg

acagtatgga

cttcacagac
actactggag
ataccagtgg
acacgtccaa
tgtattactg

tcgatctctg

ctgggaggtc
tgcactgggt
atggaagtaa
actccaagaa

attactgtgce

acgtctgggg

cctcacgctg
ctggatccgt
cgaaaaatcc
aagccaggtg
tgcacggatg

cgtctggggce

cctgtccectce
ctggatccgg
gagtaccaac
gaaccagttc
tgcgagggcc

gggccgtgge

cctgagactc
ccgccaggcet
taaagactat
cacgctgtat
gagagaattg

ccaagggacc

375

60

120

180

240

300

360

387

60

120

180

240

300

360

381

60

120

180

240

300

360



P121DKO00

acggtcaccg

<210>
<211>
<212>
<213>

50
363
DNA

<400> 50
caggtgcagc
tcctgtgcag
cctggcaagg
gcagactccg
ctgcaaatga
gccagagggce
agt

<210>
<211>

<212>
<213>

51
378
DNA

<400> 51

caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
accacgcaac
acggtcaccg
<210>
<211>

<212>
<213>

52
378

<400> 52
caggtgcagc

tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga

ggttttggca

DNA
Homo Sapiens

tctcgagt

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggaatg
tgaagggccg
acagcctgag

ggctacgagc

Homo Sapiens

tggtgcagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcgtgag
gtggatacag

tctcgagt

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag

gtggctggtc

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac

cctagagtac

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agtcgaggac

ccgctatcac

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac

acgatactac

11

gtggtccagc
aactatggca
atctggtttg
tccagagaca

acggctgttt

tggggccagg

gtggtccagce
acctatggca
atatggtatg
tccagagaca
acggctgttt

tatgttatgg

gtggtccagce
agctatggca
atatggtatg
tccagagaca
acggctgtgt

tacggtatgg

ctgggaggtc

tgcactgggt
atggaagtaa
attccaagaa
attactgtgc

gaaccctggt

ctgggaagtc
tgcactgggt
atggaagtaa
cttccaagaa

attactgtgce

acgtctgggg

ctgggaggtc
tgcactgggt
acggaagtaa
attccaagaa

attactgtgce

acgtctgggg

cctgagactc
ccgccaggct
tagagactat
gacgctctat
gacagagttg

caccgtctcg

cctgagactc
ccgccaggct
taaatactat
cacgctgtat
gagagatttg

ccaagggacc

cctgagactc
ccgccaggct
taagtactat
cacgctgcat
gagagaagtg

ccaagggacc

378

60

120

180

240

300

360

363

60

120

180

240

300

360

378

60

120

180

240

300

360



P121DKO00

acggtcaccg

<210>
<211>
<212>
<213>

53
390
DNA

<400> 53
gaggtgcagc

ctctcctgtg
gctccaggca
tatgcagact
tatctgcaaa

agtactctgt

ggccaaggga

<210>
<211>
<212>
<213>

54
387
DNA

<400> 54

caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
actctatata
caagggacca
<210>
<211>

<212>
<213>

55
384
DNA

<400> 55

caggtgcagc
tcctgtgcgg
ccaggcaagg
ggagactccg
ctgcgaatga

tatacacgta

tctcgagt

Homo Sapiens

tggtggagtc
cagcgtctgg
aggggctgga
ccgtgaaggg
tgaacagcct
atagcagcag

ccacggtcac

Homo Sapiens

tggtggagtc
cctctggatt
ggctggagtg
tgaagggccg
acagcctgag
gcagcagctg

cggtcaccgt

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag

gcgggctatg

tggaggagga
attcaccttc
gtgggtggca
ccgattcacc
gagagctgag
ctggtacagg

cgtctcgagt

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agctgaggac
gtacaggagg

ctcgagt

tgggggaggc
caccttcagt
ggtggcagtt
agtcaccatc
agccgaggac

gtcacaaggg

12

ggcgtggtcece
agtagctatg
gttatatggt
atctccagag
gacacggctg

aggtactact

gtggtccagce
agctatgcta
atatcatatg
tccagagaca
acggctgtgt

tactactact

gtggtccagce
agctatggca
atatggttcg
tccagagaca
acggctgtgt

tactcctatt

agcctgggag
gcatgcactg
atgatggaag
acaattccaa
tgtattactg

actacggtat

ctgggaggtc

tgcactgggt
atggaagcaa
attccaagaa
attactgtgce

acagtatgga

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtgce

acatggacgt

gtccctgagg
ggtccgccag
taataaatac
gaacacgctg
tgcgagagag

ggacgtctgg

cctgagactc
ccgccaggct
taaatactac
cacgctgtat
gagagagagt

cgtctggggce

cctgagactc
ccgccaggct
tagatactat
cacgctgtat
gagagagttc

ctggggcaaa

378

60

120

180

240

300

360

390

60

120

180

240

300

360

387

60

120

180

240

300

360



P121DKO00

gggaccacgg tcaccgtctc gagt

<210>
<211>
<212>
<213>

56
387
DNA

<400> 56
gaggtgcagc

tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
gtctcctata
aaagggacca
<210>
<211>

<212>
<213>

57
369
DNA

<400> 57
gaggtgcagc

tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
ggagctaccc
gtctcgagt

<210>
<211>

<212>
<213>

58
381
DNA

<400> 58
gaggtgcagc

tcctgtgcag
ccagggaagg
gcagactcag
ctgcaaatga

cctctaaact

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag
gcagcagctg

cggtcaccgt

Homo Sapiens

tggtggagtc
cctctggatt
ggctggagtg
tgaagggccg
acagcctgag

ggcgggcagt

Homo Sapiens

tggtggagac
cctctggatt
ggctggagtg
tgaagggccg
acagcctgag

atgattacat

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac
gtaccgccgce

ctcgagt

tgggggaggc
cagcttcagt
ggtggcagtt
attcaccatc
agctgaggac

cgttgctttt

cgggggaggc
caccttcagg
ggtctcatcc
attcaccatc
agccgaggac

ttggggaggg

13

gtggtccagce
aactatggca
atatggtatg
tccagagaca
acggctgtgt

tactactact

gtggtccagce
aactatggca
atatcatatg
tccagagaca
acggctatgt

gatatctggg

ctggtcaagc
agttatagca
attggtagta
tccagagaca
acggctgtgt

tatcgtttca

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtgc

acgttatgga

ctgggaggtc
tgcactgggt
atggaagtga
attccaagaa
attattgtaa

gccaagggac

ctggggggtc
tgaactgggt
gtagtactta
acgccaagaa
attactgtgce

ctatccactg

cctgagactc
ccgccaggct
taaatactat
cacgctgtat
gagagagatg

cgtctggggce

cctgagactc
ccgccaggcet
gaagtactat
ggcgctgtat
gaataaagtg

cacggtcacc

cctgagactc
ccgccaggct
cacatactcc
ctcactgtat
gagaggagag

gggccaggga

384

60

120

180

240

300

360

387

60

120

180

240

300

360

369

60

120

180

240

300

360



P121DKO00

accctggtca ccgtctcgag t

<210>
<211>
<212>
<213>

59
387
DNA

<400> 59
caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaataa
ggctattata
caagggacca
<210>
<211>

<212>
<213>

60
363
DNA

<400> 60
gaggtgcagc

tcctgtgcgg
ccaggcaagg
gtagactctg
ctgcaaatga

gccaaagggc

agt

<210>
<211>
<212>
<213>

61
387
DNA

<400> o1
gaggtgcagce

tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga

gtctcctata

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggaatg
tgaagggccg
acagcctgag
gcagcagctg

cggtcaccgt

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagtctgag

ggctacgaga

Homo Sapiens

tggtggagtc
cctctggatt
ggctggagtg
tgaagggccg
acagcctgag

gcagcagctg

tgggggaggc

caccttcagt
ggtggcaatt
attcaccatc
agctgaggac
gtaccgaaac

ctcgagt

cgggggaggce
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac

cctagaccac

tgggggaggc
caccttcagg
ggtggcagtt
attcaccatc
agccgaggac

gtaccgccgce

14

gtggtccagce
agttatggca
atatggtttg
tccagagaca
acggctgtgt

tactattact

gtggtccagce
agctatggca
atatggtatg
tccagagaca
acagctgtgt

tggggccagg

gtggtccagce
acttctgcca
atatggtatg
tccagagaca
acggctgtgt

tactactact

ctgggaggtc

tgcactgggt
atggaagtaa
attccaagaa
attactgtgc

acgctatgga

ctgggaggtc

tgcactgggt
atggaagtaa
attccaagaa
attactgtgce

gaaccctggt

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtgc

acaatatgga

cctgagactc
ccgccaggct
taaatactat
cacgctgtat
gaaagagcac

cgtctggggce

cctgagactc
ccgccaggcet
taaagactat
cacgctgtat
gagagagttg

caccgtctcg

cctgagactc
ccgccaggct
taaatactat
cacgctgtat
gagagagatg

cgtctggggce

381

60

120

180

240

300

360

387

60

120

180

240

300

360

363

60

120

180

240

300

360



P121DKO00

aaagggacca cggtcaccgt ctcgagt

<210>
<211>
<212>
<213>

62
375
DNA

<400> 62

caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
gcctcececegtg
gtcaccgtct
<210>
<211>

<212>
<213>

63
387
DNA

<400> 63
cagctgcagc
acctgcgctg
cccccaggga
aacccgtccce
ctgaagctga
agttattatg
caagggacaa
<210>
<211>

<212>
<213>

64
384
DNA

<400> 64

caggtgcagc
atctgcactg
ccagggaagg
ccctcectea
aagctgagat

cagtatggct

Homo Sapiens

tggtggagtc
cgtctgggtt
ggctggagtg
tgaagggccg
acagcctcag
gatatagtcg

cgagt

Homo Sapiens

tgcaggagtc
tctctggtgg
aggggctgga
tccagagtcg
gctctgtgac
atagtagtgg

tggtcaccgt

Homo Sapiens

tgcaggagtc
tctctggtgg
gactggagtg
agagtcgagt
ctgtgaccgc

cggggatccg

tgggggaggc

cacctttaga
ggtggcatat
attcaccatc
agccgaggac

ctacttatac

gggcccagga

ctccatgagg
atggattggg
agtcacgata
cgccgcggac
gcattccttt

ctcgagt

gggcccagga
ctccatcagt
gattgggtat
caccatatca
tgcggacacg

aggttctcga

15

gtggtccagce
acctatggca
atatggtatg
tccagagaca
acggctgtgt

tactttgact

ctggtgaagc
agtagtaact
gaaatccatc
tcagtagaca

acggccgtat

cgcggtctgg

ctggtgaagc
agtaactact
atctattaca
ttagacacgt
gccgtgtatt

tactactacg

ctgggacgtc
tgcactgggt
atggaagtaa
attccaagag
attactgtgc

cctggggcca

cttcggggac

ggtggacttg
atggtgggag
agtccaagaa
atcactgtgc

taccttttga

cttcggagac
ggagctggat
gtgggaacac
ccaagaacca
actgtgcgag

gtatggacgt

cctgagattg
ccgccaggct
taaatactat
cacgctgaat
gagagagatc

gggcaccctg

cctgtccectce
ggtccgccag
caccaactac
ccggttctcecce

gagggggagg

tatctggggc

cctgtccectce
ccggcagcce
caactacaac
gttctcecctg
agagtggagg

ctggggccag

387

60

120

180

240

300

360

375

60

120

180

240

300

360

387

60

120

180

240

300

360



P121DKO00

ggcaccctgg tcaccgtctc gagt

<210>
<211>
<212>
<213>

65
387
DNA

<400> 65
gaggtgcagc

tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
gcctcctata
aaagggacca
<210>
<211>

<212>
<213>

66
375
DNA

<400> 66
caggtgcagc
tcctgtgcag
ccaggcaagg
gtagactccg
ctgcaaatga

gcggttcggg

gtcaccgtct

<210>
<211>
<212>
<213>

67
384
DNA

<400> 67

caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga

gttcggggag

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag
gcagcagctg

cggtcaccgt

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag
gagttattcg

cgagt

Homo Sapiens

tggtggagtc
cctcgggatt
gactggagtg
tgaagggccg
gcagtgtgag

tcagtagatg

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
ggccgaggac
gtaccgccgce

ctcgagt

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac

ctactactac

tgggggaggc
cagcttcagt
ggtggcaatt
attcaccatc
agccgaggac

ggggactcag

16

gtggtccagc
aaccatggca
atatggtatg
tccagagaca
acggctgtgt

tactactact

gtggtccagce
acctatggca
atatggtatg
tccagagaca

acggctgtct

ggtatggacg

gtggtccagce
agttatggca
atttggtatg
tccagagaca
acggctgtgt

aaatattacg

ctgggaggtc

tgcactgggt
atggaagtaa
attccaagaa
attactgtgc

acgttatgga

ctgggaggtc
tgcactgggt
atggaagtca
attccaagaa
attactgtgce

tctggggcca

ctgggaggtc
tgcactgggt
atgggagtaa
attccaggaa
attactgtgce

ctatggacgt

cctgagactc
ccgccaggct
taaatactat
cacgctgtat
gagagagatg

cgtctggggce

cctgagactc
ccgccaggct
gaaatactat
cacgctgtat
gagagaggtt

agggaccacg

tctgagactc
ccgccaggct
caaactctat
tacgttgtat
gagagactct

ctggggccaa

384

60

120

180

240

300

360

387

60

120

180

240

300

360

375

60

120

180

240

300

360



P121DKO00

gggaccacgg tcaccgtctc gagt

<210>
<211>
<212>
<213>

68
378
DNA

<400> 68
gaggtgcagc

tcctgtgcag
ccaggcaagg
gcagactctg
ctgcaaatga
cggaaccacg
ctggtcaccg
<210>
<211>

<212>
<213>

69
387
DNA

<400> 69
gaggtgcagc

tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
gtctcctata
aaagggacca
<210>
<211>

<212>
<213>

70
387
DNA

<400> 70

caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga

ggggggtata

Homo Sapiens

tggtgcaatc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag
ttttttggag

tctcgagt

Homo Sapiens

tggtggagac
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag
gcagcagctg

cggtcaccgt

Homo Sapiens

tggtggagac
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag

gcagcagttg

tgggggaggc

caccttcagt
ggtggcattt
attcaccatc
agccgaggac

tggttattct

cgggggaggce
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac
gtaccgccgce

ctcgagt

cgggggaggce
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac

gtaccgccgce

17

gtggtccagce
agctatggca
atatggtatg
tccagagaca
acggctgtgt

acctcttttg

gtggtccagc
agctatggca
atatggtatg
tccagagaca
acggctgtgt

tactactact

gtggtccagce
agctatggca
atatggtctg
tccagagaca
acggctgtgt

tactactact

ctgggaggtc

tgcactgggt
atggaagtaa
attccaagaa
attactgtgc

actactgggg

ctgggaggtc

tgcactgggt
atggaagtaa
attccaagaa
attactgtgce

acaatatgga

ctgggaggtc
tgcactgggt
atggaagtaa
attccaggaa
tttactgtgce

actatatgga

cccgagactce
ccgccaggcet
taaatactat
cacgctgtat
gagagatctc

ccagggaacc

cctgagactc
ccgccaggct
taaatactat
cacgctgtat
gagagagatg

cgtctggggce

cctgagactc
ccgccaggct
taaatactat
cacgctgtat
gagagagcaa

cgtctggggce

384

60

120

180

240

300

360

378

60

120

180

240

300

360

387

60

120

180

240

300

360



P121DKO00

caagggacca cggtcaccgt ctcgagt

<210>
<211>
<212>
<213>

71
375
DNA

<400> 71
gaggtgcagce

tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga

gcggttcggg

gtcaccgtct

<210>
<211>
<212>
<213>

72
369
DNA

<400> 72

caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
ggagctaccc
gtctcgagt

<210>
<211>

<212>
<213>

73
381
DNA

<400> 73
caggtgcagc
tcctgtgtag
ccagggaagg
gtagactctg
ctgcaaatga

tacggtgact

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag
gagttattcg

cgagt

Homo Sapiens

tggtggagtc
cctctggatt
ggctggagtg
tgaagggccg
acagcctgag

ggcgggcagt

Homo Sapiens

tggtggagtc
gctctggatt
ggctggagtg
tgaagggccg
acagcctgcg

acgatcctaa

tgggggaggc
caccttcaat
ggtggcagtt
attcaccatc
agccgaggac

ctactactac

tgggggaggc
cagcttcagt
ggtggcagtt
attcaccatc
agctgaggac

tgttgctgtt

tgggggaggc
caccttcagg
gatttcatat
attcaccatc
agccgaggac

gtcctactat

18

gtggtccagce
acctatggca
atatggtatg
tccagagaca
acggctgtgt

gctatggacg

gtggtccagc
aactatggca
atatcatatg
tccagagaca
acggctatgt

gatatttggg

ttggtacagc
agttttgata
attaatagta
tccagagaca
acggctgttt

tactacggta

ctggaaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtgc

tctggggcca

ctgggaggtc

tgcactgggt
atggaagtga
attccaagaa
attattgtaa

gccaagggac

ctggagggtc

tgaactgggt
gggggaacac
acgccaagaa
actactgtgce

tggacgtctg

cctgagactc
ccgccaggcet
taaatactat
cacgctgtat
gagagaggtt

agggaccacg

tctgagactc
ccgccaggct
gaagtactat
aacgctgtat
gaataaagtg

aatggtcacc

cctgagactc
ccgccaggct
cagatactat
ctcattgtat
gagagatttg

gggccaaggg

387

60

120

180

240

300

360

375

60

120

180

240

300

360

369

60

120

180

240

300

360



P121DKO00

acaatggtca ccgtctcgag t

<210>
<211>
<212>
<213>

74
375
DNA

<400> 74
gaggtgcagc

tcctgtgaag
ccaggcaagg
gcagactccg
ctgcaaatga
gcctcececegtg
gtcaccgtct
<210>
<211>

<212>
<213>

75
375
DNA

<400> 75

caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
gcctcecegtg
gtcaccgtct
<210>
<211>

<212>
<213>

76
378
DNA

<400> 76
caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga

agcacgcaac

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctcag
gatatagtcg

cgagt

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag
gatatagtcg

cgagt

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcgtgag

gtggatacag

tgggggaggc

caccttcagt
ggtggcaatt
attcaccatc
agccgaggac

ctacttatac

tgggggaggc
caccttcagg
ggtggcagtt
attcaccatc
agccgaggac

gtacttatac

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac

ccgctactac

19

gtggtccagce
aattatggca
atatggtatg
tccagagaca
acggctgtgt

tactttgact

gtggtccagce
acctatggca
atatggtatg
tccagagaca
acggctgtgt

taccttgact

gtggtccagce
agctatggca
atatggtatg
tccagagaca
acggctgttt

tatgttatgg

ctgggaggtc

tgcactggtt
atggaagtaa
attcgaagaa
atttctgtgce

cctggggcca

ctgggaggtc

tgcactgggt
atggaagtaa
attccaagaa
attactgtgce

tctggggcca

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa

attactgtgce

acgtctgggg

cctgagactc
ccgccaggct
taaacactat
cacgctgtat
gagagagatc

gggaaccctg

cctgagactc
ccgccaggct
taaagactat
cacgctgcat
gagagagatc

gggcaccctg

cctgagactc
ccgccaggct
taaatattat
cacactatat
gagagatttg

ccaagggacc

381

60

120

180

240

300

360

375

60

120

180

240

300

360

375

60

120

180

240

300

360



P121DKO00

acggtcaccg

<210>
<211>
<212>
<213>

77
363
DNA

<400> 77

caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
gccagagggce
agt

<210>
<211>

<212>
<213>

78
384
DNA

<400> 78

caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
tatacacgta

gggaccacgg

<210>
<211>
<212>
<213>

79
387
DNA

<400> 79
caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga

tcggtgettt

tctcgagt

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag

ggctacgaga

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag
gcgggctatg

tcaccgtctce

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
cgaagggccg
acagcctgag

ctggattggt

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac

cctagactac

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac
gtcacaaggg

gagt

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac

tactcgaagg

20

gtggtccagce
aactttggca
atatggtatg
tccagagaca
acggctgtgt

tggggccagg

gtggtccagce
agctatggca
atatggtatg
tccagagaca
acggctgtgt

tactcctatt

gtggtccagce
agctatggca
atatggtttg
tccagagaca
acggctgtgt

ttagtctact

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagag
attactgtgc

gcaccctggt

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtgce

acatggacgt

ctgggaggtc
tgcactgggt
atggaggtaa
attccaagaa
attactgtgc

acggtatgga

cctgagactc
ccgccaggct
taaagactat
gacgctgtat
gagagagttg

caccgtctcg

cctgagactc
ccgccaggct
taaatactat
cacgctgtat
gagagagttc

ctggggcaaa

cctgagactc
ccgccaggct
taaatactat
cacgctgtat
gagagatgcg

cgtctggggce

378

60

120

180

240

300

360

363

60

120

180

240

300

360

384

60

120

180

240

300

360



P121DKO00

caagggacca cggtcaccgt ctcgagt

<210>
<211>
<212>
<213>

80
387
DNA

<400> 80
caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
ggctattatc
caagggacca
<210>
<211>

<212>
<213>

81
387
DNA

<400> 81
caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga

gtggggtata

caagggacca

<210>
<211>
<212>
<213>

82
384
DNA

<400> 82

caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga

gtggtggtag

Homo Sapiens

tggtggagtc
cctctggatt
ggctggagtg
tgaagggccg
acagcctgag
gcagcagctg

cggtcaccgt

Homo Sapiens

tggtggagtc
cctctggatt
ggctggagtg
tgaagggccg
acagcctgag
gcagcagctg

cggtcaccgt

Homo Sapiens

tggtgcagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag

ctgccaaaat

tgggggaggc
caccttcagt
ggtggcgttt
attcaccatc
agctgaggac
gtaccgaaac

ctcgagt

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agctgaggac
gtacaggcgc

ctcgagt

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac

acgaaaccac

21

gtggtccagc
agctatggca
atatcatatg
tccagagaca
acggctgtgt

tactactact

gtggtgcagc
tcctatggceca
atatcatatg
tccagagaca
acggctgtgt

tactactact

gtggtccagce
agctatggca
atatggtatg
tccagagaca
acggctgtgt

tactactacg

ctgggaggtc

tgcactgggt
atggaagtaa
attccaagaa

attactgtgc

atgggatgga

ctgagaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtgce

acgctatgga

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtgce

ctatggacgt

cctgagactc
ccgccaggct
taaatactat
cacgctgtct
gaaagagcac

cgtctggggce

cctgagactc
ccgccaggct
taaatactat
cacgctgtat
gaaagatgaa

cgtctggggce

cctgagactc
ccgccaggcet
taaatactat
cacgctgtat
gagagagaca

ctggggccaa

387

60

120

180

240

300

360

387

60

120

180

240

300

360

387

60

120

180

240

300

360



P121DKO00

gggaccacgg tcaccgtctc gagt

<210>
<211>
<212>
<213>

83
387
DNA

<400> 83

caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga

ggggggtata

caagggacca

<210>
<211>
<212>
<213>

84
387
DNA

<400> 84

caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
actctgtata
caagggacca
<210>
<211>

<212>
<213>

85
387
DNA

<400> 85

caggtgcagc
tcctgtgcag
ccaggcaagg
ggagactccg
ctgcatatga

ggcgggtcta

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag
gcagcagttg

cggtcaccgt

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acaccctgag
gcagcagctg

cggtcaccgt

Homo Sapiens

tggtggagac
cgtctggatt
ggctggagtyg
tgaagggccg
acagcctcag

ggagtggctg

tgggggaggc
caccttcagt
ggtggcaggt
attcaccatc
agccgaggac
gtaccgccgce

ctcgagt

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agacgacgac
gtacaggagg

ctcgagt

tgggggaggc
caccttcagt
ggtggcaggt
attcaccatc
agccgacgac

gtacacttta

22

gtggtccagce
agctatggca
atatggtatg
tccagagaca
acggctgtgt

tactactact

gtggtccagce
agctatggca
atatggtatg
tccagagaca
acggctgtgt

tactactact

gtggtccagce
agctatggca
atatggtatg
tccagagaca
acggctgtgt

cgtctcgcegt

ctgggaggtc

tgcactgggt
atggaagtaa
attccaggaa
attactgtgc

acaatatgga

ctgggaggtc

tgcactgggt
atggaagtaa
attccaagaa
attactgtgce

acggtatgga

ctgggaggtc
tgcactgggt
atggaagtaa
attccaggaa
attactgtgce

actactttga

cctgagactc
ccgccaggct
taaatactat
cacgatgtat
gagagagcaa

cctctggggce

cctgagactc
ccgccaggct
taaatactat
cacgctgtat
gagagagggt

cgcctggggce

cctgagactc
ccgccaggct
taaatactat
tacgctgtat
gagggaacac

ctactggggc

384

60

120

180

240

300

360

387

60

120

180

240

300

360

387

60

120

180

240

300

360



P121DKO00

cagggcaccc tggtcaccgt ctcgagt

<210>
<211>
<212>
<213>

86
387
DNA

<400> 86
caggtgcagc
acctgcgctg
cccccaggga
aacccgtccce
ctgaagctga
tcttattatg
caagggacaa
<210>
<211>

<212>
<213>

87
387
DNA

<400> 87

caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
caagggtata
caagggacca
<210>
<211>

<212>
<213>

88
381
DNA

<400> 88
gaggtgcagc

tcctgtgcag
ccagggaagg
gcagactcag
ctgcaaatga

cctctaaact

Homo Sapiens

tgcaggagtc
tctctggtgg
aggggctgga
tcaagagtcg
gctctgtgac
atagtagtgg

tggtcaccgt

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag
gaagcagctg

cggtcaccgt

Homo Sapiens

tggtggagtc
cctctggatt
ggctggagtyg
tgaagggccg
acagcctgag

atgattacat

cggcccagga

ctccatcagg
gtggattggg
agtcacgata
cgccgcggac
ttattccttt

ctcgagt

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac
gtaccggatg

ctcgagt

tgggggaggc
caccttcagg
ggtctcatcc
attcaccatc
agccgaggac

ttggggaagg

23

ctggtgaagc
ggtagtaatt
gaaatccatc
tcagtagaca
acggccgtgt

cgcggtctgg

gtggtccagc
acctatggca
atatggtatg
tccagagaca
acggctgtgt

tactactact

ctggtcaagc
agttatagca
attggtagta
tccagagaca
acggctgtgt

tctcgtctca

cttcggggac
ggtggagttg
atggtgggag
agtccaagaa
attactgtgc

tagcttttga

ctgggaggtc

tgcactgggt
atggaagtaa
attccaagaa
attactgtgce

acggtatgga

ctggggggtc
tgaactgggt
gtagtattta
acgccaagaa
attactgtgce

ctatccactg

cctgtccectce
ggtccgccag
caccaactac
ccggttctcecce

gagggggacg

tatctggggc

cctgagactc
ccgccaggct
taaaaactat
cacgctgtat
gagagaccta

cgtctggggce

cctgagactc
ccgccaggct
cacatactcc
ctcactgtat
gagaggagag

gggccaggga

387

60

120

180

240

300

360

387

60

120

180

240

300

360

387

60

120

180

240

300

360



P121DKO00

accctggtca ccgtctcgag t

<210>
<211>
<212>
<213>

89
387
DNA

<400> 89
caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
gtcactcgca
caagggacca
<210>
<211>

<212>
<213>

90
372
DNA

<400> 90
gaggtgcagc

tcctgtgtag
ccagggaagg
gcggactccg
ctgcaaatga
cgacgatttt
accgtctcga
<210>
<211>

<212>
<213>

91
654
DNA

<400> 91

gaaattgtgt
ctctcctgceca
ggccaggctce
aggttcagtg
gaagattttg

ggccagggga

Homo Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag
gcagcaactg

cggtcaccgt

Homo Sapiens

tggtggagtc
cctctggatt
ggctggtgtg
tgaagggccg
acagtctgag
tggagtgggce

gt

Homo Sapiens

tgacgcagtc
gggccagtca
ccaggctcct
gcagtgggtc
cagtttatta

ccaagctgga

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agctgaggac
gtacaggaac

ctcgagt

tgggggaggc

caccttcagt
ggtctcacgt
attcaccatc
agccgaggac

ccgctacggt

tccagccacc
gagtgttagc
catctttaat
tgggacagac
ctgtcagcag

gatcaaacga

24

gtggtccagce
agctatggca
atatggtatg
tcccgagaca
acggctgtgt

tactactact

ttagttcagc
agctactgga
attaatgttg
tccagagaca
acggctgtgt

atggacgtct

ctgtctttgt
agctacttag
gcatccaaca
ttcactctca
cgtagcagcect

actgtggctg

ctgggaggtc

tgcactgggt
atggaagtaa
attccaagaa
attactgtgc

acggtatgga

cggggaggtc
tgcactgggt
atgggaagag
acgccaagaa

attactgtgc

ggggccgagg

ctccagggga
cctggtacca
gggccactgg
ccatcagcag
ggcctccgat

caccatctgt

cctgagactc
ccgccaggcet
taaatattat
cacgctgtat
gagagattgg

cgtctggggc

cctgagactc
ccgccaagtt
cacaagctac
cacgctgtac
aagagatccc

gaccacggtc

gagagccacc
acagaaacgt
catcccagcc
cctagagcct
gtacactttt

cttcatcttc

381

60

120

180

240

300

360

387

60

120

180

240

300

360

372

60

120

180

240

300

360



P121DKO00

ccgccatctg
ttctatccca
tcccaggaga
ctgacgctga
cagggcctga
<210>
<211>

<212>
<213>

92
648
DNA

<400> 92

gacatccaga
atcacttgcc
gggaaagttc
cggttcagtg
gaagatgttg
gggaccaaag
tctgatgagce
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgce
<210>
<211>

<212>
<213>

93
654
DNA

<400> 93
gaaattgtga
ctctcctgceca
cctggccagg
gacaggttcg
cctgaagatt
ggccaaggga
ccgccatctg
ttctatccca

tcccaggaga

atgagcagtt
gagaggccaa
gtgtcacaga
gcaaagcaga

gctcgceccegt

Homo Sapiens

tgacccagtc
gggcgagtcg
ctaagctcct
gcggtggatc
caacttatta
tggatatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

Homo Sapiens

tgacacagtc
gggccagtca
ctcccaggct
gtggcagtgg
ctgcagtgta
cacgactgga
atgagcagtt
gagaggccaa

gtgtcacaga

gaaatctgga
agtacagtgg
gcaggacagc
ctacgagaaa

cacaaagagc

tccatcccecce
gggcattagc
catctatgct
tgggacagat
ctgtcacacg
acgaactgtg
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

tccaggcacc
cactgtcagc
cctcatctat
gtctgggaca
tttttgtcag
aattgaacga
gaaatctggg
agtacagtgg

gcaggacagc

25

actgcctctg
aaggtggata
aaggacagca
cacaaagtct

ttcaacaggg

ctgtctgcat
aattctttag
gcatccactt
ttcactctca
tataacagtg
gctgcaccat
tctgttgtgt
gataacgccc
agcacctaca

gtctacgcct

aggggagagt

ctgtctttgt
agcggctact
ggtgcatcca
gacttcactc
caatatggaa
actgtggctg
actgcctctg
aaggtggata

aaggacagca

ttgtgtgcct
acgccctcca
cctacagcct
acgcctgcga

gagagtgtta

ctgtaggaga
cctggtatca
tgcaatcagg
ccatcagcag
cccececttege
ctgtcttcat
gcctgctgaa
tccaatcggg
gcctcagcag
gcgaagtcac

gttaataa

ctccagggga
tagcctggta
acagggccac
tcaccatcag
cctcaccggg
caccatctgt
ttgtgtgcct
acgccctcecca

cctacagcct

gctgaataac
atcgggtaac
cagcagcacec
agtcacccat

ataa

cagagtctcc
gcagaaacca
ggtcccatct
cctgcagcect
tttcggecect
cttcccgcecca
taacttctat
taactcccag
caccctgacg

ccatcagggc

aagagccacc
tcagcagaaa
tggcgtccca
cagactggag
ggtcactttc
cttcatcttc
gctgaataac
atcgggtaac

cagcagcacc

420

480

540

600

654

60

120

180

240

300

360

420

480

540

600

648

60

120

180

240

300

360

420

480

540



P121DKO00

26

ctgacgctga gcaaagcaga ctacgagaaa cacaaagtct acgcctgcga agtcacccat

cagggcctga gctcgcccgt cacaaagagc ttcaacaggg gagagtgtta ataa

<210>
<211>
<212>
<213>

94
648
DNA

<400> 94

gacatccagt
atcacttgcc
gggaaagttc
cggttcagtg
gaagatgttg
gggaccaaag
tctgatgagce
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgce
<210>
<211>

<212>
<213>

95
651
DNA

<400> 95

gacatccaga
atcacttgcc
gggaaagccc
aggttcagcg
gaggattttg
caggggacca
ccatctgatg
tatcccagag
caggagagtg
acgctgagca

ggcctgagcet

Homo Sapiens

tgacccagtc
gggcgagtca
ctaagctcct
gcggtggatc
caacttatta
tggatatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

Homo Sapiens

tgacccagtc
gggccagtca
ctaaactcct
gcagtggatc
caacttatta
agctggagat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgcccgtcecac

tccatcctcee
gggcattagc
catctatgct
tgggacagat
ctgtcaaaag
acgaactgtg
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

tccatcctte
gggcattaga
gatcttttct
tgggacagaa
ctgtcaacag
caaacgaact
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

ctgtctgcat
aattctttag
gcatccactt
ttcactctca
tataacagtg
gctgcaccat
tctgttgtgt
gataacgccc
agcacctaca

gtctacgcct

aggggagagt

ctgtctgcat
cgttatttag
gcatccactt
ttcactctca
cttagtagtt
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct
aaagtctacg

aacaggggag

ctgtaggaga
cctggtatca
tgcaatcagg
ccatcagcag
cccececttege
ctgtcttcat
gcctgctgaa
tccaatcggg
gcctcagcag
gcgaagtcac

gttaataa

ctgtaggaga
cctggtttca
tgcaaagtgg
caatcagcag
accctccgta
catctgtctt
tgtgcctgcet
ccctccaatce
acagcctcag
cctgcgaagt

agtgttaata

cagagtctcc
gcagaaacca
ggtcccatct
cctgcagcect
tttcggecect
cttcccgeca
taacttctat
taactcccag
caccctgacg

ccatcagggc

cagagtcacc
gcaaaaacca
ggtcccatca
cctgcagcect
cacttttggc
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg
cacccatcag

a

600

654

60

120

180

240

300

360

420

480

540

600

648

60

120

180

240

300

360

420

480

540

600

651



P121DKO00

<210>
<211>
<212>
<213>

96
648
DNA

<400> 96
gacatccagt
atcacttgtc
gggaaagccc
aggttcagcg
gaagatttgg
gggaccaggg
tctgatgagce
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgce
<210>
<211>

<212>
<213>

97
654
DNA

<400> 97

gaaattgtgt
ctctcctgca
cctggccagg
gacaggttca
cctgaagatt
ggccagggga
ccgccatctg
ttctatccca
tcccaggaga
ctgacgctga
cagggcctga
<210>
<211>

<212>
<213>

98
654
DNA

Homo Sapiens

tgacccagtc
gggcgagtca
ctaaactcct
gcagtggatc
caacgtacta
tagagatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

Homo Sapiens

tgacgcagtc
gggccagtca
ctcccaggct
gtggcagtgg
ctgcagtgta
ccaaggtgga
atgagcagtt
gagaggccaa
gtgtcacaga
gcaaagcaga

gctcgccecegt

Homo Sapiens

tccatcttct
ggctgtgagce
gatctttggt
tgcgacagac
ctgtctacag
acgaactgtg
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

tccaggcacc
gaatcctaga
tctcatctat
gtctgggaca
ttactgtcag
gatgaaacga
gaaatctgga
agtacagtgg
gcaggacagc
ctacgagaaa

cacaaagagc

27

gtgtctgctt
gggtgggtag
ttgtccaatt
ttcactctca
gctaacaggt
gctgcaccat
tctgttgtgt
gataacgccc
agcacctaca

gtctacgcct

aggggagagt

ctgtctttgt
cgcaactttt
gctgcatcca
gacttcactc
gtctatggta
actgtggctg
actgcctctg
aaggtggata
aaggacagca
cacaaagtct

ttcaacaggg

ctgtagggga
cctggtatca
tggaggatgg
ccatcaccgg
tccecectete
ctgtcttcat
gcctgctgaa
tccaatcggg
gcctcagcag
gcgaagtcac

gttaataa

ctccagggga
tagcctggta
ccagggccac
tcaccatcga
gctcacctct
caccatctgt
ttgtgtgcct
acgccctcca
cctacagcct
acgcctgcga

gagagtgtta

cagcgttacc
gcagaaacca
ggtcccatca
cctgcagcect
tttcggcgga
cttcccgceca
taacttctat
taactcccag
caccctgacg

ccatcagggc

aagagccacc
ccaacagaaa
cggcatccca
cagactggag
gtacactttt
cttcatcttc
gctgaataac
atcgggtaac
cagcagcacec
agtcacccat

ataa

60

120

180

240

300

360

420

480

540

600

648

60

120

180

240

300

360

420

480

540

600

654



P121DKO00

<400> 098
gaaattgtga

ctctcctgceca
ggccaggctce
aggttcagtg
gaagattttg
ggccagggga
ccgccatctg
ttctatccca
tcccaggaga
ctgacgctga
cagggcctga
<210>
<211>

<212>
<213>

99
648
DNA

<400> 99
gacatccagt
atcacttgcc
ggggaagccc
aggttcagtg
gaagattctg
ggaaccaagc
tctgatgagce
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgce
<210>
<211>

<212>
<213>

100
657
DNA

<400> 100

tgacgcagtc
gggccagtca
ccaggctcct
gcagtgggtc
cagtttatta
ccaagctgga
atgagcagtt
gagaggccaa
gtgtcacaga
gcaaagcaga

gctcgcecgt

Homo Sapiens

tgacccagtc
gggcaagtca
ccaaactcct
gcagtggatc
caactttcta
tggagatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

Homo Sapiens

tccagccacc
gagtgttagc
catctatggt
tgggacagag
ctgtcagcag
gatcaaacga
gaaatctgga
agtacagtgg
gcaggacagc
ctacgagaaa

cacaaagagc

tccatcctcee
gagcattagc
gatctatgtt
tgggacagat
ctgtcaacag
acgaactgtg
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

28

ctgtctgtgt
agcaacttag
gcatccacca
ttcactctca
tataataact
actgtggctg
actgcctctg
aaggtggata
aaggacagca
cacaaagtct

ttcaacaggg

ctgtctgcat
agctatttaa
gcatccactt
tacactctaa
acttacagtc
gctgcaccat
tctgttgtgt
gataacgccc
agcacctaca

gtctacgcct

aggggagagt

ctccagggga
cctggtacca
gggccactgg
ccatcagcag
ggccgaccct
caccatctgt
ttgtgtgcct
acgccctcca
cctacagcct
acgcctgcga

gagagtgtta

ctgtgggaga
attggtatca
tgcaaagtgg
ccattagcag
ccccecttacac
ctgtcttcat
gcctgctgaa
tccaatcggg
gcctcagcag
gcgaagtcac

gttaataa

aagagccacc
gcagaaacct
tatcccagcecc
cctgcagtct
gtacactttt
cttcatcttc
gctgaataac
atcgggtaac
cagcagcacec
agtcacccat

ataa

cagagtcacc
gcagaaacca
ggccccatca
tctgcaacct
ttttggccag
cttcccgcecca
taacttctat
taactcccag
caccctgacg

ccatcagggc

gaaattgtgc tgactcagtc tccaggcacc ctgtcttcgt ctccagggga aagagccacce

ctctcctgca gggccagtca aagtgttact agcagatact tagcctggta ccagcagaaa

60

120

180

240

300

360

420

480

540

600

654

60

120

180

240

300

360

420

480

540

600

648

60

120
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catggccagg
gacaggttca
cctgaagatt
tttggcccgg
ttcccgecat
aacttctatc
aactcccagg
accctgacgce
catcagggcc
<210>
<211>

<212>
<213>

101
648
DNA

<400> 101
gacatccagt
atcacttgtc
gggaaagccc
aggttcagcg
gaagattttg
gggaccaagg
tctgatgagce
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgce
<210>
<211>

<212>
<213>

102
651
DNA

<400> 102
gacatccaga
atcacttgcc

gggaaagccc

aggttcagtg

ctcccaggct
gtggcggagg
ttgcagtgta
ggaccgagct
ctgatgagca
ccagagaggc
agagtgtcac
tgagcaaagc

tgagctcgcecce

Homo Sapiens

tgacccagtc
gggcgagtca
ctaagctcct
gcagtggatc
caacctacta
tggagatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

Homo Sapiens

tgacccagtc
gggcaagtca
ctaagctcct

gcagtggatc

cctcatctat
gtctcagaca
ttattgtcag
ggagatcaag
gttgaaatct
caaagtacag
agagcaggac
agactacgag

cgtcacaaag

tccatcttct
gggtattaac
gatctacgct
tgggacagat
ttgtcaacag
acgaactgtg
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

tccatcctcee
gagcattagc
gatctatggt

tgggacagat

29

ggtacatcca
gacttcactc
cactatgatg
cgaactgtgg
ggaactgcct
tggaaggtgg
agcaaggaca
aaacacaaag

agcttcaaca

gtgtctgctt
aacttattag
gcatccaatt
ttcactctca
gctaacagtt
gctgcaccat
tctgttgtgt
gataacgccc
agcacctaca

gtctacgcct

aggggagagt

ctgtctgcat
agctatttaa
gcatccaatt

ttcactctca

cgagggccac
tcaccatcag
actcaatttc
ctgcaccatc
ctgttgtgtg
ataacgccct
gcacctacag

tctacgcctg

ggggagagtg

ctgtaggaga
cctggtatca
tgcaaagtgg
ctatcaacag
tccctetecac
ctgtcttcat
gcctgctgaa
tccaatcggg
gcctcagcag
gcgaagtcac

gttaataa

ctgtaggaga
attggtatca
tgcaaagtgg

ccatcagcag

tggcatccca
cagactggag
gacgtacatt
tgtcttcatc
cctgctgaat
ccaatcgggt
cctcagcagce
cgaagtcacc

ttaataa

cagagtgacc
gcagaaacca
ggtcccatcg
cctgcagcect
tttcggcgga
cttcccgeca
taacttctat
taactcccag
caccctgacg

ccatcagggc

cagagtcacc
gcagaatcca
ggtcccatca

tctgcaacct

180

240

300

360

420

480

540

600

657

60

120

180

240

300

360

420

480

540

600

648

60

120

180

240
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gaagattttg
ggagggacca
ccatctgatg
tatcccagag
caggagagtg
acgctgagca
ggcctgagcet
<210>
<211>

<212>
<213>

103
651
DNA

<400> 103
gacatccaga
atcacttgcc
gggaaagccc
aggttcagtg
gaagattttg
caagggacca
ccatctgatg
tatcccagag
caggagagtg
acgctgagca
ggcctgagcet
<210>
<211>

<212>
<213>

104
645
DNA

<400> 104
gacatccagt
atcacttgcc
gggagagccc
aggttcagtg
gaagattttg
actaaggtgg

gatgagcagt

caacttacta
aggtggagat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgcccgtcecac

Homo Sapiens

tgacccagtc
gggcaagtca
ctaagctcct
gcagtggatc
caacttacta
aggtggaaat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgcccgtcecac

Homo Sapiens

tgacccagtc
gggcaagtca
ctgagctcct
gcagtggatc
caacttacta
aaatcaaacg

tgaaatctgg

ctgtcaacag
caaacgaact
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

tccatcctcee
gagcattagc
gatctatgct
tgggacacat
ctgtcaacag
caaacgaact
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

tccatcctcee
gaacattaac
gatctatgct
tgggacagat
ctgtcaacag
aactgtggct

aactgcctct

30

agttacagta
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct
aaagtctacg

aacaggggag

ctgtctgcat
acctatttaa
gcatccactt
ttcactctca
acttacagaa
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct

aaagtctacg

aacaggggag

ctgtctgcat
aggtatttaa
gcgtccactt
ttcactctca
agttacagta
gcaccatctg

gttgtgtgcce

ccctegegcet
catctgtctt
tgtgcctgcet
ccctccaatce
acagcctcag
cctgcgaagt

agtgttaata

ctgtaggaga
attggtatca
tgcaaagtgg
ccatcagctc
cccccacgtg
catctgtctt
tgtgcctgcet
ccctccaatce
acagcctcag
cctgcgaagt

agtgttaata

ctgtaggaga
attggtatca
tacgaagggg
ccatcagcag
gagggacgtt
tcttcatctt

tgctgaataa

cactttcggce
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg
cacccatcag

a

cagagtcacc
gcagaaacca
ggtcccatca
tctgcaacgt
gacgttcggc
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg
cacccatcag

a

cagagtcacc
gcacaaacca
ggtcccatca
tctgcaacct
cggccaaggg
cccgccatcet

cttctatccc

300

360

420

480

540

600

651

60

120

180

240

300

360

420

480

540

600

651

60

120

180

240

300

360

420
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agagaggcca
agtgtcacag
agcaaagcag
agctcgcceccg
<210>
<211>

<212>
<213>

105
651
DNA

<400> 105
gacatccaga
atcacttgcc
gggaaagccc
aggttcagtg
gaagattttg
caagggacca
ccatctgatg
tatcccagag
caggagagtg
acgctgagca
ggcctgagcet
<210>
<211>

<212>
<213>

106
657
DNA

<400> 106
cagactgtgg
acctgtgctt
aaacctggac
cctgccecggt
cagcctgagg
gtgttcggceg
actctgttcc
ataagtgact

aaggcgggag

aagtacagtg
agcaggacag
actacgagaa

tcacaaagag

Homo Sapiens

tgacccagtc
gggcaagtca
ctaagctcct
gcagtggatc
caacttacta
aggtggaaat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgcccgtcecac

Homo Sapiens

tgactcagga
ccagcactgg
aagcacccag
tctcaggctce
acgaggctga
gagggaccaa
cgccctecte
tctacccggg

tggagaccac

gaaggtggat
caaggacagc
acacaaagtc

cttcaacagg

tccatcctce
gagcattagc
gatctatgct
tgggacacat
ctgtcaacag
caagcgaact
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

gccctcactg
agcagtcacc
ggcactgatt
cctcettggg
gtattactgc
gctgaccgtc
tgaggagctt
agccgtgaca

cacaccctcc

31

aacgccctcc
acctacagcc
tacgcctgcg

ggagagtgtt

ctgtctgcat
acctatttaa
gcatccactt
ttcactctca
agttacggaa
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct
aaagtctacg

aacaggggag

actgtgtccc
actggttact
tatagtacaa
ggcaaagctg
ctgctcttct
ctaggtcagc
caagccaaca
gtggcctgga

aaacCaaagca

aatcgggtaa
tcagcagcac
aagtcaccca

aataa

ctgtaggaga
attggtatca
tgcaaagtgg
ccatcagcag
cccccacgtg
catctgtctt
tgtgcctgcet
ccctccaatce
acagcctcag
cctgcgaagt

agtgttaata

caggagggac
atccaaactg
gcaagaaaca
ccctgacact
atggtggtgc
ccaaggctgce
aggccacact
aggcagatag

acaacaagta

ctcccaggag
cctgacgctg

tcagggcctg

cagagtcacc
gcagaaacca
ggtcccatca
tctgcaacgt
gacgttcggc
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg
cacccatcag

a

agtcaccctc
gttccagcag
ctcctggacc
gtcaggtgtg
tcagctgggg
cceccecteggte
ggtgtgtctc
cagccccgte

cgcggccage

480

540

600

645

60

120

180

240

300

360

420

480

540

600

651

60

120

180

240

300

360

420

480

540



P121DKO00

32

agctacctga gcctgacgcc tgagcagtgg aagtcccaca aaagctacag ctgccaggtce

acgcatgaag ggagcaccgt ggagaagaca gtggccccta cagaatgttc ataataa

<210>
<211>
<212>
<213>

107
651
DNA

<400> 107
gacatccaga
atcacttgcc
ggaaaagccc
aggttcagtg
gaagactatg
caggggacca
ccatctgatg
tatcccagag
caggagagtg
acgctgagca
ggcctgagcet
<210>
<211>

<212>
<213>

108
651
DNA

<400> 108
gacatccaga
atcacttgcc
gggaaagccc
aggttcagtg
gaagattttg
caagggacca
ccatctgatg
tatcccagag
caggagagtg
acgctgagca

ggcctgagcet

Homo Sapiens

tgacccagtc
gggcaagtca
ctaagctcct
gcagtggatc
caacttacta
agctggagat
agcagttgaa
aggccaaggt
tcacagagca
aagcagacta

cgcccgtceac

Homo Sapiens

tgacccagtc
gggcaagtca
ctaagctcct
gcagtggatc
caacttacta
aggtggaaat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgcccgtcecac

tccatcctce
gagcattggc
gatctctgct
tgggacagat
ctgtcaacag
caaacgaact
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

tccatcctce
gagcattagc
gatctatgct
tgggacagat
ctgtcaacag
caaacgaact
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

ctgtctgcat
aactatttaa
gcatccagtt
ttcactctca
agttacagta
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct
aaagtctacg

aacaggggag

ctgtctgcat
agctatttaa
gcatccagtt
ttcactctca
agttacagta
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct

aaagtctacg

aacaggggag

ctgtaggaga
attggtatca
tgcaaagtgg
ccatcagcag
cccecceccecgta
catctgtctt
tgtgcctgcet
ccctccaatce
acagcctcag
cctgcgaagt

agtgttaata

ctgtaggaga
attggtatca
tgcaaagtgg
ccatcagcag
cctccacgtg
catctgtctt
tgtgcctgcet
ccctccaatce
acagcctcag
cctgcgaagt

agtgttaata

cagagtcacc
gcagaaacca
ggtcccgtca
tctgcatcgt
cacttttggc
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg
cacccatcag

a

cagagtcacc
gcagaaacca
ggtcccatca
tctgcaacct
gacgttcggc
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg
cacccatcag

a

600

657

60

120

180

240

300

360

420

480

540

600

651

60

120

180

240

300

360

420

480

540

600

651
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<210>
<211>
<212>
<213>

109
648
DNA

<400> 109
gacatccagt
atcacttgcc
gggaaagccc
aggttcagtg
gaagattttg
gggaccaagg
tctgatgagce
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgce
<210>
<211>

<212>
<213>

110
654
DNA

<400> 110
gaaattgtgt
ctctcctgceca
ggccaggctce
aggttcagtg
gaagattttg
ggccctggga
ccgccatctg
ttctatccca
tcccaggaga
ctgacgctga
cagggcctga
<210>
<211>

<212>
<213>

111
651
DNA

Homo Sapiens

tgacccagtc
gggcaagtca
ctaagctcct
gcagtggatc
caacttacta
tggaaatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

Homo Sapiens

tgacgcagtc
gggccagtca
ccaggctcct
gcagtgggtc
cagtttatta
ccaaactgga
atgagcagtt
gagaggccaa
gtgtcacaga
gcaaagcaga

gctcgccecegt

Homo Sapiens

tccatcctcece
gagcattagc
gatctatgct
tgggacagat
ctgtcaacag
acgaactgtg
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

tccagccacc
gagtgttacc
catctatggt
tgggacagag
ctgtcagcag
tatcaaacga
gaaatctgga
agtacagtgg
gcaggacagc
ctacgagaaa

cacaaagagc

33

ctgtctgcat
agctatttaa
gcatccagtt
ttcactctca
agttacagta
gctgcaccat
tctgttgtgt
gataacgccc
agcacctaca

gtctacgcct

aggggagagt

ctgtctgtgt
agcaacttag
gcatccacca
ttcagtctca
tataataact
actgtggctg
actgcctctg
aaggtggata
aaggacagca
cacaaagtct

ttcaacaggg

ctgtaggaga
attggtatca
tgcaaagtgg
ccatcagcag
cctcgtggac
ctgtcttcat
gcctgctgaa
tccaatcggg
gcctcagcag
gcgaagtcac

gttaataa

ctccagggga
cctggtacca
gggccactgg
ccatcagcag
ggcctcccat
caccatctgt
ttgtgtgcct
acgccctcca
cctacagcct
acgcctgcga

gagagtgtta

cagagtcacc
gcagaaacca
ggtcccatca
tctgcaacct
gttcggccaa
cttcccgceca
taacttctat
taactcccag
caccctgacg

ccatcagggc

aagagccacc
gcagaaacct
tgtcccagcece
cctgcagtct
attcactttc
cttcatcttc
gctgaataac
atcgggtaac
cagcagcacec
agtcacccat

ataa

60

120

180

240

300

360

420

480

540

600

648

60

120

180

240

300

360

420

480

540

600

654
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<400> 111
gaaattgtgc

ctctcctgceca
cctggccagg
gacaggttca
cctgaagatt
caggggacca
ccatctgatg
tatcccagag
caggagagtg
acgctgagca
ggcctgagcet
<210>
<211>

<212>
<213>

112
654
DNA

<400> 112
cagtctgccc
tcctgcactg
cacccaggta
cctgatcgcet
cagcctgagg
ttcggaactg
ctgttccecge
agtgacttct
gcgggagtygg
tacctgagcecc
catgaaggga
<210>
<211>

<212>
<213>

113
654
DNA

<400> 113

tgactcagtc
gggccagtca
ctcccaggct
gtggcagtgg
ttgcagtgta
agctggagat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgcccgtcecac

Homo Sapiens

tgactcagcc
caaccagcag
aagcccccaa
tctctggcecte
atgaggctga
ggaccaaggt
cctcctetga
acccgggagce
agaccaccaa
tgacgcccga

gcaccgtgga

Homo Sapiens

tccaggcacc
gagtgttagc
cctcatctac
gtctgggaca
ttactgtcag
caaacgaact
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

tgcctcecegtyg
tgatattggg
agtcatcatt
caagtctggc
gtattcctgce
caccgtcctg
ggagctccaa
tgtgacagtg
accctccaaa
gcagtggaag

gaagacagtg

34

ctgtctttgt
agcagctact
ggttcatcca
gacttcactg
cagtatggta
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct

aaagtctacg

aacaggggag

tctgggtcte
gcttataact
actgatgtta
aacacggcct
tgctcatatg
agtcagccca
gccaacaagg
gcctggaagg
cagagcaaca
tcccacagaa

gcccecctacag

ctccagggga
tagcctggta
acagggccac
tcaccatcag
ctgcacccta
catctgtctt
tgtgcctgcet
ccctccaatce
acagcctcag
cctgcgaagt

agtgttaata

ctggacagtc
atgtctcctg
ataagcggcc
ccctgaccat
caggcaccta
aggccaaccc
ccacactagt
cagatggcag
acaagtacgc
gctacagctg

aatgttcata

aagagccacc
ccagcataaa
tggcatccca
cagactggag
cacttttggc
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg
cacccatcag

a

gatcaccatc
gtaccaacac
ctcaggggtc
ctcagggctc
cagttatgtc
cactgtcact
gtgtctgatc
ccccgtcaag
ggccagcagc
ccaggtcacg

ataa

ctttcttctg agctgactca ggaccctgct gtgtctgtgg ccttgggaca gacagtcagg

atcacatgcc aaggagacag cctcagaagt tattatgcaa actggtacca gcagaagcca

60

120

180

240

300

360

420

480

540

600

651

60

120

180

240

300

360

420

480

540

600

654

60

120
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ggacaggccc
cgattctctg
gaagatgagg
ttcggcggag
ctgttcccge
agtgacttct
gcgggagtgg
tatctgagcc
catgaaggga
<210>
<211>

<212>
<213>

114
651
DNA

<400> 114
gacatccagt
atcacttgcc
gggaaagccc
agattcagcg
gaagattttg
caagggacca
ccatctgatg
tatcccagag
caggagagtg
acgctgagca
ggcctgagcet
<210>
<211>

<212>
<213>

115
651
DNA

<400> 115
gacatccaga
atcacttgtc
gggaaagccc
aggttcagtg

gaagattttg

ctctatcagt
gctccaactc
ctgactatta
ggaccaagct
cctcctcectga
acccgggagce
agaccaccac
tgacgcctga

gcaccgtgga

Homo Sapiens

tgacccagtc
gggccagtca
ctaacctcct
gcagtggatc
caacttatta
aggtggaagt
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgcccgtcac

Homo Sapiens

tgacccagtc
gggcaagtca
ctaagctcct
gcagtggatc

caacttacta

catctatggt
aggaaacaca
ctgtaactcc
gaccgtcctt
ggagcttcaa
cgtgacagtg
accctccaaa
gcagtggaag

gaagacagtg

tccatcctte
tggcattagce
gatctttcct
tgggacagaa
ctgtcaacaa
caaacgaact
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

tccatcctcee
gagcattagg
gatctatgct
tgggacagat

ctgtcaacag

35

aaaaacaacc
gctttcttga
cgggacagca
ggtcagccca
gccaacaagg
gcctggaagg
caaagcaaca
tcccacagaa

gccecctgcag

ctgtctgcat
agttatttag
gcatccactt
ttcactctca
cttaatagtt
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct

aaagtctacg

aacaggggag

ctgtctgcat
aggtatttaa
gcatccagtt
ttcactctca

agttaccgta

ggccctcagg
ccatcactgg
gtggtaatta
aggctgcccce
ccacactggt
cagatagcag
acaagtacgc
gctacagctg

aatgctctta

ctgtaggaga
cctggtatca
tgcaaagtgg
caatcagcag
attccaggtg
catctgtctt
tgtgcctgcet
ccctccaatce
acagcctcag
cctgcgaagt

agtgttaata

ctgtaggaga
attggtatca
tgcaaagtgg
ccatcagcag

cccaaggtct

gatcccggac
gactcaggcg
tcgggagcta
ctcggtcact
gtgtctcata
ccccgtcaag
ggccagcagc
ccaggtcacg

ataa

cagagtcacc
acagaaacca
ggtcccgtca
cctgcggect
ggcgttcgge
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg
cacccatcag

a

cagagtcacc
gaagaaacca
ggtcccatca
tctgcaacct

cactttcggce

180

240

300

360

420

480

540

600

654

60

120

180

240

300

360

420

480

540

600

651

60

120

180

240

300
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ggagggacca
ccatctgatg
tatcccagag
caggagagtg
acgctgagca
ggcctgagcet
<210>
<211>

<212>
<213>

116
657
DNA

<400> 116
caggctgtgg

acctgtgctt
aaacctggac
cctgccecggt
cagcctgagg
gtgttcggceg
actctgttcc
ataagtgact
aaggcgggag
agctacctga
acgcatgaag
<210>
<211>

<212>
<213>

117
657
DNA

<400> 117
caggctgtgg

acctgtgctt
aaacctggac
cctgccecggt
cagcctgagg
gtattcggcg

actctgttcc

aggtggagat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgcccgtcecac

Homo Sapiens

tgactcagga
ccagcactgg
aagcacccag
tctcaggctce
acgaggctga
gagggaccaa
cgccctecte
tctacccggg
tggagaccac
gcctgacgcc

ggagcaccgt

Homo Sapiens

tgactcagga
ccagcactgg
aagcacccag
tctcaggctce
acgaggctgt
gagggaccaa

cgccctecte

caaacgaact
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

gccctcactg
agcagtcacc
ggcactggtt
cctcecttggg
gtattactgc
actgaccgtc
tgaggagctt
agccgtgaca
cacaccctcc
tgagcagtgg

ggagaagaca

gccctcactg
atcagtcacc
gccactgatt
cctcettggg
gtattactgc
gctgaccgtce

tgaggagctt

36

gtggctgcac
gcctctgttg
gtggataacg
gacagcacct
aaagtctacg

aacaggggag

actgtgtccc
actggttact
catagtacaa
ggcaaagctg
ctgctcttct
ctaggtcagc
caagccaaca
gtggcctgga
aaacaaagca
aagtcccaca

gtggcccectg

actgtgtccc
agtggttact
tctggtacaa
ggcaaagctg
ctgctctact
ctaggtcagc

caagccaaca

catctgtctt
tgtgcctgcet
ccctccaatce
acagcctcag
cctgcgaagt

agtgttaata

caggagggac
atccaaactg
gcaagaaaca
ccctgacact
atggtggtgce
ccaaggctgce
aggccacact
aggcggatag
acaacaagta
aaagctacag

cagaatgctc

caggagggac

atccaaactg
gcaacaaact
ccctcacagt
atggtgttcc
ccaaggctgce

aggccacact

catcttcccg
gaataacttc
gggtaactcc
cagcaccctg
cacccatcag

a

agtcactctc
gttccagcag
ctcctggacc
gtcaggtgtg
tcaactgggg
ccccteggte
ggtgtgtctc
cagccccegte
cgcggccage
ctgccaggtc

ttaataa

agtcactctc
gttccagcag
ctcctggacc
gtcaggtgtg
tcagccagtg
cceccecteggte

ggtgtgtctc

360

420

480

540

600

651

60

120

180

240

300

360

420

480

540

600

657

60

120

180

240

300

360

420
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ataagtgact
aaggcgggag
agctacctga
acgcatgaag
<210>
<211>

<212>
<213>

118
651
DNA

<400> 118
gacatccagt
atcacttgcc
ggaaaagccc
aggttcagtg
gaagactatg
caggggacca
ccatctgatg
tatcccagag
caggagagtg
acgctgagca
ggcctgagcet
<210>
<211>

<212>
<213>

119
648
DNA

<400> 119
gacatccaga
atcacttgcc
gggaaagccc
aggttcagcg
gatgattttg
gggaccaagc
tctgatgagce
cccagagagg
gagagtgtca

ctgagcaaag

tctacccggg
tggagaccac
gcctgacgcece

ggagcaccgt

Homo Sapiens

tgacccagtc
gggcaagtca
ctaagctcct
gcagtggatc
caacttacta
agctggagat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgcccgtcecac

Homo Sapiens

tgacccagtc
gggccagtca
ctaagctcct
gcagtggatc
caacttatta
tggagttcac
agttgaaatc
ccaaagtaca
cagagcagga

cagactacga

agccgtgaca
cacaccctcc
tgagcagtgg

ggagaagaca

tccatcctee
gagcattagc
gatctctgct
tgggacagat
ctgtcaacag
caaacgaact
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

tccttceccacce
gagtattagc
ggtctataag
tgggacagaa
ctgccaacag
acgaactgtg
tggaactgcc
gtggaaggtg
cagcaaggac

gaaacacCaaa

37

gtggcctgga
aaacaaagca
aagtcccaca

gtggccccta

ctgtctgcat
agctatttaa
gcatccagtt
ttcactctca
agttacagta
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct

aaagtctacg

aacaggggag

ctgtctgcat
agttggttgg
acgtctagtt
ttcagtctca
tataatagtt
gctgcaccat
tctgttgtgt
gataacgccc
agcacctaca

gtctacgcct

aggcagatag
acaacaagta
gaagctacag

cagaatgttc

ctgtaggaga
attggtatca
tgcaaagtgg
ccatcagcag
ccccecceccecgta
catctgtctt
tgtgcctgcet
ccctccaatce
acagcctcag
cctgcgaagt

agtgttaata

ctgtaggaga
cctggtatca
tagaaggtgg
caatcttcag
ttccgtacac
ctgtcttcat
gcctgctgaa
tccaatcggg
gcctcagcag

gcgaagtcac

cagccccgte
cgcggccagce
ctgccaggtc

ataataa

cagagtcacc
gcagaaacca
ggtcccgtca
tctgcaacgt
cacttttggc
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg
cacccatcag

a

cagagtcacc
acagaaacca
ggtcccatcc
actgcagtct
ctttggccag
cttcccgceca
taacttctat
taactcccag
caccctgacg

ccatcagggc

480

540

600

657

60

120

180

240

300

360

420

480

540

600

651

60

120

180

240

300

360

420

480

540

600



P121DKO00

38

ctgagctcgce ccgtcacaaa gagcttcaac aggggagagt gttaataa

<210>
<211>
<212>
<213>

120
654
DNA

<400> 120
gaaattgtgt
ctctcctgta
cctggccagg
gacaggttca
cctgaagatt
ggccagggga
ccgccatctg
ttctatccca
tcccaggaga
ctgacgctga
cagggcctga
<210>
<211>

<212>
<213>

121
651
DNA

<400> 121
gaaattgtgt
ctctcctgceca
cctggccagg
gacaggttca
cctgaagatt
caggggacca
ccatctgatg
tatcccagag
caggagagtg
acgctgagca

ggcctgagcet

<210> 122

Homo Sapiens

tgacgcagtc
gggccagtca
ctcccaggct
gtggcagtgg
ttgcagtgta
ccaaggtgga
atgagcagtt
gagaggccaa
gtgtcacaga
gcaaagcaga

gctcgccecegt

Homo Sapiens

tgacgcagtc
gggccagtca
ctcccaggct
gtggcagtgg
ttgcagtgta
agctggagat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgcccgtcecac

tccagtcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag
catcaaacga
gaaatctgga
agtacagtgg
gcaggacagc
ctacgagaaa

cacaaagagc

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag
caaacgaact
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

ctgtctttgt
agcggctact
ggtacatcca
gacttcactc
cagtatggta
actgtggctg
actgcctctg
aaggtggata
aaggacagca
cacaaagtct

ttcaacaggg

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc
cagtatggta
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct

aaagtctacg

aacaggggag

ctccagggga
tagcctggta
tcagggccac
tcaccatcag
gctcacctct
caccatctgt
ttgtgtgcct
acgccctcca
cctacagcct
acgcctgcga

gagagtgtta

ctccagggga
tagcctggta
gcagggccac
tcaccatcag
gctcacggta
catctgtctt
tgtgcctgcet
ccctccaatce
acagcctcag
cctgcgaagt

agtgttaata

aagagccacc
ccagcagaaa
tggcatccca
cagactggag
atactctttt
cttcatcttc
gctgaataac
atcgggtaac
cagcagcacc
agtcacccat

ataa

aagagccacc
ccagcagaaa
tggcatccca
cagactggag
cacttttggc
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg
cacccatcag

a

648

60

120

180

240

300

360

420

480

540

600

654

60

120

180

240

300

360

420

480

540

600

651
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<211>
<212>
<213>

648
DNA

<400> 122
gacatccagt
attacttgcc
gggaaagccc
aggttcagtg
gaggattttg
gggaccaagg
tctgatgagce
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgce
<210>
<211>

<212>
<213>

123
645
DNA

<400> 123
gacatccaga
atcacttgcc
gggaaagccc
aggttcagtg
gaagattttg
accaaggtgg
gatgagcagt
agagaggcca
agtgtcacag
agcaaagcag
agctcgecceccg
<210>
<211>

<212>
<213>

124
648
DNA

<400> 124

Homo Sapiens

tgacccagtc
ggtcaggtca
ctaaactcct
gcagtggatc
caacttacaa
tggaaatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

Homo Sapiens

tgacccagtc
gggcaagtca
ctaaactcct
gcagtggatc
caacttacta
aaatcaaacg
tgaaatctgg
aagtacagtg
agcaggacag
actacgagaa

tcacaaagag

Homo Sapiens

tcecgtectcee
gggcattagg
gatctatgct
tgggacagat
ctgtcaacag
acgaactgtg
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

tccatcttce
gagcgttaac
catctatgct
tgggacagat
ctgccaacag
aactgtggct
aactgcctct
gaaggtggat
caaggacagc
acacaaagtc

cttcaacagg

39

ctggctgcat
aactatttaa
gcgtcctttt
ttcactctca
agttacagtg
gctgcaccat
tctgttgtgt
gataacgccc
agcacctaca

gtctacgcct

aggggagagt

ctgtctgcat
aggtatttaa
gcatccagtt
ttcactctca
agttacagaa
gcaccatctg
gttgtgtgcce
aacgccctcc
acctacagcc
tacgcctgcg

ggagagtgtt

ctgtgggaga
attggtatca
tgcaaagtgg
ccatcagcag
acccgtggac
ctgtcttcat
gcctgctgaa
tccaatcggg
gcctcagcag
gcgaagtcac

gttaataa

ctgtaggaga
attggtatca
tgcaaggtgg
ccatcagcag
ctcggacgtt
tcttcatctt
tgctgaataa
aatcgggtaa
tcagcagcac
aagtcaccca

aataa

cagagtcatt
gcagaaacct
ggtcccatca
tctgcaacct
gttcggccaa
cttcccgcecca
taacttctat
taactcccag
caccctgacg

ccatcagggc

cagagtcatt
gcagaaacca
ggtcccatca
tctgcaacgt
cggccaaggg
cccgccatcet
cttctatccc
ctcccaggag
cctgacgctg

tcagggcctg

60

120

180

240

300

360

420

480

540

600

648

60

120

180

240

300

360

420

480

540

600

645
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gacatccaga
atcacttgcc
gggaaagccc
aggttcagtg
gaagattttg
gggaccaagg
tctgatgagce
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgce
<210>
<211>

<212>
<213>

125
651
DNA

<400> 125
ctttcttctg
atcacatgcc
gggcaggctc
cgattctctg
gaagatggcg
ggagatggga
ttccecgecect
gacttctacc
ggagtggaga
ctgagcctga
gaagggagca
<210>
<211>

<212>
<213>

126
651
DNA

<400> 126
gacatccaga
atcacttgcc

gggaaagccc

tgacccagtc
gggcaagtca
ctgagctcct
gcagtggatc
caacttacta
tggaagtcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

Homo Sapiens

agctgactca
aaggagacag
ctatacttgt
gctccacctc
gtgactatta
ccagggtcac
cctctgagga
cgggagctgt
ccaccaaacc
cgcccgagca

ccgtggagaa

Homo Sapiens

tccatcctce
aagcgttagg
gatctatgct
tgggacagat
ctgtcaacat
gcgaactgtg
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

ggaccctgct
cctcagacac
catctatggt
ggggaacaca
ctgtaactcc
cgtcgtaggt
gctccaagcc
gacagtggcc
ctccaaacag
gtggaagtcc

gacagtggcc

40

ctgtctgcat
agctatttaa
gcatccecgtt
ttcactctca
agttacagta
gctgcaccat
tctgttgtgt
gataacgccc
agcacctaca

gtctacgcct

aggggagagt

gtgtctgtga
tcttatgcaa
aaaaacatcc
gcttccttga
cgggacacca
cagcccaagg
aacaaggcca
tggaaggcag
agcaacaaca
cacagaagct

cctacagaat

ctgtaggaga
attggtatca
tgcaaagtgg
ccatcagcag
cccctgtceac
ctgtcttcat
gcctgctgaa
tccaatcggg
gcctcagcag
gcgaagtcac

gttaataa

ccttgggaca
gctggtacca
ggccctcagg
ccatcactgg
gtactgacca
ccaaccccac
cactagtgtg
atggcagccc
agtacgcggce
acagctgcca

gttcataata

cggaatcacc
gcagaaacca
ggtcccatca
tctgcagcect
gttcggccaa
cttcccgcecca
taacttctat
taactcccag
caccctgacg

ccatcagggc

gacggtcaga
gcagaagcca
gatcccagac
ggctcaggceg
ttatgtcttc
tgtcactctg
tctgatcagt
cgtcaaggcg
cagcagctac
ggtcacgcat

a

tgacccagtc tccatcctcc ctgtctgcat ctgtaggaga cagagtcacc

gggcaagtca gagcattagc agctggttaa attggtatca gcagaaacca

ctaacctcct gatctttgct gcatccactt tgcaaagtgg ggtcccgtca

60

120

180

240

300

360

420

480

540

600

648

60

120

180

240

300

360

420

480

540

600

651

60

120

180
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aggttcagtg
gaagattttg
caggggacca
ccatctgatg
tatcccagag
caggagagcg
acgctgagca
ggcctgagcet
<210>
<211>

<212>
<213>

127
648
DNA

<400> 127
gacatccaga
atcacttgcc
gggaaagccc
aggttcagtg
gaagattttg
gggaccaagg
tctgatgagce
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgce
<210>
<211>

<212>
<213>

128
657
DNA

<400> 128
gaaattgtgc
ctctcctgceca
cctggccagg
gacagattca

cctgaagatt

gcagtggatc
caacttacta
agctggagat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgcccgtcecac

Homo Sapiens

tgacccagtc
gggcaagtca
ctaagctcct
gcagtggatc
caacttacta
tggaaatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

Homo Sapiens

tgactcagtc
gggccaatca
ctcccaggct
gtggcagtgg

ttgccgtata

tgggacagat
ctgtcaacag
caaacgaact
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

tccatcctcee
gagcattagc
gatctatgct
tgggatagat
ctgtcaacag
acgaactgtg
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

tccaggcacc
gtatgttaac
cctcctttat
gactgggaca

tttctgtcag

41

ttcactctca
agttacagta
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct

aaagtctacg

aacaggggag

ctgtctgcat
agctatttaa
gcatccagtt
ttcactctca
agttacacta
gctgcaccat
tctgttgtgt
gataacgccc
agcacctaca

gtctacgcct

aggggagagt

ctgtctttgt
agcaaccact
ggtgcatcaa
gacttcactc

ctgtatgatc

ccatcagcag
gttctgtgta
catctgtctt
tgtgcctgct
ccctccaatce
acagcctcag
cctgcgaagt

agtgttaata

ctgtaggaga
attggtatca
tgcaaagtgg
ccatcagcag
ccctctggac
ctgtcttcat
gcctgctgaa
tccaatcggg
gcctcagcag
gcgaagtcac

gttaataa

ctccaaggga
tagcctggta
ggagggccac
tcatcatcag

actcacgtcc

tctgcaacct
cacttttggc
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg
cacccatcag

a

cagagtcacc
gcagaaacca
ggtcccatca
tctgcaacct
gttcggccaa
cttcccgceca
taacttctat
taactcccag
caccctgacg

ccatcagggc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

gatgtacact

240

300

360

420

480

540

600

651

60

120

180

240

300

360

420

480

540

600

648

60

120

180

240

300
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tttggccagg
ttcccgecat
aacttctatc
aactcccagg
accctgacgce
catcagggcc
<210>
<211>

<212>
<213>

129
654
DNA

<400> 129
gaaattgtgc
ctctcctgca
cctggccagg
gacaggttca
cctgaagatt
ggccaaggga
ccgccatctg
ttctatccca
tcccaggaga
ctgacgctga
cagggcctga
<210>
<211>

<212>
<213>

130
651
DNA

<400> 130
gacatccaga
atcacttgcc
gggaaagccc
aggttcagtg
gaagactttg
ggagggacca
ccatctgatg

tatcccagag

ggactaagct
ctgatgagca
ccagagaggc
agagtgtcac
tgagcaaagc

tgagctcgcecce

Homo Sapiens

tgactcagtc
gggccagtca
ctcccaggcet
gtggcagtgg
ttgcagtgta
cacgactgga
atgagcagtt
gggaggccaa
gtgtcacaga
gcaaagcaga

gctcgccecegt

Homo Sapiens

tgacccagtc
gggcaagtca
ctaagctcct
gcagtggatc
caacttacta
aggtggagat
agcagttgaa

aggccaaagt

ggagatcaaa
gttgaaatct
caaagtacag
agagcaggac
agactacgag

cgtcacaaag

tccaggcacc
gagttttagc
cctcatctat
gtctggaaca
ttactgtcag
gattaaacga
gaaatctgga
agtacagtgg
gcaggacagc
ctacgagaaa

cacaaagagc

tccatcctce
gagcattagc
gatctttgct
tgggacagat
ctgtcaacag
caaacgaact
atctggaact

acagtggaag

42

cgaactgtgg
ggaactgcct
tggaaggtgg
agcaaggaca
aaacacaaag

agcttcaaca

ctgtctttgt
agcggctact
ggtgcatcca
gacttcactc
cactatggta
actgtggctg
actgcctctg
aaggtggata
aaggacagca
cacaaagtct

ttcaacaggg

ctgtctgcat
agctatttaa
gcatccagtt
ttcagtctca
agttacagtt
gtggctgcac
gcctctgttg

gtggataacg

ctgcaccatc
ctgttgtgtg
ataacgccct
gcacctacag

tctacgcctg

ggggagagtg

ctccagggga
tagcctggta
acagggccac
tcaccatcag
gctcacctcc
caccatctgt
ttgtgtgcct
acgccctcca
cctacagcct
acgcctgcga

gagagtgtta

ctgtaggaga
attggtatca
tgcaaagtgg
ccatcagcag
ccctegegcet
catctgtctt
tgtgcctgcet

ccctccaatce

tgtcttcatc
cctgctgaat
ccaatcgggt
cctcagcagce
cgaagtcacc

ttaataa

aagagccacc
ccagcagaaa
tggcatccca
cagactggag
catcaccttc
cttcatcttc
gctgaataac
atcgggtaac
cagcagcacec
agtcacccat

ataa

cagagtcacc
acagaaacca
ggtcccatca
tctgcaacct
cactttcggce
catcttcccg
gaataacttc

gggtaactcc

360

420

480

540

600

657

60

120

180

240

300

360

420

480

540

600

654

60

120

180

240

300

360

420

480
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43

caggagagtg tcacagagca ggacagcaag gacagcacct acagcctcag cagcaccctg

acgctgagca

ggcctgagcet

<210>
<211>
<212>
<213>

131
651
DNA

<400> 131
gacatccagt
atcacttgcc
gggaaagccc
aggttcagtg
gaagattttg
ggagggacca
ccatctgatg
tatcccagag
caggagagtg
acgctgagca
ggcctgagcet
<210>
<211>

<212>
<213>

132
651
DNA

<400> 132
gacatccaga
atcacttgcc
ggaaaagccc
aggttcagtg
gaagactatg
caggggacca
ccatctgatg
tatcccagag
caggagagtg

acgctgagca

aagcagacta cgagaaacac aaagtctacg cctgcgaagt cacccatcag

cgcccgtcac aaagagcttc aacaggggag agtgttaata a

Homo Sapiens

tgacccagtc
gggcaagtca
ctaagctcct
gcagtggatc
caacttacta
aggtggagat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgcccgtcecac

Homo Sapiens

tgacccagtc
gggcaagtca
ctaagctcct
gcagtggatc
cagcttacta
agctggagat
agcagttgaa
aggccaaagt
tcacagagca

aagcagacta

tccatcctce
gagcattagc
gatctatggt
tgggacagat
ctgtcaacag
caaacgaact
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

tccatcctcec
gagcattagc
gatctctgct
tgggacagat
ctgtcaacag
caagcgaact
atctggaact
acagtggaag
ggacagcaag

cgagaaacac

ctgtctgcat
agctatttaa
gcatccaatt
ttcactctca
agttacagta
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct

aaagtctacg

aacaggggag

ctgtctgcat
acctatttaa
gcatccagtt
ttcactctca
agttacagta
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct

aaagtctacg

ctgtaggaga
attggtatca
tgcaaagtgg
ccatcagcag
ccctegegcet
catctgtctt
tgtgcctgcet
ccctccaatce
acagcctcag
cctgcgaagt

agtgttaata

ctgtaggaga
attggtatca
tgcaaagtgg
ccatcagcag
cccceccececgta
catctgtctt
tgtgcctgcet
ccctccaatce
acagcctcag

cctgcgaagt

cagagtcacc
gcagaatcca
ggtcccatca
tctgcaacct
cactttcggce
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg
cacccatcag

a

cagagtcacc
gcagaaacca
ggtcccgtca
tctgcaacgt
cacttttggc
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg

cacccatcag

540

600

651

60

120

180

240

300

360

420

480

540

600

651

60

120

180

240

300

360

420

480

540

600



P121DKO00

44

ggcctgagct cgcccgtcac aaagagcttc aacaggggag agtgttaata a

<210>
<211>
<212>
<213>

133
657
DNA

<400> 133
caggctgtgg

acctgtgctt
aaacctggac
cctgccecggt
cagcctgagg
gtgttcggceg
actctgttcc
ataagtgact
aaggcgggag
agctacctga
acgcatgaag
<210>
<211>

<212>
<213>

134
654
DNA

<400> 134
cagactgtgg
acttgtggcect
accccaggcc
cctgatcgcet
caggcagatg
ttcggcggag
ctgttcccac
agtgacttct
gcgggagtygg
tacctgagcecc
catgaaggga

<210>
<211>

135
663

Homo Sapiens

tgactcagga
ccagcactgg
aagcacccag
tctcaggctce
acgaggctga
gagggaccaa
cgccctecte
tctacccggg
tggagaccac
gcctgacgcece

ggagcaccgt

Homo Sapiens

tgacccagga
tgagctctgg
agcctccacg
tctctggcecte
atgaatctga
ggaccaagct
cctcctcectga
acccgggagce
agaccaccac
tgacgcctga

gcaccgtgga

gccctcactg
agcagtcacc
ggcactgatt
cctcecttggg
gtattactgc
gctgaccgtce
tgaggagctt
agccgtgaca
cacaccctcc
tgagcagtgg

ggagaagaca

gccatcgttce
ctcagtctct
cacgctcatc
catccttggg
ttattactgt
gaccgtccta
ggagcttcaa
cgtgacagtg
accctccaaa
gcagtggaag

gaagacagtg

actgtgtccc
actggttact
tatagtacaa
ggcaaagctg
ctgctcttct
ctaggtcagc
caagccaaca
gtggcctgga
aaacaaagca
aagtcccaca

gtggccccta

tcagtgtccc
gctcgttact
cacagcacaa
aacaaagctg
gtgctgtata
ggtcagccca
gccaacaagg
gcctggaagg
caaagcaaca
tcccacaaaa

gcccecctacag

caggagggac

atccaaactg
gcaagaaaca
ccctgacact
atggtggtgce
ccaaggctgce
aggccacact
aggcagatag
acaacaagta
aaagctacag

cagaatgttc

ctggagggac
accccagctg
atactcggtc
ccctcaccat
tgggtagtgg
aggctgcccce
ccacactggt
cagatagcag
acaagtacgc
gctacagctg

aatgttcata

agtcactctc
gttccagcag
ctcctggacc
gtcaggtgtg
tcagctgggyg
cceccecteggte
ggtgtgtctc
cagcccecgte
cgcggccage
ctgccaggtc

ataataa

ggtcacactc
gtaccagcag
ttctggggtc
cacgggggce
cccttgggtg
ctcggtcact
gtgtctcata
ccccgtcaag
ggccagcagc
ccaggtcacg

ataa

651

60

120

180

240

300

360

420

480

540

600

657

60

120

180

240

300

360

420

480

540

600

654



P121DKO00

<212>
<213>

DNA
<400> 135
gatgttgtga
atctcctgca
tacctgcaga
tccggggtcece
agcggagtgg
tacactttcg
ttcatcttcc
ctgaataact
tcgggtaact
agcagcaccc
gtcacccatc
taa

<210>
<211>

<212>
<213>

136
648
DNA

<400> 136
gacatccagt
atcacttgcc
gggaaagccc
aggttcagtg
gaagattttg
gggaccaagg
tctgatgagce
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgce
<210>
<211>

<212>
<213>

137
651
DNA

Homo Sapiens

tgactcagtc
ggtctagtca
agccagggca
ctgacaggtt
aggctgagga
gccaggggac
cgccatctga
tctatcccag
cccaggagag
tgacgctgag

agggcctgag

Homo Sapiens

tgacccagtc
gggcaagtca
ctaagctcct
gcagtggatc
caacttacta
tggaaatcac
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

Homo Sapiens

tccactctcce
gagcctcctg
gtctccacag
cagtggcagt
tgttgcgttt
caagctggag
tgagcagttg
agaggccaaa
tgtcacagag
caaagcagac

ctcgccegte

tccatcctcee
gagtatcagc
gatctatgct
tgggacagat
ctgtcaacag
acgaactgtg
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

45

ctgcccgtca
cataggaatg
ctcctgatct
ggatcaggca
tattactgca
atcaagcgaa
aaatctggaa
gtacagtgga
caggacagca
tacgagaaac

acaaagagct

ctgtctgcat
agctatttaa
gcatccactt
ttcgctctca
acttacagta
gctgcaccat
tctgttgtgt
gataacgccc
agcacctaca
gtctacgcct

aggggagagt

cccctggaga
gatacaacta
atttgggttc
cagattttac
tgcaaggtct
ctgtggctgce
ctgcctctgt
aggtggataa
aggacagcac
acaaagtcta

tcaacagggg

ctgtaggaga
attggtataa
tgcagagtgg
ccatcagcag
ccctttggac
ctgtcttcat
gcctgctgaa
tccaatcggg
gcctcagcag
gcgaagtcac

gttaataa

gccggcectcece
tttgaattgg
taatcgggcc
actgaaaatc
acgaactccg
accatctgtc
tgtgtgcctg
cgccctceccaa
ctacagcctc
cgcctgcgaa

agagtgttaa

cagagtcacc
gcagagacca
ggtcccatca
tctgcaagcet
gttcggccaa
cttcccgceca
taacttctat
taactcccag
caccctgacg

ccatcagggc

60

120

180

240

300

360

420

480

540

600

660

663

60

120

180

240

300

360

420

480

540

600

648



P121DKO00

<400> 137
gaaattgtgt

ctgtcctgca
tctggccagt
gtcaggttca
tctgaagatt
caagggacac
ccatctgatg
tatcccagag
caggagagtg
acgctgagca
ggcctgagcet
<210>
<211>

<212>
<213>

138
648
DNA

<400> 138
gacatccaga
ctcacttgcc
gggaaagtcc
aggttcactg
gacgatattg
gggaccacgg
tctgatgagce
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgce
<210>
<211>

<212>
<213>

139
651
DNA

<400> 139

tgacacagtc
gggccagtca
ctcccagact
gtggcagtgg
ttgcaattta
gactggagat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgcccgtcecac

Homo Sapiens

tgacccagtc
ggtcaagtca
ctagactcct
gcggcegggte
caacatactt
tggaggtgaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

Homo Sapiens

tccaggtacc
gagtgtcagt
tctcatgtat
gtctgggaca
ttactgtcaa
taaacgaact
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

tccatcctcee
gttcattagt
catttctggc
tgggacagac
ctgtcagcac
acgaactgtg
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

46

ttgtctctgt
gatcgcgact
ggtggatcca
gagttcactc
cactatcatg
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct

aaagtctacg

aacaggggag

ctgtctgcat
cgctatttaa
gcatcaagat
ttcacactca
tcttacagaa
gctgcaccat
tccgttgtgt
gataacgccc
agcacctaca

gtctacgcct

aggggagagt

ctccagggga
tggcctggta
ccagggcccce
tcaccatcag
actggcctcc
catctgtctt
tgtgcctgcet
ccctccaatce
acagcctcag
cctgcgaagt

agtgttaata

ctttaggggg

attggtatca

tgcaaagggg
ccataaagaa
gtgggcgggce
ctgtcttcat
gcctgctgaa
tccaatcggg
gcctcagcag
gcgaagtcac

gttaataa

aacagccacc
tcaacaaaag
tggtataccg
cagcctgcag
gaccttcggc
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg
cacccatcag

a

cacggtcacc
acaacaccca
ggtcccgtca
tgtacagcct
gttcggccaa
cttcccgceca
taacttctat
taactcccag
caccctgacg

ccatcagggc

gaaattgtgt tgacgcagtc tccaggcagc ctgtctttgt ctccagggga aagagccacc

ctctcctgca gggccagtca gagtgttagce agcagctact tagcecctggta ccagcagaaa

60

120

180

240

300

360

420

480

540

600

651

60

120

180

240

300

360

420

480

540

600

648

60

120



P121DKO00

cctggccagg
gacaggttca
cctgaagatt
caagggacca
ccatctgatg
tatcccagag
caggagagtg
acgctgagca
ggcctgagcet
<210>
<211>

<212>
<213>

140
654
DNA

<400> 140
gaaattgtgt
ctctcctgca
cctggccagg
gacaggttca
cctgaagatt
ggccagggga
ccgccatctg
ttctatccca
tcccaggaga
ctgacgctga
cagggcctga
<210>
<211>

<212>
<213>

141
648
DNA

<400> 141
gacatccagt
atcacttgcc
gggagagccc
aggttcattg

gaagatttcg

ctcccaggct
gtggcagtgg
ttgcagtgta
aggtggaaat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgcccgtcecac

Homo Sapiens

tgacgcagtc
ggcccagtcg
ctcccaaact
gtggcgttgg
ttgcgatgta
ccaggctgga
atgagcagtt
gagaggccaa
gtgtcacaga
gcaaagcaga

gctcgccecegt

Homo Sapiens

tgacccagtc
gggcaagtca
ctaagctcct
gcagtggatc

caacttacta

cctcatctat
gtctgggaca
ttactgtcag
cagacgaact
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

tccaggcacc
gtatattgcc
cctcatctat
gtctccgaca
ttactgtcac
catcaaacga
gaaatctgga
agtacagtgg
gcaggacagc
ctacgagaaa

cacaaagagc

tccatcctcee
gtacattaac
gatctatgct
tgggacagat

ctgtctccag

47

ggtccatcca
gacttcactc
cattttggta
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct

aaagtctacg

aacaggggag

ctgtctttgt
agcgactact
ggtgcctcca
gacttcactc
tattctggtg
actgtggctg
actgcctctg
aaggtggata
aaggacagca
cacaaagtct

ttcaacaggg

ctgtctgcat
gtctacttaa
gcatccaatt
ttcactctta

agtttcactg

gcagggccac

tcaccatcag
actcacgggg
catctgtctt
tgtgcctgcect
ccctccaatce
acagcctcag
cctgcgaagt

agtgttaata

ctccagggga
tagcctggta
gcagggccac
tcaccatcag
gctcacctcc
caccatctgt
ttgtgtgcct
acgccctcca
cctacagcct
acgcctgcga

gagagtgtta

ctgtaggaga
attggtatca
tgcaaagtgg
ccatcagcag

tccetecggac

tggcatccca
cagactggag
aacgttcggc
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg
cacccatcag

a

aagagtcaca
ccaactaaga
tggcatccca
cagactggag
gtaccctttt
cttcatcttc
gctgaataac
atcgggtaac
cagcagcacc
agtcacccat

ataa

cagagtcacc
gcacaaagca
ggtcccacca
tctgcaatct

tttcggecect

180

240

300

360

420

480

540

600

651

60

120

180

240

300

360

420

480

540

600

654

60

120

180

240

300



P121DKO00

gggaccaaag
tctgatgagce
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgce
<210>
<211>

<212>
<213>

142
651
DNA

<400> 142
gaaattgtgt
ctctcctgceca
cctggccagg
gacaggttca
cctgaagatt
caagggacac
ccatctgatg
tatcccagag
caggagagtg
acgctgagca
ggcctgagcet
<210>
<211>

<212>
<213>

143
657
DNA

<400> 143
cagactgtgg
acctgtgctt
aaacctggac
cctgcceggt
cagcctgagg
gtgttcggceg

actctgttcc

tggatgtcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

Homo Sapiens

tgacacagtc
gggccagtca
ctcccagact
gtggcagtgg
ttgcagtgta
gactggagat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgcccgtcecac

Homo Sapiens

tgacccagga
ccagcactgg
aagcacccag
tctcaggcte
acgaggctga
gagggaccat

cgccctecte

acgaactgtg
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag
taaacgaact
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

gccctcactg
agcagtcacc
ggcactgatt
cctccttggg
gtattactgc
cctgaccgtce

tgaggagctt

48

gctgcaccat
tctgttgtgt
gataacgccc
agcacctaca
gtctacgcct

aggggagagt

ctgtctttgt
agcgccttcet
ggtgcctcca
gacttcactc
cagtatggca
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct

aaagtctacg

aacaggggag

actgtgtccc
agtggttact
tatagtacaa
ggcaaagctg
ctgctctact
ctaggtcagc

caagccaaca

ctgtcttcat
gcctgctgaa
tccaatcggg
gcctcagcag
gcgaagtcac

gttaataa

ctccagggga
tagcctggta
gcagggccac
tcaccatcag
gcttttcgat
catctgtctt
tgtgcctgcet
ccctccaatce
acagcctcag
cctgcgaagt

agtgttaata

caggagggac

atccaaactg
gcaacaaaca
ccctgacact
atggtggtge
ccaaggctgce

aggccacact

cttcccgceca
taacttctat
taactcccag
caccctgacg

ccatcagggc

gagagccacc
ccagcagaaa
tggcatccca
cagactggag
caccttcggce
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg
cacccatcag

a

agtcactctc
gttccagcag
ctcctggacc
gtcaggtgtg
tcagcgttgg
ccccteggte

ggtgtgtctc

360

420

480

540

600

648

60

120

180

240

300

360

420

480

540

600

651

60

120

180

240

300

360

420



P121DKO00

ataagtgact
aaggcgggag
agctacctga
acgcatgaag
<210>
<211>

<212>
<213>

144
657
DNA

<400> 144
cttaatttta
atctcctgca
cgcccgggca
cctgatcgcet
ggactgaaga
gtgttcggceg
actctgttcc
ataagtgact
aaggcgggag
agctacctga
acgcatgaag
<210>
<211>

<212>
<213>

145
651
DNA

<400> 145
gacatccaga
atcacttgcc
gggaaagccc
aggttcagtg
gaagattttg
caagggacca
ccatctgatg
tatcccagag
caggagagtg

acgctgagca

tctacccggg
tggagaccac
gcctgacgcc

ggagcaccgt

Homo Sapiens

tgctgactca
cccgcagcag
gttccccecac
tctctggcectce
ctgaggacga
gagggaccaa
cgccctecte
tctacccggg
tggagaccac
gcctgacgcc

ggagcaccgt

Homo Sapiens

tgacccagtc
gggcaagtca
ctaagctcct
gcagtggatc
caacttacta
aggtggaaat
agcagttgaa
aggccaaagt
tcacagagca

aagcagacta

agccgtgaca
cacaccctcc
tgagcagtygg

ggagaagaca

gccccactcet
tggcagcatt
cactgtgatc
catcgacagc
ggctgactac
gctgaccgtc
tgaggagctt
agccgtgaca
cacaccctcc
tgagcagtgg

ggagaagaca

tccatcctcee
gagcattagc
gatctatgct
tgggacagat
ctgtcaacag
caaacgaact
atctggaact
acagtggaag
ggacagcaag

cgagaaacac

49

gtggcctgga
aaacaaagca
aagtcccaca

gtggccccta

gtgtcggagt
gccagcaact
tatgaggata
tcctccaact
tactgtcagt
ctaggtcagc
caagccaaca
gtggcctgga
aaacaaagca
aagtcccaca

gtggccccta

ctgtctgcat
agctatttaa
gcatccactt
ttcactctca
tattacagaa
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct

aaagtctacg

aggcagatag
acaacaagta
aaagctacag

cagaatgttc

ctccggggaa
atatgcagtg
atcggagacc
ctgcctcect
cttatgatag
ccaaggctgce
aggccacact
aggcagatag
acaacaagta
aaagctacag

cagaatgttc

ctgtaggaga
attggtatca
tgcaaagtgg
ccatcagcag
cgcccacgtg
catctgtctt
tgtgcctgcet
ccctccaatce
acagcctcag

cctgcgaagt

cagccccegte
cgcggccagce
ctgccaggtc

ataataa

gacggtaacc
gtaccagcag
ctctggggtc
caccatctct
taacaattgg
ccccteggte
ggtgtgtctc
cagccccgte
cgcggccage
ctgccaggtc

ataataa

cagagtcacc
gcagaaacca
ggtcccatca
tctgcaacct
gacgttcggc
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg

cacccatcag

480

540

600

657

60

120

180

240

300

360

420

480

540

600

657

60

120

180

240

300

360

420

480

540

600
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50

ggcctgagct cgcccgtcac aaagagcttc aacaggggag agtgttaata a

<210>
<211>
<212>
<213>

146
651
DNA
Homo

<400> 146
gaaattgtgt

ctctcctgceca
ggccaggctce
aggttcagtg
gaagattttg
caggggacca
ccatctgatg
tatcccagag
caggagagtg
acgctgagca
ggcctgagcet
<210>
<211>

<212>
<213>

147
127
PRT
Homo
<400> 147

Glu
1

Val Gln

Ser Leu Arg

Met Asn

35

Asp

Ser Tyr Ile

50

Lys
65

Gly Arg

Leu Gln Met

Sapiens

tgacgcagtc
gggccagtca
ccaggctcct
gcagtgggtc
cagtttatta
agctggagat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgcccgtcecac

Sapiens

Leu Val

Leu Ser

20

Trp Val

Asn Ser
Phe

Thr

Ser
85

Asn

Glu

Cys

Arg

Arg

Ile

70

Leu

tccagccacc
gagtgttagc
catctatggt
tgggacagag
ctgtcagcag
caaacgaact
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

Ser Gly

Val Ala

Gln Ala

40

Gly Ser

Ser

Arg

Arg Ala

ctgtctgtgt
agcaacttag
gcatccacca
ttcactctca
tataataact
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct
aaagtctacg

aacaggggag

Gly Gly Leu

10

Ser Phe

25

Gly

Pro Gly Lys

Thr Ile Tyr

Glu Ala

75

Asn

Glu Asp Thr

90

ctccagggga
cctggtacca
gggccactgg
ccatcagcag
ggccccggta
catctgtctt
tgtgcctgcet
ccctceccaatce
acagcctcag
cctgcgaagt

agtgttaata

Val Gln Pro

Thr Phe Arg

30

Leu Glu

45

Gly

Tyr Ala

60

Asp

Lys Asn Ser

Ala Val Tyr

aagagccacc
gcagaaacct
tatcccagcecc
cctgcagtct
cacttttggc
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg
cacccatcag

a

Gly
15

Gly

Ser Phe

Trp Val

Ser Val

Leu Tyr

80

Tyr
95

Cys

651

60

120

180

240

300

360

420

480

540

600

651
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Ala Arg Asp

Gly Met Gly

<210>
<211>
<212>
<213>

<400>

115

148
125
PRT
Homo

148

Glu Val Gln

1

Ser

Gly

Ala

Lys

Leu

Ala

Asp

Leu

Phe

Val

50

Gly

Gln

Arg

Val

<210>
<211>
<212>
<213>

<400>

Arg

His
35

Ile

Arg

Met

Glu

Trp
115

149
127
PRT
Homo

149

Glu Val Gln

1

Ser Leu Arg

Leu
100

Val

Tyr

Trp

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asp

Ile

100

Gly

Val

Ser

Ile

Tyr

Thr

Ser

85

Ser

His

Sapiens

Leu

Leu
20

Val
5

Ser

51

Gly Asp Tyr Asp Pro Lys Ser Tyr Tyr Tyr Tyr

105

110

Gly Gln Gly Thr Thr Val Thr Val Ser Ser

Glu

Cys

Arg

Asp

Ile

70

Leu

Met

Gly

Thr

Ala

Gln

Gly

55

Ser

Arg

Lys

Thr

120

Gly

Ala

Ser

40

Ser

Arg

Ala

Val

Thr
120

Gly

Ser

25

Pro

Asn

Asp

Glu

Val

105

Val

125

Gly Val Val Gln Pro
10

Gly Phe Ser Phe Ser
30

Gly Lys Gly Leu Glu
45

Arg Phe Tyr Ala Asp
60

Ser Ser Lys Asn Met
75

Asp Thr Ala Val Tyr
90

Ile Arg Arg His Tyr
110

Thr Val Ser Ser
125

Gly Arg
15

Asn Phe

Trp Val

Ser Val

Leu Phe
80

Tyr Cys
95

Val Met

Glu Thr Gly Gly Gly Leu Val Gln Pro Gly Gly

10

15

Cys Ala Ala Ser Gly Phe Ser Phe Arg Ser Tyr

25

30



P121DKO00

Asp

Ser

Lys

65

Leu

Ala

Ala

Met

Tyr

50

Gly

Gln

Arg

Met

<210>
<211>
<212>
<213>

<400>

Glu

Ser

Gly

Ala

Lys

65

Leu

Ala

Asp

Val

Leu

Met

Val

50

Gly

Gln

Arg

Ile

Asn
35

Ile

Arg

Met

Asp

Asp

115

150
125
PRT
Homo

150

Gln

Arg

His

35

Ile

Arg

Met

Glu

Trp
115

Trp

Ser

Phe

Asn

Leu

100

Val

Val

Gly

Thr

Ser

85

Tyr

Trp

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asn

Ile

100

Gly

Val

Ser

Val

Tyr

Thr

Asn

85

Thr

Gln

Arg

Arg

Ile

70

Leu

Gly

Gly

Glu

Cys

Arg

Asp

Ile

70

Leu

Thr

Gly

Gln

Gly

55

Ser

Arg

Asp

His

Ser

Ala

Gln

Gly

55

Ser

Arg

Thr

Thr

Ala

40

Ser

Arg

Ala

Tyr

Gly
120

Gly

Ala

Ala

40

Ser

Arg

Ala

Val

Thr
120

Pro

Thr

Asp

Glu

Asp

105

Thr

Gly

Ser

25

Pro

Asn

Asp

Glu

Val

105

Val

52

Gly

Thr

Asn

Asp

Pro

Thr

Gly

10

Gly

Gly

Arg

Asn

Asp

Val

Thr

Lys

Tyr

Ala

75

Thr

Lys

Val

Val

Phe

Lys

Phe

Ser

75

Thr

Arg

Val

Gly

Tyr

60

Lys

Ala

Ser

Thr

Val

Thr

Gly

Tyr

60

Lys

Ala

Arg

Ser

Leu

45

Ala

Asn

Val

Tyr

Val
125

Gln

Phe

Leu

45

Ala

Asn

Leu

His

Ser
125

Glu

Asp

Ser

Tyr

Tyr

110

Ser

Pro

Ser

30

Glu

Asp

Thr

Tyr

Tyr
110

Trp

Ser

Leu

Tyr

Tyr

Ser

Gly

15

Asn

Trp

Ser

Leu

Ser

95

Leu

Val

Val

Tyr

80

Cys

Tyr

Arg

Tyr

Val

Val

Tyr

80

Cys

Met
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<210>
<211>
<212>
<213>

<400>

151
126
PRT
Homo

151

Glu Val Gln

1

Ser

Gly

Ala

Lys

65

Leu

Ala

Met

Leu

Met

Phe

50

Gly

Gln

Arg

Asp

<210>
<211>
<212>
<213>

<400>

Gln

Ser

Ser

Ser

Arg

Val

Leu

Met

Ser

50

Phe

Arg

His
35

Ile

Arg

Met

Glu

Val
115

152
125
PRT
Homo
152

Gln

Arg

Asn

35

Ile

Ser

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asp

Glu

100

Trp

Val

Ser

Val

Tyr

Thr

Gly

85

Ile

Gly

Sapiens

Leu

Leu

20

Trp

Thr

Ile

Val

Ser

Val

Ser

Ser

Glu

Cys

Arg

Asp

Ile

70

Leu

Ala

Gln

Glu

Cys

Arg

Thr

Arg

Ser

Ala

Gln

Gly

55

Ser

Arg

Ala

Gly

Ser

Ala

Gln

Thr

55

Asp

Gly

Ala

Ala

40

Ser

Arg

Ala

Arg

Thr
120

Gly

Ala

Ala

40

Thr

Asn

Gly

Ser

25

Pro

Asn

Asp

Glu

Leu

105

Met

Gly

Ser

25

Pro

Tyr

Ala

53

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Tyr

Val

Gly

10

Gly

Gly

Tyr

Lys

Val

Phe

Lys

Tyr

Ser

75

Ser

Ser

Thr

Leu

Phe

Lys

Ala

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Arg

Val

Val

Gly

Gly

Asp

60

Thr

Gln

Phe

Leu

45

Ala

Asn

Val

Tyr

Ser
125

Lys

Phe

Leu

45

Ser

Leu

Ser

Ser

30

Glu

Asp

Thr

Tyr

His

110

Ser

Pro

Ser

30

Glu

Val

Tyr

Gly

15

Asn

Trp

Ser

Leu

Tyr

95

Tyr

Gly

15

Ala

Trp

Lys

Leu

Arg

Asn

Val

Val

Tyr

80

Cys

Ala

Gly

Tyr

Val

Gly

Arg
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65

Met Asn Ser

Glu Ile Ala

Asp Phe Trp

<210>
<211>
<212>
<213>

<400>

Gln

Thr

Tyr

Gly

Ser

65

Lys

Arg

Tyr

Val

Leu

Trp

Tyr

50

Arg

Leu

Asp

Gly

<210>
<211>
<212>
<213>

<400>

115

153
128
PRT
Homo
153

Gln

Ser

Ser
35

Ile

Val

Arg

Trp

Met
115

154
129
PRT
Homo

154

Gln Val Gln

1

Leu

Phe
100

Gly

Arg
85

Arg

Gln

Sapiens

Leu

Leu

20

Trp

Tyr

Thr

Ser

Arg

100

Asp

Gln

Thr

Val

Tyr

Ile

Val

85

Gln

Val

Sapiens

Leu

Val
5

70

Ala

Gly

Gly

Glu

Cys

Arg

Ser

Ala

70

Thr

Tyr

Trp

Glu

Ser

Thr

Ser

Thr

Gln

Gly

Leu

Ala

Gly

Gly

Asp

Thr

Leu
120

Gly

Val

Pro

40

Ser

Asp

Ala

Ser

Gln
120

Thr

Tyr

105

Val

Pro

Ser

25

Pro

Thr

Thr

Asp

Ala

105

Gly

54

75

80

Ala Val Tyr Tyr Cys Val Arg

90

95

Ser Arg Trp Ser Tyr Tyr Phe

Thr Val Ser Ser

Gly

10

Gly

Gly

Asn

Ser

Thr

90

Ile

Thr

Leu

Gly

Lys

Tyr

Lys

75

Ala

Arg

Thr

Val

Ser

Gly

Asn

60

Asn

Val

Gly

Val

125

Lys

Ile

Leu

45

Pro

Gln

Tyr

Ser

Thr
125

110

Pro

Ser

30

Glu

Ser

Phe

Phe

Arg

110

Val

Ser

15

Ser

Trp

Leu

Ser

Cys

95

Tyr

Ser

Glu

Tyr

Ile

Lys

Leu

80

Thr

Tyr

Ser

Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg

10

15
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Ser

Gly

Ala

Lys

Leu

Ala

Tyr

Ser

<210>
<211>
<212>
<213>

<400>

Leu

Met

Val

50

Gly

Gln

Arg

Tyr

Arg

His

35

Ile

Arg

Met

Asp

Gly
115

155
127
PRT
Homo

155

Glu Val Gln

1

Ser

Gly

Ala

Lys

65

Leu

Leu

Met

Val

50

Gly

Gln

Arg

His

35

Ile

Arg

Met

Leu

20

Trp

Trp

Phe

Asn

Met

100

Met

Ser

Val

Tyr

Thr

Ser

85

Val

Asp

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asn

Val

Ser

Val

Phe

Thr

Ser
85

Cys

Arg

Asp

Ile

70

Leu

Thr

Val

Glu

Cys

Arg

Asp

Ile

70

Leu

Ala

Gln

Gly

Ser

Arg

Met

Trp

Thr

Ala

Gln

Gly

Ser

Arg

Ala

Ala

40

Ser

Arg

Ala

Val

Gly
120

Gly

Ala

Ala

40

Ser

Arg

Ala

Ser

25

Pro

Asn

Asp

Glu

Arg

105

Lys

Gly

Ser

25

Pro

Ile

Asp

Glu

55

Gly

Gly

Lys

Asn

Asp

90

Gly

Gly

Gly

10

Gly

Gly

Lys

Asn

Glu
90

Phe

Lys

Tyr

Ser

75

Thr

Ala

Thr

Val

Phe

Lys

Tyr

Ser

75

Thr

Thr

Gly

Tyr

60

Lys

Ala

Tyr

Thr

Val

Ser

Gly

Tyr

60

Lys

Ala

Phe

Leu

45

Ala

Asn

Val

Arg

Val
125

Gln

Phe

Leu

45

Val

Asn

Ile

Ser

30

Glu

Asp

Thr

Tyr

Asn

110

Thr

Pro

Ser

30

Glu

Asp

Thr

Tyr

Ser

Trp

Ser

Leu

Tyr

95

Tyr

Val

Gly

15

Asn

Trp

Ser

Leu

Phe
95

Tyr

Val

Val

Tyr

80

Cys

Tyr

Ser

Arg

Tyr

Val

Val

Tyr

80

Cys
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Ala Arg Glu

Tyr Leu Asp

<210>
<211>
<212>
<213>

<400>

Gln

Ser

Glu

Ser

Lys

Leu

Ala

Ala

Val

Leu

Met

Tyr

50

Gly

Gln

Arg

Met

<210>
<211>
<212>
<213>

<400>

115

156
127
PRT
Homo
156

Gln

Arg

Asn
35

Ile

Arg

Met

Asn

Asp
115

157
127
PRT
Homo

157

Gln Val Gln

1

Ser Leu Arg

Asn
100

Tyr

Ser

Trp

Sapiens

Leu

Leu

20

Trp

Asn

Phe

Ser

Leu

100

Val

Val

Ser

Val

Ser

Thr

Ser

85

Phe

Trp

Sapiens

Leu

Leu
20

Val
5

Ser

56

Val Leu Val Pro Gly Thr Ile Arg Arg Arg Tyr

105

110

Gly Gln Gly Thr Leu Val Thr Val Ser Ser

Glu

Cys

Arg

Arg

Ile

70

Leu

Gly

Gly

Ser

Ala

Gln

Gly

Ser

Arg

Asp

Gln

120

Gly

Ala

Ala

40

Asn

Arg

Ala

Tyr

Gly
120

Gly

Ser

25

Pro

Thr

Asp

Glu

Asp

105

Thr

125

Asp Leu Val Gln Pro
10

Gly Phe Thr Phe Arg
30

Gly Lys Gly Leu Glu
45

Lys Tyr Tyr Ala Asp
60

Asn Ala Lys Lys Ser
75

Asp Thr Ala Val Tyr
90

Leu Lys Ser Tyr Tyr
110

Leu Val Thr Val Ser
125

Gly Gly
15

Ser Tyr

Trp Val

Ser Val

Leu Tyr

80

Tyr Cys
95

Tyr Asn

Ser

Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly

10

15

Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr

25

30
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Ala

Ser

Lys

65

Leu

Ala

Pro

<210>
<211>
<212>
<213>

<400>

Met

Ser

50

Gly

Gln

Arg

Phe

Asn

35

Ile

Arg

Met

Asp

Asp
115

158
125
PRT
Homo

158

Gln Val Gln

1

Ser

Gly

Ala

Lys

Leu

Ala

Asp

Leu

Met

Val

50

Gly

Gln

Arg

Ser

Arg

His

35

Ile

Arg

Met

Glu

Trp
115

Trp

Ser

Phe

Asn

Arg

100

Tyr

Val

Gly

Thr

Ser

85

Trp

Trp

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asn

Ile

100

Gly

Val

Ser

Val

Tyr

Thr

Ser

85

Ala

Gln

Arg

Thr

Ile

70

Leu

Trp

Gly

Glu

Cys

Arg

Asp

Ile

70

Leu

Ser

Gly

Gln

Ser

55

Phe

Arg

Gly

Gln

Thr

Ala

Gln

Gly

55

Ser

Arg

Arg

Thr

Ala

40

Ser

Arg

Val

Met

Gly
120

Gly

Ala

Ala

40

Ser

Arg

Ala

Gly

Leu
120

Pro

Tyr

Asp

Glu

Val

105

Thr

Gly

Ser

25

Pro

Asn

Asp

Glu

Tyr

105

Val

57

Gly

Ile

Asn

Asp

Arg

Leu

Gly

10

Gly

Gly

Lys

Asn

Asp

Ser

Thr

Lys

Tyr

Ala

75

Thr

Arg

Val

Val

Phe

Lys

Asp

Ser

75

Thr

Arg

Val

Gly

Tyr

60

Lys

Ala

Val

Thr

Val

Thr

Gly

Tyr

60

Lys

Ala

Tyr

Ser

Leu

45

Ala

Ser

Val

Phe

Val
125

Gln

Phe

Leu

45

Ala

Asn

Val

Leu

Ser
125

Glu

Asp

Ser

Tyr

Pro

110

Ser

Pro

Ser

30

Glu

Asp

Thr

Tyr

Tyr
110

Trp

Ser

Val

Tyr

Thr

Ser

Gly

15

Ser

Trp

Pro

Leu

Tyr

Tyr

Val

Val

Tyr

80

Cys

Tyr

Arg

Tyr

Val

Val

Tyr

80

Cys

Phe
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<210>
<211>
<212>
<213>

<400>

Gln

Thr

Arg

Trp

Leu

65

Val

Cys

Tyr

Ser

Val

Leu

Met

Leu

50

Lys

Leu

Ala

Tyr

<210>
<211>
<212>
<213>

<400>

159
129
PRT
Homo
159

Thr

Thr

Gly

35

Ala

Ser

Thr

Arg

Ser

115

160
127
PRT
Homo

160

Gln Val Gln

1

Thr Leu Ser

Ser Tyr Tyr

35

Sapiens

Leu

Leu

20

Val

His

Arg

Met

Met

100

Met

Lys

Thr

Ser

Ile

Leu

Thr

85

Arg

Asp

Sapiens

Leu

Leu
20

Trp

Gln

Thr

Ser

Glu Ser

Cys Thr

Trp Ile

Phe Ser

55

Thr Ile

70

Asn Met

Leu Thr

Val Trp

Glu Ser

Cys Thr

Trp Ile

58

Gly Pro Val Leu Val Lys
10

Val Ser Gly Phe Ser Leu
25

Arg Gln Pro Pro Gly Lys
40 45

Asn Asp Glu Lys Ser Tyr
60

Ser Lys Asp Thr Ser Lys
75

Asp Pro Val Asp Thr Ala
90

Met Val Arg Gly Val Ile
105

Gly Gln Gly Thr Thr Val
120 125

Gly Pro Gly Leu Val Lys
10

Val Ser Gly Gly Ser Ile
25

Arg Gln Pro Ala Gly Lys
40 45

Pro

Ser

30

Ala

Ser

Ser

Thr

Thr

110

Thr

Pro

Ser
30

Gly

Thr

15

Asn

Leu

Thr

Gln

Tyr

95

Tyr

Val

Ser
15

Ser

Pro

Glu

Ala

Glu

Ser

Val

80

Tyr

Tyr

Ser

Gln

Gly

Glu
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Trp

Leu

65

Ser

Cys

Tyr

Ile

50

Lys

Leu

Ala

Ile

<210>
<211>

<212>
<213>

<400>

Gly

Ser

Lys

Arg

Asp
115

161
126
PRT
Homo

16l

Gln Val Gln

1

Ser

Gly

Ala

Lys

65

Leu

Ala

Met

Leu

Met

Val

50

Gly

Gln

Arg

Asp

<210>
<211>

<212>
<213>

Arg

His

35

Ile

Arg

Met

Glu

Val
115

162
121
PRT
Homo

Arg

Arg

Leu

Ala

100

Leu

Ile

Leu

Thr

85

Pro

Trp

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asn

Leu

100

Trp

Val

Ser

Val

Tyr

Thr

Ser

85

Ser

Gly

Sapiens

Tyr

Thr

70

Ser

Ser

Gly

Glu

Cys

Arg

Asp

Ile

70

Val

Thr

Gln

Thr

55

Ile

Val

Tyr

Arg

Ser

Ala

Gln

Gly

55

Ser

Arg

Gln

Gly

Ser

Ser

Thr

Tyr

Gly
120

Gly

Ala

Ala

40

Ser

Arg

Ala

Arg

Thr
120

Gly

Val

Ala

Asp

105

Thr

Gly

Ser

25

Pro

Asn

Asp

Glu

Gly

105

Thr

59

Ser

Asp

Ala

90

Ser

Leu

Gly

10

Gly

Gly

Lys

Asn

Asp

Tyr

Val

Thr

Thr

75

Asp

Ser

Val

Val

Phe

Lys

Asp

Ser

75

Thr

Ser

Thr

Asn

60

Ser

Thr

Gly

Thr

Val

Thr

Gly

Tyr

60

Lys

Ala

Arg

Val

Tyr

Lys

Ala

Tyr

Val
125

Gln

Phe

Leu

45

Ala

Asn

Val

Tyr

Ser
125

Asn

Asn

Val

Arg

110

Ser

Pro

Ser

30

Glu

Asp

Thr

Tyr

His

110

Ser

Pro

Gln

Tyr

95

Tyr

Ser

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Tyr

Ser

Phe

80

Tyr

Trp

Arg

Tyr

Val

Val

Tyr

80

Cys

Val
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<400>

162

Gln Val Gln

1

Ser

Gly

Ala

Lys

65

Leu

Ala

Gln

Leu

Met

Val

50

Gly

Gln

Thr

Gly

<210>
<211>
<212>
<213>

<400>

Gln

Ser

Gly

Ala

Lys

65

Leu

Val

Leu

Met

Val

50

Gly

Gln

Arg

His
35

Ile

Arg

Met

Glu

Thr
115

163
126
PRT
Homo

163

Gln

Arg

His

35

Ile

Arg

Met

Leu

Leu

20

Trp

Trp

Phe

Asn

Leu

100

Leu

Val

Ser

Val

Phe

Thr

Ser

85

Ala

Val

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asn

Val

Ser

Val

Tyr

Thr

Ser

Glu

Cys

Arg

Asp

Ile

70

Leu

Arg

Thr

Gln

Cys

Arg

Asp

Ile

70

Val

Ser

Ala

Gln

Gly

Ser

Arg

Gly

Val

Ser

Ala

Gln

Gly

55

Ser

Arg

Gly

Ala

Ala

40

Ser

Arg

Ala

Arg

Ser
120

Gly

Ala

Ala

40

Ser

Arg

Val

Gly

Ser

25

Pro

Asn

Asp

Glu

Leu

105

Ser

Gly

Ser

25

Pro

Asn

Asp

Glu

60

Gly

10

Gly

Gly

Arg

Asn

Asp

90

Arg

Gly

10

Gly

Gly

Lys

Thr

Asp

Val

Phe

Lys

Asp

Ser

75

Thr

Ala

Val

Phe

Lys

Tyr

Ser

75

Thr

Val

Thr

Gly

Tyr

60

Lys

Ala

Leu

Val

Thr

Gly

Tyr

60

Lys

Ala

Gln

Phe

Leu

45

Ala

Lys

Val

Glu

Gln

Phe

Leu

45

Ala

Asn

Val

Pro

Ser

30

Glu

Asp

Thr

Tyr

Tyr
110

Pro

Ser

30

Glu

Asp

Thr

Tyr

Gly

15

Asn

Trp

Ser

Leu

Tyr

95

Trp

Gly

15

Thr

Trp

Ser

Leu

Tyr

Arg

Tyr

Val

Val

Tyr

80

Cys

Gly

Lys

Tyr

Val

Val

Tyr

80

Cys
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Ala Arg Asp

Met Asp Val

<210>
<211>
<212>
<213>

<400>

115

164
126
PRT
Homo

164

Gln Val Gln

1

Ser

Gly

Ala

Lys

Leu

Ala

Met

Leu

Met

Val

50

Gly

Gln

Arg

Asp

<210>
<211>
<212>
<213>

<400>

Arg

His
35

Ile

Arg

Met

Glu

Val
115

165
130
PRT
Homo

165

Glu Val Gln

1

Arg Ser Leu

Leu
100

Trp

85

Thr

Gly

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asn

Val

100

Trp

Val

Ser

Val

Tyr

Thr

Ser

85

Gly

Gly

Sapiens

Leu

Arg
20

Val
5

Leu

61

90

95

Thr Gln Arg Gly Tyr Ser Arg Tyr His Tyr Val

105

110

Gln Gly Thr Thr Val Thr Val Ser Ser

Glu

Cys

Arg

Asp

Ile

70

Leu

Phe

Gln

Ser

Ala

Gln

Gly

Ser

Arg

Gly

Gly

120

Gly

Ala

Ala

40

Ser

Arg

Ala

Ser

Thr
120

Gly

Ser

25

Pro

Asn

Asp

Glu

Gly

105

Thr

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Trp

Val

Val

Phe

Lys

Tyr

Ser

75

Thr

Ser

Thr

Val

Thr

Gly

Tyr

60

Lys

Ala

Arg

Val

125

Gln

Phe

Leu

45

Ala

Asn

Val

Tyr

Ser
125

Pro

Ser

30

Glu

Asp

Thr

Tyr

Tyr

110

Ser

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Tyr

Arg

Tyr

Val

Val

His

80

Cys

Gly

Glu Ser Gly Gly Gly Gly Val Val Gln Pro Gly

10

15

Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser

25

30
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Tyr

Val

Val

65

Tyr

Cys

Tyr

Ser

<210>
<211>
<212>
<213>

<400>

Gln

Ser

Ala

Ala

Lys

Leu

Ala

Gly

Ala

50

Lys

Leu

Ala

Tyr

Ser
130

Val

Leu

Met

Val

50

Gly

Gln

Arg

Met

35

Val

Gly

Gln

Arg

Tyr
115

166
129
PRT
Homo

166

Gln

Arg

His

35

Ile

Arg

Met

Glu

His

Ile

Arg

Met

Glu

100

Gly

Trp

Trp

Phe

Asn

85

Ser

Met

Sapiens

Leu

Leu

20

Trp

Ser

Phe

Asn

Ser
100

Val

Ser

Val

Tyr

Thr

Ser

85

Thr

Val

Tyr

Thr

70

Ser

Thr

Asp

Glu

Cys

Arg

Asp

Ile

70

Leu

Leu

Arg

Asp

55

Ile

Leu

Leu

Val

Ser

Ala

Gln

Gly

Ser

Arg

Tyr

Gln

40

Gly

Ser

Arg

Tyr

Trp
120

Gly

Ala

Ala

40

Ser

Arg

Ala

Ser

Ala

Ser

Arg

Ala

Ser

105

Gly

Gly

Ser

25

Pro

Asn

Asp

Glu

Ser
105

62

Pro

Asn

Asp

Glu

90

Ser

Gln

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Ser

Gly

Lys

Asn

75

Asp

Ser

Gly

Val

Phe

Lys

Tyr

Ser

75

Thr

Trp

Lys

Tyr

60

Ser

Thr

Trp

Thr

Val

Thr

Gly

Tyr

60

Lys

Ala

Tyr

Gly

45

Tyr

Lys

Ala

Tyr

Thr
125

Gln

Phe

Leu

45

Ala

Asn

Val

Arg

Leu

Ala

Asn

Val

Arg

110

Val

Pro

Ser

30

Glu

Asp

Thr

Tyr

Arg
110

Glu

Asp

Thr

Tyr

Arg

Thr

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Tyr

Trp

Ser

Leu

80

Tyr

Tyr

Val

Arg

Tyr

Val

Val

Tyr

80

Cys

Tyr
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63

Tyr Tyr Ser Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser

Ser

<210>
<211>
<212>
<213>

<400>

Gln

Ser

Gly

Ala

Lys

Leu

Ala

Tyr

Val

Leu

Met

Val

50

Gly

Arg

Arg

Tyr

<210>
<211>
<212>
<213>

<400>

115

167
128
PRT
Homo
167

Gln

Arg

His
35

Ile

Arg

Met

Glu

Met
115

168
129
PRT
Homo

168

Glu Val Gln

1

Ser Leu Arg

Sapiens

Leu

Leu

20

Trp

Trp

Val

Asn

Phe

100

Asp

Val

Ser

Val

Phe

Thr

Ser

85

Tyr

Val

Sapiens

Leu

Leu
20

Val
5

Ser

Glu

Cys

Arg

Asp

Ile

70

Leu

Thr

Trp

Ser

Ala

Gln

Gly

Ser

Arg

Arg

Gly

120

Gly

Ala

Ala

40

Ser

Arg

Ala

Ser

Lys
120

125

Gly Gly Val Val Gln Pro
10

Ser Gly Phe Thr Phe Ser
25 30

Pro Gly Lys Gly Leu Glu
45

Asn Arg Tyr Tyr Gly Asp
60

Asp Asn Ser Lys Asn Thr
75

Glu Asp Thr Ala Val Tyr
90

Gly Leu Trp Ser Gln Gly
105 110

Gly Thr Thr Val Thr Val
125

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Tyr

Ser

Arg

Tyr

Val

Val

Tyr

80

Cys

Ser

Ser

Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg

10

15

Cys Ala Ala Ser Gly Phe Thr Phe Ser Asn Tyr

25 30



P121DKO00

Gly

Ala

Lys

65

Leu

Ala

Tyr

Ser

Met

Val

50

Gly

Gln

Arg

Tyr

<210>
<211>
<212>
<213>

<400>

His
35

Ile

Arg

Met

Glu

Val
115

169
123
PRT
Homo

169

Glu Val Gln

1

Ser

Gly

Ala

Lys

Leu

Lys

Leu

Met

Val

50

Gly

Gln

Asn

Arg

His

35

Ile

Arg

Met

Lys

Trp

Trp

Phe

Asn

Met

100

Met

Val

Tyr

Thr

Ser

85

Val

Asp

Sapiens

Leu

Leu

20

Trp

Ser

Phe

Asn

Val
100

Val

Ser

Val

Tyr

Thr

Ser

85

Gly

Arg

Asp

Ile

70

Leu

Ser

Val

Glu

Cys

Arg

Asp

Ile

70

Leu

Ala

Gln

Gly

55

Ser

Arg

Tyr

Trp

Ser

Ala

Gln

Gly

Ser

Arg

Thr

Ala

40

Ser

Arg

Ala

Ser

Gly
120

Gly

Ala

Ala

40

Ser

Arg

Ala

Arg

Pro

Asn

Asp

Glu

Ser

105

Lys

Gly

Ser

25

Pro

Glu

Asp

Glu

Arg
105

64

Gly

Lys

Asn

Asp

Ser

Gly

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Ala

Lys

Tyr

Ser

75

Thr

Trp

Thr

Val

Phe

Lys

Tyr

Ser

75

Thr

Val

Gly

Tyr

60

Lys

Ala

Tyr

Thr

Val

Ser

Gly

Tyr

60

Lys

Ala

Val

Leu

45

Ala

Asn

Val

Arg

Val
125

Gln

Phe

Leu

45

Ala

Lys

Met

Ala

Glu

Asp

Thr

Tyr

Arg

110

Thr

Pro

Ser

30

Glu

Asp

Ala

Tyr

Phe
110

Trp

Ser

Leu

Tyr

Tyr

Val

Gly

15

Asn

Trp

Ser

Leu

Tyr

95

Asp

Val

Val

Tyr

80

Cys

Tyr

Ser

Arg

Tyr

Val

Val

Tyr

80

Cys

Ile
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Trp Gly Gln

<210>
<211>
<212>
<213>

<400>

115

170
127
PRT
Homo

170

Glu Val Gln

1

Ser

Ser

Ser

Lys

65

Leu

Ala

Phe

Leu

Met

Ser

50

Gly

Gln

Arg

Thr

<210>
<211>
<212>
<213>

<400>

Arg

Asn
35

Ile

Arg

Met

Gly

Ile
115

171
129
PRT
Homo

171

Gln Val Gln

1

Ser Leu Arg

Gly Met His

35

65

Gly Thr Thr Val Thr Val Ser Ser

Sapiens

Leu

Leu

20

Trp

Gly

Phe

Asn

Glu

100

His

Val

Ser

Val

Ser

Thr

Ser

85

Pro

Trp

Sapiens

Leu

Leu
20

Trp

Val

Ser

Val

Glu

Cys

Arg

Ser

Ile

70

Leu

Leu

Gly

Glu

Cys

Arg

Thr

Ala

Gln

Ser

55

Ser

Arg

Asn

Gln

Ser

Ala

Gln

120

Gly Gly Gly Leu Val
10

Ala Ser Gly Phe Thr
25

Ala Pro Gly Lys Gly
40

Thr Tyr Thr Tyr Ser
60

Arg Asp Asn Ala Lys
75

Ala Glu Asp Thr Ala

Tyr Asp Tyr Ile Trp
105

Gly Thr Leu Val Thr
120

Gly Gly Gly Val Val
10

Ala Ser Gly Phe Thr
25

Ala Pro Gly Lys Gly
40

Lys

Phe

Leu

45

Ala

Asn

Val

Gly

Val
125

Gln

Phe

Leu
45

Pro

Arg

30

Glu

Asp

Ser

Tyr

Gly

110

Ser

Pro

Ser
30

Glu

Gly

15

Ser

Trp

Ser

Leu

Tyr

Tyr

Ser

Gly
15

Ser

Trp

Gly

Tyr

Val

Val

Tyr

80

Cys

Arg

Arg

Tyr

Val
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Ala

Lys

65

Leu

Ala

Tyr

Ser

Ile

50

Gly

Gln

Lys

Tyr

<210>
<211>
<212>
<213>

<400>

Glu

Ser

Gly

Ala

Lys

65

Leu

Ala

Gln

Val

Leu

Met

Val

50

Gly

Gln

Arg

Gly

Ile

Arg

Ile

Glu

Ala

115

172
121
PRT
Homo

172

Gln

Arg

His

35

Ile

Arg

Met

Glu

Thr
115

Trp

Phe

Asn

His

100

Met

Phe

Thr

Ser

85

Gly

Asp

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asn

Leu

100

Leu

Val

Ser

Val

Tyr

Thr

Ser

85

Ala

Val

Asp

Ile

70

Leu

Tyr

Val

Glu

Cys

Arg

Asp

Ile

70

Leu

Lys

Thr

Gly

55

Ser

Arg

Tyr

Trp

Ser

Ala

Gln

Gly

55

Ser

Arg

Gly

Val

Ser

Arg

Ala

Ser

Gly
120

Gly

Ala

Ala

40

Ser

Arg

Ala

Arg

Ser
120

Asn

Asp

Glu

Ser

105

Gln

Gly

Ser

25

Pro

Asn

Asp

Glu

Leu

105

Ser

66

Lys

Asn

Asp

90

Ser

Gly

Gly

10

Gly

Gly

Lys

Asn

Asp

Arg

Tyr

Ser

75

Thr

Trp

Thr

Val

Phe

Lys

Asp

Ser

75

Thr

Asp

Tyr

60

Lys

Ala

Tyr

Thr

Val

Thr

Gly

Tyr

60

Lys

Ala

Leu

Ala

Asn

Val

Arg

Val
125

Gln

Phe

Leu

45

Val

Asn

Val

Asp

Asp

Thr

Tyr

Asn

110

Thr

Pro

Ser

30

Glu

Asp

Thr

Tyr

His
110

Ser

Leu

Tyr

95

Tyr

Val

Gly

15

Ser

Trp

Ser

Leu

Tyr

Trp

Val

Tyr

80

Cys

Tyr

Ser

Arg

Tyr

Val

Val

Tyr

80

Cys

Gly
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<210>
<211>
<212>
<213>

<400>

173
129
PRT
Homo

173

Glu Val Gln

1

Ser

Ala

Ala

Lys

65

Leu

Ala

Tyr

Ser

Leu

Met

Val

50

Gly

Gln

Arg

Tyr

<210>
<211>
<212>
<213>

<400>

Arg

His
35

Ile

Arg

Met

Glu

Asn

115

174
125
PRT
Homo

174

Gln Val Gln

1

Ser Leu Arg

Gly Met His

35

Ala Tyr Ile

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asn

Met

100

Met

Val

Ser

Val

Tyr

Thr

Ser

85

Val

Asp

Sapiens

Leu

Leu

20

Trp

Trp

Val

Ser

Val

Tyr

Glu

Cys

Arg

Asp

Ile

70

Leu

Ser

Val

Glu

Cys

Arg

Asp

Ser

Ala

Gln

Gly

55

Ser

Arg

Tyr

Trp

Ser

Ala

Gln

Gly

Gly

Ala

Ala

40

Ser

Arg

Ala

Ser

Gly
120

Gly

Ala

Ala

40

Ser

Gly

Ser

25

Pro

Asn

Asp

Glu

Ser

105

Lys

Gly

Ser

25

Pro

Asn

67

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Ser

Gly

Gly

10

Gly

Gly

Lys

Val

Phe

Lys

Tyr

Ser

75

Thr

Trp

Thr

Val

Phe

Lys

Tyr

Val

Thr

Gly

Tyr

60

Lys

Ala

Tyr

Thr

Val

Thr

Gly

Tyr

Gln

Phe

Leu

45

Ala

Asn

Val

Arg

Val
125

Gln

Phe

Leu

45

Ala

Pro

Arg

Glu

Asp

Thr

Tyr

Arg

110

Thr

Pro

Arg

30

Glu

Asp

Gly

15

Thr

Trp

Ser

Leu

Tyr

95

Tyr

Val

Gly

15

Thr

Trp

Ser

Arg

Ser

Val

Val

Tyr

80

Cys

Tyr

Ser

Thr

Tyr

Val

Val
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Lys

65

Leu

Ala

Asp

50

Gly

Gln

Arg

Ser

<210>
<211>
<212>
<213>

<400>

Gln

Thr

Asn

Ile

Gln

65

Leu

Ala

Leu

Ser

Leu

Leu

Trp

Gly

50

Ser

Lys

Arg

Val

<210>

Arg

Met

Glu

Trp

115

175
129
PRT
Homo

175

Gln

Ser

Trp

Glu

Arg

Leu

Gly

Pro

115

176

Phe

Asn

Ile

100

Gly

Thr

Ser

85

Ala

Gln

Sapiens

Leu

Leu

20

Thr

Ile

Val

Ser

Arg

100

Phe

Gln

Thr

Trp

His

Thr

Ser

85

Ser

Asp

Ile

70

Leu

Ser

Gly

Glu

Cys

Val

His

Ile

70

Val

Tyr

Ile

55

Ser

Arg

Arg

Thr

Ser

Ala

Arg

Gly

55

Ser

Thr

Tyr

Trp

Arg

Ala

Gly

Leu
120

Gly

Val

Gln

40

Gly

Val

Ala

Asp

Gly
120

Asp

Glu

Tyr

105

Val

Pro

Ser

25

Pro

Ser

Asp

Ala

Ser

105

Gln

68

Asn

Asp

90

Ser

Thr

Gly

10

Gly

Pro

Thr

Lys

Asp

90

Ser

Gly

Ser

75

Thr

Arg

Val

Leu

Gly

Gly

Asn

Ser

75

Thr

Gly

Thr

60

Lys

Ala

Tyr

Ser

Val

Ser

Lys

Tyr

60

Lys

Ala

His

Met

Ser

Val

Leu

Ser
125

Lys

Met

Gly

45

Asn

Asn

Val

Ser

Val
125

Thr

Tyr

Tyr
110

Pro

Arg

30

Leu

Pro

Arg

Tyr

Phe

110

Thr

Leu

Tyr

95

Tyr

Ser

15

Ser

Glu

Ser

Phe

His

95

Arg

Val

Asn
80

Cys

Phe

Gly

Ser

Trp

Leu

Ser

80

Cys

Gly

Ser
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<211>
<212>
<213>

<400>

Gln

Thr

Tyr

Gly

Ser

65

Lys

Arg

Tyr

Val

Leu

Trp

Tyr

50

Arg

Leu

Glu

Gly

<210>
<211>
<212>
<213>

<400>

128
PRT
Homo

176

Gln

Ser

Ser
35

Ile

Val

Arg

Trp

Met
115

177
129
PRT
Homo

177

Glu Val Gln

1

Ser

Gly

Ala

Lys
65

Leu

Met

Val

50

Gly

Arg

His

35

Ile

Arg

Sapiens

Leu

Leu

20

Trp

Tyr

Thr

Ser

Arg

100

Asp

Gln

Ile

Ile

Tyr

Ile

Val

85

Gln

Val

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Val

Ser

Val

Tyr

Thr

Glu

Cys

Arg

Ser

Ser

70

Thr

Tyr

Trp

Glu

Cys

Arg

Asp

Ile
70

Ser

Thr

Gln

Gly

55

Leu

Ala

Gly

Gly

Ser

Ala

Gln

Gly

55

Ser

Gly

Val

Pro

40

Asn

Asp

Ala

Ser

Gln
120

Gly

Ala

Ala

40

Ser

Arg

Pro

Ser

25

Pro

Thr

Thr

Asp

Gly

105

Gly

Gly

Ser

25

Pro

Asn

Asp

69

Gly

10

Gly

Gly

Asn

Ser

Thr

90

Ile

Thr

Gly

10

Gly

Gly

Lys

Asn

Leu

Gly

Lys

Tyr

Lys

75

Ala

Arg

Leu

Val

Phe

Lys

Tyr

Ser
75

Val

Ser

Gly

Asn

60

Asn

Val

Gly

Val

Val

Thr

Gly

Tyr

60

Lys

Lys

Ile

Leu

45

Pro

Gln

Tyr

Ser

Thr
125

Gln

Phe

Leu

45

Ala

Asn

Pro

Ser

30

Glu

Ser

Phe

Tyr

Arg

110

Val

Pro

Ser

30

Glu

Asp

Thr

Ser

15

Ser

Trp

Leu

Ser

Cys

95

Tyr

Ser

Gly

15

Asn

Trp

Ser

Leu

Glu

Asn

Ile

Lys

Leu

80

Ala

Tyr

Ser

Arg

His

Val

Val

Tyr
80
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Leu

Ala

Tyr

Ser

Gln

Arg

Tyr

<210>
<211>
<212>
<213>

<400>

Met

Glu

Val
115

178
125
PRT
Homo

178

Gln Val Gln

1

Ser

Gly

Ala

Lys

65

Leu

Ala

Asp

Leu

Met

Val

50

Gly

Gln

Arg

Val

<210>
<211>
<212>
<213>

<400>

Arg

His
35

Ile

Arg

Met

Glu

Trp
115

179
128
PRT
Homo

179

Asn Ser Leu Arg

85

Met Ala Ser Tyr

100

Met Asp Val Trp

Sapiens

Leu Val

Leu Ser

20

Trp Val

Trp Tyr

Phe Thr

Asn Ser

85

Val Ala
100

Gly Gln

Sapiens

Glu

Cys

Arg

Asp

Ile

70

Leu

Val

Gly

Ser

Ala

Gln

Gly

55

Ser

Arg

Arg

Thr

Ala

Ser

Gly
120

Gly

Ala

Ala

40

Ser

Arg

Ala

Gly

Thr
120

Glu

Ser

105

Lys

Gly

Ser

25

Pro

Gln

Asp

Glu

Val

105

Val

70

Asp Thr Ala Val

90

Ser Trp Tyr Arg

Gly Thr Thr Val

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Ile

Thr

Val

Phe

Lys

Tyr

Ser

75

Thr

Arg

Val

Val

Thr

Gly

Tyr

60

Lys

Ala

Tyr

Ser

125

Gln

Phe

Leu

45

Val

Asn

Val

Tyr

Ser
125

Tyr

Arg

110

Thr

Pro

Ser

30

Glu

Asp

Thr

Tyr

Tyr
110

Tyr
95

Tyr

Val

Gly

15

Thr

Trp

Ser

Leu

Tyr

95

Gly

Cys

Tyr

Ser

Arg

Tyr

Val

Val

Tyr

80

Cys

Met
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Gln

Ser

Gly

Ala

Lys

65

Leu

Ala

Tyr

<210>
<211>
<212>
<213>

<400>

Glu

Ser

Gly

Ala

Lys

65

Leu

Val

Leu

Met

Ile

50

Gly

Gln

Arg

Ala

Val

Pro

Met

Phe

50

Gly

Gln

Gln

Arg

His

35

Ile

Arg

Met

Asp

Met
115

180
126
PRT
Homo

180

Gln

Arg

His

35

Ile

Arg

Met

Leu

Leu

20

Trp

Trp

Phe

Ser

Ser

100

Asp

Val

Ser

Val

Tyr

Thr

Ser

85

Val

Val

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asn

Val

Ser

Val

Tyr

Thr

Ser
85

Glu

Cys

Arg

Asp

Ile

70

Val

Arg

Trp

Gln

Cys

Arg

Asp

Ile

70

Leu

Ser

Ala

Gln

Gly

Ser

Arg

Gly

Gly

Ser

Ala

Gln

Gly

Ser

Arg

Gly

Ala

Ala

40

Ser

Arg

Ala

Val

Gln
120

Gly

Ala

Ala

40

Ser

Arg

Ala

Gly

Ser

25

Pro

Asn

Asp

Glu

Ser

105

Gly

Gly

Ser

25

Pro

Asn

Asp

Glu

71

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Arg

Thr

Gly

10

Gly

Gly

Lys

Asn

Asp
90

Val

Phe

Lys

Leu

Ser

75

Thr

Trp

Thr

Val

Phe

Lys

Tyr

Ser

75

Thr

Val

Ser

Gly

Tyr

60

Arg

Ala

Gly

Val

Val

Thr

Gly

Tyr

60

Lys

Ala

Gln

Phe

Leu

45

Ala

Asn

Val

Thr

Thr
125

Gln

Phe

Leu

45

Ala

Asn

Val

Pro

Ser

30

Glu

Asp

Thr

Tyr

Gln

110

Val

Pro

Ser

30

Glu

Asp

Thr

Tyr

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Lys

Ser

Gly

15

Ser

Trp

Ser

Leu

Tyr
95

Arg

Tyr

Val

Val

Tyr

80

Cys

Tyr

Ser

Arg

Tyr

Val

Val

Tyr

80

Cys
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Ala Arg Asp

Phe Asp Tyr

<210>
<211>
<212>
<213>

<400>

115

181
129
PRT
Homo

181

Glu Val Gln

1

Ser

Gly

Ala

Lys

Leu

Ala

Tyr

Ser

Leu

Met

Val

50

Gly

Gln

Arg

Tyr

<210>
<211>
<212>
<213>

<400>

Arg

His

35

Ile

Arg

Met

Glu

Asn

115

182
129
PRT

Leu
100

Arg

72

Asn His Val Phe Trp Ser Gly Tyr Ser Thr Ser

105

110

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asn

Met

100

Met

Val

Ser

Val

Tyr

Thr

Ser

85

Val

Asp

Homo Sapiens

182

Glu

Cys

Arg

Asp

Ile

70

Leu

Ser

Val

Thr

Ala

Gln

Gly

55

Ser

Arg

Tyr

Trp

120

Gly

Ala

Ala

40

Ser

Arg

Ala

Ser

Gly
120

Gly

Ser

25

Pro

Asn

Asp

Glu

Ser

105

Lys

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Ser

Gly

Val

Phe

Lys

Tyr

Ser

75

Thr

Trp

Thr

Val

Thr

Gly

Tyr

60

Lys

Ala

Tyr

Thr

125

Gln

Phe

Leu

45

Ala

Asn

Val

Arg

Val
125

Pro

Ser

30

Glu

Asp

Thr

Tyr

Arg

110

Thr

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Tyr

Val

Arg

Tyr

Val

Val

Tyr

80

Cys

Tyr

Ser

Gln Val Gln Leu Val Glu Thr Gly Gly Gly Val Val Gln Pro Gly Arg

1

5

10

15



P121DKO00

Ser

Gly

Ala

Lys

Leu

Ala

Tyr

Ser

Leu

Met

Val

50

Gly

Gln

Arg

Tyr

<210>
<211>

<212>
<213>

<400>

Arg

His

35

Ile

Arg

Met

Glu

Tyr
115

183
125
PRT
Homo

183

Glu Val Gln

1

Ser

Gly

Ala

Lys

65

Leu

Leu

Met

Val

50

Gly

Gln

Arg

His

35

Ile

Arg

Met

Leu

20

Trp

Trp

Phe

Asn

Gln

100

Met

Ser

Val

Ser

Thr

Ser

85

Gly

Asp

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asn

Val

Ser

Val

Tyr

Thr

Ser
85

Cys

Arg

Asp

Ile

70

Leu

Gly

Val

Glu

Cys

Arg

Asp

Ile

70

Leu

Ala

Gln

Gly

55

Ser

Arg

Tyr

Trp

Ser

Ala

Gln

Gly

Ser

Arg

Ala

Ala

40

Ser

Arg

Ala

Ser

Gly
120

Gly

Ala

Ala

40

Ser

Arg

Ala

Ser

25

Pro

Asn

Asp

Glu

Ser

105

Gln

Gly

Ser

25

Pro

Asn

Asp

Glu

73

Gly

Gly

Lys

Asn

Asp

90

Ser

Gly

Gly

10

Gly

Gly

Lys

Asn

Asp
90

Phe

Lys

Tyr

Ser

75

Thr

Trp

Thr

Val

Phe

Lys

Tyr

Ser

75

Thr

Thr

Gly

Tyr

60

Arg

Ala

Tyr

Thr

Val

Thr

Gly

Tyr

60

Lys

Ala

Phe

Leu

45

Ala

Asn

Val

Arg

Val
125

Gln

Phe

Leu

45

Ala

Asn

Val

Ser

30

Glu

Asp

Thr

Phe

Arg

110

Thr

Pro

Asn

30

Glu

Asp

Thr

Tyr

Ser

Trp

Ser

Leu

Tyr

95

Tyr

Val

Gly

15

Thr

Trp

Ser

Leu

Tyr
95

Tyr

Val

Val

Tyr

80

Cys

Tyr

Ser

Arg

Tyr

Val

Val

Tyr

80

Cys
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Ala Arg Glu

Asp Val Trp

<210>
<211>
<212>
<213>

<400>

Gln

Ser

Gly

Ala

Lys

Leu

Lys

Trp

Val

Leu

Met

Val

50

Gly

Gln

Asn

Gly

<210>
<211>
<212>
<213>

<400>

115

184
123
PRT
Homo
184

Gln

Arg

His
35

Ile

Arg

Met

Lys

Gln
115

185
127
PRT
Homo

185

Gln Val Gln

1

Ser Leu Arg

Asp Met Asn

Val
100

Ala

74

Val Arg Gly Val Ile Arg Tyr Tyr Tyr Ala Met

105 110

Gly Gln Gly Thr Thr Val Thr Val Ser Ser

Sapiens

Leu

Leu

20

Trp

Ser

Phe

Asn

Val

100

Gly

Val

Ser

Val

Tyr

Thr

Ser

85

Gly

Thr

Sapiens

Leu

Leu
20

Trp

Val

Ser

Val

Glu Ser

Cys Ala

Arg Gln

Asp Gly

55

Ile Ser

70

Leu Arg

Ala Thr

Met Val

Glu Ser

Cys Val

Arg Gln

120

Gly

Ala

Ala

40

Ser

Arg

Ala

Arg

Thr
120

Gly

Gly

Ala

125

Gly Gly Val Val Gln Pro
10

Ser Gly Phe Ser Phe Ser
25 30

Pro Gly Lys Gly Leu Glu
45

Glu Lys Tyr Tyr Ala Asp
60

Asp Asn Ser Lys Lys Thr
75

Glu Asp Thr Ala Met Tyr
90

Arg Ala Val Val Ala Val
105 110

Val Ser Ser

Gly Gly Leu Val Gln Pro
10

Ser Gly Phe Thr Phe Arg
25 30

Pro Gly Lys Gly Leu Glu

Gly Arg
15

Asn Tyr

Trp Val

Ser Val

Leu Tyr
80

Tyr Cys
95

Asp Ile

Gly Gly
15

Ser Phe

Trp Ile
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Ser

Lys

65

Leu

Ala

Gly

Tyr

50

Gly

Gln

Arg

Met

<210>
<211>
<212>
<213>

<400>

35

Ile

Arg

Met

Asp

Asp
115

186
125
PRT
Homo

186

Glu Val Gln

1

Ser

Gly

Ala

Lys

65

Leu

Ala

Asp

Leu

Met

Ile

50

Gly

Gln

Arg

Ser

<210>

Arg

His

35

Ile

Arg

Met

Glu

Trp

115

187

Asn

Phe

Asn

Leu

100

Val

Ser

Thr

Ser

85

Tyr

Trp

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asn

Ile

100

Gly

Val

Ser

Phe

Tyr

Thr

Ser

85

Ala

Gln

Arg

Ile

70

Leu

Gly

Gly

Glu

Cys

Arg

Asp

Ile

70

Leu

Ser

Gly

Gly

55

Ser

Arg

Asp

Gln

Ser

Glu

Gln

Gly

55

Ser

Arg

Arg

Thr

40

Asn

Arg

Ala

Tyr

Gly
120

Gly

Ala

Ala

40

Ser

Arg

Ala

Gly

Leu
120

Thr

Asp

Glu

Asp

105

Thr

Gly

Ser

25

Pro

Asn

Asp

Glu

Tyr

105

Val

75

Arg

Asn

Asp

Pro

Met

Gly

10

Gly

Gly

Lys

Asn

Asp

Ser

Thr

Tyr

Ala

75

Thr

Lys

Val

Val

Phe

Lys

His

Ser

75

Thr

Arg

Val

Tyr

60

Lys

Ala

Ser

Thr

Val

Thr

Gly

Tyr

60

Lys

Ala

Tyr

Ser

45

Val

Asn

Val

Tyr

Val
125

Gln

Phe

Leu

45

Ala

Asn

Val

Leu

Ser
125

Asp

Ser

Tyr

Tyr

110

Ser

Pro

Ser

30

Glu

Asp

Thr

Tyr

Tyr
110

Ser

Leu

Tyr

Tyr

Ser

Gly

15

Asn

Trp

Ser

Leu

Phe

95

Tyr

Val

Tyr

80

Cys

Tyr

Arg

Tyr

Val

Val

Tyr

80

Cys

Phe
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<211>
<212>
<213>

<400>

Gln

Ser

Gly

Ala

Lys

65

Leu

Ala

Asp

Val

Leu

Met

Val

50

Gly

Gln

Arg

Phe

<210>
<211>
<212>
<213>

<400>

125
PRT
Homo

187

Gln

Arg

His
35

Ile

Arg

Met

Glu

Trp
115

188
126
PRT
Homo

188

Gln Val Gln

1

Ser

Gly

Ala

Lys
65

Leu

Met

Val

50

Gly

Arg

His

35

Ile

Arg

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asn

Ile

100

Gly

Val

Ser

Val

Tyr

Thr

Ser

85

Ala

Gln

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Val

Ser

Val

Tyr

Thr

Glu

Cys

Arg

Asp

Ile

70

Leu

Ser

Gly

Glu

Cys

Arg

Asp

Ile
70

Ser

Ala

Gln

Gly

55

Ser

Arg

Arg

Thr

Ser

Ala

Gln

Gly

55

Ser

Gly

Ala

Ala

40

Ser

Arg

Ala

Gly

Leu
120

Gly

Ala

Ala

40

Ser

Arg

Gly

Ser

25

Pro

Asn

Asp

Glu

Tyr

105

Val

Gly

Ser

25

Pro

Asn

Asp

76

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Ser

Thr

Gly

10

Gly

Gly

Lys

Asn

Val

Phe

Lys

Asp

Ser

75

Thr

Arg

Val

Val

Phe

Lys

Tyr

Ser
75

Val

Thr

Gly

Tyr

60

Lys

Ala

Tyr

Ser

Val

Thr

Gly

Tyr

60

Lys

Gln

Phe

Leu

45

Ala

Asn

Val

Leu

Ser
125

Gln

Phe

Leu

45

Ala

Asn

Pro

Arg

Glu

Asp

Thr

Tyr

Tyr
110

Pro

Ser

30

Glu

Asp

Thr

Gly

15

Thr

Trp

Ser

Leu

Tyr

95

Tyr

Gly

15

Ser

Trp

Ser

Leu

Arg

Tyr

Val

Val

His

80

Cys

Leu

Arg

Tyr

Val

Val

Tyr
80
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Leu Gln Met

Ala Arg Asp

Met Asp Val

<210>
<211>
<212>
<213>

<400>

115

189
121
PRT
Homo

189

Gln Val Gln

1

Ser

Gly

Ala

Lys

65

Leu

Ala

Gln

Leu

Met

Val

50

Gly

Gln

Arg

Gly

<210>
<211>
<212>
<213>

<400>

Arg

His
35

Ile

Arg

Met

Glu

Thr
115

190
128
PRT
Homo

190

Gln Val Gln

1

Asn

Leu
100

Trp

Ser
85

Ser

Gly

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asn

Leu

100

Leu

Val

Ser

Val

Tyr

Thr

Ser

85

Ala

Val

Sapiens

Leu

Val
5

Val

Thr

Gln

Glu

Cys

Arg

Asp

Ile

70

Leu

Arg

Thr

Arg

Gln

Gly

Ser

Ala

Gln

Gly

Ser

Arg

Gly

Val

Ala

Arg

Thr
120

Gly

Ala

Ala

40

Ser

Arg

Ala

Arg

Ser
120

Glu

Gly

105

Thr

Gly

Ser

25

Pro

Asn

Asp

Glu

Leu

105

Ser

77

Asp Thr Ala Val Tyr
90

Tyr Ser Arg Tyr Tyr
110

Val Thr Val Ser Ser
125

Gly Val Val Gln Pro
10

Gly Phe Thr Phe Ser
30

Gly Lys Gly Leu Glu
45

Lys Asp Tyr Ala Asp
60

Asn Ser Lys Arg Thr
75

Asp Thr Ala Val Tyr
90

Arg Asp Leu Asp Tyr
110

Tyr
95

Tyr

Gly

15

Asn

Trp

Ser

Leu

Tyr

95

Trp

Cys

Val

Arg

Phe

Val

Val

Tyr

80

Cys

Gly

Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg

10

15
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Ser Leu

Gly Met

Ala Val
50

Lys Gly

Leu Gln

Ala Arg

Tyr Tyr

<210>
<211>
<212>
<213>

<400>

Gln Val

1

Ser Leu

Gly Met

Ala Val

50

Lys Gly

Leu Gln

Ala Arg

Arg

His
35

Ile

Arg

Met

Glu

Met

115

191
129
PRT
Homo

191

Gln

Arg

His

35

Ile

Arg

Met

Asp

Leu

20

Trp

Trp

Phe

Asn

Phe

100

Asp

Ser

Val

Tyr

Thr

Ser

85

Tyr

Val

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asn

Ala
100

Val

Ser

Val

Phe

Thr

Ser

85

Ser

Cys

Arg

Asp

Ile

70

Leu

Thr

Trp

Glu

Cys

Arg

Asp

Ile

70

Leu

Val

Ala

Gln

Gly

55

Ser

Arg

Arg

Gly

Ser

Ala

Gln

Gly

Ser

Arg

Leu

Ala

Ala

40

Ser

Arg

Ala

Ser

Lys
120

Gly

Ala

Ala

40

Gly

Arg

Ala

Ser

Ser

25

Pro

Asn

Asp

Glu

Gly

105

Gly

Gly

Ser

25

Pro

Asn

Asp

Glu

Gly
105

78

Gly

Gly

Lys

Asn

Asp

90

Leu

Thr

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Leu

Phe

Lys

Tyr

Ser

75

Thr

Trp

Thr

Val

Phe

Lys

Tyr

Ser

75

Thr

Val

Thr

Gly

Tyr

60

Lys

Ala

Ser

Val

Val

Thr

Gly

Tyr

60

Lys

Ala

Thr

Phe

Leu

45

Ala

Asn

Val

Gln

Thr
125

Gln

Phe

Leu

45

Ala

Asn

Val

Arg

Ser

30

Glu

Asp

Thr

Tyr

Gly

110

Val

Pro

Ser

30

Glu

Asp

Thr

Tyr

Arg
110

Ser

Trp

Ser

Leu

Tyr

95

Tyr

Ser

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Leu

Tyr

Val

Val

Tyr

80

Cys

Ser

Ser

Arg

Tyr

Val

Ala

Tyr

80

Cys

Val
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79

Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser

Ser

<210>
<211>
<212>
<213>

<400>

115

192
129
PRT

Homo Sapiens

192

Gln Val Gln Leu

1

Ser

Gly

Ala

Lys

Leu

Ala

Tyr

Ser

Leu

Met

Phe

50

Gly

Gln

Lys

Tyr

<210>
<211>
<212>
<213>

<400>

Arg Leu
20

His Trp
35

Ile Ser

Arg Phe

Met Asn

Glu His
100

Gly Met
115

193
129
PRT

Val

Ser

Val

Tyr

Thr

Ser

85

Gly

Asp

Homo Sapiens

193

Glu

Cys

Arg

Asp

Ile

70

Leu

Tyr

Val

Ser

Ala

Gln

Gly

55

Ser

Arg

Tyr

Trp

120

Gly

Ala

Ala

40

Ser

Arg

Ala

Arg

Gly
120

Gly

Ser

25

Pro

Asn

Asp

Glu

Ser

105

Gln

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Ser

Gly

Val

Phe

Lys

Tyr

Ser

75

Thr

Trp

Thr

Val

Thr

Gly

Tyr

60

Lys

Ala

Tyr

Thr

125

Gln

Phe

Leu

45

Ala

Asn

Val

Arg

Val
125

Pro

Ser

30

Glu

Asp

Thr

Tyr

Asn

110

Thr

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Tyr

Val

Arg

Tyr

Val

Val

Ser

80

Cys

Tyr

Ser

Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Glu Arg

1

5

10

15
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Ser

Gly

Ala

Lys

Leu

Ala

Tyr

Ser

Leu

Met

Val

50

Gly

Gln

Lys

Tyr

<210>
<211>

<212>
<213>

<400>

Arg

His

35

Ile

Arg

Met

Asp

Ala
115

194
128
PRT
Homo

194

Gln Val Gln

1

Ser

Gly

Ala

Lys

65

Leu

Leu

Met

Val

50

Gly

Gln

Arg

His

35

Ile

Arg

Met

Leu

20

Trp

Ser

Phe

Asn

Glu

100

Met

Ser

Val

Tyr

Thr

Ser

85

Val

Asp

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asn

Val

Ser

Val

Tyr

Thr

Ser
85

Cys

Arg

Asp

Ile

70

Leu

Gly

Val

Gln

Cys

Arg

Asp

Ile

70

Leu

Ala

Gln

Gly

55

Ser

Arg

Tyr

Trp

Ser

Ala

Gln

Gly

Ser

Arg

Ala

Ala

40

Ser

Arg

Ala

Ser

Gly
120

Gly

Ala

Ala

40

Ser

Arg

Ala

Ser

25

Pro

Asn

Asp

Glu

Ser

105

Gln

Gly

Ser

25

Pro

Asn

Asp

Glu

80

Gly

Gly

Lys

Asn

Asp

90

Ser

Gly

Gly

10

Gly

Gly

Lys

Asn

Asp
90

Phe

Lys

Tyr

Ser

75

Thr

Trp

Thr

Val

Phe

Lys

Tyr

Ser

75

Thr

Thr

Gly

Tyr

60

Lys

Ala

Tyr

Thr

Val

Thr

Gly

Tyr

60

Lys

Ala

Phe

Leu

45

Ala

Asn

Val

Arg

Val
125

Gln

Phe

Leu

45

Ala

Asn

Val

Ser

30

Glu

Asp

Thr

Tyr

Arg

110

Thr

Pro

Ser

30

Glu

Asp

Thr

Tyr

Ser

Trp

Ser

Leu

Tyr

95

Tyr

Val

Gly

15

Ser

Trp

Ser

Leu

Tyr
95

Tyr

Val

Val

Tyr

80

Cys

Tyr

Ser

Arg

Tyr

Val

Val

Tyr

80

Cys
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Ala Arg Glu

Tyr Ala Met

<210>
<211>
<212>
<213>

<400>

Gln

Ser

Gly

Ala

Lys

Leu

Ala

Tyr

Ser

Val

Leu

Met

Gly

50

Gly

Gln

Arg

Tyr

<210>
<211>
<212>
<213>

<400>

115

195
129
PRT
Homo

195

Gln

Arg

His

35

Ile

Arg

Met

Glu

Asn

115

196
129
PRT

Thr
100

Asp

Val

Val

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asn

Gln

100

Met

Val

Ser

Val

Tyr

Thr

Ser

85

Gly

Asp

Homo Sapiens

196

81

Val Val Ala Ala Lys Ile Arg Asn His Tyr Tyr

105

110

Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser

Glu

Cys

Arg

Asp

Ile

70

Leu

Gly

Leu

Ser

Ala

Gln

Gly

55

Ser

Arg

Tyr

Trp

120

Gly

Ala

Ala

40

Ser

Arg

Ala

Ser

Gly
120

Gly

Ser

25

Pro

Asn

Asp

Glu

Ser

105

Gln

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Ser

Gly

Val Val

Phe Thr

Lys Gly

Tyr Tyr

60

Ser Arg

75

Thr Ala

Trp Tyr

Thr Thr

125

Gln Pro

Phe Ser
30

Leu Glu
45

Ala Asp

Asn Thr

Val Tyr

Arg Arg

110

Val Thr
125

Gly

15

Ser

Trp

Ser

Met

Tyr

95

Tyr

Val

Arg

Tyr

Val

Val

Tyr

80

Cys

Tyr

Ser

Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg

1
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Gly

Ala

Lys

Leu

Ala

Tyr

Ser

Met

Val

50

Gly

Gln

Arg

Tyr

<210>
<211>
<212>
<213>

<400>

Gln

Ser

Gly

Ala

Lys

65

Leu

Ala

Val

Leu

Met

Gly

Gly

His

Arg

His

35

Ile

Arg

Met

Glu

Gly

115

197
129
PRT
Homo

197

Gln

Arg

His

35

Ile

Arg

Met

Glu

20

Trp

Trp

Phe

Asn

Gly

100

Met

Val

Tyr

Thr

Thr

85

Thr

Asp

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asn

His

Val

Ser

Val

Tyr

Thr

Ser

85

Gly

Arg

Asp

Ile

70

Leu

Leu

Ala

Glu

Cys

Arg

Asp

Ile

70

Leu

Gly

Gln

Gly

55

Ser

Arg

Tyr

Trp

Thr

Ala

Gln

Gly

Ser

Arg

Ser

Ala

40

Ser

Arg

Asp

Ser

Gly
120

Gly

Ala

Ala

40

Ser

Arg

Ala

Arg

25

Pro

Asn

Asp

Asp

Ser

105

Gln

Gly

Ser

25

Pro

Asn

Asp

Asp

Ser

82

Gly

Lys

Asn

Asp

Ser

Gly

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Gly

Lys

Tyr

Ser

75

Thr

Trp

Thr

Val

Phe

Lys

Tyr

Ser

75

Thr

Trp

Gly

Tyr

60

Lys

Ala

Tyr

Thr

Val

Thr

Gly

Tyr

60

Arg

Ala

Tyr

Leu

45

Ala

Asn

Val

Arg

Val
125

Gln

Phe

Leu

45

Gly

Asn

Val

Thr

30

Glu

Asp

Thr

Tyr

Arg

110

Thr

Pro

Ser

30

Glu

Asp

Thr

Tyr

Leu

Trp

Ser

Leu

Tyr

Tyr

Val

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Arg

Val

Val

Tyr

80

Cys

Tyr

Ser

Arg

Tyr

Val

Val

Tyr

80

Cys

Leu
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100

105

83

110

Ala Tyr Tyr Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser

Ser

<210>
<211>
<212>
<213>

<400>

115

198
129
PRT
Homo

198

Gln Val Gln

1

Thr

Asn

Ile

Lys

Leu

Ala

Leu

Ser

Leu

Trp

Gly

Ser

Lys

Arg

Val

<210>
<211>
<212>
<213>

<400>

Ser

Trp

35

Glu

Arg

Leu

Gly

Ala

115

199
129
PRT

Sapiens

Leu

Leu

20

Ser

Ile

Val

Ser

Thr

100

Phe

Gln

Thr

Trp

His

Thr

Ser

85

Ser

Asp

Homo Sapiens

199

Glu

Cys

Val

His

Ile

70

Val

Tyr

Ile

Ser

Ala

Arg

Gly

Ser

Thr

Tyr

Trp

120

Gly

Val

Gln

40

Gly

Val

Ala

Asp

Gly
120

Pro

Ser

25

Pro

Ser

Asp

Ala

Ser

105

Gln

Gly

10

Gly

Pro

Thr

Lys

Asp

90

Ser

Gly

Leu

Gly

Gly

Asn

Ser

75

Thr

Gly

Thr

Val

Ser

Lys

Tyr

60

Lys

Ala

Tyr

Met

125

Lys Pro

Ile Arg
30

Gly Leu
45

Asn Pro

Asn Arg

Val Tyr

Ser Phe

110

Val Thr
125

Ser

15

Gly

Glu

Ser

Phe

Tyr

95

Arg

Val

Gly

Ser

Trp

Leu

Ser

80

Cys

Gly

Ser

Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg

1

5
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Ser

Gly

Ala

Lys

Leu

Ala

Tyr

Ser

<210>

Leu

Met

Val
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Gly

Gln

Arg

Tyr

<211>

<212>
<213>

<400>

Arg

His

35

Ile

Arg

Met

Asp

Gly
115

200
127
PRT
Homo

200

Glu Val Gln

1

Ser

Ser

Ser

Lys

65

Leu

Leu

Met

Ser

50

Gly

Gln

Arg

Asn

35

Ile

Arg

Met

Leu

20

Trp

Trp

Phe

Asn

Leu

100

Met

Ser

Val

Tyr

Thr

Ser

85

Gln

Asp

Sapiens

Leu

Leu

20

Trp

Gly

Phe

Asn

Val

Ser

Val

Ser

Thr

Ser
85

Cys

Arg

Asp

Ile

70

Leu

Gly

Val

Glu

Cys

Arg

Ser

Ile

70

Leu

Ala

Gln

Gly

Ser

Arg

Tyr

Trp

Ser

Ala

Gln

Ser

55

Ser

Arg

Ala

Ala

40

Ser

Arg

Ala

Arg

Gly
120

Gly

Ala

Ala

40

Ile

Arg

Ala

Ser

25

Pro

Asn

Asp

Glu

Ser

105

Gln

Gly

Ser

25

Pro

Tyr

Asp

Glu

84

Gly

Gly

Lys

Asn

Asp

90

Ser

Gly

Gly

10

Gly

Gly

Thr

Asn

Asp
90

Phe

Lys

Asn

Ser

75

Thr

Trp

Thr

Leu

Phe

Lys

Tyr

Ala

75

Thr

Thr

Gly

Tyr

60

Lys

Ala

Tyr

Thr

Val

Thr

Gly

Ser

60

Lys

Ala

Phe

Leu

45

Ala

Asn

Val

Arg

Val
125

Lys

Phe

Leu

45

Ala

Asn

Val

Ser

30

Glu

Asp

Thr

Tyr

Met

110

Thr

Pro

Arg

30

Glu

Asp

Ser

Tyr

Thr

Trp

Ser

Leu

Tyr

95

Tyr

Val

Gly

15

Ser

Trp

Ser

Leu

Tyr
95

Tyr

Val

Val

Tyr

80

Cys

Tyr

Ser

Gly

Tyr

Val

Val

Tyr

80

Cys
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Ala Arg Gly

Leu Thr Ile

<210>
<211>
<212>
<213>

<400>

Gln

Ser

Gly

Ala

Lys

Leu

Ala

Tyr

Ser

Val

Leu

Met

Val

50

Gly

Gln

Arg

Tyr

<210>
<211>
<212>
<213>

<400>

115

201
129
PRT
Homo

201

Gln

Arg

His

35

Ile

Arg

Met

Asp

Gly

115

202
124
PRT

Glu
100

His

Pro

Trp

Sapiens

Leu

Leu

20

Trp

Trp

Phe

Asn

Trp

100

Met

Val

Ser

Val

Tyr

Thr

Ser

85

Val

Asp

Homo Sapiens

202

85

Leu Asn Tyr Asp Tyr Ile Trp Gly Arg Ser Arg

105

110

Gly Gln Gly Thr Leu Val Thr Val Ser Ser

Glu

Cys

Arg

Asp

Ile

70

Leu

Thr

Val

Ser

Ala

Gln

Gly

Ser

Arg

Arg

Trp

120

Gly

Ala

Ala

40

Ser

Arg

Ala

Ser

Gly
120

Gly

Ser

25

Pro

Asn

Asp

Glu

Ser

105

Gln

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Asn

Gly

Val

Phe

Lys

Tyr

Ser

75

Thr

Trp

Thr

Val

Thr

Gly

Tyr

60

Lys

Ala

Tyr

Thr

125

Gln

Phe

Leu

45

Ala

Asn

Val

Arg

Val
125

Pro

Ser

30

Glu

Asp

Thr

Tyr

Asn

110

Thr

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Tyr

Val

Arg

Tyr

Val
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Tyr

80
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Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Arg
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5
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Ser

Trp

Ser

Lys

Leu

Ala

Val

<210>
<211>
<212>
<213>

<400>

Leu

Met

Arg

50

Gly

Gln

Arg

Trp

Arg

His

35

Ile

Arg

Met

Asp

Gly
115

203
216
PRT
Homo

203

Glu Ile Val

1

Glu

Leu

Phe

Ser

65

Glu

Met

Arg

Ala

Asn

50

Gly

Asp

Tyr

Ala

Trp

35

Ala

Ser

Phe

Thr

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Arg

Ser

Val

Val

Thr

Ser

85

Arg

Gly

Sapiens

Leu

Thr

20

Tyr

Ser

Gly

Ala

Phe
100

Thr

Leu

Gln

Asn

Thr

Val

85

Gly

Cys

Arg

Asp

Ile

70

Leu

Arg

Thr

Gln

Ser

Gln

Arg

Asp

70

Tyr

Gln

Val

Gln

Gly

55

Ser

Arg

Phe

Thr

Ser

Cys

Lys

Ala

55

Phe

Tyr

Gly

Ala

Val

40

Lys

Arg

Ala

Leu

Val
120

Pro

Arg

Arg

40

Thr

Thr

Cys

Thr

Ser

25

Pro

Ser

Asp

Glu

Glu

105

Thr

Ala

Ala

25

Gly

Gly

Leu

Gln

Lys
105

86

Gly

Gly

Thr

Asn

Asp

90

Trp

Val

Thr

10

Ser

Gln

Ile

Thr

Gln

90

Leu

Phe

Lys

Ser

Ala

75

Thr

Ala

Ser

Leu

Gln

Ala

Pro

Ile

75

Arg

Glu

Thr

Gly

Tyr

60

Lys

Ala

Arg

Ser

Ser

Ser

Pro

Ala

60

Ser

Ser

Ile

Phe

Leu

45

Ala

Asn

Val

Tyr

Leu

Val

Arg

45

Arg

Ser

Ser

Lys

Ser

30

Val

Asp

Thr

Tyr

Gly
110

Ser

Ser

30

Leu

Phe

Leu

Trp

Arg
110

Ser

Trp

Ser

Leu

Tyr

95

Met

Pro

15

Ser

Leu

Ser

Glu

Pro

95

Thr

Tyr

Val

Val

Tyr

80

Cys

Asp

Gly

Tyr

Ile

Gly

Pro

80

Pro

Val
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Ala

Ser

Glu

145

Ser

Leu

Val

Lys

<210>
<211>
<212>
<213>

<400>

Ala

Gly

130

Ala

Gln

Ser

Tyr

Ser
210

Pro
115

Thr

Lys

Glu

Ser

Ala

195

Phe

204
214
PRT
Homo

204

Asp Ile Gln

1

Asp

Leu

Tyr

Gly

Glu

Ala

Arg

Ala

Ala

50

Gly

Asp

Phe

Val

Trp

35

Ala

Ser

Val

Gly

Ser

Ala

Val

Ser

Thr

180

Cys

Asn

Val

Ser

Gln

Val

165

Leu

Glu

Arg

Sapiens

Met

Ser

20

Tyr

Ser

Gly

Ala

Pro
100

Thr

Ile

Gln

Thr

Thr

Thr

85

Gly

Phe

Val

Trp

150

Thr

Thr

Val

Gly

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Ile

Val

135

Lys

Glu

Leu

Thr

Glu
215

Ser

Cys

Lys

Gln

55

Phe

Tyr

Lys

Phe

120

Cys

Val

Gln

Ser

His

200

Cys

Pro

Arg

Pro

40

Ser

Thr

Cys

Val

Pro

Leu

Asp

Asp

Lys

185

Gln

Ser

Ala

25

Gly

Gly

Leu

His

Asp
105

87

Pro

Leu

Asn

Ser

170

Ala

Gly

Pro

10

Ser

Lys

Val

Thr

Thr

90

Ile

Ser

Asn

Ala

155

Lys

Asp

Leu

Leu

Arg

Val

Pro

Ile

75

Tyr

Lys

Asp

Asn

140

Leu

Asp

Tyr

Ser

Ser

Gly

Pro

Ser

60

Ser

Asn

Arg

Glu

125

Phe

Gln

Ser

Glu

Ser
205

Ala

Ile

Lys

45

Arg

Ser

Ser

Thr

Gln

Tyr

Ser

Thr

Lys

190

Pro

Ser

Ser

30

Leu

Phe

Leu

Ala

Val
110

Leu

Pro

Gly

Tyr

175

His

Val

Val

15

Asn

Leu

Ser

Gln

Pro

95

Ala

Lys

Arg

Asn

160

Ser

Lys

Thr

Gly

Ser

Ile

Gly

Pro

80

Phe

Ala
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Pro

Thr

Lys

145

Glu

Ser

Ala

Phe

<210>
<211>
<212>
<213>

<400>

Ser

Ala

130

Val

Ser

Thr

Cys

Asn
210

Val

115

Ser

Gln

Val

Leu

Glu

195

Arg

205
216
PRT
Homo

205

Glu Ile Val

1

Glu

Tyr

Ile

Gly

Pro

Gly

Arg

Leu

Tyr

50

Ser

Glu

Val

Ala

Ala

35

Gly

Gly

Asp

Thr

Phe

Val

Trp

Thr

Thr

180

Val

Gly

Ile

Val

Lys

Glu

165

Leu

Thr

Glu

Sapiens

Met

Thr

20

Trp

Ala

Ser

Ser

Phe
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Gly

Phe

Cys

Val

150

Gln

Ser

His

Cys

Gln

Ser

Gln

Asn

Thr

70

Val

Gln

Pro

Leu

135

Asp

Asp

Lys

Gln

Ser

Cys

Gln

Arg

55

Asp

Tyr

Gly

Pro

120

Leu

Asn

Ser

Ala

Gly
200

Pro

Arg

Lys

40

Ala

Phe

Phe

Thr

Ser

Asn

Ala

Lys

Asp

185

Leu

Gly

Ala

25

Pro

Thr

Thr

Cys

Arg
105

88

Asp

Asn

Leu

Asp

170

Tyr

Ser

Thr
10

Ser

Gly

Gly

Leu

Gln

90

Leu

Glu

Phe

Gln

155

Ser

Glu

Ser

Leu

His

Gln

Val

Thr

75

Gln

Glu

Gln

Tyr

140

Ser

Thr

Lys

Pro

Ser

Thr

Ala

Pro

60

Ile

Tyr

Ile

Leu

125

Pro

Gly

Tyr

His

Val
205

Leu

Val

Pro

45

Asp

Ser

Gly

Glu

Lys

Arg

Asn

Ser

Lys

190

Thr

Ser

Ser

30

Arg

Arg

Arg

Thr

Arg
110

Ser

Glu

Ser

Leu

175

Val

Lys

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Thr

Gly

Ala

Gln

160

Ser

Tyr

Ser

Gly

Gly

Leu

Gly

Glu
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Pro

Val
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Ala

Ser

Glu
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Ser

Leu

Val

Lys
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<211>
<212>
<213>

<400>

Ala

Gly

130

Ala

Gln

Ser

Tyr

Ser
210

Pro
115

Thr

Lys

Glu

Ser

Ala

195

Phe

206
214
PRT
Homo

206

Asp Ile Gln

1

Asp

Leu

Tyr

Gly

Glu

Ala

Arg

Ala

Ala

50

Gly

Asp

Phe

Val

Trp

35

Ala

Ser

Val

Gly

Ser

Ala

Val

Ser

Thr

180

Cys

Asn

Val

Ser

Gln

Val

165

Leu

Glu

Arg

Sapiens

Leu

Ser

20

Tyr

Ser

Gly

Ala

Pro
100

Thr

Ile

Gln

Thr

Thr

Thr

85

Gly

Phe

Val

Trp

150

Thr

Thr

Val

Gly

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Ile

Val

135

Lys

Glu

Leu

Thr

Glu
215

Ser

Cys

Lys

Gln

55

Phe

Tyr

Lys

Phe

120

Cys

Val

Gln

Ser

His

200

Cys

Pro

Arg

Pro

40

Ser

Thr

Cys

Val

Pro

Leu

Asp

Asp

Lys

185

Gln

Ser

Ala

25

Gly

Gly

Leu

Gln

Asp
105

89

Pro

Leu

Asn

Ser

170

Ala

Gly

Ser
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Ser

Lys

Val

Thr

Lys

90

Ile

Ser

Asn

Ala

155

Lys
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Leu

Leu

Gln

Val

Pro

Ile
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Tyr

Lys
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Asn
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Leu
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Gly
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Arg
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Phe

Gln
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Tyr
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Val
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Pro

Thr

Lys
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Ala

Phe

<210>
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Val
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Thr
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Asn
210

Val
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Gln

Val

Leu

Glu
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Arg

207
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Asp Ile Gln

1
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Leu

Phe

Ser
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Glu

Tyr

Arg

Ala

Ser

50

Gly

Asp

Thr

Val

Trp

35

Ala
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Phe

Phe

Phe

Val

Trp

Thr

Thr

180

Val

Gly

Ile

Val

Lys

Glu

165

Leu

Thr

Glu

Sapiens

Met

Thr
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Phe

Ser

Gly

Ala

Gly
100

Thr

Ile

Gln

Thr

Thr

Thr

85

Gln

Phe

Cys

Val

150

Gln

Ser

His

Cys

Gln

Thr

Gln

Leu

Glu
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Tyr

Gly

Pro

Leu
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Asp
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Lys
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Ser
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Lys

Gln
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Phe

Tyr

Thr

Pro
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Leu

Asn

Ser
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Gly
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Pro
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Ser
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Lys
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Leu
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Ala

25

Gly

Gly

Leu

Gln

Leu
105

90

Asp

Asn

Leu

Asp

170

Tyr

Ser

Phe

10

Ser

Lys

Val

Thr

Gln

90

Glu

Glu

Phe

Gln

155

Ser

Glu

Ser

Leu

Gln

Ala

Pro

Ile

75

Leu

Ile

Gln

Tyr

140

Ser

Thr

Lys

Pro

Ser

Gly

Pro

Ser

60

Ser

Ser

Lys

Leu

125

Pro

Gly

Tyr

His

Val
205

Ala

Ile

Lys

45

Arg

Ser

Ser

Arg

Lys

Arg

Asn

Ser

Lys

190

Thr

Ser

Arg

30

Leu

Phe

Leu

Tyr

Thr
110

Ser

Glu

Ser

Leu

175

Val

Lys

Val

15

Arg

Leu

Ser

Gln

Pro

95

Val

Gly

Ala

Gln

160

Ser

Tyr

Ser

Gly

Tyr

Ile

Gly

Pro

80

Pro

Ala
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Ala

Gly

Ala

145

Gln

Ser

Tyr

Ser

Pro

Thr
130

Lys

Glu

Ser

Ala

Phe
210

<210>
<211>
<212>
<213>

<400>

Ser
115

Ala

Val

Ser

Thr

Cys
195

Asn

208
214
PRT
Homo

208

Asp Ile Gln

1

Asp

Val

Phe

Ser

65

Glu

Ser

Ser

Ala

Gly

Gly

Asp

Phe

Val

Trp

35

Leu

Ser

Leu

Gly

Val

Ser

Gln

Val

Leu

180

Glu

Arg

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Sapiens

Leu

Thr

20

Tyr

Ser

Ala

Ala

Gly
100

Thr

Ile

Gln

Asn

Thr

Thr

85

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Phe

Cys

135

Val

Gln

Ser

His

Cys
215

Ser

Cys

Lys

Glu

55

Phe

Tyr

Arg

Pro

120

Leu

Asp

Asp

Lys

Gln
200

Pro

Arg

Pro

40

Asp

Thr

Cys

Val

Pro

Leu

Asn

Ser

Ala

185

Gly

Ser

Ala

25

Gly

Gly

Leu

Leu

Glu
105

91

Ser

Asn

Ala

Lys

170

Asp

Leu

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Val

Gln

Ala

Pro

Ile

75

Ala

Lys

Glu

Phe

140

Gln

Ser

Glu

Ser

Ser

Ala

Pro

Ser

60

Thr

Asn

Arg

Gln

125

Tyr

Ser

Thr

Lys

Pro
205

Ala

Val

Lys

45

Arg

Gly

Arg

Thr

Leu

Pro

Gly

Tyr

His

190

Val

Ser

Ser

30

Leu

Phe

Leu

Phe

Val
110

Lys

Arg

Asn

Ser

175

Lys

Thr

Val

15

Gly

Leu

Ser

Gln

Pro

95

Ala

Ser

Glu

Ser

160

Leu

Val

Lys

Gly

Trp

Ile

Gly

Pro

80

Leu

Ala



P121DKO00

Pro

Thr

Lys

145

Glu

Ser

Ala

Phe

<210>
<211>
<212>
<213>

<400>

Ser

Ala

130

Val

Ser

Thr

Cys

Asn
210

Val

115

Ser

Gln

Val

Leu

Glu

195

Arg

209
216
PRT
Homo

209

Glu Ile Val

1

Glu

Phe

Ile

Gly

Pro

Leu

Arg

Leu

Tyr

50

Ser

Glu

Tyr

Ala

Ala

35

Ala

Gly

Asp

Thr

Phe

Val

Trp

Thr

Thr

180

Val

Gly

Ile

Val

Lys

Glu

165

Leu

Thr

Glu

Sapiens

Leu

Thr

20

Trp

Ala

Ser

Ser

Phe
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Gly

Phe

Cys

Val

150

Gln

Ser

His

Cys

Gln

Ser

Gln

Thr

Thr

70

Val

Gln

Pro

Leu

135

Asp

Asp

Lys

Gln

Ser

Cys

Gln

Arg

55

Asp

Tyr

Gly

Pro

120

Leu

Asn

Ser

Ala

Gly
200

Pro

Arg

Lys

40

Ala

Phe

Tyr

Thr

Ser

Asn

Ala

Lys

Asp

185

Leu

Gly

Ala

25

Pro

Thr

Thr

Cys

Lys
105

92

Asp

Asn

Leu

Asp

170

Tyr

Ser

Thr
10

Ser

Gly

Gly

Leu

Gln

90

Val

Glu

Phe

Gln

155

Ser

Glu

Ser

Leu

Gln

Gln

Ile

Thr

75

Val

Glu

Gln

Tyr

140

Ser

Thr

Lys

Pro

Ser

Asn

Ala

Pro

60

Ile

Tyr

Met

Leu

125

Pro

Gly

Tyr

His

Val
205

Leu

Pro

Pro

45

Asp

Asp

Gly

Lys

Lys

Arg

Asn

Ser

Lys

190

Thr

Ser

Arg

30

Arg

Arg

Arg

Ser

Arg
110

Ser

Glu

Ser

Leu

175

Val

Lys

Pro

15

Arg

Leu

Phe

Leu

Ser

95

Thr

Gly

Ala

Gln

160

Ser

Tyr

Ser

Gly

Asn

Leu

Ser

Glu

80

Pro

Val
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Ala

Ser

Glu

145

Ser

Leu

Val

Lys

<210>
<211>
<212>
<213>

<400>

Ala

Gly

130

Ala

Gln

Ser

Tyr

Ser
210

Pro
115

Thr

Lys

Glu

Ser

Ala

195

Phe

210
216
PRT
Homo

210

Glu Ile Val

1

Glu

Leu

Tyr

Ser

65

Glu

Leu

Arg

Ala

Gly

Gly

Asp

Tyr

Ala

Trp

35

Ala

Ser

Phe

Thr

Ser

Ala

Val

Ser

Thr

180

Cys

Asn

Val

Ser

Gln

Val

165

Leu

Glu

Arg

Sapiens

Met

Thr

20

Tyr

Ser

Gly

Ala

Phe
100

Thr

Leu

Gln

Thr

Thr

Val

85

Gly

Phe

Val

Trp

150

Thr

Thr

Val

Gly

Gln

Ser

Gln

Arg

Glu

70

Tyr

Gln

Ile

Val

135

Lys

Glu

Leu

Thr

Glu
215

Ser

Cys

Lys

Ala

55

Phe

Tyr

Gly

Phe

120

Cys

Val

Gln

Ser

His

200

Cys

Pro

Arg

Pro

40

Thr

Thr

Cys

Thr

Pro

Leu

Asp

Asp

Lys

185

Gln

Ala

Ala

25

Gly

Gly

Leu

Gln

Lys
105

93

Pro

Leu

Asn

Ser

170

Ala

Gly

Thr

10

Ser

Gln

Ile

Thr

Gln

90

Leu

Ser

Asn

Ala

155

Lys

Asp

Leu

Leu

Gln

Ala

Pro

Ile

75

Tyr

Glu

Asp

Asn

140

Leu

Asp

Tyr

Ser

Ser

Ser

Pro

Ala

60

Ser

Asn

Ile

Glu

125

Phe

Gln

Ser

Glu

Ser
205

Val

Val

Arg

45

Arg

Ser

Asn

Lys

Gln

Tyr

Ser

Thr

Lys

190

Pro

Ser

Ser

30

Leu

Phe

Leu

Trp

Arg
110

Leu

Pro

Gly

Tyr

175

His

Val

Pro

15

Ser

Leu

Ser

Gln

Pro

95

Thr

Lys

Arg

Asn

160

Ser

Lys

Thr

Gly

Asn

Ile

Gly

Ser

80

Thr

Val
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Ala

Ser

Glu

145

Ser

Leu

Val

Lys

<210>
<211>
<212>
<213>

<400>

Ala

Gly

130

Ala

Gln

Ser

Tyr

Ser
210

Pro
115

Thr

Lys

Glu

Ser

Ala

195

Phe

211
214
PRT
Homo

211

Asp Ile Gln

1

Asp

Leu

Tyr

Ser

65

Glu

Thr

Arg

Asn

Val

50

Gly

Asp

Phe

Val

Trp

35

Ala

Ser

Ser

Gly

Ser

Ala

Val

Ser

Thr

180

Cys

Asn

Val

Ser

Gln

Val

165

Leu

Glu

Arg

Sapiens

Leu

Thr

20

Tyr

Ser

Gly

Ala

Gln
100

Thr

Ile

Gln

Thr

Thr

Thr

85

Gly

Phe

Val

Trp

150

Thr

Thr

Val

Gly

Gln

Thr

Gln

Leu

Asp

70

Phe

Thr

Ile

Val

135

Lys

Glu

Leu

Thr

Glu
215

Ser

Cys

Lys

Gln

55

Tyr

Tyr

Lys

Phe

120

Cys

Val

Gln

Ser

His

200

Cys

Pro

Arg

Pro

40

Ser

Thr

Cys

Leu

Pro

Leu

Asp

Asp

Lys

185

Gln

Ser

Ala

25

Gly

Gly

Leu

Gln

Glu
105

94

Pro

Leu

Asn

Ser

170

Ala

Gly

Ser

10

Ser

Glu

Ala

Thr

Gln

90

Ile

Ser

Asn

Ala

155

Lys

Asp

Leu

Leu

Gln

Ala

Pro

Ile

75

Thr

Lys

Asp

Asn

140

Leu

Asp

Tyr

Ser

Ser

Ser

Pro

Ser

60

Ser

Tyr

Arg

Glu

125

Phe

Gln

Ser

Glu

Ser
205

Ala

Ile

Lys

45

Arg

Ser

Ser

Thr

Gln

Tyr

Ser

Thr

Lys

190

Pro

Ser

Ser

30

Leu

Phe

Leu

Pro

Val
110

Leu

Pro

Gly

Tyr

175

His

Val

Val

15

Ser

Leu

Ser

Gln

Pro

95

Ala

Lys

Arg

Asn

160

Ser

Lys

Thr

Gly

Tyr

Ile

Gly

Pro

80

Tyr

Ala
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Pro

Thr

Lys

145

Glu

Ser

Ala

Phe

<210>
<211>
<212>
<213>

<400>

Ser

Ala

130

Val

Ser

Thr

Cys

Asn
210

Val

115

Ser

Gln

Val

Leu

Glu

195

Arg

212
217
PRT
Homo

212

Glu Ile Val

1

Glu

Tyr

Ile

Gly

Pro

Ser

Arg

Leu

Tyr

50

Gly

Glu

Thr

Ala

Ala

35

Gly

Gly

Asp

Tyr

Phe

Val

Trp

Thr

Thr

180

Val

Gly

Ile

Val

Lys

Glu

165

Leu

Thr

Glu

Sapiens

Leu

Thr

20

Trp

Thr

Ser

Phe

Ile
100

Thr

Leu

Tyr

Ser

Gln

Ala

85

Phe

Phe

Cys

Val

150

Gln

Ser

His

Cys

Gln

Ser

Gln

Thr

Thr

70

Val

Gly

Pro

Leu

135

Asp

Asp

Lys

Gln

Ser

Cys

Gln

Arg

55

Asp

Tyr

Pro

Pro

120

Leu

Asn

Ser

Ala

Gly
200

Pro

Arg

Lys

40

Ala

Phe

Tyr

Gly

Ser

Asn

Ala

Lys

Asp

185

Leu

Gly

Ala

25

His

Thr

Thr

Cys

Thr
105

95

Asp

Asn

Leu

Asp

170

Tyr

Ser

Thr
10

Ser

Gly

Gly

Leu

Gln

90

Glu

Glu

Phe

Gln

155

Ser

Glu

Ser

Leu

Gln

Gln

Ile

Thr

75

His

Leu

Gln

Tyr

140

Ser

Thr

Lys

Pro

Ser

Ser

Ala

Pro

60

Ile

Tyr

Glu

Leu

125

Pro

Gly

Tyr

His

Val
205

Ser

Val

Pro

45

Asp

Ser

Asp

Ile

Lys

Arg

Asn

Ser

Lys

190

Thr

Ser

Thr

30

Arg

Arg

Arg

Asp

Lys
110

Ser

Glu

Ser

Leu

175

Val

Lys

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Arg

Gly

Ala

Gln

160

Ser

Tyr

Ser

Gly

Arg

Leu

Ser

Glu

80

Ile

Thr
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Val

Lys

Arg

145

Asn

Ser

Lys

Thr

<210>
<211>
<212>
<213>

<400>

Ala

Ser

130

Glu

Ser

Leu

Val

Lys
210

Ala

115

Gly

Ala

Gln

Ser

Tyr

195

Ser

213
214
PRT
Homo

213

Asp Ile Gln

1

Asp

Leu

Tyr

Ser

65

Glu

Thr

Arg

Ala

Ala

50

Gly

Asp

Phe

Val

Trp

35

Ala

Ser

Phe

Gly

Pro

Thr

Lys

Glu

Ser

180

Ala

Phe

Ser

Ala

Val

Ser

165

Thr

Cys

Asn

Sapiens

Leu

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

Ile

Gln

Asn

Thr

Thr

85

Gly

Val

Ser

Gln

150

Val

Leu

Glu

Arg

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Phe

Val

135

Trp

Thr

Thr

Val

Gly
215

Ser

Cys

Lys

Gln

55

Phe

Tyr

Lys

Ile

120

Val

Lys

Glu

Leu

Thr

200

Glu

Pro

Arg

Pro

40

Ser

Thr

Cys

Val

Phe

Cys

Val

Gln

Ser

185

His

Cys

Ser

Ala

25

Gly

Gly

Leu

Gln

Glu
105

96

Pro

Leu

Asp

Asp

170

Lys

Gln

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

Pro

Leu

Asn

155

Ser

Ala

Gly

Val

Gln

Ala

Pro

Ile

75

Ala

Lys

Ser

Asn

140

Ala

Lys

Asp

Leu

Ser

Gly

Pro

Ser

60

Asn

Asn

Arg

Asp

125

Asn

Leu

Asp

Tyr

Ser
205

Ala

Ile

Lys

45

Arg

Ser

Ser

Thr

Glu

Phe

Gln

Ser

Glu

190

Ser

Ser

Asn

30

Leu

Phe

Leu

Phe

Val
110

Gln

Tyr

Ser

Thr

175

Lys

Pro

Val

15

Asn

Leu

Ser

Gln

Pro

95

Ala

Leu

Pro

Gly

160

Tyr

His

Val

Gly

Leu

Ile

Gly

Pro

80

Leu

Ala
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Pro

Thr

Lys

145

Glu

Ser

Ala

Phe

<210>
<211>
<212>
<213>

<400>

Ser

Ala

130

Val

Ser

Thr

Cys

Asn
210

Val

115

Ser

Gln

Val

Leu

Glu

195

Arg

214
215
PRT
Homo

214

Asp Ile Gln

1

Asp

Leu

Tyr

Ser

65

Glu

Leu

Arg

Asn

Gly

Gly

Asp

Thr

Val

Trp

35

Ala

Ser

Phe

Phe

Phe

Val

Trp

Thr

Thr

180

Val

Gly

Ile

Val

Lys

Glu

165

Leu

Thr

Glu

Sapiens

Met

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

Ile

Gln

Asn

Thr

Thr

85

Gly

Phe

Cys

Val

150

Gln

Ser

His

Cys

Gln

Thr

Gln

Leu

Asp

70

Tyr

Gly

Pro

Leu

135

Asp

Asp

Lys

Gln

Ser

Cys

Asn

Gln

55

Phe

Tyr

Thr

Pro

120

Leu

Asn

Ser

Ala

Gly
200

Pro

Arg

Pro

40

Ser

Thr

Cys

Lys

Ser

Asn

Ala

Lys

Asp

185

Leu

Ser

Ala

25

Gly

Gly

Leu

Gln

Val
105

97

Asp

Asn

Leu

Asp

170

Tyr

Ser

Ser

10

Ser

Lys

Val

Thr

Gln

90

Glu

Glu

Phe

Gln

155

Ser

Glu

Ser

Leu

Gln

Ala

Pro

Ile

75

Ser

Ile

Gln

Tyr

140

Ser

Thr

Lys

Pro

Ser

Ser

Pro

Ser

60

Ser

Tyr

Lys

Leu

125

Pro

Gly

Tyr

His

Val
205

Ala

Ile

Lys

45

Arg

Ser

Ser

Arg

Lys

Arg

Asn

Ser

Lys

190

Thr

Ser

Ser

30

Leu

Phe

Leu

Thr

Thr
110

Ser

Glu

Ser

Leu

175

Val

Lys

Val

15

Ser

Leu

Ser

Gln

Leu

95

Val

Gly

Ala

Gln

160

Ser

Tyr

Ser

Gly

Tyr

Ile

Gly

Pro

80

Ala

Ala
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Ala

Gly

Ala

145

Gln

Ser

Tyr

Ser

<210>
<211>
<212>
<213>

<400>

Pro

Thr
130

Lys

Glu

Ser

Ala

Phe
210

Ser

115

Ala

Val

Ser

Thr

Cys
195

Asn

215
215
PRT
Homo

215

Asp Ile Gln

1

Asp

Leu

Tyr

Ser

65

Glu

Trp

Arg

Asn

Ala

50

Gly

Asp

Thr

Val

Trp

35

Ala

Ser

Phe

Phe

Val

Ser

Gln

Val

Leu

180

Glu

Arg

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Sapiens

Met

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

Ile

Gln

Thr

Thr

Thr

85

Gln

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Gln

Thr

Gln

Leu

His

70

Tyr

Gly

Phe

Cys

135

Val

Gln

Ser

His

Cys
215

Ser

Cys

Lys

Gln

55

Phe

Tyr

Thr

Pro

120

Leu

Asp

Asp

Lys

Gln
200

Pro

Arg

Pro

40

Ser

Thr

Cys

Lys

Pro

Leu

Asn

Ser

Ala

185

Gly

Ser

Ala

25

Gly

Gly

Leu

Gln

Val
105

98

Ser

Asn

Ala

Lys

170

Asp

Leu

Ser

10

Ser

Lys

Val

Thr

Gln

90

Glu

Asp

Asn

Leu

155

Asp

Tyr

Ser

Leu

Gln

Ala

Pro

Ile

75

Thr

Ile

Glu

Phe

140

Gln

Ser

Glu

Ser

Ser

Ser

Pro

Ser

60

Ser

Tyr

Lys

Gln

125

Tyr

Ser

Thr

Lys

Pro
205

Ala

Ile

Lys

45

Arg

Ser

Arg

Arg

Leu

Pro

Gly

Tyr

His

190

Val

Ser

Ser

30

Leu

Phe

Leu

Thr

Thr
110

Lys

Arg

Asn

Ser

175

Lys

Thr

Val

15

Thr

Leu

Ser

Gln

Pro

95

Val

Ser

Glu

Ser

160

Leu

Val

Lys

Gly

Tyr

Ile

Gly

Arg

Thr

Ala
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Ala

Gly

Ala

145

Gln

Ser

Tyr

Ser

<210>
<211>
<212>
<213>

<400>

Pro

Thr
130

Lys

Glu

Ser

Ala

Phe
210

Ser

115

Ala

Val

Ser

Thr

Cys
195

Asn

216
213
PRT
Homo

216

Asp Ile Gln

1

Asp

Leu

Tyr

Ser

65

Glu

Phe

Arg

Asn

Ala

50

Gly

Asp

Gly

Val

Trp

35

Ala

Ser

Phe

Gln

Val

Ser

Gln

Val

Leu

180

Glu

Arg

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Sapiens

Leu

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

Ile

Gln

Thr

Thr

Thr

85

Thr

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Gln

Thr

His

Leu

Asp

70

Tyr

Lys

Phe

Cys

135

Val

Gln

Ser

His

Cys
215

Ser

Cys

Lys

Arg

55

Phe

Tyr

Val

Pro

120

Leu

Asp

Asp

Lys

Gln
200

Pro

Arg

Pro

40

Arg

Thr

Cys

Glu

Pro

Leu

Asn

Ser

Ala

185

Gly

Ser

Ala

25

Gly

Gly

Leu

Gln

Ile
105

99

Ser

Asn

Ala

Lys

170

Asp

Leu

Ser

10

Ser

Arg

Val

Thr

Gln

90

Lys

Asp

Asn

Leu

155

Asp

Tyr

Ser

Leu

Gln

Ala

Pro

Ile

75

Ser

Arg

Glu

Phe

140

Gln

Ser

Glu

Ser

Ser

Asn

Pro

Ser

60

Ser

Tyr

Thr

Gln

125

Tyr

Ser

Thr

Lys

Pro
205

Ala

Ile

Glu

45

Arg

Ser

Ser

Val

Leu

Pro

Gly

Tyr

His

190

Val

Ser

Asn

30

Leu

Phe

Leu

Arg

Ala
110

Lys

Arg

Asn

Ser

175

Lys

Thr

Val

15

Arg

Leu

Ser

Gln

Gly

95

Ala

Ser

Glu

Ser

160

Leu

Val

Lys

Gly

Tyr

Ile

Gly

Pro

80

Thr

Pro
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Ser

Ala

Val

145

Ser

Thr

Cys

Asn

<210>
<211>
<212>
<213>

<400>

Val

Ser

130

Gln

Val

Leu

Glu

Arg
210

Phe

115

Val

Trp

Thr

Thr

Val

195

Gly

217
215
PRT
Homo

217

Asp Ile Gln

1

Asp

Leu

Tyr

Ser

65

Glu

Trp

Arg

Asn

Ala

50

Gly

Asp

Thr

Val

Trp

35

Ala

Ser

Phe

Phe

Ile

Val

Lys

Glu

Leu

180

Thr

Glu

Phe

Cys

Val

Gln

165

Ser

His

Cys

Sapiens

Met

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

Ile

Gln

Thr

Thr

Thr

85

Gln

Pro

Leu

Asp

150

Asp

Lys

Gln

Gln

Thr

Gln

Leu

His

70

Tyr

Gly

Pro

Leu

135

Asn

Ser

Ala

Gly

Ser

Cys

Lys

Gln

55

Phe

Tyr

Thr

Ser

120

Asn

Ala

Lys

Asp

Leu
200

Pro

Arg

Pro

40

Ser

Thr

Cys

Lys

Asp

Asn

Leu

Asp

Tyr

185

Ser

Ser

Ala

25

Gly

Gly

Leu

Gln

Val
105

100

Glu

Phe

Gln

Ser

170

Glu

Ser

Ser

10

Ser

Lys

Val

Thr

Gln

90

Glu

Gln

Tyr

Ser

155

Thr

Lys

Pro

Leu

Gln

Ala

Pro

Ile

75

Ser

Ile

Leu

Pro

140

Gly

Tyr

His

Val

Ser

Ser

Pro

Ser

60

Ser

Tyr

Lys

Lys

125

Arg

Asn

Ser

Lys

Thr
205

Ala

Ile

Lys

45

Arg

Ser

Gly

Arg

Ser

Glu

Ser

Leu

Val

190

Lys

Ser

Ser

30

Leu

Phe

Leu

Thr

Thr
110

Gly

Ala

Gln

Ser

175

Tyr

Ser

Val

15

Thr

Leu

Ser

Gln

Pro

95

Val

Thr

Lys

Glu

160

Ser

Ala

Phe

Gly

Tyr

Ile

Gly

Arg

Thr

Ala
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Ala

Gly

Ala

145

Gln

Ser

Tyr

Ser

<210>
<211>
<212>
<213>

<400>

Pro

Thr
130

Lys

Glu

Ser

Ala

Phe
210

Ser

115

Ala

Val

Ser

Thr

Cys
195

Asn

218
217
PRT
Homo

218

Gln Thr Val

1

Thr

Tyr

Leu

Ser

65

Gln

Ala

Val

Tyr

Ile

50

Gly

Pro

Gln

Thr

Pro

35

Tyr

Ser

Glu

Leu

Val

Ser

Gln

Val

Leu

180

Glu

Arg

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Sapiens

Val

Leu

20

Asn

Ser

Leu

Asp

Gly
100

Thr

Thr

Trp

Thr

Leu

Glu

85

Val

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Gln

Cys

Phe

Ser

Gly

70

Ala

Phe

Phe

Cys

135

Val

Gln

Ser

His

Cys
215

Glu

Ala

Gln

Lys

Gly

Glu

Gly

Pro

120

Leu

Asp

Asp

Lys

Gln
200

Pro

Ser

Gln

40

Lys

Lys

Tyr

Gly

Pro

Leu

Asn

Ser

Ala

185

Gly

Ser

Ser

25

Lys

His

Ala

Tyr

Gly
105

101

Ser

Asn

Ala

Lys

170

Asp

Leu

Leu

10

Thr

Pro

Ser

Ala

Cys

90

Thr

Asp

Asn

Leu

155

Asp

Tyr

Ser

Thr

Gly

Gly

Trp

Leu

75

Leu

Lys

Glu

Phe

140

Gln

Ser

Glu

Ser

Val

Ala

Gln

Thr

60

Thr

Leu

Leu

Gln

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

Val

Ala

45

Pro

Leu

Phe

Thr

Leu

Pro

Gly

Tyr

His

190

Val

Pro

Thr

30

Pro

Ala

Ser

Tyr

Val
110

Lys

Arg

Asn

Ser

175

Lys

Thr

Gly

15

Thr

Arg

Arg

Gly

Gly

95

Leu

Ser

Glu

Ser

160

Leu

Val

Lys

Gly

Gly

Ala

Phe

Val

80

Gly

Gly
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Gln

Glu

Tyr

145

Lys

Tyr

His

Lys

<210>
<211>
<212>
<213>

<400>

Pro

Leu

130

Pro

Ala

Ala

Lys

Thr
210

Lys

115

Gln

Gly

Gly

Ala

Ser

195

Val

219
215
PRT
Homo

219

Asp Ile Gln

1

Asp

Leu

Ser

Ser

65

Glu

Tyr

Arg

Asn

Ala

50

Gly

Asp

Thr

Val

Trp

35

Ala

Ser

Tyr

Phe

Ala

Ala

Ala

Val

Ser

180

Tyr

Ala

Ala

Asn

Val

Glu

165

Ser

Ser

Pro

Sapiens

Met

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

Ile

Gln

Ser

Thr

Thr

85

Gln

Pro

Lys

Thr

150

Thr

Tyr

Cys

Thr

Gln

Thr

Gln

Leu

Asp

70

Tyr

Gly

Ser

Ala

135

Val

Thr

Leu

Gln

Glu
215

Ser

Cys

Lys

Gln

55

Phe

Tyr

Thr

Val

120

Thr

Ala

Thr

Ser

Val

200

Cys

Pro

Arg

Pro

40

Ser

Thr

Cys

Lys

Thr

Leu

Trp

Pro

Leu

185

Thr

Ser

Ser

Ala

25

Gly

Gly

Leu

Gln

Leu
105

102

Leu

Val

Lys

Ser

170

Thr

His

Ser

10

Ser

Lys

Val

Thr

Gln

90

Glu

Phe

Cys

Ala

155

Lys

Pro

Glu

Leu

Gln

Ala

Pro

Ile

75

Ser

Ile

Pro

Leu

140

Asp

Gln

Glu

Gly

Ser

Ser

Pro

Ser

60

Ser

Tyr

Lys

Pro

125

Ile

Ser

Ser

Gln

Ser
205

Ala

Ile

Lys

45

Arg

Ser

Ser

Arg

Ser

Ser

Ser

Asn

Trp

190

Thr

Ser

Gly

30

Leu

Phe

Leu

Thr

Thr
110

Ser

Asp

Pro

Asn

175

Lys

Val

Val

15

Asn

Leu

Ser

His

Pro

95

Val

Glu

Phe

Val

160

Lys

Ser

Glu

Gly

Tyr

Ile

Gly

Arg

80

Pro

Ala
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Ala

Gly

Ala

145

Gln

Ser

Tyr

Ser

<210>
<211>
<212>
<213>

<400>

Pro

Thr
130

Lys

Glu

Ser

Ala

Phe
210

Ser

115

Ala

Val

Ser

Thr

Cys
195

Asn

220
215
PRT
Homo

220

Asp Ile Gln

1

Asp

Leu

Tyr

Ser

65

Glu

Trp

Arg

Asn

Ala

50

Gly

Asp

Thr

Val

Trp

35

Ala

Ser

Phe

Phe

Val

Ser

Gln

Val

Leu

180

Glu

Arg

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Sapiens

Met

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

Ile

Gln

Ser

Thr

Thr

85

Gln

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Gln

Thr

Gln

Leu

Asp

70

Tyr

Gly

Phe

Cys

135

Val

Gln

Ser

His

Cys
215

Ser

Cys

Lys

Gln

55

Phe

Tyr

Thr

Pro

120

Leu

Asp

Asp

Lys

Gln
200

Pro

Arg

Pro

40

Ser

Thr

Cys

Lys

Pro

Leu

Asn

Ser

Ala

185

Gly

Ser

Ala

25

Gly

Gly

Leu

Gln

Val
105

103

Ser

Asn

Ala

Lys

170

Asp

Leu

Ser

10

Ser

Lys

Val

Thr

Gln

90

Glu

Asp

Asn

Leu

155

Asp

Tyr

Ser

Leu

Gln

Ala

Pro

Ile

75

Ser

Ile

Glu

Phe

140

Gln

Ser

Glu

Ser

Ser

Ser

Pro

Ser

60

Ser

Tyr

Lys

Gln

125

Tyr

Ser

Thr

Lys

Pro
205

Ala

Ile

Lys

45

Arg

Ser

Ser

Arg

Leu

Pro

Gly

Tyr

His

190

Val

Ser

Ser

30

Leu

Phe

Leu

Thr

Thr
110

Lys

Arg

Asn

Ser

175

Lys

Thr

Val

15

Ser

Leu

Ser

Gln

Ser

95

Val

Ser

Glu

Ser

160

Leu

Val

Lys

Gly

Tyr

Ile

Gly

Pro

80

Thr

Ala
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Ala

Gly

Ala

145

Gln

Ser

Tyr

Ser

<210>
<211>
<212>
<213>

<400>

Pro

Thr
130

Lys

Glu

Ser

Ala

Phe
210

Ser

115

Ala

Val

Ser

Thr

Cys
195

Asn

221
214
PRT
Homo

221

Asp Ile Gln

1

Asp

Leu

Tyr

Ser

65

Glu

Thr

Arg

Asn

Ala

50

Gly

Asp

Phe

Val

Trp

35

Ala

Ser

Phe

Gly

Val

Ser

Gln

Val

Leu

180

Glu

Arg

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Sapiens

Leu

Thr

20

Tyr

Ser

Gly

Ala

Gln
100

Thr

Ile

Gln

Ser

Thr

Thr

85

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Phe

Cys

135

Val

Gln

Ser

His

Cys
215

Ser

Cys

Lys

Gln

55

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

Gln
200

Pro

Arg

Pro

40

Ser

Thr

Cys

Val

Pro

Leu

Asn

Ser

Ala

185

Gly

Ser

Ala

25

Gly

Gly

Leu

Gln

Glu
105

104

Ser

Asn

Ala

Lys

170

Asp

Leu

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Leu

Gln

Ala

Pro

Ile

75

Ser

Lys

Glu

Phe

140

Gln

Ser

Glu

Ser

Ser

Ser

Pro

Ser

60

Ser

Tyr

Arg

Gln

125

Tyr

Ser

Thr

Lys

Pro
205

Ala

Ile

Lys

45

Arg

Ser

Ser

Thr

Leu

Pro

Gly

Tyr

His

190

Val

Ser

Ser

30

Leu

Phe

Leu

Thr

Val
110

Lys

Arg

Asn

Ser

175

Lys

Thr

Val

15

Ser

Leu

Ser

Gln

Ser

95

Ala

Ser

Glu

Ser

160

Leu

Val

Lys

Gly

Tyr

Ile

Gly

Pro

80

Trp

Ala
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Pro

Thr

Lys

145

Glu

Ser

Ala

Phe

<210>
<211>
<212>
<213>

<400>

Ser

Ala

130

Val

Ser

Thr

Cys

Asn
210

Val

115

Ser

Gln

Val

Leu

Glu

195

Arg

222
216
PRT
Homo

222

Glu Ile Val

1

Glu

Leu

Tyr

Ser

65

Glu

Ile

Arg

Ala

Gly

Gly

Asp

Phe

Ala

Trp

35

Ala

Ser

Phe

Thr

Phe

Val

Trp

Thr

Thr

180

Val

Gly

Ile

Val

Lys

Glu

165

Leu

Thr

Glu

Sapiens

Leu

Thr

20

Tyr

Ser

Gly

Ala

Phe
100

Thr

Leu

Gln

Thr

Thr

Val

85

Gly

Phe

Cys

Val

150

Gln

Ser

His

Cys

Gln

Ser

Gln

Arg

Glu

70

Tyr

Pro

Pro

Leu

135

Asp

Asp

Lys

Gln

Ser

Cys

Lys

Ala

55

Phe

Tyr

Gly

Pro

120

Leu

Asn

Ser

Ala

Gly
200

Pro

Arg

Pro

40

Thr

Ser

Cys

Thr

Ser

Asn

Ala

Lys

Asp

185

Leu

Ala

Ala

25

Gly

Gly

Leu

Gln

Lys
105

105

Asp

Asn

Leu

Asp

170

Tyr

Ser

Thr

10

Ser

Gln

Val

Thr

Gln

90

Leu

Glu

Phe

Gln

155

Ser

Glu

Ser

Leu

Gln

Ala

Pro

Ile

75

Tyr

Asp

Gln

Tyr

140

Ser

Thr

Lys

Pro

Ser

Ser

Pro

Ala

60

Ser

Asn

Ile

Leu

125

Pro

Gly

Tyr

His

Val
205

Val

Val

Arg

45

Arg

Ser

Asn

Lys

Lys

Arg

Asn

Ser

Lys

190

Thr

Ser

Thr

30

Leu

Phe

Leu

Trp

Arg
110

Ser

Glu

Ser

Leu

175

Val

Lys

Pro

15

Ser

Leu

Ser

Gln

Pro

95

Thr

Gly

Ala

Gln

160

Ser

Tyr

Ser

Gly

Asn

Ile

Gly

Ser

80

Pro

Val
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Ala

Ser

Glu

145

Ser

Leu

Val

Lys

<210>
<211>
<212>
<213>

<400>

Ala

Gly

130

Ala

Gln

Ser

Tyr

Ser
210

Pro
115

Thr

Lys

Glu

Ser

Ala

195

Phe

223
215
PRT
Homo

223

Glu Ile Val

1

Glu

Tyr

Ile

Gly

Pro

Tyr

Arg

Leu

Tyr

50

Ser

Glu

Thr

Ala

Ala

35

Gly

Gly

Asp

Phe

Ser

Ala

Val

Ser

Thr

180

Cys

Asn

Val

Ser

Gln

Val

165

Leu

Glu

Arg

Sapiens

Leu

Thr

20

Trp

Ser

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Gln

Phe

Val

Trp

150

Thr

Thr

Val

Gly

Gln

Ser

Gln

Asn

Thr

70

Val

Gly

Ile

Val

135

Lys

Glu

Leu

Thr

Glu
215

Ser

Cys

His

Arg

55

Asp

Tyr

Thr

Phe

120

Cys

Val

Gln

Ser

His

200

Cys

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

Leu

Asp

Asp

Lys

185

Gln

Gly

Ala

25

Pro

Thr

Thr

Cys

Leu
105

106

Pro

Leu

Asn

Ser

170

Ala

Gly

Thr

10

Ser

Gly

Gly

Val

Gln

90

Glu

Ser

Asn

Ala

155

Lys

Asp

Leu

Leu

Gln

Gln

Ile

Thr

75

Gln

Ile

Asp

Asn

140

Leu

Asp

Tyr

Ser

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

125

Phe

Gln

Ser

Glu

Ser
205

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

Gln

Tyr

Ser

Thr

Lys

190

Pro

Ser

Ser

30

Arg

Arg

Arg

Thr

Thr
110

Leu

Pro

Gly

Tyr

175

His

Val

Pro

15

Ser

Leu

Phe

Leu

Ala
95

Val

Lys

Arg

Asn

160

Ser

Lys

Thr

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala
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Ala

Gly

Ala

145

Gln

Ser

Tyr

Ser

<210>
<211>
<212>
<213>

<400>

Pro

Thr
130

Lys

Glu

Ser

Ala

Phe
210

Ser

115

Ala

Val

Ser

Thr

Cys
195

Asn

224
216
PRT
Homo

224

Gln Ser Ala

1

Ser

Asn

Ile

Ser

65

Gln

Tyr

Ile

Tyr

Ile

50

Gly

Pro

Ser

Thr

Val

35

Thr

Ser

Glu

Tyr

Val

Ser

Gln

Val

Leu

180

Glu

Arg

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Sapiens

Leu

Ile

20

Ser

Asp

Lys

Asp

Val
100

Thr

Ser

Trp

Val

Ser

Glu

85

Phe

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Gln

Cys

Tyr

Asn

Gly

70

Ala

Gly

Phe

Cys

135

Val

Gln

Ser

His

Cys
215

Pro

Thr

Gln

Lys

Asn

Glu

Thr

Pro

120

Leu

Asp

Asp

Lys

Gln
200

Ala

Ala

His

40

Arg

Thr

Tyr

Gly

Pro

Leu

Asn

Ser

Ala

185

Gly

Ser

Thr

25

His

Pro

Ala

Ser

Thr
105

107

Ser

Asn

Ala

Lys

170

Asp

Leu

Val

10

Ser

Pro

Ser

Ser

Cys

90

Lys

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ser

Gly

Gly

Leu

75

Cys

Val

Glu

Phe

140

Gln

Ser

Glu

Ser

Gly

Asp

Lys

Val

60

Thr

Ser

Thr

Gln

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

Ile

Ala

45

Pro

Ile

Tyr

Val

Leu

Pro

Gly

Tyr

His

190

Val

Pro

Gly

30

Pro

Asp

Ser

Ala

Leu
110

Lys

Arg

Asn

Ser

175

Lys

Thr

Gly

15

Ala

Lys

Arg

Gly

Gly

95

Ser

Ser

Glu

Ser

160

Leu

Val

Lys

Gln

Tyr

Val

Phe

Leu
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Gln

Gln

Ile

Thr

75

Gln

Ile

Asp

Asn

140

Leu

Asp

Tyr

Ser

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

125

Phe

Gln

Ser

Glu

Ser
205

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

Gln

Tyr

Ser

Thr

Lys

190

Pro

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr
110

Leu

Pro

Gly

Tyr

175

His

Val

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Lys

Arg

Asn

160

Ser

Lys

Thr

Gly

Ser

Leu

Ser

Glu

80

Arg

Ala
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Ala

Gly

Ala

145

Gln

Ser

Tyr

Ser

<210>
<211>
<212>
<213>

<400>

Pro

Thr
130

Lys

Glu

Ser

Ala

Phe
210

Ser

115

Ala

Val

Ser

Thr

Cys
195

Asn

234
214
PRT
Homo

234

Asp Ile Gln

1

Asp

Leu

Tyr

Ser

65

Glu

Thr

Arg

Asn

Ala

50

Gly

Asp

Phe

Val

Trp

35

Ala

Ser

Phe

Gly

Val

Ser

Gln

Val

Leu

180

Glu

Arg

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Sapiens

Leu

Ile

20

Tyr

Ser

Gly

Ala

Gln
100

Thr

Ile

Gln

Phe

Thr

Thr

85

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Phe

Cys

135

Val

Gln

Ser

His

Cys
215

Ser

Cys

Lys

Gln

55

Phe

Asn

Lys

Pro

120

Leu

Asp

Asp

Lys

Gln
200

Pro

Arg

Pro

40

Ser

Thr

Cys

Val

Pro

Leu

Asn

Ser

Ala

185

Gly

Ser

Ser

25

Gly

Gly

Leu

Gln

Glu
105

117

Ser

Asn

Ala

Lys

170

Asp

Leu

Ser

10

Gly

Lys

Val

Thr

Gln

90

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Leu

Gln

Ala

Pro

Ile

75

Ser

Lys

Glu

Phe

140

Gln

Ser

Glu

Ser

Ala

Gly

Pro

Ser

60

Ser

Tyr

Arg

Gln

125

Tyr

Ser

Thr

Lys

Pro
205

Ala

Ile

Lys

45

Arg

Ser

Ser

Thr

Leu

Pro

Gly

Tyr

His

190

Val

Ser

Arg

30

Leu

Phe

Leu

Asp

Val
110

Lys

Arg

Asn

Ser

175

Lys

Thr

Val

15

Asn

Leu

Ser

Gln

Pro

95

Ala

Ser

Glu

Ser

160

Leu

Val

Lys

Gly

Tyr

Ile

Gly

Pro

80

Trp

Ala
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Pro

Thr

Lys

145

Glu

Ser

Ala

Phe

<210>
<211>
<212>
<213>

<400>

Ser

Ala

130

Val

Ser

Thr

Cys

Asn
210

Val

115

Ser

Gln

Val

Leu

Glu

195

Arg

235
213
PRT
Homo

235

Asp Ile Gln

1

Asp

Leu

Tyr

Ser

65

Glu

Phe

Arg

Asn

Ala

50

Gly

Asp

Gly

Val

Trp

35

Ala

Ser

Phe

Gln

Phe

Val

Trp

Thr

Thr

180

Val

Gly

Ile

Val

Lys

Glu

165

Leu

Thr

Glu

Sapiens

Met

Ile

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

Ile

Gln

Ser

Thr

Thr

85

Thr

Phe

Cys

Val

150

Gln

Ser

His

Cys

Gln

Thr

Gln

Leu

Asp

70

Tyr

Lys

Pro

Leu

135

Asp

Asp

Lys

Gln

Ser

Cys

Lys

Gln

55

Phe

Tyr

Val

Pro

120

Leu

Asn

Ser

Ala

Gly
200

Pro

Arg

Pro

40

Gly

Thr

Cys

Glu

Ser

Asn

Ala

Lys

Asp

185

Leu

Ser

Ala

25

Gly

Gly

Leu

Gln

Ile
105

118

Asp

Asn

Leu

Asp

170

Tyr

Ser

Ser

10

Ser

Lys

Val

Thr

Gln

90

Lys

Glu

Phe

Gln

155

Ser

Glu

Ser

Leu

Gln

Ala

Pro

Ile

75

Ser

Arg

Gln

Tyr

140

Ser

Thr

Lys

Pro

Ser

Ser

Pro

Ser

60

Ser

Tyr

Thr

Leu

125

Pro

Gly

Tyr

His

Val
205

Ala

Val

Lys

45

Arg

Ser

Arg

Val

Lys

Arg

Asn

Ser

Lys

190

Thr

Ser

Asn

30

Leu

Phe

Leu

Thr

Ala
110

Ser

Glu

Ser

Leu

175

Val

Lys

Val

15

Arg

Leu

Ser

Gln

Arg

95

Ala

Gly

Ala

Gln

160

Ser

Tyr

Ser

Gly

Tyr

Ile

Gly

Arg

Thr

Pro
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Ser

Ala

Val

145

Ser

Thr

Cys

Asn

<210>
<211>
<212>
<213>

<400>

Val

Ser

130

Gln

Val

Leu

Glu

Arg
210

Phe

115

Val

Trp

Thr

Thr

Val

195

Gly

236
214
PRT
Homo

236

Asp Ile Gln

1

Asp

Leu

Tyr

Ser

65

Glu

Thr

Gly

Asn

Ala

50

Gly

Asp

Phe

Ile

Trp

35

Ala

Ser

Phe

Gly

Ile

Val

Lys

Glu

Leu

180

Thr

Glu

Phe

Cys

Val

Gln

165

Ser

His

Cys

Sapiens

Met

Thr

20

Tyr

Ser

Gly

Ala

Gln
100

Thr

Ile

Gln

Arg

Thr

Thr

85

Gly

Pro

Leu

Asp

150

Asp

Lys

Gln

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Pro

Leu

135

Asn

Ser

Ala

Gly

Ser

Cys

Lys

Gln

55

Phe

Tyr

Lys

Ser

120

Asn

Ala

Lys

Asp

Leu
200

Pro

Arg

Pro

40

Ser

Thr

Cys

Val

Asp

Asn

Leu

Asp

Tyr

185

Ser

Ser

Ala

25

Gly

Gly

Leu

Gln

Glu
105

119

Glu

Phe

Gln

Ser

170

Glu

Ser

Ser

10

Ser

Lys

Val

Thr

His

90

Val

Gln

Tyr

Ser

155

Thr

Lys

Pro

Leu

Gln

Ala

Pro

Ile

75

Ser

Lys

Leu

Pro

140

Gly

Tyr

His

Val

Ser

Ser

Pro

Ser

60

Ser

Tyr

Arg

Lys

125

Arg

Asn

Ser

Lys

Thr
205

Ala

Val

Glu

45

Arg

Ser

Ser

Thr

Ser

Glu

Ser

Leu

Val

190

Lys

Ser

Arg

30

Leu

Phe

Leu

Thr

Val
110

Gly

Ala

Gln

Ser

175

Tyr

Ser

Val

15

Ser

Leu

Ser

Gln

Pro

95

Ala

Thr

Lys

Glu

160

Ser

Ala

Phe

Gly

Tyr

Ile

Gly

Pro

80

Val

Ala
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Pro

Thr

Lys

145

Glu

Ser

Ala

Phe

<210>
<211>
<212>
<213>

<400>

Ser

Ala

130

Val

Ser

Thr

Cys

Asn
210

Val

115

Ser

Gln

Val

Leu

Glu

195

Arg

237
215
PRT
Homo

237

Leu Ser Ser

1

Gln

Ala

Tyr

Ser

65

Glu

His

Thr

Ser

Gly

Thr

Asp

Tyr

Val

Trp

35

Lys

Ser

Gly

Val

Phe

Val

Trp

Thr

Thr

180

Val

Gly

Ile

Val

Lys

Glu

165

Leu

Thr

Glu

Sapiens

Glu

Arg

20

Tyr

Asn

Gly

Gly

Phe
100

Leu

Ile

Gln

Ile

Asn

Asp

85

Gly

Phe

Cys

Val

150

Gln

Ser

His

Cys

Thr

Thr

Gln

Arg

Thr

70

Tyr

Asp

Pro

Leu

135

Asp

Asp

Lys

Gln

Gln

Cys

Lys

Pro

55

Ala

Tyr

Gly

Pro

120

Leu

Asn

Ser

Ala

Gly
200

Asp

Gln

Pro

40

Ser

Ser

Cys

Thr

Ser

Asn

Ala

Lys

Asp

185

Leu

Pro

Gly

25

Gly

Gly

Leu

Asn

Arg
105

120

Asp

Asn

Leu

Asp

170

Tyr

Ser

Ala

10

Asp

Gln

Ile

Thr

Ser

90

Val

Glu

Phe

Gln

155

Ser

Glu

Ser

Val

Ser

Ala

Pro

Ile

75

Arg

Thr

Gln

Tyr

140

Ser

Thr

Lys

Pro

Ser

Leu

Pro

Asp

Thr

Asp

Val

Leu

125

Pro

Gly

Tyr

His

Val
205

Val

Arg

Ile

45

Arg

Gly

Thr

Val

Lys

Arg

Asn

Ser

Lys

190

Thr

Thr

His

30

Leu

Phe

Ala

Ser

Gly
110

Ser

Glu

Ser

Leu

175

Val

Lys

Leu

15

Ser

Val

Ser

Gln

Thr
95

Gln

Gly

Ala

Gln

160

Ser

Tyr

Ser

Gly

Tyr

Ile

Gly

Ala

80

Asp

Pro
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Lys

Gln

Gly

145

Gly

Ala

Ser

Val

<210>
<211>
<212>
<213>

<400>

Ala

Ala

130

Ala

Val

Ser

Tyr

Ala
210

Asn

115

Asn

Val

Glu

Ser

Ser

195

Pro

238
215
PRT
Homo

238

Asp Ile Gln

1

Asp

Leu

Phe

Ser

65

Glu

Tyr

Arg

Asn

Ala

50

Gly

Asp

Thr

Val

Trp

35

Ala

Ser

Phe

Phe

Pro

Lys

Thr

Thr

Tyr

180

Cys

Thr

Thr

Ala

Val

Thr

165

Leu

Gln

Glu

Sapiens

Met

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

Ile

Gln

Thr

Thr

Thr

85

Gln

Val

Thr

Ala

150

Lys

Ser

Val

Cys

Gln

Thr

Gln

Leu

Asp

70

Tyr

Gly

Thr

Leu

135

Trp

Pro

Leu

Thr

Ser
215

Ser

Cys

Lys

Gln

55

Phe

Tyr

Thr

Leu

120

Val

Lys

Ser

Thr

His
200

Pro

Arg

Pro

40

Ser

Thr

Cys

Lys

Phe

Cys

Ala

Lys

Pro

185

Glu

Ser

Ala

25

Gly

Gly

Leu

Gln

Leu
105

121

Pro

Leu

Asp

Gln

170

Glu

Gly

Ser

10

Ser

Lys

Val

Thr

Gln

90

Glu

Pro

Ile

Gly

155

Ser

Gln

Ser

Leu

Gln

Ala

Pro

Ile

75

Ser

Ile

Ser

Ser

140

Ser

Asn

Trp

Thr

Ser

Ser

Pro

Ser

60

Ser

Tyr

Lys

Ser

125

Asp

Pro

Asn

Lys

Val
205

Ala

Ile

Asn

45

Arg

Ser

Ser

Arg

Glu

Phe

Val

Lys

Ser

190

Glu

Ser

Ser

30

Leu

Phe

Leu

Ser

Thr
110

Glu

Tyr

Lys

Tyr

175

His

Lys

Val

15

Ser

Leu

Ser

Gln

Ser

95

Val

Leu

Pro

Ala

160

Ala

Arg

Thr

Gly

Trp

Ile

Gly

Pro

80

Val

Ala
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Ala

Gly

Ala

145

Gln

Ser

Tyr

Ser

<210>
<211>
<212>
<213>

<400>

Pro

Thr
130

Lys

Glu

Ser

Ala

Phe
210

Ser

115

Ala

Val

Ser

Thr

Cys
195

Asn

239
214
PRT
Homo

239

Asp Ile Gln

1

Asp

Leu

Tyr

Ser

65

Glu

Thr

Arg

Asn

Ala

50

Gly

Asp

Phe

Val

Trp

35

Ala

Ser

Phe

Gly

Val

Ser

Gln

Val

Leu

180

Glu

Arg

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Sapiens

Met

Thr

20

Tyr

Ser

Gly

Ala

Gln
100

Thr

Ile

Gln

Ser

Ile

Thr

85

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Phe

Cys

135

Val

Gln

Ser

His

Cys
215

Ser

Cys

Lys

Gln

55

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

Gln
200

Pro

Arg

Pro

40

Ser

Thr

Cys

Val

Pro

Leu

Asn

Ser

Ala

185

Gly

Ser

Ala

25

Gly

Gly

Leu

Gln

Glu
105

122

Ser

Asn

Ala

Lys

170

Asp

Leu

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Leu

Gln

Ala

Pro

Ile

75

Ser

Lys

Glu

Phe

140

Gln

Ser

Glu

Ser

Ser

Ser

Pro

Ser

60

Ser

Tyr

Arg

Gln

125

Tyr

Ser

Thr

Lys

Pro
205

Ala

Ile

Lys

45

Arg

Ser

Thr

Thr

Leu

Pro

Gly

Tyr

His

190

Val

Ser

Ser

30

Leu

Phe

Leu

Thr

Val
110

Lys

Arg

Asn

Ser

175

Lys

Thr

Val

15

Ser

Leu

Ser

Gln

Leu

95

Ala

Ser

Glu

Ser

160

Leu

Val

Lys

Gly

Tyr

Ile

Gly

Pro

80

Trp

Ala
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Pro

Thr

Lys

145

Glu

Ser

Ala

Phe

<210>
<211>
<212>
<213>

<400>

Ser

Ala

130

Val

Ser

Thr

Cys

Asn
210

Val

115

Ser

Gln

Val

Leu

Glu

195

Arg

240
217
PRT
Homo

240

Glu Ile Val

1

Glu

His

Leu

Gly

Pro

Pro

Arg

Leu

Tyr

50

Ser

Glu

Met

Ala

Ala

35

Gly

Gly

Asp

Tyr

Phe

Val

Trp

Thr

Thr

180

Val

Gly

Ile

Val

Lys

Glu

165

Leu

Thr

Glu

Sapiens

Leu

Thr

20

Trp

Ala

Thr

Phe

Thr
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Phe

Phe

Cys

Val

150

Gln

Ser

His

Cys

Gln

Ser

Gln

Arg

Thr

70

Val

Gly

Pro

Leu

135

Asp

Asp

Lys

Gln

Ser

Cys

Gln

Arg

55

Asp

Tyr

Gln

Pro

120

Leu

Asn

Ser

Ala

Gly
200

Pro

Arg

Lys

40

Ala

Phe

Phe

Gly

Ser

Asn

Ala

Lys

Asp

185

Leu

Gly

Ala

25

Pro

Thr

Thr

Cys

Thr
105

123

Asp

Asn

Leu

Asp

170

Tyr

Ser

Thr
10

Asn

Gly

Gly

Leu

Gln

90

Lys

Glu

Phe

Gln

155

Ser

Glu

Ser

Leu

Gln

Gln

Ile

Ile

75

Leu

Leu

Gln

Tyr

140

Ser

Thr

Lys

Pro

Ser

Tyr

Ala

Pro

60

Ile

Tyr

Glu

Leu

125

Pro

Gly

Tyr

His

Val
205

Leu

Val

Pro

45

Asp

Ser

Asp

Ile

Lys

Arg

Asn

Ser

Lys

190

Thr

Ser

Asn

30

Arg

Arg

Arg

His

Lys
110

Ser

Glu

Ser

Leu

175

Val

Lys

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Arg

Gly

Ala

Gln

160

Ser

Tyr

Ser

Arg

Asn

Leu

Ser

Glu

80

Arg

Thr
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Val

Lys

Arg

145

Asn

Ser

Lys

Thr

<210>
<211>
<212>
<213>

<400>

Ala

Ser

130

Glu

Ser

Leu

Val

Lys
210

Ala

115

Gly

Ala

Gln

Ser

Tyr

195

Ser

241
216
PRT
Homo

241

Glu Ile Val

1

Glu

Tyr

Ile

Gly

Pro

Pro

Arg

Leu

Tyr

50

Ser

Glu

Ile

Ala

Ala

35

Gly

Gly

Asp

Thr

Pro

Thr

Lys

Glu

Ser

180

Ala

Phe

Ser

Ala

Val

Ser

165

Thr

Cys

Asn

Sapiens

Leu

Thr

20

Trp

Ala

Ser

Phe

Phe
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Gly

Val

Ser

Gln

150

Val

Leu

Glu

Arg

Gln

Ser

Gln

Asn

Thr

70

Val

Gln

Phe

Val

135

Trp

Thr

Thr

Val

Gly
215

Ser

Cys

Gln

Arg

55

Asp

Tyr

Gly

Ile

120

Val

Lys

Glu

Leu

Thr

200

Glu

Pro

Arg

Lys

40

Ala

Phe

Tyr

Thr

Phe

Cys

Val

Gln

Ser

185

His

Cys

Gly

Ala

25

Pro

Thr

Thr

Cys

Arg
105

124

Pro

Leu

Asp

Asp

170

Lys

Gln

Thr
10

Ser

Gly

Gly

Leu

Gln

90

Leu

Pro

Leu

Asn

155

Ser

Ala

Gly

Leu

Gln

Gln

Ile

Thr

75

His

Glu

Ser

Asn

140

Ala

Lys

Asp

Leu

Ser

Ser

Ala

Pro

60

Ile

Tyr

Ile

Asp

125

Asn

Leu

Asp

Tyr

Ser
205

Leu

Phe

Pro

45

Asp

Ser

Gly

Lys

Glu

Phe

Gln

Ser

Glu

190

Ser

Ser

Ser

30

Arg

Arg

Arg

Ser

Arg
110

Gln

Tyr

Ser

Thr

175

Lys

Pro

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Thr

Leu

Pro

Gly

160

Tyr

His

Val

Gly

Gly

Leu

Ser

Glu

80

Pro

Val
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Ala

Ser

Glu

145

Ser

Leu

Val

Lys

<210>
<211>
<212>
<213>

<400>

Ala

Gly

130

Ala

Gln

Ser

Tyr

Ser
210

Pro
115

Thr

Lys

Glu

Ser

Ala

195

Phe

242
215
PRT
Homo

242

Asp Ile Gln

1

Asp

Leu

Phe

Ser

65

Glu

Leu

Arg

Asn

Ala

50

Gly

Asp

Thr

Val

Trp

35

Ala

Ser

Phe

Phe

Ser

Ala

Val

Ser

Thr

180

Cys

Asn

Val

Ser

Gln

Val

165

Leu

Glu

Arg

Sapiens

Met

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

Ile

Gln

Ser

Thr

Thr

85

Gly

Phe

Val

Trp

150

Thr

Thr

Val

Gly

Gln

Thr

Gln

Leu

Asp

70

Tyr

Gly

Ile
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