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SEQUENCE LISTING

<110> BASF Plant Science GmbH

<120> NODULE EXPRESSED GENES FOR PATHOGEN CONTROL AND METHODS OF USE IN

PLANTS
<130> PF 61151-PCT
<160> 19

<170> PatentIn version 3.4

<210> 1
<211> 192
<212> DNA

<213> Medicago truncatula

<400> 1

atgcaaatag gaaaaaatat ggttgaaact cagaagttag tttatgttat acttttattt

ctttctatat ttcttttcac taactctcct ttgagtcaga ttatttttag tgaatgtaaa

acagataaag attgtccaaa atatcagaga gctaatatta ggtgtcgtaa aggccaatgt

gtaaggatct aa

<210> 2
<211> 63
<212> PRT

<213> Medicago truncatula

<400> 2

Met GIn Ile Gly Lys Asn Met val Glu Thr Gln

1 5

10

ITe Leu Leu Phe Leu Ser Ile Phe Leu Phe Thr

20

Gln ITe I1e Phe Ser Glu Cys Lys Thr Asp Lys
40

35

Gln Arg Ala Asn Ile Arg Cys Arg Lys Gly Gln

50 55
<210> 3
<211> 189
<212> DNA

<213> Medicago truncatula

<400> 3

atggctgaaa gtccgaagtt tgtttacgtt ttgattttat

ataatagtat gtgattttgc ctttttacca acttctcgaa

tgtcgacaag tgagaaatta tattgctagg tgtcgtaaag

gtgagatga
<210> 4
<211> 62

Seite 1

Lys Leu val Tyr val
15

Asn Ser Pro Leu Ser
Asp Cys Pro Lys Tyr
45

Cys val Arg Ile
60

ttatttcaat atttaatgcc
attgtataac aaataaagat

gccagtgcct acagagccca

60
120
180
192

60
120
180
189
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<212> PRT
<213> Medicago truncatula
<400> 4
Met Ala Glu Ser Pro Lys Phe val Tyr val Leu Ile Leu Phe Ile Ser
1 5 10 15

Ile Phe Asn Ala Ile Ile val Cys Asp Phe Ala Phe Leu Pro Thr Ser
20 25 30

Arg Asn Cys Ile Thr Asn Lys Asp Cys Arg Gln val Arg Asn Tyr Ile
35 40 45

Ala Arg Cys Arg Lys Gly GIn Cys Leu Gln Ser Pro val Arg
50 55

60
<210> 5
<211> 189
<212> DNA
<213> Medicago truncatula
<400> 5

atgactgaaa ctctgaagtt tgtttatatt ttgattctat ttattttcat atttcttgtc
ttaatggtat gtgattccgc ttttatacaa ttatctaagc cttgtatatc agataaagaa

tgttcaattg tgaaaaatta tagagctaga tgtcggaaag gctattgtgt aagacgcagg

ataagatga

<210> 6

<211> 62

<212> PRT

<213> Medicago truncatula
<400> ©

Met Thr Glu Thr Leu Lys Phe val Tyr Ile Leu ITe Leu Phe Ile Phe
1 5 10

Ile Phe Leu val Leu Met val Cys Asp Ser Ala Phe Ile Gln Leu Ser
20 25 30

Lys Pro Cys Ile Ser Asp Lys Glu Cys Ser Ile val Lys Asn Tyr Arg
35 40 45

Ala Arg Cys Arg Lys Gly Tyr Cys val Arg Arg Arg Ile Arg
50 55 60

<210> 7

<211> 189

<212> DNA

<213> Medicago truncatula

<400> 7
atggttaaaa ctccgaagtt agtttatgtt ctaattctat ttctttccat atgttttagc

atcacaattt ctaattcttc tttcggtagg atagtttatt ggaattgtaa aacagataaa

Seite 2

60
120
180
189

60
120
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gattgtaaac aacatcgagg atttaatttt aggtgtcgta gcggaaattg tatacccata

agaagataa

<210> 8

<211> 62

<212> PRT

<213> Medicago truncatula

<400>

Met val Lys Thr

1

Ile Cys Phe Ser

20

Tyr Trp Asnh Cys
35

Asn Phe Arg Cys
50

<210>
<211>
<212>
<213>

<400>

8

5

9

189

DNA

Medicago truncatula

9

Pro Lys Leu val Tyr val Leu
10
Ile Thr Ile Ser Asn Ser Ser

Lys Thr Asp Lys Asp Cys Lys
40

Arg Ser Gly Asn Cys Ile Pro
55

atgtctgaaa ctttgaagtt tgtttatgtt ctgattctat

gtaatagtat gtgattctat ttatttccct gtttctcgtc

tgtccaaaca tgaaacatta taaagctaaa tgtcggaaag

gtgagatga

<210> 10

<211> 62

<212> PRT

<213> Medicago truncatula

<400>

10

Met Ser Glu Thr Leu Lys Phe val Tyr val Leu
1 5

10

Ile Phe His val val Ile val Cys Asp Ser Ile
25

20

Arg Pro Cys Ile Thr Asp Lys Asp Cys Pro Asn
35 40

Ala E%s Cys Arg Lys Gly Ege Cys Ile Ser Ser

<210>
<211>
<212>

11
189
DNA

Seite 3

ITe Leu Phe Leu Ser
15

Phe Gly Arg Ile val
30
Gln His Arg Gly Phe
45

Ile Arg Arg
60

ttatttccat atttcatgtt
cttgtataac tgataaagat

gcttttgtat aagtagcagg

ITe Leu Phe Ile Ser
15

Tyr Phe Pro val Ser
30

Met Lys His Tyr Lys
45

Arg val Arg
60

180
189

60
120
180
189
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<213> Medicago truncatula

<400> 11
atggccgaaa cattaaagtt tgtttatgtt ctgattctat ttatttccat actttttgtc

gtaatagtat gtgattctag ttatatacct atttctcatc cttgtacaac agtgaaagat

tgtccagaag tgaaaaatta taaatctaga tgtctgaaag gcttgtgtat aagtggcaga

ttgagatga

<210> 12

<211> 62

<212> PRT

<213> Medicago truncatula
<400> 12

Met Ala Glu Thr Leu Lys Phe val Tyr val Leu ITe Leu Phe Ile Ser
1 5 10

Ile Leu Phe val val Ile val Cys Asp Ser Ser Tyr Ile Pro Ile Ser
20 25 30

His Pro Cys Thr Thr val Lys Asp Cys Pro Glu val Lys Asn Tyr Lys
35 40 45

Ser Arg Cys Leu Lys Gly Leu Cys Ile Ser Gly Arg Leu Arg
50 55

60
<210> 13
<211> 207
<212> DNA
<213> Medicago truncatula
<400> 13

atgcaaagaa cgaaaaatat ggctgaaact ctgaagtttg tttatgtttt gattctattt
atttcattgt ttcttgtctt aatagtatgt gattctgctt ttgtagcaaa tactgaaact
tgtataacag ataaagattg tccaaatggg agaaactata ttggtaggtg tcgtaaaggc

cactgccagc agaggctagt tagatga

<210> 14

<211> 68

<212> PRT

<213> Medicago truncatula
<400> 14

Met GIn Arg Thr Lys Asn Met Ala Glu Thr Leu Lys Phe val Tyr val
1 5 10 15

Leu Ile Leu Phe Ile Ser Leu Phe Leu val Leu Ile val Cys Asp Ser
30

Ala Phe val Ala Asn Thr Glu Igr Cys ITe Thr Asp zgs Asp Cys Pro
35

Seite 4

60
120
180
189

60
120
180
207
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Asn Gly Arg Asn Tyr Ile Gly Arg Cys Arg Lys Gly His Cys Gln Gln
50 55 60

Arg Leu val Arg
65

<210> 15

<211> 180

<212> DNA

<213> Medicago truncatula
<400> 15

atggctgaaa ctttaaagtt tgtttacgtt atgattctat ttttatccat atttcttgtt
ataacaatat ctaattctaa tccttacatt attaatattt tgtgtaaaac agataaagat

tgtccaaaag ttcaaggagc taatattagg tgtcgtagtg gcaaatgcgt acaagtctaa

<210> 16

<211> 59

<212> PRT

<213> Medicago truncatula
<400> 16

Met Ala Glu Thr Leu Lys Phe val Tyr val Met Ile Leu Phe Leu Ser
1 5 10

Ile Phe Leu val Ile Thr Ile Ser Asn Ser Asn Pro Tyr Ile Ile Asn
20 25 30

Ile Leu Cys Lys Thr Asp Lys Asp Cys Pro Lys val GIn Gly Ala Asn
35 40 45

Ile Arg Cys Arg Ser Gly Lys Cys val Gln val
50 55

<210> 17

<211> 189

<212> DNA

<213> Medicago truncatula
<400> 17

atgactgaaa ctctgaagtt tgtttatgtt ttaattttat ttatttcaat atttcttgtc
ataatagtat gtgaatcttc tttttttcca agttctccag tttgtaaaac agataaagat

tgtccacaat tgagaggtta tactgctagg tgtcgtaaaa cccaatgcct actaatccca

cgaggatga

<210> 18

<211> 62

<212> PRT

<213> Medicago truncatula
<400> 18

Met Thr Glu Thr Leu Lys Phe val Tyr ¥81 Leu ITe Leu Phe Ile Ser
1 5

Seite 5

60
120
180

60
120
180
189
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Ile Phe Leu val Ile Ile val Cys Glu Ser Ser Phe Phe Pro Ser Ser
25

Pro val Cys Lys Thr Asp Lys Asp Cys Pro Gln
35 40

Ala Arg Cys Arg Lys Thr Gln Cys Leu Leu Ile
50 55

<210>
<211>
<212>
<213>

<400> 19
aattcgaatc

19
325
DNA

tgacagctag
agaatcaaca
cggcgttaag
atcccctctt

ccccceccttce

caaaaattac
caacgattgt
tcagcgttaa
cgttgaaaga
ccttcaccgc

tatctctcct

Petroselinum crispum

ggatatgaat
acaattgctt
caaacggccc
ctcctatcga
ctcaaacaca

ttctc

ataggcatat
ctttaaaaaa
cgttacggcc
aatacgtaac

aaaataatct

Seite 6

Leu Arg Gly Tyr Thr
45

Pro Arg Gly

60

ccgtatccga
ggaagaaaga
caaacggtca
cgcaaacgtg

tctacagcct

attatccgtt
aagaaagaaa
tatagagtaa
tcatagtcag

atatatacaa

60
120
180
240
300
325



