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                     LISTADO DE SECUENCIAS

<110>  Fundacion Centro Nacional de Investigaciones Oncológicas

<120>  Modelo animal para el estudio de la angiogénesis y 
       linfoangiogénesis in vivo.

<130>  1599.6

<160>  6

<170>  PatentIn version 3.4

<210>  1
<211>  2915
<212>  DNA
<213>  Artificial

<220>
<223>  construcción (fusión) IRES-EGFPluc

<400>  1
aattccggtt attttccacc atattgccgt cttttggcaa tgtgagggcc cggaaacctg     60

gccctgtctt cttgacgagc attcctaggg gtctttcccc tctcgccaaa ggaatgcaag    120

gtctgttgaa tgtcgtgaag gaagcagttc ctctggaagc ttcttgaaga caaacaacgt    180

ctgtagcgac cctttgcagg cagcggaacc ccccacctgg cgacaggtgc ctctgcggcc    240

aaaagccacg tgtataagat acacctgcaa aggcggcaca accccagtgc cacgttgtga    300

gttggatagt tgtggaaaga gtcaaatggc tctcctcaag cgtattcaac aaggggctga    360

aggatgccca gaaggtaccc cattgtatgg gatctgatct ggggcctcgg tgcacatgct    420

ttacatgtgt ttagtcgagg ttaaaaaacg tctaggcccc ccgaaccacg gggacgtggt    480

tttcctttga aaaacacgat gataatacca tggtgagcaa gggcgaggag ctgttcaccg    540

gggtggtgcc catcctggtc gagctggacg gcgacgtaaa cggccacaag ttcagcgtgt    600

ccggcgaggg cgagggcgat gccacctacg gcaagctgac cctgaagttc atctgcacca    660

ccggcaagct gcccgtgccc tggcccaccc tcgtgaccac cctgacctac ggcgtgcagt    720

gcttcagccg ctaccccgac cacatgaagc agcacgactt cttcaagtcc gccatgcccg    780

aaggctacgt ccaggagcgc accatcttct tcaaggacga cggcaactac aagacccgcg    840

ccgaggtgaa gttcgagggc gacaccctgg tgaaccgcat cgagctgaag ggcatcgact    900

tcaaggagga cggcaacatc ctggggcaca agctggagta caactacaac agccacaacg    960

tctatatcat ggccgacaag cagaagaacg gcatcaaggt gaacttcaag atccgccaca   1020

acatcgagga cggcagcgtg cagctcgccg accactacca gcagaacacc cccatcggcg   1080

acggccccgt gctgctgccc gacaaccact acctgagcac ccagtccgcc ctgagcaaag   1140

accccaacga gaagcgcgat cacatggtcc tgctggagtt cgtgaccgcc gccgggatca   1200

ctctcggcat ggacgagctg tacaagtccg gccggactca gatctcgagc tcaagcttcg   1260

aattcgaaga cgccaaaaac ataaagaaag gcccggcgcc attctatccg ctggaagatg   1320

gaaccgctgg agagcaactg cataaggcta tgaagagata cgccctggtt cctggaacaa   1380
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ttgcttttac agatgcacat atcgaggtgg acatcactta cgctgagtac ttcgaaatgt   1440

ccgttcggtt ggcagaagct atgaaacgat atgggctgaa tacaaatcac agaatcgtcg   1500

tatgcagtga aaactctctt caattcttta tgccggtgtt gggcgcgtta tttatcggag   1560

ttgcagttgc gcccgcgaac gacatttata atgaacgtga attgctcaac agtatgggca   1620

tttcgcagcc taccgtggtg ttcgtttcca aaaaggggtt gcaaaaaatt ttgaacgtgc   1680

aaaaaaagct cccaatcatc caaaaaatta ttatcatgga ttctaaaacg gattaccagg   1740

gatttcagtc gatgtacacg ttcgtcacat ctcatctacc tcccggtttt aatgaatacg   1800

attttgtgcc agagtccttc gatagggaca agacaattgc actgatcatg aactcctctg   1860

gatctactgg tctgcctaaa ggtgtcgctc tgcctcatag aactgcctgc gtgagattct   1920

cgcatgccag agatcctatt tttggcaatc aaatcattcc ggatactgcg attttaagtg   1980

ttgttccatt ccatcacggt tttggaatgt ttactacact cggatatttg atatgtggat   2040

ttcgagtcgt cttaatgtat agatttgaag aagagctgtt tctgaggagc cttcaggatt   2100

acaagattca aagtgcgctg ctggtgccaa ccctattctc cttcttcgcc aaaagcactc   2160

tgattgacaa atacgattta tctaatttac acgaaattgc ttctggtggc gctcccctct   2220

ctaaggaagt cggggaagcg gttgccaaga ggttccatct gccaggtatc aggcaaggat   2280

atgggctcac tgagactaca tcagctattc tgattacacc cgagggggat gataaaccgg   2340

gcgcggtcgg taaagttgtt ccattttttg aagcgaaggt tgtggatctg gataccggga   2400

aaacgctggg cgttaatcaa agaggcgaac tgtgtgtgag aggtcctatg attatgtccg   2460

gttatgtaaa caatccggaa gcgaccaacg ccttgattga caaggatgga tggctacatt   2520

ctggagacat agcttactgg gacgaagacg aacacttctt catcgttgac cgcctgaagt   2580

ctctgattaa gtacaaaggc tatcaggtgg ctcccgctga attggaatcc atcttgctcc   2640

aacaccccaa catcttcgac gcaggtgtcg caggtcttcc cgacgatgac gccggtgaac   2700

ttcccgccgc cgttgttgtt ttggagcacg gaaagacgat gacggaaaaa gagatcgtgg   2760

attacgtcgc cagtcaagta acaaccgcga aaaagttgcg cggaggagtt gtgtttgtgg   2820

acgaagtacc gaaaggtctt accggaaaac tcgacgcaag aaaaatcaga gagatcctca   2880

taaaggccaa gaagggcgga aagatcgccg tgtaa                              2915

<210>  2
<211>  1363
<212>  PRT
<213>  Mus musculus

<400>  2

Met Gln Pro Gly Ala Ala Leu Asn Leu Arg Leu Trp Leu Cys Leu Gly 
1               5                   10                  15

Leu Leu Gln Gly Leu Ala Asn Gly Tyr Ser Met Thr Pro Pro Thr Leu 
            20                  25                  30

Asn Ile Thr Glu Asp Ser Tyr Val Ile Asp Thr Gly Asp Ser Leu Ser 
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        35                  40                  45

Ile Ser Cys Arg Gly Gln His Pro Leu Glu Trp Thr Trp Pro Gly Ala 
    50                  55                  60

Gln Glu Val Leu Thr Thr Gly Gly Lys Asp Ser Glu Asp Thr Arg Val 
65                  70                  75                  80

Val His Asp Cys Glu Gly Thr Glu Ala Arg Pro Tyr Cys Lys Val Leu 
                85                  90                  95

Leu Leu Ala Gln Thr His Ala Asn Asn Thr Gly Ser Tyr His Cys Tyr 
            100                 105                 110

Tyr Lys Tyr Ile Lys Ala Arg Ile Glu Gly Thr Thr Ala Ala Ser Thr 
        115                 120                 125

Tyr Val Phe Val Arg Asp Phe Lys His Pro Phe Ile Asn Lys Pro Asp 
    130                 135                 140

Thr Leu Leu Val Asn Arg Lys Asp Ser Met Trp Val Pro Cys Leu Val 
145                 150                 155                 160 

Ser Ile Pro Gly Leu Asn Ile Thr Leu Arg Ser Gln Ser Ser Ala Leu 
                165                 170                 175

His Pro Asp Gly Gln Glu Val Leu Trp Asp Asp Arg Arg Gly Met Arg 
            180                 185                 190

Val Pro Thr Gln Leu Leu Arg Asp Ala Leu Tyr Leu Gln Cys Glu Thr 
        195                 200                 205

Thr Trp Gly Asp Gln Asn Phe Leu Ser Asn Leu Phe Val Val His Ile 
    210                 215                 220

Thr Gly Asn Glu Leu Tyr Asp Ile Gln Leu Tyr Pro Lys Lys Ser Met 
225                 230                 235                 240 

Glu Leu Leu Val Gly Glu Lys Leu Val Leu Asn Cys Thr Val Trp Ala 
                245                 250                 255

Glu Phe Asp Ser Gly Val Thr Phe Asp Trp Asp Tyr Pro Gly Lys Gln 
            260                 265                 270

Ala Glu Arg Ala Lys Trp Val Pro Glu Arg Arg Ser Gln Gln Thr His 
        275                 280                 285

Thr Glu Leu Ser Ser Ile Leu Thr Ile His Asn Val Ser Gln Asn Asp 
    290                 295                 300

Leu Gly Pro Tyr Val Cys Glu Ala Asn Asn Gly Ile Gln Arg Phe Arg 
305                 310                 315                 320 



 4

Glu Ser Thr Glu Val Ile Val His Glu Lys Pro Phe Ile Ser Val Glu 
                325                 330                 335

Trp Leu Lys Gly Pro Val Leu Glu Ala Thr Ala Gly Asp Glu Leu Val 
            340                 345                 350

Lys Leu Pro Val Lys Leu Ala Ala Tyr Pro Pro Pro Glu Phe Gln Trp 
        355                 360                 365

Tyr Lys Asp Arg Lys Ala Val Thr Gly Arg His Asn Pro His Ala Leu 
    370                 375                 380

Val Leu Lys Glu Val Thr Glu Ala Ser Ala Gly Val Tyr Thr Leu Ala 
385                 390                 395                 400 

Leu Trp Asn Ser Ala Ala Gly Leu Arg Gln Asn Ile Ser Leu Glu Leu 
                405                 410                 415

Val Val Asn Val Pro Pro His Ile His Glu Lys Glu Ala Ser Ser Pro 
            420                 425                 430

Ser Ile Tyr Ser Arg His Ser Arg Gln Thr Leu Thr Cys Thr Ala Tyr 
        435                 440                 445

Gly Val Pro Gln Pro Leu Ser Val Gln Trp His Trp Arg Pro Trp Thr 
    450                 455                 460

Pro Cys Lys Thr Phe Ala Gln Arg Ser Leu Arg Arg Arg Gln Gln Arg 
465                 470                 475                 480 

Asp Gly Met Pro Gln Cys Arg Asp Trp Lys Glu Val Thr Thr Gln Asp 
                485                 490                 495

Ala Val Asn Pro Ile Glu Ser Leu Asp Ser Trp Thr Glu Phe Val Glu 
            500                 505                 510

Gly Lys Asn Lys Thr Val Ser Lys Leu Val Ile Gln Asp Ala Asn Val 
        515                 520                 525

Ser Ala Met Tyr Lys Cys Val Val Val Asn Lys Val Gly Gln Asp Glu 
    530                 535                 540

Arg Leu Ile Tyr Phe Tyr Val Thr Thr Ile Pro Asp Gly Phe Ser Ile 
545                 550                 555                 560 

Glu Ser Glu Pro Ser Glu Asp Pro Leu Glu Gly Gln Ser Val Arg Leu 
                565                 570                 575

Ser Cys Arg Ala Asp Asn Tyr Thr Tyr Glu His Leu Arg Trp Tyr Arg 
            580                 585                 590
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Leu Asn Leu Ser Thr Leu His Asp Ala Gln Gly Asn Pro Leu Leu Leu 
        595                 600                 605

Asp Cys Lys Asn Val His Leu Phe Ala Thr Pro Leu Glu Ala Asn Leu 
    610                 615                 620

Glu Glu Ala Glu Pro Gly Ala Arg His Ala Thr Leu Ser Leu Asn Ile 
625                 630                 635                 640 

Pro Arg Val Ala Pro Glu Asp Glu Gly Asp Tyr Val Cys Glu Val Gln 
                645                 650                 655

Asp Arg Arg Ser Gln Asp Lys His Cys His Lys Lys Tyr Leu Ser Val 
            660                 665                 670

Gln Ala Leu Glu Ala Pro Arg Leu Thr Gln Asn Leu Thr Asp Leu Leu 
        675                 680                 685

Val Asn Val Ser Asp Ser Leu Glu Met Arg Cys Pro Val Ala Gly Ala 
    690                 695                 700

His Val Pro Ser Ile Val Trp Tyr Lys Asp Glu Arg Leu Leu Glu Lys 
705                 710                 715                 720 

Glu Ser Gly Ile Asp Leu Ala Asp Ser Asn Gln Arg Leu Ser Ile Gln 
                725                 730                 735

Arg Val Arg Glu Glu Asp Ala Gly Arg Tyr Leu Cys Ser Val Cys Asn 
            740                 745                 750

Ala Lys Gly Cys Val Asn Ser Ser Ala Ser Val Ala Val Glu Gly Ser 
        755                 760                 765

Glu Asp Lys Gly Ser Met Glu Ile Val Ile Leu Ile Gly Thr Gly Val 
    770                 775                 780

Ile Ala Val Phe Phe Trp Val Leu Leu Leu Leu Ile Phe Cys Asn Met 
785                 790                 795                 800 

Lys Arg Pro Ala His Ala Asp Ile Lys Thr Gly Tyr Leu Ser Ile Ile 
                805                 810                 815

Met Asp Pro Gly Glu Val Pro Leu Glu Glu Gln Cys Glu Tyr Leu Ser 
            820                 825                 830

Tyr Asp Ala Ser Gln Trp Glu Phe Pro Arg Glu Arg Leu His Leu Gly 
        835                 840                 845

Arg Val Leu Gly His Gly Ala Phe Gly Lys Val Val Glu Ala Ser Ala 
    850                 855                 860
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Phe Gly Ile Asn Lys Gly Ser Ser Cys Asp Thr Val Ala Val Lys Met 
865                 870                 875                 880 

Leu Lys Glu Gly Ala Thr Ala Ser Glu His Arg Ala Leu Met Ser Glu 
                885                 890                 895

Leu Lys Ile Leu Ile His Ile Gly Asn His Leu Asn Val Val Asn Leu 
            900                 905                 910

Leu Gly Ala Cys Thr Lys Pro Asn Gly Pro Leu Met Val Ile Val Glu 
        915                 920                 925

Phe Cys Lys Tyr Gly Asn Leu Ser Asn Phe Leu Arg Val Lys Arg Asp 
    930                 935                 940

Thr Phe Asn Pro Tyr Ala Glu Lys Ser Pro Glu Gln Arg Arg Arg Phe 
945                 950                 955                 960 

Arg Ala Met Val Glu Gly Ala Lys Ala Asp Arg Arg Arg Pro Gly Ser 
                965                 970                 975

Ser Asp Arg Ala Leu Phe Thr Arg Phe Leu Met Gly Lys Gly Ser Ala 
            980                 985                 990

Arg Arg Ala Pro Leu Val Gln Glu  Ala Glu Asp Leu Trp  Leu Ser Pro 
        995                 1000                 1005

Leu Thr  Met Glu Asp Leu Val  Cys Tyr Ser Phe Gln  Val Ala Arg 
    1010                 1015                 1020

Gly Met  Glu Phe Leu Ala Ser  Arg Lys Cys Ile His  Arg Asp Leu 
    1025                 1030                 1035

Ala Ala  Arg Asn Ile Leu Leu  Ser Glu Ser Asp Ile  Val Lys Ile 
    1040                 1045                 1050

Cys Asp  Phe Gly Leu Ala Arg  Asp Ile Tyr Lys Asp  Pro Asp Tyr 
    1055                 1060                 1065

Val Arg  Lys Gly Ser Ala Arg  Leu Pro Leu Lys Trp  Met Ala Pro 
    1070                 1075                 1080

Glu Ser  Ile Phe Asp Lys Val  Tyr Thr Thr Gln Ser  Asp Val Trp 
    1085                 1090                 1095

Ser Phe  Gly Val Leu Leu Trp  Glu Ile Phe Ser Leu  Gly Ala Ser 
    1100                 1105                 1110

Pro Tyr  Pro Gly Val Gln Ile  Asn Glu Glu Phe Cys  Gln Arg Leu 
    1115                 1120                 1125

Lys Asp  Gly Thr Arg Met Arg  Ala Pro Glu Leu Ala  Thr Pro Ala 
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    1130                 1135                 1140

Ile Arg  His Ile Met Gln Ser  Cys Trp Ser Gly Asp  Pro Lys Ala 
    1145                 1150                 1155

Arg Pro  Ala Phe Ser Asp Leu  Val Glu Ile Leu Gly  Asp Leu Leu 
    1160                 1165                 1170

Gln Gly  Gly Gly Trp Gln Glu  Glu Glu Glu Glu Arg  Met Ala Leu 
    1175                 1180                 1185

His Ser  Ser Gln Ser Ser Glu  Glu Asp Gly Phe Met  Gln Ala Ser 
    1190                 1195                 1200

Thr Thr  Ala Leu His Ile Thr  Glu Ala Asp Ala Asp  Asp Ser Pro 
    1205                 1210                 1215

Pro Ser  Met His Cys His Ser  Leu Ala Ala Arg Tyr  Tyr Asn Cys 
    1220                 1225                 1230

Val Ser  Phe Pro Gly Arg Leu  Ala Arg Gly Thr Lys  Thr Pro Gly 
    1235                 1240                 1245

Ser Ser  Arg Met Lys Thr Phe  Glu Glu Leu Pro Met  Thr Pro Thr 
    1250                 1255                 1260

Thr Tyr  Lys Ala Ser Met Asp  Asn Gln Thr Asp Ser  Gly Met Val 
    1265                 1270                 1275

Leu Ala  Ser Glu Glu Phe Glu  Glu Leu Glu Ser Arg  His Arg Pro 
    1280                 1285                 1290

Glu Gly  Ser Phe Ser Cys Lys  Gly Pro Gly Gln His  Met Asp Ile 
    1295                 1300                 1305

Pro Arg  Gly His Pro Asp Pro  Gln Gly Arg Arg Arg  Arg Pro Thr 
    1310                 1315                 1320

Gln Gly  Ala Gln Gly Gly Lys  Val Phe Tyr Asn Asn  Glu Tyr Gly 
    1325                 1330                 1335

Glu Val  Ser Gln Pro Cys Thr  Glu Gly Asp Cys Cys  Pro Ser Ala 
    1340                 1345                 1350

Gly Ser  Thr Phe Phe Ala Asp  Ser Ser Tyr 
    1355                 1360

<210>  3
<211>  30
<212>  DNA
<213>  Artificial

<220>
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<223>  cebador Flt45F

<400>  3
tttgcggccg caggcttggc tgcttctctc                                      30

<210>  4
<211>  31
<212>  DNA
<213>  Artificial

<220>
<223>  cebador Flt45R

<400>  4
tttgcggccg cgccctcgtt gtctgagttt g                                    31

<210>  5
<211>  27
<212>  DNA
<213>  Artificial

<220>
<223>  cebador Flt43F

<400>  5
tttgtcgaca ccctcacccg cacattc                                         27

<210>  6
<211>  28
<212>  DNA
<213>  Artificial

<220>
<223>  cebador Flt43R

<400>  6
tttgtcgacg ggaagcaaga caccacct                                        28


