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<120> A Polynucleotide Expression Cassette

<130> F3485
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<le0> 8

<170> PatentIn version 3.3

<210> 1
<211> 216
<212> DNA

<213> Trichoderma reesei

<220>

<221> CDS

<222> (1) ..(216)
<400> 1

gct gtt tgt cca act ggt ttg
Ala Val Cys Pro Thr Gly Leu
1 5

aat gta ttg gat ttg att ggt
Asn Val Leu Asp Leu Ile Gly
20

gtt gat act ggt gct att ttc
Val Asp Thr Gly Ala Ile Phe
35

aag cca ttg tgt tgc gtt gct
Lys Pro Leu Cys Cys Val Ala
50 55

caa aaa gct att ggt act ttt
Gln Lys Ala Ile Gly Thr Phe

65 70
<210> 2

<211> 71

<212> PRT

<213> Trichoderma reesei

<400> 2

ttt
Phe

gtt
Val

caa
Gln
40

cca
Pro

taa

tct
Ser

gat
Asp
25

gct
Ala

gtt
Val

aat
Asn
10

tgt
Cys

cat
His

gct
Ala

cca
Pro

aag
Lys

tgt
Cys

gat
Asp

tta
Leu

act
Thr

gct
Ala

caa
Gln
60

tgc
Cys

cca
Pro

tct
Ser
45

gcc
Ala

tgt
Cys

act
Thr
30

aaa

Lys

ttg
Leu

gct
Ala
15

att
Ile

ggt
Gly

tta
Leu

act
Thr

gct
Ala

tct
Ser

tgt
Cys

Ala Val Cys Pro Thr Gly Leu Phe Ser Asn Pro Leu Cys Cys Ala Thr

1 5

10

15

Asn Val Leu Asp Leu Ile Gly Val Asp Cys Lys Thr Pro Thr Ile Ala

20

25

30

48

96

144

192

216



Val Asp Thr Gly Ala Ile Phe Gln Ala His Cys
35 40

Lys Pro Leu Cys Cys Val Ala Pro Val Ala Asp
50 55

Gln Lys Ala Ile Gly Thr Phe

65 70
<210> 3

<211> 60

<212> DNA

<213> Saccharomyces cerevisiae

<400> 3
atgatgcttt tgcaagcctt ccttttcctt ttggctggtt

<210> 4
<211> 313
<212> DNA

<213> Artificial seguence

<220>

Ala Ser Lys Gly Ser
45

Gln Ala Leu Leu Cys
60

ttgcagccaa gatctctgcce

<223> Fusion of SUC2 signal sequence and HFBII encoding sequence

<220>
<221> CDS
<222>  (90)..(305)

<400> 4
gagctcatca cacaaacaaa caaaacaaaa tgatgctttt

tggctggttt tgcagccaag atctctgcc gct gtt tgt
Ala Val Cys
1

tct aat cca tta tgc tgt gct act aat gta ttg
Ser Asn Pro Leu Cys Cys Ala Thr Asn Val Leu
10 15

gat tgt aag act cca act att gct gtt gat act
Asp Cys Lys Thr Pro Thr Ile Ala Val Asp Thr
25 30 35

gct cat tgt gct tct aaa ggt tct aag cca ttg
Ala His Cys Ala Ser Lys Gly Ser Lys Pro Leu
45 50

gtt gct gat caa gcc ttg tta tgt caa aaa gct
Val Ala Asp Gln Ala Leu Leu Cys Gln Lys Ala

60 65
taaagctt
<210> 5
<211> 71
<212> PRT

<213> Artificial sequence

gcaagccttc cttttecttt

cca act ggt ttg ttt
Pro Thr Gly Leu Phe
5

gat ttg att ggt gtt
Asp Leu Ile Gly Val
20

ggt gct att ttc caa
Gly Ala Ile Phe Gln
40

tgt tgc gtt gct cca
Cys Cys Val Ala Pro
55

att ggt act ttt taa
Ile Gly Thr Phe
70

60

60

113

161

209

257

305

313



<220>

<223> Synthetic Construct
<400> 5
Ala Val Cys Pro Thr Gly Leu Phe Ser Asn Pro Leu Cys Cys Ala Thr
1 5 10 15
Asn Val Leu Asp Leu Ile Gly Val Asp Cys Lys Thr Pro Thr Ile Ala
20 25 30
Val Asp Thr Gly Ala Ile Phe Gln Ala His Cys Ala Ser Lys Gly Ser
35 40 45
Lys Pro Leu Cys Cys Val Ala Pro Val Ala Asp Gln Ala Leu Leu Cys
50 55 60
Gln Lys Ala Ile Gly Thr Phe
65 70
<210> ©
<211> 9217
<212> DNA
<213> Artificial
<220>
<223> Plasmid pUR9011 containing expression cassette encoding HFBII
sequence fused to SUC2 signal sequence
<400> 6
aacaaagata tgctattgaa gtgcaagatg gaaacgcaga aaatgaaccg gggatgcgac 60
gtgcaagatt acctatgcaa tagatgcaat agtttctcca ggaaccgaaa tacatacatt 120
gtcttccgta aagcgctaga ctatatatta ttatacaggt tcaaatatac tatctgtttc 180
agggaaaact cccaggttcg gatgttcaaa attcaatgat gggtaacaag tacgatcgta 240
aatctgtaaa acagtttgtc ggatattagg ctgtatctcc tcaaagcgta ttcgaatatc 300
attgagaagc tgcatttttt tttttttttt tttttttttt tttttttttt tttttttttt 360
tttttttttt tttttttttt ttttttttta tatatatttc aaggatatac cattgtaatg 420
tctgcceccta agaagatcgt cgttttgcca ggtgaccacg ttggtcaaga aatcacagcc 480
gaagccatta aggttcttaa agctatttct gatgttcgtt ccaatgtcaa gttcgatttc 540
gaaaatcatt taattggtgg tgctgctatc gatgctacag gtgtcccact tccagatgag 600
gcgctggaag cctccaagaa ggttgatgcc gttttgttag gtgctgtggg tggtcctaaa 660
tggggtaccg gtagtgttag acctgaacaa ggtttactaa aaatccgtaa agaacttcaa 720
ttgtacgcca acttaagacc atgtaacttt gcatccgact ctcttttaga cttatctcca 780
atcaagccac aatttgctaa aggtactgac ttcgttgttg tcagagaatt agtgggaggt 840
atttactttg gtaagagaaa ggaagacgat ggtgatggtg tcgcttggga tagtgaacaa 900



tacaccgttc
gagccaccat
tggagaaaaa
caattgattg
ataatcacca
tcecttgggtt
ggtttgtacg
atcgccacta
ggtaaggcca
ttaggtggtt
atccttgctt
attcataata
aaaaaaaaaa
atgatggcag
gttttactac
tagagtaaca
cgtacagtag
caatgacatt
gggcaggtag
ttttcgattt
tatatatata
tcgtcccact
gagcaccatc
tgttgttggc
gggcggctag
aagaaaatac
aggcttccag
ctcacagaac
atatctagag
tcgtcgtcegt
ccatctcgcg
tgtggaccga

ggctctacac

cagaagtgca
tgcctatttyg
ctgtggagga
attctgccgce
gcaacatgtt
tgttgccatc
aaccatgcca
tcttgtctgce
ttgaagatgc
ccaacagtac
aaaaagattc
gaaacgacac
aaaaaaaaaa
ccattgtaga
atcgcgaaga
aaagagtggt
acggagtata
aacgagatta
cccgcgaaac
ttccgtttet
tgtatattta
ccgcattgat
ctatagtacg
ggcgtaaaga
cgggacatac
tcgaggcttt
ttatgtcttc
tacggtgccg
ccttggatag
cgttccttga
atagtgtcat

gcaacgagdg

ctggtccttg

aagaatcaca
gtccttggat
aaccatcaag
catgatccta
tggtgatatc
tgcgtceccttyg
tggttctgct
tgcaatgatg
agttaaaaag
caccgaagtc
tcttttttta
aaaaaaaaaa
aaaaaaaaaa
agtgcctttt
tagaatctta
aaggcctcgt
ctagtatagt
agtctttgaa
gtgcgggcect
ttacctagca
ttatttatag
caaggaccgt
aaagtttgta
ctgcgcggcet
tgaatgcgta
ggcaagaaaa
gcggccagat
ccgactttga
gtctcgcgac
ggcgtcttcg
gtacttgtga
cagcagacca

ttcatcatga

agaatggccg
aaagctaatg
aacgaattcc
gttaagaacc
atctccgatg
gcctcetttge
ccagatttgc
ttgaaattgt
gttttggatg
ggtgatgctg
tgatatttgt
aaaaaaaaaa
aaaaaaaatg
gcatttctag
gatcacactg
taaaggacaa
ctatagtccg
attgttgaat
gatgtcttgt
tatatataca
cattgcgcgt
ttatattcca
ataactcgag
gcagatgtga
tgtttgtctc
ctgagttttt
tttccttggt
acgcgceggge
atggaactgt
actaatgacg
aaagccgccg
tctatagaac

gtcaaagttt

ctttcatggc
ttttggcctc
ctacattgaa
caacccacct
aagcctccgt
cagacaagaa
caaagaataa
cattgaactt
caggtatcag
tcgccgaaga
acataaactt
aaaaaaaaaa
cagcgtcaca
tctectttcte
cctttgctga
ggacctgagc
ttagctcgag
gacattaaga
ttttectcte
cacatctatc
gagacaaaag
cagactctat
cgtactgagc
cgataaatct
tgggcatact
cttgttctgce
gtaagattgc
tggacgatga
cgtcgtcgtce
gagcatggat
aatcgtcatc
ttcctcgecga

ccgtagcagt

cctacaacat
ttcaagatta
ggttcaacat
aaatggtatt
tatcccaggt
caccgcattt
ggtcaaccct
gcctgaagaa
aactggtgat
agttaagaaa
tataaatgaa
aaaaaaaaaa
tcggataata
ggtctagcta
gctggatcaa
ggaagtgtat
atctagatct
gacggaacat
caacttcgat
tacatataaa
cgagatcttt
ctcgctggga
gtcttccagt
ctcggaatct
gttccttcga
cggaacgcta
agatattgcg
tgacgatgac
ttcatcatcg
ggcgcectgeg
cacatcatca
acacggtcct

cacatcaact

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880



ggtagtccga
cggtgtttat
ctcgtttttt
atgtataggg
tttgtcctgce
taccctceccg
cggtaccgca
gggtccataa
atgtcttggt
tatgtgcgtc
ggtagtttaa
gagtaccatt
ttttgcttgt
tttattttct
ctttcttgaa
tctgcctgtt
gcatccatgt
aactccttga
ctagctatac
ccttaaccca
ccgaaggact
tagctatgtt
gcattattat
cacaaacaaa
tgcagccaag
tgctactaat
tactggtgct
tgctccagtt
cttcccgagce
ccatcagagc
cctatagtta

cgttacccaa

cgcctagcaa
ccgctatgcet
tccectgtgtt
gcaagggggt
tcaaaacatt
ctccgagtag
cccacacatt
caaccgatgg
tttcttacta
tgttcttgcet
tctatggaaa
ttcgtcgatc
cttttctctg
gttcatcttt
tttattcggc
gaggaatcga
gccaggtatt
caataagttt
ttcggagcac
aaaataaggg
ggctatacag
cagttagttt
gcagagcatc
caaaacaaaa
atctctgccg
gtattggatt
attttccaag
gctgatcaag
gtgaagggat
ggcaaacatg
accaattcac

cttaatcgcc

acacctcgtg
ggcaagacgg
ttatgtcgta
ggggggtcgg
ggtccaaaac
gtcctgtaat
accgaaagcg
cattttttac
attaggtcca
ttctgtcttyg
tggtcctggt
tcaggtttca
tcggcgatgt
tttttcecgtt
gatattcagt
cttgtcatga
aagtttgaga
cacgttctga
tgttgagcga
agaggatcca
tgttcacaaa
ggctagcaaa
aacatgataa
tgatgctttt
ctgtttgtcc
tgattggtgt
ctcattgtgc
ccttgttatg
ttgcccggac
agtgcttgta
tggccgtcegt

ttgcagcaca

ccactcatta
aatcctacat
gttttcecctce
ctcttaaaga
cctaccaata
taggatcggc
ctccgtcgga
aaattgttct
ttgatttgat
ctcttgtttg
tcgcaatcgt
tctttectec
gggaaggaca
cttttcattt
agaggagtga
ttcttgagta
atgttgagtg
agactcgagg
aggctcatta
aaaagcgctc
atagccaagc
gatataaaag
aaaaaacagt
gcaagccttc
aactggtttg
tgattgtaag
ttctaaaggt
tcaaaaagct
agtttgcttc
taagtttaga
tttacaacgt

tcceecttte

ccgaccacaa
taccttcttc
aaaatacagg
aaatctggaa
accctaagaa
gccaatatta
tgtgatttcc
ctttatcgta
ataattgcgt
gtaagcggat
ccttggtggce
gtgtgctttc
gtagaagaac
tggtaatttt
tctctgtagce
ctatgagttc
cgccctcecttce
acctgcatgce
gatatatttt
ggacaactgt
tgaaaataat
caggtcggaa
tgaatattcc
ctttteccttt
ttttctaatc
actccaacta
tctaagccat
attggtactt
atggagcagt
gaattgagaa
cgtgactggg

gccagctggce

cacctccttg
aaacgggcgt
cacgtacccc
actccgcatt
tttagtagat
aaacgtttaa
agtttttttg
ggaagcagtyg
gccaaaggcg
atttggtaga
ggtactagca
ttgcccatct
cacgtattgt
ttttctttte
gtcatccccg
cggtccggtt
ttctgcattc
ggccgcggat
ctgtcatttt
tgcccgtgat
gtgtagcctt
atatttatgg
gagctcatca
tggctggttt
cattatgctg
ttgctgttga
tgtgttgcgt
tttaataaag
tttttccgcea
aagctcattt
aaaaccctgg

gtaatagcga

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

3900

3960

4020

4080

4140

4200

4260

4320

4380

4440

4500

4560

4620

4680

4740

4800



agaggcccgce
gatgcggtat
cagtacaatc
tgacgcgccc
ctccgggagce
gggcctegtyg
gtcaggtggce
acattcaaat
aaaaaggaag
attttgcctt
tcagttgggt
gagttttcgce
cgcggtatta
tcagaatgac
agtaagagaa
tctgacaacg
tgtaactcgc
tgacaccacg
acttactcta
accacttctg
tgagcgtggg
cgtagttatc
tgagataggt
actttagatt
tgataatctc
cgtagaaaag
gcaaacaaaa
tctttttcecg
gtagccgtag
gctaatcctg
ctcaagacga
acagcccagc

agaaagcgcc

accgatcgcc
tttctectta
tgctctgatg
tgacgggctt
tgcatgtgtc
atacgcctat
acttttcggg
atgtatccgc
agtatgagta
cctgtttttg
gcacgagtgg
cccgaagaac
tccecgtattg
ttggttgagt
ttatgcagtg
atcggaggac
cttgatcgtt
atgcctgtag
gcttccecgge
cgctcggccc
tctcgcggta
tacacgacgg
gcctcactga
gatttaaaac
atgaccaaaa
atcaaaggat
aaaccaccgc
aaggtaactg
ttaggccacc
ttaccagtgg
tagttaccgg
ttggagcgaa

acgcttcccg

cttcccaaca
cgcatctgtg
ccgcatagtt
gtctgctcecce
agaggttttc
ttttataggt
gaaatgtgcg
tcatgagaca
ttcaacattt
ctcacccaga
gttacatcga
gttttccaat
acgccgggca
actcaccagt
ctgccataac
cgaaggagct
gggaaccgga
caatggcaac
aacaattaat
ttccggctgg
tcattgcagc
ggagtcaggc
ttaagcattg
ttcattttta
tccecttaacyg
cttcttgaga
taccagcggt
gcttcagcag
acttcaagaa
ctgctgccag
ataaggcgca
cgacctacac

aagggagaaa

gttgcgcagc
cggtatttca
aagccagccce
ggcatccgct
accgtcatca
taatgtcatg
cggaacccct
ataaccctga
ccgtgtcgcece
aacgctggtg
actggatctc
gatgagcact
agagcaactc
cacagaaaag
catgagtgat
aaccgctttt
gctgaatgaa
aacgttgcgc
agactggatg
ctggtttatt
actggggcca
aactatggat
gtaactgtca
atttaaaagg
tgagttttcg
tcettttttt
ggtttgtttg
agcgcagata
ctctgtagca
tggcgataag
gcggtcgggce
cgaactgaga

ggcggacagg

ctgaatggcg
caccgcatat
cgacacccgc
tacagacaag
ccgaaacgcg
ataataatgg
atttgtttat
taaatgcttc
cttattccct
aaagtaaaag
aacagcggta
tttaaagttc
ggtcgccgca
catcttacgg
aacactgcgg
ttgcacaaca
gccataccaa
aaactattaa
gaggcggata
gctgataaat
gatggtaagc
gaacgaaata
gaccaagttt
atctaggtga
ttccactgag
ctgcgcgtaa
ccggatcaag
ccaaatactg
ccgcctacat
tcgtgtctta
tgaacggggg
tacctacagc

tatccggtaa

aatggcgcct
ggtgcactct
caacacccgc
ctgtgaccgt
cgagacgaaa
tttcttagac
ttttctaaat
aataatattg
tttttgcggce
atgctgaaga
agatccttga
tgctatgtgg
tacactattc
atggcatgac
ccaacttact
tgggggatca
acgacgagcg
ctggcgaact
aagttgcagg
ctggagccgg
cctcccgtat
gacagatcgc
actcatatat
agatcctttt
cgtcagaccc
tctgctgcett
agctaccaac
tccttcectagt
acctcgctct
ccgggttgga
gttcgtgcac
gtgagctatg

gcggcagggt

4860

4920

4980

5040

5100

5160

5220

5280

5340

5400

5460

5520

5580

5640

5700

5760

5820

5880

5940

6000

6060

6120

6180

6240

6300

6360

6420

6480

6540

6600

6660

6720

6780



cggaacagga
tgtcgggttt
gagcctatgg
ttttgctcac
ctttgagtga
cgaggaagcg
ttaatgcagc
taatgtgagt
tatgttgtgt
ttacgccaag
acgaactacg
tgatagtggg
agttgcagag
aagatgaata
gaagtaaatt
tactgcggca
cgtagaaaaa
aacaaaaccg
atatcggagg
agtgcttaac
ggtaggttag
aagaaataaa
aggctcttac
ggccgcaacc
cagtaggtgg
tagcaatagg
aaggcgcata
tgaaagttgg
tggtgcaaaa
atggtatttg
gtatgtggga

aaaggttgtt

gagcgcacga
cgccacctcet
aaaaacgcca
atgttctttc
gctgataccg
gaagagcgcc
tggcacgaca
tagctcactc
ggaattgtga
ctgtcgagat
attttaccaa
gacatttttt
aggcagcgta
gccagtgcaa
tttggcgacg
aaatgttagt
gacgaagagg
gagtgttttt
agaatattgt
tcttcagaag
ttatgggatt
gattgcagca
cagcttaact
gatagtttaa
gagtgagagg
atatgacagg
cgatgaaaaa
tcggtaggtg
gacaaatgga
ttttgcattt
cagaatttcg

ttatagtagt

gggagcttcc
gacttgagcg
gcaacgcggc
ctgcgttatc
ctcgccgcag
caatacgcaa
ggtttcccga
attaggcacc
gcggataaca
cggcgttaac
gaaagatgta
tttttaagta
aaaggatgag
tatatataca
cggtatgcgg
gcaggaaagc
aaagtattaa
ttttttttgt
ttgtacatat
aagagtgcag
tagcatagga
cctgagtttc
acagttgatc
cggaaacgca
tgttatgggt
tgaaaaagca
ggtgatttgt
gcatgcagag
tggtggcagg
acggcaccgg
gcggcagtat

taggatgtag

agggggaaac
tcgatttttyg
ctttttacgg
ccctgattcet
ccgaacgacc
accgcctctc
ctggaaagcg
ccaggcttta
atttcacaca
aggacatgcc
agagacaagt
aatggcagtt
gctactggga
tgtatactta
agttataaga
gggaaggaat
ccgtagaaga
aggaatatcg
caagtagtag
ctggatagtg
agccaagaaa
gcgtatggtc
ggacgggaaa
ggtgatatga
ggaggacaat
aaagcaatag
catttacaag
gtagtttcaa
catagtaaaa
atgcgggcga
tgagaccatg

aaaatgtatt

gcctggtatce
tgatgctcgt
ttcctggect
gtggataacc
gagcgcagcg
cccgcecgegtt
ggcagtgagc
cactttatgc
ggaaacagct
tttgatatga
gaacagtgaa
tctagggaat
agaagaaaga
acagatatgg
tgtactacga
aagaagcaac
gagggaaatg
gaggagaata
caacccaatg
cgaatttttc
ctagaaaaaa
acccactaca
cggtgctttc
gggcagggtc
ttttattata
tgcattgtga
aggtaggtcg
ggtgacaggt
tgatggtgtg
taatgacggg
agagtagcaa

ccgataggcc

tttatagtcc
cagggggygcyg
tttgctggcc
gtattaccgc
agtcagtgag
ggccgattca
gcaacgcaat
ttccggcectceg
atgaccatga
aaaaaatact
cagtgaacag
gatgatggca
ggaaaagtgc
aatggttggc
tcatatagtg
tgaacgaggg
gagggaagag
tcggaggaga
agcataatgg
tgaatcgaat
aaaaaaaaaa
ctactcggtc
tggtagatat
cagacatgtt
tttcatctaa
tgtggagaat
aaacagaaca
tatgaagata
gaagacatag
aagagattta
acgtaagtct

attttacatt

6840

6900

6960

7020

7080

7140

7200

7260

7320

7380

7440

7500

7560

7620

7680

7740

7800

7860

7920

7980

8040

8100

8160

8220

8280

8340

8400

8460

8520

8580

8640

8700



tggagggacg
tatgtcttgt
atagacatag
tggtatagtc
tctgaagcgt
agtaaagttt
gaaaagtttt
attttgtatg

cgcagtaaaa

gttgaaagtg
gtgataattt
gagtaagaaa
cgcattggga
atttccgtca
gaatggtggt
ttggtatgat
ttttgtatgt

aatagcgagg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>

7
53

PRT
Artificial

gagagaggaa
tacatttctg
acatagaata
tgttactttc
ccgaaaaadgg
agtgtaatgt
attttgcaag
tccecgegegt

actgggttac

Consensus sequence

MISC FEATURE
(2) .. (4)
Xaa can be any

misc_ feature
(5)..(12)
Xaa can be any

misc_feature
(14) ..(24)
Xaa can be any

misc_feature
(26) ..(31)
Xaa can be any

MISC FEATURE
(32) ..(32)
Xaa can be any

misc_feature
(33) ..(37)
Xaa can be any

misc_feature
(39) ..(41)
Xaa can be any

misc feature

naturally

naturally

naturally

naturally

naturally

naturally

naturally

aaggtgcgga aatggctgat tttgattgtt 8760
catagtatta ggtagtcaga tgaaagatga 8820
gttaccatta ttggtaggag tgtggtgggg 8880
ctgttatggc atggatttcc ctttagggtc 8940
cagaaaaagg gaaagtgaag ggaggatagt 9000
atgatatccg ttggttttgg tttcggttgt 9060
tagcatatat ttcttgtgtg agaaaggtat 9120
ttccgtattt tccgcttccecg cttccgettce 9180
ccagctt 9217
occurring amino acid or no amino acid
occurring amino acid

occurring amino acid

occurring amino acid

occurring amino acid or no amino acid
occurring amino acid

occurring amino acid



<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>
Xaa

Cys

Xaa Xaa

Xaa

Xaa

Xaa
50

Xaa

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

(43)..(43)
Xaa can be any

MISC FEATURE
(44) .. (45)
Xaa can be any

misc_ feature
(46) .. (40)
Xaa can be any

MISC FEATURE
(47) .. (47)
Xaa can be any

misc_ feature
(48) ..(48)
Xaa can be any

MISC FEATURE
(49) ..(49)
Xaa can be any

misc_ feature
(50) ..(51)
Xaa can be any

7

Xaa
5

Xaa Xaa

Xaa Xaa

20

Xaa

Xaa Xaa Xaa

35

Xaa Cys Cys

8

65

PRT
Artificial

naturally

naturally

naturally

naturally

naturally

naturally

naturally

Xaa Xaa Xaa

Xaa Xaa Xaa

Phe Xaa Xaa

40

Consensus sequence

MISC FEATURE
(2)..(4)

occurring amino

occurring amino

occurring amino

occurring amino

occurring amino

occurring amino

occurring amino

Xaa Xaa Xaa Xaa
10

Cys Xaa Xaa Xaa
25

Xaa Cys Xaa Xaa

acid

acid or no amino acid

acid

acid or no amino acid

acid

acid or no amino acid

acid

Cys Xaa Xaa Xaa
15

Xaa Xaa Xaa Xaa
30

Xaa Xaa Xaa Xaa
45

Xaa can be any naturally occurring amino acid or no amino acid



<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

misc feature
(5)..(5)
Xaa can be any

misc_ feature
(7) .. (9)
Xaa can be any

misc_ feature
(14) .. (1o)
Xaa can be any

misc_ feature
(21) ..(22)
Xaa can be any

misc_ feature
(26) ..(27)
Xaa can be any

misc_ feature
(29) ..(31)
Xaa can be any

MISC FEATURE
(32) ..(32)
Xaa can be any

misc_feature
(33)..(37)
Xaa can be any

misc_feature
(39) ..(41)
Xaa can be any

misc_feature
(43) ..(43)
Xaa can be any

MISC FEATURE
(44) ..(45)
Xaa can be any

MISC FEATURE
(47) ..(47)
Xaa can be any

misc_feature
(48) ..(48)
Xaa can be any

naturally

naturally

naturally

naturally

naturally

naturally

naturally

naturally

naturally

naturally

naturally

naturally

naturally

occurring

occurring

occurring

occurring

occurring

occurring

occurring

occurring

occurring

occurring

occurring

occurring

occurring

amino

amino

amino

amino

amino

amino

amino

amino

amino

amino

amino

amino

amino

acid

acid

acid

acid

acid

acid

acid

acid

acid

acid

acid

acid

acid

or no amino acid

or no amino acid

or no amino acid



<220>

<221> MISC_ FEATURE
<222>  (49)..(49)
<223> Xaa can be any naturally
<220>
<221> misc_feature
<222>  (50)..(51)
<223> Xaa can be any naturally
<220>
<221> misc_feature
<222> (54)..(55)
<223> Xaa can be any naturally
<220>
<221> MISC_ FEATURE
<222> (57)..(57)
<223> Xaa can be any naturally
<220>
<221> misc_feature
<222> (58)..(61)
<223> Xaa can be any naturally
<220>
<221> MISC_ FEATURE
<222>  (62)..(63)
<223> Xaa can be any naturally
<400> 8
Cys Xaa Xaa Xaa Xaa Leu Xaa Xaa
1 5
Val Leu Gly Val Xaa Xaa Leu Asp
20
Xaa Xaa Xaa Xaa Xaa Phe Xaa Xaa
35 40
Xaa Xaa Xaa Cys Cys Xaa Xaa Pro
50 55
Cys

65

occurring

occurring

occurring

occurring

occurring

occurring

Pro
10

Xaa

Cys Xaa

25

Xaa Cys

Xaa Xaa

Gln

Xaa

Xaa

Xaa

amino

amino

amino

amino

amino

amino

Cys

Pro

Xaa

Xaa
60

acid or

acid

acid

acid or

acid

acid or
Xaa

Cys

Xaa
30

Xaa

Xaa
45

Gly

Xaa Xaa

no amino acid

no amino acid

no amino acid

Xaa Xaa

15

Xaa Xaa

Xaa

Xaa

Xaa Leu



