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SEQUENCE LISTING

<110> Christian-Albrechts-Universtitat zu Kiel

<120> Method for Identifying an Increased Susceptibility to Ulcerative
Colitis

<130> P 5631

<160> 4

<170> PatentIn version 3.3

<210> 1
<211> 511
<212> DNA

<213> Homo sapiens

<400> 1

ctctttgage tgagatcaga ggcaacaggg ctggacccaa cagagttgaa aataagcaaa 60
ttagcccact tgagaggata gccaaggaca taagctgectg ctctttctgt cccctctcetg 120
agccaccaga caaatgtgag attggcttct gactgcggtc tgctgggagg ggcacggtgg 180
ctggggaagc cctactcaaa gccccgtgac ttagaggaga gaggaggaaa aaaatgagcet 240
gagtaaacac tagtccccct cacgctctge ctgggcagcc ctggtctggg gaaggctggg 300
agcggacagg ctgtggtcag tttttcagta agacctgact cacttcggtt aaagtaacca 360
taggaaggaa gtgggaaaca tcaaagcgaa aattctgaga tgaaagggta ggagtaagaa 420
tggaggttag cagaagataa ggagaggggg cctgaagctc tctactctga ggctgtccat 480
cctgaactga agaagacatc ctgagtctgt g 511
<210> 2

<211> 511

<212> DNA

<213> Homo sapiens
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<400> 2
ctctttgagc

ttagcccact

agccaccaga

ctggggaagc

gagtaaacac

agcggacagg

taggaaggaa

tggaggttag

cctgaactga

<210> 3

<211> 1798

<212> DNA
<213>

<220>
<221>
<222>
<223>

tgagatcaga

tgagaggata

caaatgtgag

cctactcaaa

tagtctccct

ctgtggtcag

gtgggaaaca

cagaagataa

agaagacatc

Homo sapiens

misc_feature
(1).

sequence identified by RepeatMasker as low-complexity or

. (91)

ggcaacaggg

gccaaggaca

attggcttct

gcecccgtgac

cacgctctgc

tttttcagta

tcaaagcgaa

ggagaggggg

ctgagtctgt

repetitive elements

<220>
<221>
<222>
<223>

misc_feature
(358) ..(466)

sequence identified by RepeatMasker as low-complexity or

repetitive elements

<400> 3

23

ctggacccaa

taagctgctg

gactgcggtc

ttagaggaga

ctgggcagcc

agacctgact

aattctgaga

cctgaagctc

cagagttgaa

ctctttetgt

tgctgggagg

gaggaggaaa

ctggtctggg

cacttcggtt

tgaaagggta

tctactctga

aataagcaaa

ccecctectetg

ggcacggtgg

aaaatgagct

gaaggctggg

aaagtaacca

ggagtaagaa

ggctgtccat

tgagttgggt cttgcaggat gaatagggat tttccagata gacctgggga aggaggcctg

6100
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tctaggcaca

cagagttaac

aggtaggaac

gataaagaac

acaagagaga

attgcctggg

taggggaagg

gaaaacacag

gggaggggca

gtgtgccagg

cagggaatgc

ggaattgatc

ggtcgcagct

<210> 4

<211> 798

<212> DNA
<213>

<220>
<221>
<222>
<223>

aagaacagca

aggcagtttg

caaatcatgc

caccagcata

gacctgaagc

gtacttgtta

gcctgggaac

agtgtaggag

tgttactgtg

gtgaggaaag

aagagaaaca

aaaacgttgg

cccagatg

Homo sapiens

misc_feature

(1) .

sequence identified by RepeatMasker as low-complexity or

. (91)

tgtgcaaagg

tattatgagc

cctgtttgcc

gtttaggaag

aaggccagcc

agtatacaga

ctatatgatt

gttgcggcca

taattagggg

cctggcatga

gcaagtttag

ctctcaaagt

repetitive elements

<220>
<221>
<222>

6100

misc_feature

(358)..(466)

24

cattgagcaa

aaccagggaa

atgctacaag

atacttctac

aggtactagt

ttgcaaggcc

aacaggcatc

ccatcctccg

aaggaatctg

ctgcgtagat

ggaaaataaa

gttgtcttgg

taacagagca

gtagacgagg

agtttggatt

agcagaatgg

gctacccact

ccctccagac

ccaggttttc

taggagaata

cataatgtgg

agttgtacca

tcatgattta

caatgataaa

atggaatcct

ccagcaaggg

ttgcgctgca

ggctacactg

gctcagaaga

ctgctgagtc

taacaaccaa

aagggaaagg

tcaaagtgtt

tttaccaaga

tttttgacaa

aactattggt
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<223>

repetitive elements

<400> 4
tgagttgggt

tctaggcaca
cagagttaac
aggt;ggaac
gataaagaac
acaagagaga
attgcctggg
taggggaagg
gaaaacacag
gggaggggca
gtgtgccagg
cagggaatgc
ggaattgatc

ggtcgcagct

6100

cttgcaggat

aagaacagca

aggcagtttg

caaatcatgc

caccagcata

gacctgaagc

gtacttgtta

gcctgggaac

agtgtaggag

tgttactgtg

gtgaggaaag

aagagaaaca

aaaacgttgg

cccagatg

gaatagggat

tgtgcaaagg

tattatgagc

cctgtttgcec

gtttaggaag

aaggccagcec

agtatacaga

ctatatgatt

attgcggcca

taattagggg

cctggcatga

gcaagtttag

ctctcaaagt

25

tttccagata

cattgagcaa

aaccagggaa

atgctacaag

atacttctac

aggtactagt

ttgcaaggcc

aacaggcatc

ccatcctccg

aaggaatctg

ctgcgtagat

ggaaaataaa

gttgtcttgg

gacctgggga

taacagagca

gtagacgagg

agtttggatt

agcagaatgg

gctacccact

ccctccagac

ccaggttttc

taggagaata

cataatgtgg

agttgtacca

tcatgattta

caatgataaa

sequence identified by RepeatMasker as low-complexity or

aggaggcctg

atggaatcct

ccagcaaggg

ttgcgctgcea

ggctacactg

gctcagaaga

ctgctgagtc

taacaaccaa

aagggaaagg

tcaaagtgtt

tttaccaaga

tttttgacaa

aactattggt
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