Sequenzprotokoll

<110>
<120>
<130>
<160> 7
<170>
<210> 1
<211> 1019
<212> DNA
<213>
<400> 1
gattggctat
60
cccececcagcec
120
gctgcggaga
180
ctgcagatgc
240
ttcgtgctga
300
ctcggagccc
360
gtgtttctga

420

Proteinase 3

Homo sapiens

aagaggagct

ctgccctgge

tcgtgggcgg

gggggaaccc

cggccccgcea

acaacgtgcg

acaactacga
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tgatcgtggg

gtccgtgetg

gcacgaggcg

gggcagccac

ctgcctgegg

gacgcaggag

cgcggagaac
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Humane Proteinase 3 Variante

tgcaccctgg

ctggccttgce

cagccacact

ttctgcggag

gacatacccc

cccacccagce

aaactgaacg

accccaccat

tgctgagcgg

cccggeecta

gcaccttgat

agcgcctggt

agcacttctc

acattctcct

ggctcaccgg

tgctgccecga

catggcctcc

ccaccceccecagce

gaacgtggtg

ggtggctcag

catccagctg



agcagcccag ccaacctcag
480

ccagtgcccce acggcaccca
540

cccceccagcecec aggtcctgea
600

cataacattt gcactttcgt
660

ggccccctga tctgtgatgg
720

gccacccgcec ttttccctga
780

tctacgctgec gccgtgtgga
840

gccgggacce cgagcecctggce
900

tcceccgaaca ctgtggegtt
960

gggagacagg ccggccctgce
1019

<210> 2

<211> 1019

<212> DNA

<213> Homo sapiens

<400> 2

tgcgtcegtce

gtgcctggece

ggagctcaat

ccectegeege

catcatccaa

cttcttcacg

ggccaagggc

tccaaaccct

gggccccacce

acctcacccc

acctcagtcc

atgggctggg

gtcaccgtgg

aaggccggca

ggaatagact

cgggtagccc

cgcccctgaa

cgaggcggat

cgtccccceca

accgtgacct

agctgccaca

gccgegtggyg

tgaccttctt

tctgcttcgyg

ccttecgtgat

tctacgtgga

ccgceccecctcec

ctttggacag

cactccctcc

caataaacgt

gcaggaccag

tgcccacgac

ctgccggcca

agactcaggt

ctggggatgt

ctggatccgt

cacagcgctg

aagcagctct

acggggctcc

tgaaactcc



aggcactgac
60

gccatccceccec

120

gtgctgcecg
180

acatggcctc

240

tccaccccag
300

tgaacgtggt
360

cggtggctca
420

tcatccagct
480

agcaggacca
540

gtgcccacga
600

tctgeccggec
660

gagactcagg
720

tctggggatg
780

cgggttgcag

ctttccecectge

agctgcggag

cctgcagatg

cttcgtgetg

gctcggagcec

ggtgtttctg

gagcagccca

gccagtgccc

cceeccagec

acataacatt

tggcccecectg

tgccaccege

atcgggagac

agcctggggg

atcgtgggcg

cgggggaacc

acggccccgce

cacaacgtgc

aacaactacg

gccaacctca

cacggcaccc

caggtcctgce

tgcactttcg

atctgtgatg

cttttccctg

ggaggctcgg

ctccctgacg

ggcacgaggc

cgggcagcca

actgcctgcg

ggacgcagga

acgcggagaa

gtgcgtccgt

agtgcctggc

aggagctcaa

tceccectegecg

gcatcatcca

acttcttcac

agaggcccag

cctggactcc

gcagccacac

cttctgcgga

ggacataccc

gcccacccag

caaactgaac

cacctcagtc

catgggctgg

tgtcaccgtg

caaggccggc

aggaatagac

gcgggtagcec

gggctgctct

ccccectgecag

tccecggecect

ggcaccttga

cagcgcctgg

cagcacttct

gacattctcc

cagctgccac

ggccgegtgg

gtgaccttct

atctgcttcg

tccttegtga

ctctacgtgg



actggatccg ttctacgctg cgccgtgtgg aggccaaggg

840

ccacagcgct ggccgggacc ccgagcctgg ctccaaaccce

900

tcceccgaaca ctgtggegtt gggccccacce cgtcccccca

960

gggagacagg ccggccctgcec acctcacccc accgtgacct

1019

<210> 3
<211> 277
<212> PRT

<213> Homo

<400> 3

Met Ala Ser
1

Gly Thr Leu

Arg Asp Ile
35

vVal Arg Thr
50

Phe Leu Asn

sapiens

Leu Gln Met Arg Gly Asn Pro Gly
5 10

Ile His Pro Ser Phe Val Leu Thr
20 25

Pro Gln Arg Leu Val Asn Vval Val
40

Gln Glu Pro Thr Gln Gln His Phe
55

Asn Tyr Asp Ala Glu Asn Lys Leu

ccgceccctga accgceccctce

tcgaggcgga tctttggaca

cactccctec acggggctcc

caataaacgt tgaaactcc

Ser His Phe Cys Gly
15

Ala Pro His Cys Leu
30

Leu Gly Ala His Asn
45

Ser vVal Ala Gln val
60

Asn Asp Ile Leu Leu



65

Ile

Gln

Ala

Leu

Asn

145

Asp

Ser

Thr

val

Gln

Leu

Met

Gln

130

Ile

Ser

Phe

Arg

Glu
210

Leu

Pro

Gly

115

Glu

Cys

Gly

val

val

195

Ala

Ser

Gln

100

Trp

Leu

Thr

Gly

Ile

180

Ala

Lys

Ser

85

Gln

Gly

Asn

Phe

Pro

165

Trp

Leu

Gly

70

Pro

Asp

Arg

val

val

150

Leu

Gly

Tyx

Arg

Ala

Gln

Vval

Thr

135

Pro

Ile

Cys

Val

Pro

215

Asn

Pro

Gly

120

val

Arg

Cys

Ala

Asp

200

Thr

Leu

val

105

Ala

val

Arg

Asp

Thr

185

Trp

Ala

Ser

90

Pro

His

Thr

Lys

Gly

170

Arg

Ile

Pro

75

Ala

His

Asp

Phe

Ala

155

Ile

Leu

Arg

Pro

Ser

Gly

Pro

Phe

140

Gly

Ile

Phe

Ser

Thr
220

val

Thr

Pro

125

Cys

Ile

Gln

Pro

Thr

205

Ala

Thr

Gln

110

Ala

Arg

Cys

Gly

Asp

190

Leu

Leu

Ser

95

Cys

Gln

Pro

Phe

Ile

175

Phe

Arg

Ala

80

Val

Leu

val

His

Gly

160

Asp

Phe

Arg

Gly



Thr Pro Ser Leu Ala Pro Asn Pro Arg Gly Gly Ser Leu Asp Ile Pro

225

Glu His Cys Gly Val Gly Pro His Pro Ser

Gly Leu Arg Glu Thr Gly Arg Pro Cys Thr

230

245

260

Asn Lys Arg Asn Ser

275

<210> 4
- <211> 267

<212> DNA
<213>
<400> 4
tgctgctggce
60
aggcgcagcec
120
gccacttctg
180
tgcgggacat
240
aggagcccac

267

Homo sapiens

cttgctgctg

acactcccgg

cggaggcacc

accccagegce

ccagcagcac

235 240

Pro His Thr Pro Ser Thr

250 255

Ser Pro His Arg Asp Leu

265 270

agcggtgctg cccgagctge ggagatcgtg ggcgggcacg

ccctacatgg cctccctgeca gatgecggggg aacccgggcea

ttgatccacc ccagcttcgt gctgacggcc ccgcactgcece

ctggtgaacg tggtgctcgg agcccacaac gtgcggacgc

ttctcgg



<210> 5

<211> 337
<212> DNA
<213>
<400> 5
gggagacgga
60
ctgggggctc
120
gtgggcgggc
180
gggaacccgg
240
gccccgeact
300
aacgtgcgga
337

<210> 6
<211> 375
<212> DNA
<213>
<400> 6

Homo sapiens

ggctcggaga

cctgacgcecet

acgaggcgca

gcagccactt

gcctgcggga

cgcaggagcc

Homo sapiens

ggcccagggg

ggactccccce

gccacactcc

ctgcggaggc

cataccccag

cacccagcag

ctgctctgec

cctgcaggtg

cggccctaca

accttgatcc

cgcctggtga

cacttct

atcccccctt

ctgcccgagce

tggcctcect

accccagctt

acgtggtgct

tccectgecagce

tgcggagatc

gcagatgcgyg

cgtgctgacg

cggagcccac

atccagctga gcagcccagce caacctcagt gcgtccgtca cctcagtcca getgccacag

60

caggaccagc cagtgcccca cggcacccag tgcectggcca tgggctgggg ccgegtgggt

120



gcccacgacc ccccagccca
180

tgccggccac ataacatttg
240

gactcaggtg gccccctgat
300

tggggatgtg ccacccgcect
360

tggatccgtt ctacg

375

<210> 7

<211> 273

<212> DNA

<213> Homo sapiens

<400> 7

atcgtgggcg
60

cgggggaacc
120

acggcceccgce
180

cacaacgtgc
240

aacaactacg
273

ggcacgaggc

cgggcagcca

actgcctgcg

ggacgcagga

acgcggagaa

ggtcctgcag

cactttcgtc

ctgtgatggc

tttcceccectgac

gcagccacac

cttctgcgga

ggacataccc

gcccacccag

caaactgaac

gagctcaatg tcaccgtggt gaccttcttc

cctcgccgca aggccggcat ctgcttcgga
atcatccaag gaatagactc

cttcgtgatc

ttcttcacgec gggtagccct ctacgtggac

tccecggeect acatggectce cctgcagatg

ggcaccttga tccaccccag cttcecgtgcetg

cagcgcctgg tgaacgtggt gctcggagcecc

cagcacttct cggtggctca ggtgtttctg

gac



