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LISTADO DE SECUENCIAS

<110> cConsejo Superior de Investigaciones Cientificas

<120> Uso de una secuencia nucleotidica que regula el momento de la
floracion, plantas que la expresan y método para producirlas

<130> 1641.289
<160> 14

<170> PatentIn version 3.5

<210> 1

<211> 410

<212> PRT

<213> cChlamydomonas reinhardtii
<400> 1

Met Ser Ser Cys Vval val Cys Ala Ala Ala Ala val val Trp Cys Gln
1 5 10 15

Asn Asp Lys Ala Leu Leu Cys Lys Asp Cys Asp val Arg Ile His Thr
20 25 30

Ser Asn Ala val Ala Ala Arg His Thr Arg Phe val Pro Cys Gln Gly
35 40 45

Cys Ash Lys Ala Gly Ala Ala Leu Tyr Cys Lys Cys Asp Ala Ala His
50 55 60

Met Cys Glu Ala Cys His Ser Ser Asn Pro Leu Ala Ala Thr His Glu
65 70 75 80

Thr Glu Pro val Ala Pro Leu Pro Ser val Glu Gln Gly Ala Ala Pro
85 90 95

Glu Pro GIn val Leu Asn Met Pro Cys Glu Ser val Ala Gln Ser Ala
100 105 110

Ala Ser Pro Ala Ala Trp Phe val Asp Asp Glu Lys Met Gly Thr Thr
115 120 125

Ser Phe Phe Asp Ala Pro Ala val Leu Ser Pro Ser Gly Ser Glu Ala
130 135 140

val val Pro val Met Ser Ala Pro Ile Glu Asp Glu Phe Ala Phe Ala
145 150 155 160

Ala Ala Pro Ala Thr Phe Lys Glu Ile Lys Asp Lys Leu Glu Phe Glu
165 170 175

Ala Leu Asp Leu Asp Asn Asn Trp Leu Asp Met Gly Phe Asp Phe Thr
180 185 190

Asp Ile Leu Ser Asp Gly Pro Ser Asp val Gly Leu val Pro Thr Phe



195 200 205

Asp Ala val Asp Glu Ala Ala Asp Ala val Ala Asp Ala Ile val Pro
210 215 220

Thr Phe Glu Glu Glu GIn Pro Gln Leu Gln Gln GIn Glu Pro Leu Vval
225 230 235 240

Leu Ala Pro Ala Pro Glu Glu Ser Ala Ala Ser Arg Lys Arg Ala Ala
245 250 255

Ala Glu Glu Ala Ala Glu Glu Pro Ala Ala Lys val Pro Ala Leu Thr
260 265 270

His GIn Ala Leu Leu Gln Ala GIn Ala Ala Ala Phe Gln Ala val Pro
275 280 285

Gln Ala Ser Ala Leu Phe Phe GIn Pro Gln Met Leu Ala Ala Leu Pro
290 295 300

His Leu Pro Leu Leu Gln GIn Pro Met Met Pro Ala Ala val Ala Pro
305 310 315 320

Ala Pro val Pro Lys Ser Gly Ser Ala Ala Ala Ser Ala Ala Leu Ala
325 330 335

Ala Gly Ala Asn Leu Thr Arg Glu GIn Arg val Ala Arg Tyr Arg Glu
340 345 350

Lys Arg Lys Asn Arg Ser Phe Ala Lys Thr Ile Arg Tyr Ala Ser Arg
355 360 365

Lys Ala Tyr Ala Glu Ile Arg Pro Arg Ile Lys Gly Arg Phe Ala Lys
370 375 380

Lys Glu Glu Ile Glu Ala Trp Lys Ala Ala His Gly Gly Asp Asp Ala
385 390 395 400

Ile val Pro Glu val Leu Asp Ala Glu Cys

405 410
<210> 2
<211> 534
<212> DNA
<213> Artificial Sequence
<220>
<223> Secuencia reguladora de la expresién 35S
<400> 2
ccctgtcctc tccaaatgaa atgaacttcc ttatatagag gaagggtctt gcgaagctta 60
gtgggattgt gcgtcatccc ttacgtcagt ggagatatca catcaatcca cttgctttga 120

agacgtggtt ggaacgtctt ctttttccac gatgctcctc gtgggtgggg gtccatcttt 180



gggaccactg
tttgtaggag
atggaatccg
gtcttctgag
gttgacgaag
agtctttacg
<210> 3

<211>
<212>
<213>

<400> 3
aactaggggt

DNA

cttcttttgg
ttaccaaaaa
taaaatctgg
atggaccatg
ggagacattt
tcattgttag
tatagtatcc
aacacaagac
gaactagttt
tggttgttcg
ttatattatt
ttttctttgc
gatacttgat
tttttaagga
tatgtagcca
ttcttttgac
aaaggttaaa
gttcgagact
tatgtttaat
taagacaacc
gattgcctga
ttaagagcat
ccatttatgt

tttttttttt

2244

tcggcagagg
ccaccttcct
aggaggtttc
actgtatctt
attttcttct

gcgagttctg

gcataatgat
ggtccccatc
ataaaagttc
tttcatatta
aaatcatttg
accagatttc
tggccagaca
tttgaaaacg
tatgggaatg
tccagatatc
taaatggtgc
agttatctgt
tctataactt
cggcattttt
atttttaaat
gatagttaat
tcgtctggtt
ttaacataat
tcagagataa
tttcatttag
tcttttaata
ggatactatt
agaaattaat
ttatattttc

tgtcaatttc

catcttcaac
tttccactat
cggatattac
tgatattttt
tgtcattgag

ttaggtcctc

Arabidopsis thaliana

ggaacaaagc
cccgacccta
aaggccacta
atttcacaca
catatgaact
ggtaaattgg
tttgaactcc
gagaaacaaa
attttaccca
aaccaaattt
tttttttttt
tttcagtgtt
atatatatat
tttggtaaaa
ggtgattata
tatttggggg
aaattaaaga
ttattgatta
cggaagagat
atgtggatca
ttttcccaaa
attctctgtc
tattttcaaa
aaattattta

ataagtgtga

3
gatggccttt
cttcacaata
cctttgttga
ggagtagaca
tcgtaagaga

tatttgaatc

acaaatcttt
atgttttgga
taatttctca
ccaagttact
gcaatgatac
tattccccct
cgtttttttg
taacaatgtg
ctaattataa
actttggaat
tgcggatgtt
atgttgtctc
atgagtttac
aatatatgca
tgaatataat
atatttgaat
acaaaaaaaa
caagtgtcaa
cgataattgt
gagaagataa
acatgtttta
tttattctct
aaggtgatta
atacatttca

tttgtcattt

cctttatcgc
aagtgacaga
aaagtctcaa
agcgtgtcgt
ctctgtatga

tttgactcca

taacgcaaac
attaataaaa
tatgaaccta
ttctattatt
ataatccact
tttatgtgat
tctataagaa
gacaaactag
tccgatcaca
taaactaact
agtaaagggt
atccataaag
agttatattt
tgaaaaactc
catatgtata
tattaatgtt
cacatacttt
gtccatgaca
gatcgtaaca
gtcaaactgt
tgtaactact
tcacaccaca
tatgcatgca
atatttcata

gtattaaaca

aatgatggca
tagctgggca
ttgccctttg
gctccaccat

actgttcgcc

tggg

taactacaac
ctacaatcac
catttataaa
aactgttata
ttgttttgtg
tggtcattga
ttcggaaaca
atataatttc
aggtttcaac
taaaactaat
tttatgtatt
tttatatgtt
atacatttca
aagtgtttct
tccgtatata
ataatattct
tactgtttta
ttgcatgtag
tccagatatg
cttcataatt
ttgcttatgt
tttaaatagt
aaatagcaca
agtgtgattt

attgtatcgc

240
300
360
420
480
534

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500



gcagtacaaa
ctaacacatt
gtgatagata
gttatcaccg
tttctcttta
agtatatgcc
ttttttttaa
aaaataaagt
aaatctaaaa
aataattaaa
ctacgctata
ctgtctcctc
cttcctccac
<210> 4
<211> 18
<212> DNA
<213>
<400> 4
agtcgagcag
<210> 5
<211> 19
<212> DNA
<213>
<400> 5
gggctcctgc
<210> 6
<211> 20
<212> DNA
<213>
<400> ©
attggcggtg
<210> 7
<211> 20
<212> DNA
<213>
<400> 7
ggctcgaagg
<210> 8
<211> 20
<212> DNA
<213>

taaacagtgg
taaatatcta
tttttacgct
aaaattattc
cctaatataa
cttacatatt
catattctca
gtctttgaga
gatttaagtt
tacaaaacag
gacacagctc
ttcggataat

cactacaacc

ChTamydomonas

ggcgctgc

ChTamydomonas

tgctgtaac

ChTamydomonas

gcgacgatgc

cggcgttggt

gagaggtgaa
aaaagagtgt
ttcgtctgaa
tagtgccact
aaatcacaag
gtttctgact
tttaattttc
atcgaacgtc
ccaaaaacag
aaaaaaataa
tgttttctct
cctatccttc

aCcCa

reinhardtii

reinhardtii

reinhardtii

ChTlamydomonas reinhardtii

Arabidopsis thaliana

4
aatgcagtta
ttcaaaaaaa
aataaaacaa
cgctcggatc
aaaaatcaat
tttctctatc
attactatta
catatcagta
aaaataatat
tatacgacag
tttctatgec

tcttcctata

taaaactgtc
attcttttga
taatagttta
gaaattcgaa
ccgaatatat
cgaatttctc
tataactaaa
agatagtttg
attacgctaa
acacgtgtca
tcaaggctct

aatacctctc

caataattta
aataagaaaa
ttagaaaaat
agttatattc
ctatcaacat
gcttcatggt
agatggaaat
tgtgaaggta
aaaagaagaa
cgaagatacc
cttaacttca

cactcttcct

1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2244

18

19

20

20



<400>

8

ggtggagaag acctcaggaa

<210>
<211>
<212>
<213>

<400>

9

24

DNA

Arabidopsis thaliana

9

ttatcgcatc acacactata taag

<210>
<211>
<212>
<213>

<400>

10

30

DNA

Arabidopsis thaliana

10

gatctttgcc ggaaaacaat tggaggatgg

<210>
<211>
<212>
<213>

<400>

11

30

DNA

Arabidopsis thaliana

11

cgacttgtca ttagaaagaa agagataaca

<210>
<211>
<212>
<213>

<220>
<223>

<400>

12

74

DNA

Artificial Sequence

Cebador directo para amplificar el gen Crco

12

ggggacaagt ttgtacaaaa aagcaggctt cgaaggagat agaaccatgt cgagttgcgt

cgtgtgcgcg gcecg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

13

58

DNA

Artificial Sequence

Cebador reverso para amplificar Crco

13

ggggaccact ttgtacaaga aagctgggtt cttagcactc agcgtccagg acctcggg

<210>
<211>
<212>
<213>

<400>

14

1233

DNA

ChTlamydomonas reinhardtii

14

atgtcgagtt gcgtcgtgtg cgcggccgca gcggtcgttt ggtgccagaa tgacaaggcg

ctgctttgca aggactgcga tgtgcgcatc cacaccagca acgcggtcgc tgcgcgccat

acccgcttcg tgccctgcca gggctgcaac aaggccggtg ctgcgctcta ctgcaagtgc

20

24

30

30

60
74

58

60
120
180



gacgccgcgce
accgagccgg
ctgaacatgc
gacgacgaga
ggcagcgagg
gccgccccgg
gacaacaact
gatgtgggcc
gctatcgtgce
ctggctcccg
gcggaggage
gccgccgect
gccgcgcetgce
gcgccegtgce
ctgactcgcg
aagaccatcc
cgcttcgcca

attgttcccg

acatgtgcga
tggcgecget
cctgcgagtc
agatgggcac
ccgtggtgec
cgacgttcaa
ggctcgacat
tggtccccac
ccaccttcga
ccccggagga
cggccgccaa
tccaggecgt
cgcacctgcc
ccaagagcgg
agcagcgcgt
gctacgcttc
agaaggagga
aggtcctgga

ggcttgccac
gccgtcagtc
tgtggcgcag
gaccagcttc
cgtcatgtcc
ggaaatcaag
gggcttcgat
cttcgatgcc
ggaggagcag
gtcggctgct
ggtgccggcc
gccccaggceg
gctgctgcag
cagcgccgcec
ggcgcgctac
ccgcaaggcg
gattgaggcc
cgctgagtgc

6
agctccaacc

gagcagggcg
tctgcggceca
tttgatgcgc
gcccctatcg
gacaagctcg
ttcactgata
gtcgatgagg
ccccagttac
agccgcaagce
ctgactcacc
tcagcgctgt
cagcccatga
gccagcgegg
cgcgagaagc
tatgcggaga
tggaaggcgg

taa

ccctagctgce
ctgcaccgga
gccccgeggce
ctgcggtgct
aggacgagtt
agttcgaggc
tcctgtccga
ccgcggatgce
agcagcagga
gcgctgecgce
aggcgctgct
tcttccagec
tgccggcagce
ccctegecgce
ggaagaaccg

tccgeccccg

cgcacggcgg

tacgcacgag
gcctcaggtc
ttggtttgtg
gtcgcccteg
tgcattcgeg
tctggacctg
cggcccctct
cgtggctgac
gcccctggtg
cgaggaggcc
gcaggcgcag
gcagatgctg
cgtcgccccg
cggtgccaac
ctccttecgec
cattaagggc

cgacgacgcc

240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1233



