BHC 09 1 008

SEQUENCE LISTING

<110> Bayer Healthcare

<120> Anti-Mesothelin Antibodies and Uses Thereof
<130> BHC 09 1 008

<160> 36

<170> PatentIn version 3.5

<210> 1
<211> 10
<212> PRT

<213> Homo sapiens

<400> 1

Gly Tyr Ser Phe Thr Asn Tyr Trp Ile Gly
1 5 10
<210> 2

<211> 10

<212> PRT

<213> Homo sapiens

<400> 2

Gly Tyr Thr Phe Thr Gly Asn Tyr Ile Asn
1 5 10
<210> 3

<211> 10

<212> PRT

<213> Homo sapiens

<400> 3

Gly Tyr Ser Phe Thr Ser Tyr Trp Ile Gly
1 5 10
<210> 4

<211> 20

<212> PRT

<213> Homo sapiens
<400> 4

Trp Met Gly vVal Ile Met Pro Ser Asp Ser Tyr Thr Arg Tyr Ser Pro
1 5 : 10 15

Ser Phe Gln Gly
20

<210> 5
<211> 20
<212> PRT
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<213> Homo
<400> 5
Trp Met Gly
1

Lys Phe Gln

<210> 6
<211> 20
<212> PRT
<213> Homo
<400> 6

Trp Met Gly
1

Ser Phe Gln

<210> 7
<211> 12
<212> PRT
<213> Homo
<400> 7

Tyr Gly His
1

<210> 8
<211> 10
<212> PRT
<213> Homo
<400> 8

Trp His His
1

<210> 9
<211> 11
<212> PRT
<213> Homo
<400> 9

Gly Gln Leu
1

<210>
<211>

10
12

sapiens

Ile Ile Asn Pro His Gly Gly Asp Thr Lys Tyr Ala Gln

5 10 15

Gly
20

sapiens

Ile Ile Asp Pro Gly Asp Ser Arg Thr Axrg Tyr Ser Pro

5 10 15

Gly
20

sapiens

Gly Met Tyr Gly Gly Ala Leu Asp Val
5 10

sapiens

Gly Thr Trp Ile Phe Asp Tyr
5 10

sapiens

Tyr Gly Gly Thr Tyr Met Asp Gly
5 10
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<212> PRT
<213> Homo sapiens

<400> 10

Arg Ala Ser Gln Ser Val Arg Ser Ser Arg Leu Ala
1 5 10

<210> 11

<211> 13

<212> PRT

<213> Homo sapiens

<400> 11

Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn Tyr Val Ser
1 5 10

<210> 12

<211> 14

<212> PRT
<213> Homo sapiens

<400> 12

Thr Gly Thr Ser Ser Asp Ile Gly Gly Tyr Asn Ser Val Ser
1 5 10

<210> 13

<211> 11

<212> PRT

<213> Homo sapiens

<400> 13

Leu Leu Ile Tyr Gly Ala Ser Lys Arg Ala Thr
1 5 10
<210> 14

<211> 11

<212> PRT
<213> Homo sapiens

<400> 14

Leu Leu Ile Tyr Asn Asp Asn Gln Arg Pro Ser
1 5 10
<210> 15

<211> 11

<212> PRT

<213> Homo sapiens
<400> 15

Leu Met Ile Tyr Gly Val Asn Asn Arg Pro Ser
1 5 10
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-4 -
<210> 16
<211> 8
<212> PRT

<213> Homo sapiens

<400> 16

Gln Gln Tyxr Tyr Asp Phe Pro Pro
1 5

<210> 17

<211> 9

<212> PRT

<213> Homo sapiens

<400> 17

Gln Gln Tyr Ser His Asp Pro Ser Gly
1 5

<210> 18

<211> 9

<212> PRT
<213> Homo sapiens

<400> 18

Ser Thr Tyr Asp Arg Arg Thr Phe Ser
1 5

<210> 19

<211> 10

<212> PRT

<213> Homo sapiens

<400> 19

Ser Ser Tyr Asp Ile Glu Ser Ala Thr Pro
1 5 10
<210> 20

<211> 121

<212> PRT

<213> Homo sapiens

<400> 20

Gln val Glu Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Glu
1 5 10 15

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Asn Tyr
20 25 30

Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met
35 40 45
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Gly

Gln

65

Leu

Ala

Gln

val
50
Gly

Gln

Arg

Ile

Gln

Trp

Tyr

Gly Thr

<210>
<211>
<212>
<213>

<400>

115

21
121
PRT
Homo

21

Gln val Gln

1

Ser

Trp

Gly

Gln

65

Leu

Ala

Gln

Leu

Ile

val

50

Gly

Gln

Arg

Gly

<210>
<211>
<212>
<213>

Lys

Gly

Ile

Gln

Trp

Tyr

Thr

115

22
119
PRT
Homo

Met

val

Ser

Gly

100

Leu

Pro

Thr

Ser

85

His

val

sapiens

Leu

Ile

20

Trp

Met

Val

Ser

Gly
100

Leu

Vval

Ser

val

Pro

Thr

Ser

85

His

val

sapiens

Ser

Ile

70

Leu

Gly

Thr

Gln

Cys

Arg

Ser

Ile

70

Leu

Gly

Thr

Asp

55

Ser

Lys

Met

val

Ser

Lys

Gln

Asp

55

Ser

Lys

Met

val

Ser

Ala

Ala

Tyr

Ser
120

Gly

Gly

Met

40

Ser

Ala

Ala

Tyr

Ser
120

-5

Tyr Thr Arg Tyr

Asp

Ser

Gly

105

Ser

Ala

Ser

25

Pro

Tyr

Asp

Ser

Gly

105

Ser

60

Lys Ser Ile

Asp
90

Gly

Glu

10

Gly

Gly

Thr

Lys

Asp

90

Gly

75

Thr

Ala

val

Tyr

Lys

Arg

Ser

75

Thr

Ala

Ala

Leu

Lys

Ser

Gly

Tyr

60

Ile

Ala

Leu

Ser

Ser

Met

Asp

Lys

Phe

Leu

45

Ser

Ser

Met

Asp

Pro

Thr

Tyr

val
110

Pro

Thr

30

Glu

Pro

Thr

Tyr

val
110

Ser

Ala

Tyr

95

Trp

Gly

Asn

Trp

Ser

Ala

Tyr

95

Trp

Phe

Tyr
80

Cys

Gly

Glu

Tyr

Met

Phe

Tyr

80

Cys

Gly
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<400>

22

Gln val Glu

1

Ser

Tyr

Gly

Gln

65

Met

Ala

Thr

Val

Ile

Ile

50

Gly

Glu

Arg

Leu

<210>
<211>
<212>
<213>

<400>

Lys

Asn
35

Ile

Arg

Leu

Trp

val
115

23
120
PRT
Homo

23

Gln val Glu

1

Ser

Trp

Gly

Gln

65

Leu

Leu

Ile

Ile

50

Gly

Gln

Lys

Gly

Ile

Gln

Trp

Leu

val

20

Trp

Asn

val

Ser

His

100

Thr

val

Ser

val

Pro

Thr

Ser

85

His

val

sapiens

Leu

Ile

20

Trp

Asp

Val

Serxr

val

Ser

val

Pro

Thr

Ser
85

Gln

Cys

Arg

His

Met

70

Leu

Gly

Ser

Gln

Cys

Arg

Gly

Ile

70

Leu

Ser

Lys

Gln

Gly

55

Thr

Arg

Thr

Ser

Ser

Lys

Gln

Asp

55

Ser

Lys

Gly

Ala

Ala

40

Gly

Arg

Ser

Trp

Gly

Gly

Ala

40

Ser

Ala

Ala

Ala

Ser

25

Pro

Asp

Asp

Glu

Ile
105

Ala

Ser

25

Pro

Arg

Asp

Ser

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Phe

Glu

10

Gly

Gly

Thr

Lys

Asp
90

val

Tyr

Gln

Lys

Ser

75

Thr

Asp

val

Tyr

Lys

Arg

Ser

75

Thr

Lys

Thr

Gly

Tyr

60

Ile

Ala

Tyr

Lys

Ser

Gly

Tyr

60

Ile

Ala

Lys

Phe

Leu

45

Ala

Ser

val

Trp

Lys

Phe

Leu

45

Ser

Ser

Met

Pro

Thr

30

Glu

Gln

Thr

Tyr

Gly
110

Pro

Thr

30

Glu

Pro

Thr

Tyr

Gly

15

Gly

Trp

Lys

Ala

Tyr
95

Gln

Gly

15

Ser

Trp

Ser

Ala

TYyr
95

Ala

Asn

Met

Phe

Tyr
80

Cys

Gly

Glu

Tyr

Met

Phe

Tyr

80

Cys
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Ala Arg Gly

Gly Thr Leu
115
<210> 24
<211> 110
<212> PRT
<213> Homo
<400> 24

Asp Ile Vval
1

Glu Arg Ala

Ala
35

Arg Leu

Ile Tyr Gly

50

Gly Ser Gly

Pro Glu Asp

Pro Thr Phe

<210>
<211>
<212>
<213>

25
111
PRT
Homo

<400> 25
Asp Ile Vval
1

Glu Arg Ala

Arg Leu Ala
35

Ile Tyr Gly

Gln Leu
100

Val Thr

sapiens
Thr

Leu

Thr
20

Leu
Trp Tyr
Ala Ser
Ser

Gly

Ala
85

Phe

Gly Gln

100

sapiens

Leu Thr

Thr Leu

20

Trp Tyr

Ala Ser

-1

Tyr Gly Gly Thr Tyr Met Asp Gly Trp Gly Gln

Val Ser Ser
120

Gln Ser Pro

Ser Cys Arg

Gln Gln Lys

40

Lys Arg Ala

55

Thr Phe

70

Asp

Thr Tyr Tyr

Gly Thr Lys

Gln Ser Pro

Ser Cys Arg

Gln Gln Lys

40

Lys Arg Ala

105

Ala

Ala

25

Pro

Thr

Thr

Cys

val
105

Ala

Ala

25

Pro

Thr

Thr

10

Ser

Gly

Gly

Leu

Gln

90

Glu

Thr

10

Ser

Gly

Gly

Leu

Gln

Gln

val

Thr

75

Gln

Ile

Leu

Gln

Gln

Val

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Ser

Ser

Ala

Pro

Leu

val

Pro

45

Ala

Ser

Tyr

Arg

Leu

val

Pro

45

Ala

110

Ser

Arg

30

Arg

Arg

Ser

Asp

Thr
110

Ser

Arg

30

Arg

Arg

Pro

15

Ser

Leu

Phe

Leu

Phe
95

Pro

15

Ser

Leu

Phe

Gly

Ser

Leu

Ser

Glu

80

Pro

Gly

Ser

Leu

Ser
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50

Gly Ser Gly
65

Pro Glu Asp

Ser Gly Thr
<210> 26
<211> 111
<212> PRT
<213> Homo
<400> 26

Asp Ile Vval
1

Arg Val Thr

Val Ser

35

Tyr

Ile Tyr Asn

50

Gly Ser

65

Lys

Ser Glu Asp

Phe Ser Vval

<210>
<211>
<212>
<213>

27

224
PRT
Homo
<400> 27

Asp Ile aAla
1

Ser Gly

Phe Ala
85

Phe Gly
100

sapiens
Thr

Leu

Ile
20

Ser

Trp Tyr

Asp Asn

Ser Gly

Glu Ala

85

Phe
100

Gly

sapiens

Leu Thr
5

Thr
70

val

Gln

Gln

Cys

Gln

Gln

Thr

70

Asp

Gly

55

Asp Phe Thr

Tyr Tyr Cyé

Gly Thr Lys
105

Pro Pro Ser

Ser
25

Ser Gly

Gln Leu Pro

40

Arg Pro Ser

55

Ser Ala Ser

Tyr Tyr Cys

Gly Thr Lys

105

Leu Thr
75

Gln Gln

90

val Glu

val
10

Ser
Ser Ser
Gly Thr
Val

Gly

Ala
75

Leu

Ser Thr

90

Leu Thr

60

Ile Ser Ser

Tyr Ser His

Ile Lys Arg
110

Gly Ala Pro

Asn Ile Gly

30

Ala Pro

45

Lys

Pro
60

Asp Arg

Ile Thr Gly

Tyr Asp Arg

Val Leu Gly

110

Leu

Asp

95

Thr

Gly

15

Ser

Leu

Phe

Leu

Arg

95

Gln

Glu
80

Pro

Gln

Asn

Leu

Ser

Gln

80

Thr

Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln

10

15
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Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Ile Gly Gly Tyr
20 25 30

Asn Ser Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
35 40 45

Met Ile Tyr Gly Val Asn Asn Arg Pro Ser Gly Val Ser Asn Arg Phe
50 55 60

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu
65 70 75 80

Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Asp Ile Glu
85 90 95

Ser Ala Thr Pro Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
100 105 110

Gln Asp Ile Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly
115 120 125

Gln Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser
130 135 140

Asn Tyr Val Ser Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu
145 150 155 160

Leu Ile Tyr Asn Asp Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe
165 170 175

Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu
180 185 190

Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Thr Tyr Asp Arg Arg
195 200 205

Thr Phe Ser Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln

210 215 220
<210> 28
<211> 363
<212> DNA

<213> Homo sapiens

<400> 28
caggtggaat tggttcagag cggcgcggaa gtgaaaaaac cgggcgaaag cctgaaaatt 60
agctgcaaag gttccggata ttcctttact aattattgga ttggttgggt gcgccagatg 120

cctgggaagg gtctcgagtg gatgggegtt atcatgccgt ctgatagcta tacccgttat 180
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tctccgaget ttcagggcca ggtgaccatt agcgcggata aaagcattag caccgcgtat

cttcaatgga gcagcctgaa agcgagcgat acggccatgt attattgcge gegttatggt

catggtatgt atggtggtgc tcttgatgtt tggggccaag gcaccctggt gacggttage

tca

<210> 29

<211> 363
<212> DNA
<213>

<400> 29
caggtgcaat

agctgcaaag
cctgggaagg
tctccgagcet
cttcaatgga
catggtatgt
tca

<210> 30
<211> 357
<212> DNA
<213>

<400> 30
caggtggaat

agctgcaaag
cctgggcagg
gcgcagaagt
atggaactga
catggtactt
<210> 31

<211> 360
<212> DNA
<213>

<400> 31
caggtggaat

agctgcaaag
cctgggaagg

tctecgaget

Homo sapiens

tggttcagag
gttccggata
gtctcgagtg
ttcagggcca
gcagcctgaa

atggtggtgc

Homo sapiens

tggttcagag
cctccggata
gtctcgagtg
ttcagggccyg
gcagcctgcg

ggatttttga

Homo sapiens

tggttcagag
gttccggata
gtctcgagtg

ttcagggcca

cggcgcggaa
ttcctttact
gatgggcgtt
ggtgaccatt
agcgagcgat

tcttgatgtt

cggcgcggaa
tacctttact
gatgggcatt
ggtgaccatg
tagcgaagat

ttattggggc

cggcgcggaa
ttcctttact
gatgggcatt

ggtgaccatt

gtgaaaaaac
aattattgga
atcatgccgt
agcgcggata
acggccatgt

tggggccaag

gtgaaaaaac
ggtaattata
atcaatccgce
acccgtgata
acggceccgtgt

caaggcaccc

gtgaaaaaac
tcttattgga
atcgatccgg

agcgcggata

cgggcgaaag
ttggttgggt
ctgatagcta
aaagcattag
attattgcgce

gcaccctggt

cgggcgcegag
ttaattgggt
atggtggcga
ccagcattag

attattgecgce

tggtgacggt

cgggcgaaag
ttggttgggt
gtgatagccg

aaagcattag

cctgaaaatt
gcgccagatg
tacccgttat
caccgcgtat
gcgttatggt

gacggttagc

ggtgaaagtg
ccgccaagcece
tacgaagtac
caccgecgtat
gcgttggecat

tagctca

cctgaaaatt
gcgccaggcce
tacccgttat

caccgcgtat

240

300

360

363

60

120

180

240

300

360

363

60

120

180

240

300

357

60

120

180

240
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cttcaatgga
ctttatggtg
<210> 32

<211> 330
<212> DNA
<213>

<400> 32
gatatcgtgce

ctgagctgca
ccaggtcaag
gcgcgtttta
cctgaagact
cagggtacga
<210> 33

<211> 333
<212> DNA

<213>

<400> 33
gatatecgtge

ctgagctgcea
ccaggtcaag
gcgegtttta
cctgaagact

ggccagggta

<210> 34

<211> 333
<212> DNA
<213>

<400> 34
gatatcgtgc

tcgtgtageg
cccgggacgyg
gatcgtttta
agcgaagacg

ggcggcggca

gcagcctgaa

gtacttatat

Homo sapiens

tgacccagag
gagcgagcca
caccgcgtcet
gcggectetgg
ttgcgactta

aagttgaaat

Homo sapiens

tgacccagag
gagcgagcca
caccgcegtcet
gcggetetgg
ttgcggtgta

cgaaagttga

Homo sapiens

tgacccagcc
gcagcagcag
cgccgaaact
gcggatccaa
aagcggatta

cgaagttaac

agcgagcgat

ggatggttgg

cccggecgacce
gtctgttcgt
attaatttat
atccggcacg
ttattgccag

taaacgtacg

cccggcgacce
gtctgttegt
attaatttat
atccggcacg
ttattgccag

aattaaacgt

gccttcagtg
caacattggt
tctgatttat
aagcggcacc
ttattgctct

cgtcctaggt

- 11 -
acggccatgt

ggccaaggca

ctgagcctgt
tcttctcegte
ggtgcttcta
gattttaccc

cagtattatg

ctgagcctgt
tcttctegtce
ggtgcttcta
gattttaccc
cagtattctc

acg

agtggcgcac
tctaattatg
aatgataatc
agcgcgagcc
acttatgatc

cag

attattgcgce

ccctggtgac

ctccgggcga
tggcttggta
agcgtgcaac
tgaccattag

attttcctcec

ctccgggega
tggcttggta
agcgtgcaac
tgaccattag

atgatccttc

caggtcagcg
tgtcttggta
agcgtccctc
ttgcgattac

gtcgtacttt

gcgtggtceag

ggttagctca

acgtgcgacc
ccagcagaaa
tggggtcccg
cagcctggaa

tacctttggce

acgtgcgacc
ccagcagaaa
tggggtcccg
cagcctggaa

tggtaccttt

tgtgaccatc
ccagcagttg
aggcgtgcecg
gggcctgcaa

ttctgtgttt

300

360

60

120

180

240

300

330

60

120

180

240

300

333

60

120

180

240

300

333
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<210>
<211>
<212>
<213>

35
339
DNA
Homo

<400> 35
gatatcgcac

tcgtgtacgg
catcccggga
agcaaccgtt
caagcggaag
gtgtttggeg
<210>
<211>

<212>
<213>

36
327
PRT
Homo
<400> 36

Glu val Glu
1

Asp Glu Ser

Ala Ala

35

Asp

Thr
50

Phe Tyr

Tyr Pro Gln

65

Phe Leu Lys

Leu Glu Thr

Gln
115

Ser Pro

Gln Leu

130

Asp

sapiens

tgacccagcc
gtactagcag
aggcgccgaa
ttagcggatc
acgaagcgga

gcggcacgaa

sapiens

Lys Thr

Leu Ile

20

Leu Leu

Glu Gln
Gly

Tyr

Ser
85

Met

Leu
100

Lys
val

Ala

Lys Asp

Ala

Phe

Ala

Leu

Pro

70

Pro

Ala

Thr

Thr

agcttcagtg
cgatgttggt
acttatgatt
caaaagcggc
ttattattgce

gttaaccgtc

Cys Pro

Tyr Lys

Thr Gln

40

Asp Val

55

Glu Ser

Glu

AsSp

Leu Leu

Ile
120

Leu

Leu
135

Asp

- 12 -

agcggctcac
ggttataatt
tattctgttt
aacaccgcga
gctacttggg

ctaggtcag

Ser Gly Lys

Lys Glu

25

Trp

Met Asp Arg

Leu Lys His

Gln
75

val Ile

Ile Arg Lys

Glu
105

vVal Asn

Asp Arg Phe

Thr Leu Thr

caggtcagag
atgtgtcttg
ctaagcgtcc
gcctgaccat

atcattctca

Lys Ala Arg

Ala
30

Leu Glu

Val Asn Ala

45

Lys Leu Asp

60

His Leu Gly

Trp Asn Val

His
110

Lys Gly

val Lys Gly

125

Ala Phe

140

Tyr

cattaccatc
gtaccagcag
ctcaggcgtg
tagcggectg

gatgggtaag

Glu
15

Ile
Cys Val
Ile Pro
Glu

Leu

Leu
80

Tyr

Thr
95

Ser
Glu Met
Gly

Arg

Pro Gly

60
120
180
240
300

339
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Tyr

145

Ser

Gln

Asn

Pro

Leu

225

val

Ala

Gln

Asn

Thr

305

Leu

Leu

Ile

Leu

Gly

Thr

210

Ala

Ala

Glu

Asp

Gly

290

Pro

Leu

Cys

Trp

Asp

Ser

195

Glu

Thr

Glu

Glu

Asp

275

Tyr

Cys

Ala

Ser

Ala

val

180

Glu

Asp

Phe

val

Arg

260

Leu

Leu

Leu

Ser

Leu

val

165

Leu

Tyr

Leu

Met

Gln

245

His

Asp

val

Leu

Thr
325

Ser

150

Arg

Tyr

Phe

Lys

Lys

230

Lys

Arg

Thr

Leu

Gly

310

Leu

Pro

Pro

Pro

Val

Ala

215

Leu

Leu

Pro

Glu

Gln

Lys

Lys

200

Leu

Arg

Leu

val

Glu

Asp

Ala

185

Ile

Ser

Thr

Gly

Arg
265

Leu Gly Leu

Asp
295

Pro

Ala

280

Leu

Gly

Ser

Pro

- 13

Leu

Leu

170

Arg

Gln

Gln

Asp

Pro

250

Asp

Gly

Met

val

Ser

155

Asp

Leu

Ser

Gln

Ala

235

His

Trp

Leu

Gln

Leu
315

Ser

Thr

Ala

Phe

Asn

220

val

val

Ile

Gln

Glu

300

Thr

vVal

Cys

Phe

Leu

205

vVal

Leu

Glu

Leu

Gly

285

Ala
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Pro

Asp

Gln

190

Gly

Ser

Pro

Gly

Arg
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Gly

Leu

Leu

Pro

Pro
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Asn

Gly

Met

Leu

Leu

255

Gln

Ile

Ser

Ala

Ser

160

Arg

Met
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Thr

240

Lys

Arg

Pro

Gly

Leu
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