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SEQUENCE LISTING

<110> Cellzome AG

<120> Methods for the identification of phosphatidylinositol kinase
interacting molecules and for the purification of
phosphatidylinositol kinase proteins

<130> CEL65963PC

<160> 6

<170> PatentIn version 3.5

<210> 1
<211> 1068
<212> PRT

<213> Homo sapiens

<220>

<221> MISC_FEATURE

<222> (39)..(046)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (94)..(1000

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (211)..(226)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (241)..(249)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (402)..(410)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (568)..(573)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (684)..(693)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (705)..(720)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (885)..(899)

<223> peptide identified by mass spectrometry

<400> 1

Met Pro Pro Arg Pro Ser Ser Gly Glu Leu Trp Gly Ile His Leu Met
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Pro

Thr

Leu

Glu

65

Glu

Pro

Leu

Asp

Asn

145

ser

Leu

val

Leu

Ile

225

Leu

Cys

Ile

Pro

Leu

Phe

50

ser

Phe

Phe

Asn

Met

130

val

Arg

Pro

Ile

Lys

210

Arg

Cys

Asp

Arg

Arg

Glu

35

Lys

Ser

Phe

Leu

cys

Ala

Lys

Lys

val

Glu

ser

Ile

20

Cys

Glu

Tyr

Asp

Lys

100

Glu

Lys

Lys

Met

His

180

val

Asn

Lys

Leu

Tyr

260

Cys

Leu

Leu

Ala

Ile

Glu

85

val

Ile

Asp

Glu

Tyr

165

Ile

Ile

His

Thr

Glu

245

Phe

Ile

val

Arg

Arg

Phe

70

Thr

Ile

Gly

Pro

Ala

150

val

Tyr

val

Asp

Tyr

Leu

Met

Glu

Glu

Lys

val

Arg

Glu

Phe

Glu

val

Tyr

Asn

ser

215

Ser

Gln

Glu

Leu
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Cys

Ala

40

Tyr

Ser

Arg

Pro

Ala

120

val

Asp

Pro

Lys

Pro

200

val

Met

Gly

Lys

Gly

Leu
25

Thr
Pro
val
Leu
val
105
Ile
GIn
Leu
Pro
Leu
185
ASN
Pro
Leu
Lys
Tyr
265

Arg

Leu

Leu

Leu

Thr

Gly

Gly

Asp

Arg

Asn

170

Asp

Asn

Glu

Leu

Tyr

250

Pro

Pro

Ile

His

Gln

75

Asp

Asn

Met

Phe

Asp

155

val

Lys

Asp

Gln

ser

235

Ile

Leu

Asn Gly Met

Thr

Gln

60

Glu

Leu

Arg

Pro

Glu

Gly

Lys

val

220

Ser

Leu

ser

Met Pro Asn
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Ile

45

Leu

Ala

Arg

Glu

val

125

Arg

Asn

ser

Gln

Gln

205

Ile

Glu

Lys

Gln

Leu

30

Lys

Leu

Glu

Leu

Glu

110

cys

Asn

Ser

Ser

Ile

190

Lys

Ala

GlIn

val

Tyr

270

Met

15

Ile

His

Gln

Arg

Phe

95

Lys

Glu

Ile

Pro

Pro

175

Ile

Tyr

Glu

Leu

Cys

255

Lys

Leu

val

Glu

Asp

Glu

80

Gln

Ile

Phe

Leu

His

160

Glu

val

Thr

Ala

Tyr

Met



Ala

Pro

305

Glu

Lys

Lys

Asp

Glu

385

Arg

Glu

Thr

Pro

Asn

465

Ser

Asn

Leu

Glu

Glu

Lys

290

ser

Thr

Ile

Ile

Asn

370

Trp

Leu

Glu

Asp

His

450

Pro

Ser

Trp

Ser

Gln

530

Gln

275

Glu

Tyr

Ser

Leu

Tyr

355

val

Leu

Cys

His

Thr

435

Gly

Asn

val

Ser

Asn

515

Leu

Glu

Ser

ser

Thr

Cys

340

val

Asn

Asn

Leu

cys

Leu

Leu

Lys

val

val

500

Arg

Lys

Lys

Leu

Arg

Lys

325

Ala

Arg

Thr

Tyr

ser

405

Pro

val

Glu

Glu

Lys

Ser

Leu

Ala

Asp

Tyr
Ar

310
ser
Thr
Thr
Gln
Asp
Ile
Leu
Ser
Asp
Thr
470
Phe
Arg
Ala

Ile

Phe

Ser
295

g Ile

Leu

Tyr

Gly

Arg

375

Cys

Ala

Gly

Leu

455

Pro

Pro

Glu

Arg

Ser

535

Leu
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280

GlIn

ser

Trp

val

Ile

360

val

Tyr

Ser

Trp

Lys

Leu

Cys

Asp

Ala

Asp

Thr

Trp

Leu

Thr

val

Asn

345

Tyr

Pro

Ile

val

Asn

Leu

Met

Arg

Ser

285

Pro Met Asp Cys

Ala

Ile

330

val

His

Cys

Pro

LysS

Asn

Ala

Pro

Glu

ser

490

Phe

Glu

Asp

Thr

315

Asn

Asn

Gly

Ser

395

Gly

Ile

Leu

Ile

Leu

475

val

ser

Leu

Pro

300

Pro

ser

Ile

Gly

Asn

380

Leu

Arg

Asn

Asn

Gly

Glu

Ile

Tyr

Arg

Leu
540

His Arg His
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Tyr

Ala

Arg

Glu

365

Pro

Pro

Lys

Leu

Leu

445

val

Phe

Glu

Ser

Glu

525

Ser

Tyr

Phe

Met

Leu

350

Pro

Arg

Arg

Gly

Phe

430

Trp

Thr

Asp

Glu

His

510

Asn

Glu

Cys

Thr

Asn

Arg

Ile

Leu

Trp

Ala

Ala

415

Asp

Pro

Gly

Trp

His

495

Ala

Asp

Ile

val

Met
Gly
Ile
Asp
cys
Asn
Ala
400
Lys
Tyr
val
ser
Phe
480
Ala
Gly
s
Thr

Thr



545

Ile

Arg

Ile

Pro

625

Tyr

Ala

ser

Glu

Gln

705

Gln

Glu

Ser

Cys

Asn

785

Phe

Ile

Pro

Asp

Lys

Met

610

ASp

Glu

Leu

Glu

Ser

690

val

Glu

Gln

Pro

Arg

Pro

Lys

Arg

Glu

Glu

Pro

595

val

Lys

GIn

Thr

Met

675

Tyr

Glu

Lys

Met

Leu

755

Ile

Asp

Asn

Ile

Ile

val

580

Glu

Arg

Leu

Tyr

Asn

660

His

Cys

Ala

Lys

Met

Ile

Gly

Met

Leu

565

Ala

Gln

Gly

Ser

Leu

645

Gln

Asn

Arg

Met

AsSp

725

Arg

Pro

Ser

Met

Asp

805

Glu

550

Pro

Gln

Ala

Phe

Gln

630

AsSp

Arg

Lys

Ala

Glu

710

Glu

Pro

Ala

ser

ser

790

Asp

Asn

Lys

Met

Met

Ala

615

Tyr

Asn

Ile

Thr

Cys

Lys

Thr

Asp

His

Ala

775

Glu

Leu

Ile
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Leu

Tyr

Glu

600

val

Leu

Leu

Gly

val

680

Leu

Gln

Phe

Gln

760

Lys

Leu

Arg

Trp

Leu

Cys

585

Leu

Arg

Ile

Leu

His

665

Ser

Met

Ile

Lys

Met

745

Leu

Arg

Leu

Gln

Gln

Leu

570

Leu

Leu

Cys

Gln

val

650

Phe

Gin

Tyr

Asn

val

730

Asp

Gly

Pro

Phe

Asp
810

555

Ser

val

Asp

Leu

Leu

635

Arg

Phe

Arg

Leu

Leu

715

Gln

Ala

Asn

Leu

Gln

795

Met

val

Lys

Cys

Glu

620

val

Phe

Phe

Phe

Lys

Thr

Met

Leu

Leu

Leu

Asn GIn Gly
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Lys

Asp

Asn

605

Lys

Gln

Leu

Trp

Gly

His

Asp

Lys

GlIn

Arg

Leu

Asn

Thr

Leu

Trp
Trp
590
Tyr
Tyr
val
Leu
His
670
Leu
Leu

Ile

Phe

Asn
Glu
Leu

Asp

Asn

575

Pro

Pro

Leu

Leu

Leu

Asn

Leu

Leu
735

Phe

Glu

Trp

Ile

Gln

815

Leu

560

ser

Pro

Asp

Thr

Lys

640

Lys

Lys

Leu

Arg

Lys

val

Leu

Glu

Glu

Ile

800

Ile

Arg



CEL65963PC-2010032904
820 825 830

Met Leu Pro Tyr Gly Cys Leu Ser Ile Gly Asp Cys val Gly Leu Ile
835 840 845

Glu val val Arg Asn Ser His Thr Ile Met GIn Ile Gln Cys Lys Gly
850 855 860

Gly Leu Lys Gly Ala Leu GIn Phe Asn Ser His Thr Leu His GIn Trp
865 870 875 880

Leu Lys Asp Lys Asn Lys Gly Glu Ile Tyr Asp Ala Ala Ile Asp Leu
885 890 895

Phe Thr Arg Ser Cys Ala Gly Tyr Cys val Ala Thr Phe Ile Leu Gly
900 905 910

Ile Gly Asp Arg His Asn Ser Asn Ile Met val Lys Asp Asp Gly Gln
915 920 925

Leu Phe His Ile Asp Phe Gly His Phe Leu Asp His Lys Lys Lys Lys
930 935 940

Phe Gly Tyr Lys Arg Glu Arg val Pro Phe val Leu Thr Gln Asp Phe
945 950 955 960

Leu Ile val Ile Ser Lys Gly Ala GIn Glu Cys Thr Lys Thr Arg Glu
965 970 975

Phe Glu Arg Phe GIn Glu Met Cys Tyr Lys Ala Tyr Leu Ala Ile Arg
980 985 990

GIn His Ala Asn Leu Phe ITle Asn Leu Phe Ser Met Met Leu Gly Ser
995 1000 005

Gly Met Pro Glu Leu GIn Ser Phe Asp Asp Ile Ala Tyr Ile Arg
1010 1015 1020

Lys Thr tLeu Ala Leu Asp Lys Thr Glu GIn Glu Ala Leu Glu Tyr
1025 1030 1035

Phe Met Lys Gln Met Asn Asp Ala His His Gly Gly Trp Thr Thr
1040 1045 1050

Lys Met Asp Trp Ile Phe His Thr Ile Lys GIn His Ala Leu Asn
1055 1060 1065

<210> 2

<211> 1070

<212> PRT

<213> Homo sapiens
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>

MISC_FEATURE
(49)..(61)
peptide identified

MISC_FEATURE
on..110
peptide identified

MISC_FEATURE
(115)..(121)
peptide identified

MISC_FEATURE
(133)..(149
peptide identified

MISC_FEATURE
(154)..(159)
peptide identified

MISC_FEATURE
(192)..(196)
peptide -identified

MISC_FEATURE
(232)..(319)
peptide +identified

MISC_FEATURE
(340)..(350)
peptide identified

MISC_FEATURE
(355)..(396)
peptide identified

MISC_FEATURE
(400)..(412)
peptide identified

MISC_FEATURE
(425)..(429)
peptide identified

MISC_FEATURE
(434)..(449) ]
peptide identified

MISC_FEATURE
(501)..(5100
peptide identified

MISC_FEATURE

by

by

by

by

by

by

by

by

by

by

by

CEL65963PC-2010032904

mass

mass

mass

mass

mass

mass

mass

mass

mass

mass

mass

mass

mass

spectrometry

spectrometry

spectrometry

spectrometry

spectrometry

spectrometry

spectrometry

spectrometry

spectrometry

spectrometry

spectrometry

spectrometry

spectrometry
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<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

(515)..(529)
peptide identified

MISC_FEATURE
(540)..(562)
peptide identified

MISC_FEATURE
(567)..(581)
peptide identified

MISC_FEATURE
(585)..(600)
peptide identified

MISC_FEATURE
(605)..(628)
peptide identified

MISC_FEATURE
(648)..(663)
peptide identified

MISC_FEATURE
(670)..(679)
peptide identified

MISC_FEATURE
(712)..(718)
peptide identified

MISC_FEATURE
(721)..(732)
peptide identified

MISC_FEATURE
(740)..(747)
peptide identified

MISC_FEATURE
(753)..(775)
peptide identified

MISC_FEATURE
(778)..(847)
peptide identified

MISC_FEATURE
(879)..(896)
peptide identified

MISC_FEATURE
(921)..(928)
peptide identified

by

by

by

by

by

by

by

by

by

CEL65963PC-2010032904

mass spectrometry

mass spectrometry

mass spectrometry

mass spectrometry

mass spectrometry

mass spectrometry

mass spectrometry

mass spectrometry

mass spectrometry

mass spectrometry

mass spectrometry

mass spectrometry

mass spectrometry

mass spectrometry
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>
<400>

Met Cys Phe Ser
1

Ile

Asp

Glu

Asn

65

Ala

Arg

Thr

Leu

val

145

Leu

Pro

Trp

Phe

Ala

50

Tyr

Cys

Arg

Arg

Ile

130

Asn

Ser

Pro

MISC_FEATURE
(930)..(946)
peptide identified by mass spectrometry

MISC_FEATURE
(982)..(994)

peptide identified by mass

MISC_FEATURE
(1020) .. (1050)

peptide identified by mass

MISC_FEATURE
(1057) ..(1065)

peptide identified by mass

2

Ala val
20

Leu Leu
35

Thr Ile

Pro Met

val Asn

Leu Cys

100

ser Cys

115

Gly Lys

Glu phe

Leu val

Glu His
180

Phe
5
Asp
Pro
Ser
Phe
Gln
85
Asp
Asp

Gly

Arg

Ile

Ser

Thr

Tyr

Asn

70

Thr

val

Pro

Leu

Arg

Leu

Pro
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Met Pro Pro

GIn

Gly

Ile

55

Leu

Ala

Arg

Gly

His

135

Lys

ser

Ser

Ile

Ile

40

Lys

Leu

val

Pro

Glu

120

Glu

Met

Trp

Ile

Ala

25

Tyr

GlIn

Met

Tyr

Phe

105

Lys

Phe

Arg

Met

Pro
185

Ala

10

Ser

Ile

Met

Asp

Glu

90

Leu

Leu

Asp

Lys

Asp
170

Met

Asp

Gln

Leu

Ile

75

Glu

Pro

Asp

ser

Phe

155

Trp

spectrometry

spectrometry

spectrometry

Ala

Gly

Leu

Trp

60

Asp

Leu

val

Ser

Leu

140

Ser

Leu

Glu Asn Leu
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Asp

ser

Glu

45

Lys

Ser

Glu

Leu

Lys

Glu

Lys

Glu

Ile

Ile

30

val

Gln

Tyr

Asp

Asp

Glu

GlIn

Asp

Leu

15

Pro

Pro

val

Met

Glu

95

Leu

Gly

Pro

Lys

Thr

175

Lys

Asp

val

Arg

His

Phe

80

Thr

val

val

Glu

Ile

160

Tyr

Leu



Tyr

val

Glu

225

val

val

val

Ile

Asn

305

Arg

Leu

val

val

Leu

385

cys

Thr

Lys

Lys

Gly

Phe

210

Leu

Ser

Phe

Met

Arg

Ile

val

Arg

Ser

370

Glu

Phe

Lys

val

Gly

Ser

Ala

Pro

Gly

Asn

275

Lys

Asn

Ile

Lys

Ala

355

ser

Phe

Ala

Thr

His

435

Gln

Lys

Phe

Ile

TYyr

Arg

Met

Ser

Ser

Gly

Gly

Glu

Asp

val

Ile

420

Tyr

Leu

Leu

GIn

Gln

Asp

245

His

Ala

Tyr

Ser

His

325

Asn

Leu

val

Ile

Tyr

405

Asn

Pro

Arg

Ile

val

Lys

Tyr

Pro

Leu

Glu

Asn

310

val

Lys

Phe

ser

Asn

390

Ala

Pro

val

Thr

val

Ser

215

Arg

val

Leu

Pro

Gln

295

Leu

Trp

Leu

His

Gly

Ile

val

Ser

Ala
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Ala val His Phe Glu Asn

200

Pro

Leu

Leu

Ile

His

280

Glu

Pro

Glu

Asn

Lys

cys

Leu

Lys

Asn

Thr

GIn

Gln

265

Phe

Met

Leu

Asn

Thr

345

Thr

Asn

ASp

Asp

Tyr

425

val

Ile

Met
Ile
val
250
Phe
Ile
Ile
Pro
Asn
330
Glu
Glu
Asp
Leu
Lys
4

GlIn

Asn

Asn

His

235

ser

Gln

Leu

Ala

Leu

315

Asn

Glu

Leu

His

Pro

395

val

Thr

Thr

Pro

220

Gly

Gly

Tyr

val

Ile

300

Pro

Pro

Thr

Leu

Ile

380

Arg

Lys

Ile

Met

ITe Leu His
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460

205

Ile

Lys

Arg

Ile

Glu

285

Glu

Pro

Phe

val

365

Trp

Met

Thr

Arg

val

445

Ser

Cys
Lys
Glu
val
270
Cys
Ala
Lys
Gln
350
Lys
Asn
Ala
Lys
Lys

0
Phe

Trp

Gln

val

Asp

Glu

255

Asn

Cys

Ala

Lys

val

Thr

Glu

Arg

Ala

Asp

Ser

Asp

Asn

Glu

240

Tyr

Cys

Lys

Thr

320

val

His

Ile

Pro

Leu

400

ser

Gly

Phe

Ser
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Phe Pro Asp Glu Leu Glu Glu Met Leu Asn Pro Met Gly Thr val GlIn
465 470 475 480

Thr Asn Pro Tyr Thr Glu Asn Ala Thr Ala Leu His val Lys Phe Pro
485 490 495

Glu Asn Lys Lys GIn Pro Tyr Tyr Tyr Pro Pro Phe Asp Lys Ile Ile
500 505 510

Glu Lys Ala Ala Glu Ile Ala Ser Ser Asp Ser Ala Asn val Ser Ser
515 520 525

Arg Gly Gly Lys Lys Phe Leu Pro val Leu Lys Glu Ile Leu Asp Arg
530 535 540

Asp Pro Leu Ser GIn Leu Cys Glu Asn Glu Met Asp Leu Ile Trp Thr
545 550 555 560

Leu Arg GIn Asp Cys Arg Glu Ile Phe Pro Gln Ser Leu Pro Lys Leu
565 570 575

Leu Leu Ser Ile Lys Trp Asn Lys Leu Glu Asp val Ala GIn Leu Gln
580 585 590

Ala Leu Leu GIn Ile Trp Pro Lys Leu Pro Pro Arg Glu Ala Leu Glu
595 600 605

Leu Leu Asp Phe Asn Tyr Pro Asp GIn Tyr val Arg Glu Tyr Ala val
610 615 620

Gly Cys Leu Arg GIn Met Ser Asp Glu Glu Leu Ser GIn Tyr Leu Leu
625 630 635 640

Gln Leu val GIn val Leu Lys Tyr Glu Pro Phe Leu Asp Cys Ala Leu
645 650 655

Ser Arg Phe Leu Leu Glu Arg Ala Leu Gly Asn Arg Arg Ile Gly Gln
660 665 670

Phe Leu Phe Trp His Leu Arg Ser Glu val His Ile Pro Ala val Ser
675 680 685

val GIn Phe Gly val Ile Leu Glu Ala Tyr Cys Arg Gly Ser val Gly
690 695 700

His Met Lys val Leu Ser Lys GIn val Glu Ala Leu Asn LyS Leu Lys
705 710 715 720

Thr Leu Asn Ser Leu Ile Lys Leu Asn Ala val Lys Leu Asn Arg Ala
725 730 735
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Lys Gly Lys Glu Ala Met His Thr Cys Leu Lys Gln Ser Ala Tyr Arg
740 745 750

Glu Ala Leu Ser Asp Leu GIln Ser Pro Leu Asn Pro Cys val Ile Leu
755 760 765

Ser Glu Leu Tyr val Glu Lys Cys Lys Tyr Met Asp Ser Lys Met Lys
770 775 780

Pro Leu Trp Leu val Tyr Asn Asn Lys Val Phe Gly Glu Asp Ser val
785 790 795 800

Gly val Ile Phe Lys Asn Gly Asp Asp Leu Arg GIn Asp Met Leu Thr
805 810 815

Leu Gln Met Leu Arg Leu Met Asp Leu Leu Trp Lys Glu Ala Gly Leu
820 825 830

Asp Leu Arg Met Leu Pro Tyr Gly Cys Leu Ala Thr Gly Asp Arg Ser

Gly Leu Ile Glu val val Ser Thr Ser Glu Thr Ile Ala Asp Ile GIn
850 855 860

Leu Asn Ser Ser Asn val Ala Ala Ala Ala Ala Phe Asn Lys Asp Ala
865 870 875 880

Leu Leu Asn Trp Leu Lys Glu Tyr Asn Ser Gly Asp Asp Leu Asp Arg
885 890 895

Ala Ile Glu Glu Phe Thr Leu Ser Cys Ala Gly Tyr Cys val Ala Ser
900 905 910

Tyr val Leu Gly Ile Gly Asp Arg His Ser Asp Asn Ile Met val Lys
915 920 925

Lys Thr Gly GIn Leu Phe His Ile Asp Phe Gly His Ile Leu Gly Asn
930 935 940

Phe Lys Ser Lys Phe Gly Ile Lys Arg Glu Arg val Pro pPhe Ile Leu
945 950 955 960

Thr Tyr Asp Phe Ile His val Ile GIn Gln Gly Lys Thr Gly Asn Thr
965 970 975

Glu Lys Phe Gly Arg Phe Arg Gln Cys Cys Glu Asp Ala Tyr Leu Ile
980 985 990

Leu Arg Arg His Gly Asn Leu Phe 1Ile Thr Leu Phe Ala Leu Met Leu
995 1000 1005
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CEL65963PC-2010032904

Thr Ala Gly Leu Pro Glu Leu Thr Ser val Lys Asp 1Ile GIn Tyr
1010 1015 1020

Leu Lys Asp Ser Leu Ala Leu Gly Lys Ser Glu Glu Glu Ala Leu
1025 1030 1035

Lys GIn Phe Lys Gln Lys Phe Asp Glu Ala Leu Arg Glu Ser Trp
1040 1045 1050

Thr Thr Lys val Asn Trp Met Ala His Thr val Arg Lys Asp Tyr
1055 1060 1065

Arg Ser
1070

<210> 3

<211> 2044

<212> PRT

<213> Homo sapiens

<220>

<221> MISC_FEATURE

<222> (52)..(61)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (139)..(149)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (161)..(169)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (340)..(358)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (438)..(462)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (509)..(517)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (521)..(540)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (575)..(586)

<223> peptide identified by mass spectrometry

Seite 12



<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

MISC_FEATURE
(628)..(637)
peptide identified

MISC_FEATURE
(772)..(784)
peptide identified

MISC_FEATURE
(795)..(807)

peptide identified

MISC_FEATURE
(899)..(908)
peptide identified

MISC_FEATURE
(970)..(982)
peptide identified

MISC_FEATURE
(1091)..(1113)
peptide identified

MISC_FEATURE
(1138)..(1146)
peptide identified

MISC_FEATURE
(1206) ..(1228)
peptide identified

MISC_FEATURE
(1269)..(1278)
peptide identified

MISC_FEATURE
(1362)..(1387)
peptide identified

MISC_FEATURE
(1432)..(1444)
peptide identified

MISC_FEATURE
(1506) . . (1516)
peptide identified

MISC_FEATURE
(1520) . . (1533)
peptide identified

MISC_FEATURE
(1613)..(1621)

by

by

by

by

by

by

by

by

CEL65963PC-2010032904

mass spectrometry
mass spectrometry
mass spectrometry
mass spectrometry
mass spectrometry
mass spectrometry
mass spectrometry
mass spectrometry
mass spectrometry
mass spectrometry
mass spectrometry
mass

spectrometry

mass spectrometry
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<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

peptide identified

MISC_FEATURE
(1683)..(1695)

peptide identified

MISC_FEATURE
(1702)..(1711)

peptide identified

MISC_FEATURE
(1733)..(1742)

peptide identified

MISC_FEATURE
(1784)..(1792)
peptide identified b

MISC_FEATURE
(1828)..(1847)

peptide identified

MISC_FEATURE
(1853)..(1878)

peptide identified

MISC_FEATURE
(2011)..(2028)
peptide identified by mass

3

Met Cys Pro val
1

Arg

Gln

Leu

Gly

65

Leu

Glu

Leu

Asp

His

Pro

50

Ala

Ser

val

Glu

Ala

Lys

35

Lys

Leu

Asp

Leu

Ile

val

20

Asp

val

Pro

val

Leu

100

Gln

Asp Phe His Gly

5

Ile

cys

TYyr

val

Ala

85

Gln

Asp

Ala

val

Trp

Ala

70

Tyr

val

Lys

Leu

val

val

55

Glu

Arg

Leu

Glu

CEL65963PC-2010032904

by mass

by mass

by mass

y mass

by mass

by mass

Gly 11
25

by mass spectrometry

spectrometry

spectrometry

spectrometry

spectrometry

spectrometry

spectrometry

spectrometry

10

e Phe

Pro Tyr Leu

40

Glu G1

Ser Ph

u Ser

e ser

Asp Pro Ser

90

His val Leu
105

Tyr Leu

Leu

Leu

Thr

Phe

75

Leu

Leu

ITe Phe GIn Leu

Ile

Arg

Ala

60

cys

Arg

Gly

Cys Lys Tyr

Seite 14

Asp

Glu

Leu

45

Arg

Leu

Asp

Met

Ala

Glu

Ser

30

Leu

Lys

val

Glu

Cys

110

Ile

Arg
15

ASp
Lys
Gly
Thr
Ile
95

Gln

Pro

Arg

Leu

Gly

Arg

Leu

80

Leu

Cys



Leu

Ser

145

val

Arg

Leu

Glu

Tyr

225

Tyr

Asn

Glu

Ser

305

Lys

Phe

Gln

Glu

Asp

Ile

130

Leu

Leu

Ser

Lys

210

Phe

Tyr

Gly

Leu

Leu

290

Leu

Met

val

Gly

Leu

370

Leu

115

Gly

Leu

Glu

Ile

195

Gly

Glu

Phe

val

Leu

275

Asp

Tyr

Leu

Lys

Glu

355

ser

Met

Ile

ser

Glu

Leu

180

Lys

Met

Ala

ser

Thr

260

Asn

Ala

Tyr

Arg

Glu

340

Leu

Pro

val

Ser

Lys

Leu

165

Pro

Thr

Pro

Ser

Thr

245

Tyr

Leu

Ile

Thr

Asp

325

Ile

Gln

Leu

Trp

Arg

Leu

150

Glu

Ser

Ser

Pro

Cys

230

Ile

Lys

val

val

ser

310

Thr

His

Lys

Lys

Ala

Ala

135

Phe

Gly

Asn

ser

Pro

215

Leu

Ser

Glu

Lys

Ala

295

Phe

Leu

Asp

Leu
375

val

CEL65963PC-2010032904

120

Phe

Pro

val

Leu

val

200

ser

Pro

Ser

Phe

Lys

ser

Ser

Tyr

Phe

Leu

360

Arg

Lys

Gly

Lys

Arg

Leu

185

Ser

Ser

Asp

Ser

Asn

265

Ile

val

Asp

Tyr

val

345

His

Cys

Asp

Arg

Ile

Ser

Pro

Gly

Phe

250

Ile

val

Met

Pro

Met

330

Leu

AsSp

Gln

TYyr

Pro

155

Arg

val

Ile

Gly

Thr

235

Ser

Pro

Glu

Glu

Leu

315

Lys

Glu

Ala

Ala

Ser

140

Pro

ser

Cys

ser

val

Leu

Glu

Ala

300

Tyr

Asp

GlIn

Asp

ser
380

Glu GIn Gly
Seite 15

125

Asn

His

Phe

Gln

Gln

205

ser

Leu

ser

Glu

Ala

285

Asn

Leu

Leu

Phe

Arg

365

Ala

Ala

Met

ser

Asn

Glu

190

val

Ala

Glu

Pro

Met

270

val

Pro

Thr

Pro

Asn

350

Ile

Ala

Glu

Glu

Leu

Ser

Phe

Pro

Leu

255

Leu

Leu

Ser

Met

Thr

335

Thr

His

cys

Asn

Glu

Thr

Pro

His

Glu

240

Phe

Arg

Lys

Ala

Phe

320

ser

ser

Asn

val

Leu



385

Cys

Ile

Arg

Leu

Lys

ASp

Ile

Gln

545

Ala

Glu

Pro

Gly

Ser

625

Asp

Asn

Ile

Ile

Leu

Tyr

val

Lys

Asn

val

530

Glu

Leu

Pro

Leu

Asn

610

val

His

Ile

Lys

Ala

Cys

435

ASp

His

Thr

Ser

Ile

515

Glu

Ser

Gly

Ile

595

Gln

Lys

Gly

Ala

Leu

His

420

Glu

Phe

Ser

Asn

Gln

500

Cys

Ala

Asp

His

Leu

580

val

Tyr

Ala

Tyr

Ala

Ser

405

Leu

Arg

Leu

GIn

Glu

485

Pro

Arg

Phe

Lys

Ile

565

Gln

Leu

Ile

ser

390

Glu

Pro

Phe

val

TYr

470

His

Ser

Cys

Leu

550

Ala

Ile

Ile

Tyr

ser

630

His

Ile

Lys

Leu

Pro

Ile

455

His

Ser

Met

Leu

Ala

535

Ala

val

Leu

Ile

Gln

615

val

cys

Gln

CEL65963PC-2010032904
395

Leu GIn Ser Lys Thr Ser
410

Leu

val

440

Pro

Thr

Glu

Tyr

His

Ala

Gln

val

ser

Asp

Ile

425

val

Ser

val

Ser

Glu

505

Ala

Leu

Leu

Leu

GIn

585

GIn

val

Tyr

Leu

Glu

Cys

val

Pro

Ala

Thr

490

Gln

Gly

Ser

Ile

570

Lys

Leu

Trp

Ser

Ala
650

Cys

His

val

Gly

Leu

Leu

Leu

Asn

Pro

555

Asp

Phe

Gly

Asn

Ala

635

val

Leu

Ser

Leu

460

Asn

Asn

Arg

Thr

540

Asp

Thr

cys

Cys

Leu

620

Thr

Ile

His Leu val
Seite 16

Gln

val

445

val

Asp

val

Asp

val

525

Leu

His

Pro

Gln

Leu

605

Phe

Lys

Asn

Asp

Ser

Gly

Thr

Lys

Ile

Met

Ile

510

Asp

Tyr

Thr

Lys

Pro

590

val

Gln

Asp

Ala

Glu

Lys

Leu

Pro

Leu

Lys

ser

495

Ala

Pro

Ile

Ile

val

575

Pro

Ile

Gln

Tyr

Leu

655

Leu

400

val

Gly

ser

Tyr

Ile

480

Gly

Ile

val

ser

Ser

Thr

Ile

Lys

640

Ala

Leu



Met

Ala

Ser

705

Arg

Phe

Gly

Ala

Ser

785

Ala

Pro

Thr

ser

Lys

865

val

Ala

Leu

Asp

Asn

Ser

690

Ala

Arg

Arg

Ser

Thr

770

val

Glu

Pro

Tyr

Thr

850

Ala

Ala

Lys

Leu

Lys

Leu

675

Glu

Gly

Leu

Asp

Gly

Lys

Leu

Leu

Glu

Leu

835

Asp

Ile

Asp

Thr

val

915

Tyr

660

Leu

Arg

Asn

Pro

Glu

Ala

Leu

Pro

725

Phe

740

Leu

Ser

Gln

ser

val

820

Leu

Pro

Gln

Lys

Lys

900

Asn

Leu

Trp

Trp

Pro

Tyr

Glu

805

Ser

Ser

Asp

Lys

val

885

Glu

Phe

Ser

Leu

ser

Gly

710

Ile

Leu

Pro

Leu

Asn

790

Leu

Ala

val

Arg

Asp

Phe

Asn

Asn

Gly

Phe

Glu

695

val

Lys

Tyr

Glu

Leu

775

Ser

Arg

Leu

Tyr

Phe

855

Lys

Asp

Glu

Leu

CEL65963PC-2010032904
665

val

680

Lys

Leu

Glu

Ser

Glu

760

Thr

Ala

Ser

Ile

Arg

Gln

Ser

Ala

Glu

Ile

920

val

Gln

Gly

Ile

Ala

val

745

Trp

Phe

Met

Thr.

Asn
825
Leu
val
Gly
Phe
Glu
905

His

Asp

Leu

Pro

Pro

Lys

Leu

Tyr

Pro

Lys

Ile

810

Lys

Glu

Met

Met

Leu

890

Leu

Lys

Gly

Ala

val

715

Pro

Met

Glu

Ser

Asn

795

Ile

Leu

TYyr

Phe

Met

875

Asn

Glu

Arg

Leu

Leu

700

Ile

Arg

Gly

Gly

Lys

Asp

Asn

Asp

Met

cys

GIn

Met

Arg

Ile

Lys Phe Pro
Seite 17

Glu

685

Lys

Ala

Leu

Phe

val

765

Glu

Thr

Leu

Phe

Arg

Tyr

Cys

Met

His

670

Gly

Ala

val

GIn

Ala

750

Cys

Pro

val

Leu

Ala

830

val

Phe

val

Ala

Ala

910

Arg

Leu

Lys

ser

Leu

Lys

val

Glu

Leu

Thr

Leu

Glu

Ile

895

Gln

val

Leu

Arg

ser

Thr

720

Leu

Glu

Arg

Pro

800

Pro

Ser

Arg

Asp

Ala

880

Lys

Phe

Ala

Trp



ser

945

Leu

Pro

Glu

Glu

Glu

His

Gly

Glu

ser

Ile

Met

GIn

ser

Gly

Ala

Pro

CEL65963PC-2010032904
930 935 940

Gly Thr val Leu Lys Thr Met Leu Asp Ile Leu Gln Thr Leu Ser
950 955 960

Ser Leu Ser Ala Asp Ile His Lys Asp Gln Pro Tyr Tyr Asp Ile
965 970 975

Asp Ala Pro Tyr Arg Ile Thr val Pro Asp Thr Tyr Glu Ala Arg
980 985 990

ser Ile val Lys Asp Phe Ala Ala Arg Cys Gly Met 1Ile Leu Gln
995 1000 1005

Ala Met Lys Trp Ala Pro Thr val Thr Lys Ser His Leu Gln
1010 1015 1020

Tyr Leu Asn Lys His Gln Asn Trp val Ser G] Leu Ser Gln

y
1025 1030 1035

Thr Gly Leu Ala Met Ala Thr Glu Ser Ile Leu His Phe Ala
1040 1045 1050

Tyr Asn Lys GIn Asn Thr Thr Leu Gly Ala Thr GIn Leu Ser
1055 1060 1065

Arg Pro Ala Cys val Lys Lys Asp Tyr Ser Asn Phe Met Ala
1070 1075 1080

Leu Asn Leu Arg Asn Arg Tyr Ala Gly Glu val Tyr Gly Met
1085 1090 1095

Arg Phe Ser Gly Thr Thr Gly Gln Met Ser

Asp Leu Asn Lys
1100 1105 1110

Met Vval GIn Asp Leu His Ser Ala Leu Asp Ser His Pro

Arg
1115 1120 1125

His Tyr Thr GIn Ala Met Phe Lys Leu Thr Ala Met Leu Ile
1130 1135 1140

Ser Lys Asp Cys Asp Pro GIn Leu Leu His His Leu Cys Trp
1145 1150 1155

Pro Leu Arg Met Phe Asn Glu His Gly Met Glu Thr Ala Leu
1160 1165 1170

Cys Trp Glu Trp Leu Leu Ala Gly Lys Asp Gly val Glu val
1175 1180 1185

Phe Met Arg Glu Met Ala Gly Ala Trp His Met Thr val Glu
Seite 18



GlIn

Leu

val

Glu

sSer

Gly

Leu

Asn

Ala

Glu

Thr

val

val

Pro

Ser

Lys

Arg

1190

Lys
1205

Ala
1220

Thr
1235

Ile
1250

Leu
1265

ser
1280

Leu
1295

Ala
1310

Phe
1325

Lys
1340

Ala
1355

Pro
1370

Leu
1400

Lys
1415

Arg
1430

Leu

Phe

Ala

Pro

Ala

Leu

Met

Thr

Thr

Asp

Arg

Met

Pro

Ser

ser

Lys

Arg

Ile

Gly

ser

His

Lys

Gln

Asn

Leu

Ile

Tyr

Leu

Phe

Asp

Arg

ser

Thr

Thr

Thr

Leu

Glu

Tyr

Tyr

Arg

Arg

Gly

Arg

Phe

Arg

ser

Asn

Gln

Gly

Asn

Leu

Trp

Phe

Ala

Ile

cys

ser

His

Leu

Asn

ser

Glu

ASp

Gln

Gln

Met

Arg

Leu

Tyr

1195

ser
1210

ser
1225

Trp
1240

ser
1255

Met
1270

val
1285

ser
1300

val
1315

Asp
1345

Lys
1360
Asp

1375

Ala
1390

ser
1405

Leu
1435

Asn

CEL65963PC-2010032904

Ala

Gln

Ile

Ser

ser

Ala

Leu

Leu

Pro

Ile

Lys

Thr

Thr

Thr

Ser

Ser

Pro

1200

Glu Ile Lys Glu

Pro Lys

Asp Phe

Asp Gln

Leu Asn

Ala Ile

Leu His

Arg Glu

Pro Lys

Ser Ile

Tyr Leu

Arg Ser

Gln Gly

Ile Ser

GIn Leu

Leu Leu

Leu Ser
Seite

Pro

Leu

val

Ile

Gly

Ala

Lys

Phe

Met

Thr

Asn

Trp

Lys

His

Ala

Ala
19

1215

Cys
1230

val
1245

Glu
1260

Pro
1290

Asp
1305
Ile

1320

Pro
1335

Ile
1350

Ala
1365

Leu
1380

Ile
1395

Lys
1410

Lys
1425

Thr
1440

Pro

Ala

Pro

Gln

Ile

Gly

Arg

val

Tyr

Thr

Lys

ser

Asp

Asn

ser

Tyr

Glu

Glu

Asp

Pro

Arg

Phe

Ala

Phe

val

ser

Gln

Phe

Gln

Ile

Thr

Gly

Tyr

Ile

Leu

Pro

Glu

Phe

Ser

Lys

Lys

Pro

Thr

Gly

Trp

Leu

Thr

Tyr

Met

Met

Glu



CEL65963PC-2010032904
1445 1450 1455

Leu Asp GIn Ala Gly Glu Asn Ser val Ala Asn Trp Arg Ser Lys
1460 1465 1470

Tyr Ile Ser Leu Ser Glu Lys GIn Trp Lys Asp Asn Val Asn Leu
1475 1480 1485

Ala Trp Ser Ile Ser Pro Tyr Leu Ala val Gln Leu Pro Ala Arg
1490 1495 1500

Phe Lys Asn Thr Glu Ala Ile Gly Asn Glu val Thr Arg Leu val
1505 1510 1515

Arg Leu Asp Pro Gly Ala val Ser Asp val Pro Glu Ala Ile Lys
1520 1525 1530

Phe Leu Vval Thr Trp His Thr 1Ile Asp Ala Asp Ala Pro Glu Leu
1535 1540 1545

Ser His Vval Leu Cys Trp Ala Pro Thr Asp Pro Pro Thr Gly Leu
1550 1555 1560

Ser Tyr Phe Ser Ser Met Tyr Pro Pro His Pro Leu Thr Ala Gln
1565 1570 1575

Tyr Gly val Lys val Leu Arg Ser Phe Pro Pro Asp Ala Ile Leu
1580 1585 1590

Phe Tyr Ile Pro GIn Ile val GIn Ala Leu Arg Tyr Asp Lys Met
1595 1600 1605

Gly Tyr val Arg Glu Tyr Ile Leu Trp Ala Ala Ser Lys Ser Gln
1610 1615 1620

Leu Leu Ala His GIn Phe I1e Trp Asn Met Lys Thr Asn Ile Tyr
1625 1630 1635

Leu Asp Glu Glu Gly His GIln Lys Asp Pro Asp Ile Gly Asp Leu
1640 1645 ' 1650

Leu Asp GIn Leu val Glu Glu Ile Thr Gly Ser Leu Ser Gly Pro
1655 1660 1665

Ala Lys Asp Phe Tyr Gln Arg Glu Phe Asp Phe Phe Asn Lys Ile
1670 1675 1680

Thr Asn val Ser Ala Ile Ile Lys Pro Tyr Pro Lys Gly Asp Glu
1685 1690 1695

Arg Lys Lys Ala Cys Leu Ser Ala Leu Ser Glu val Lys val Gin
Seite 20



Pro

Ile

Pro

Leu

Cys

Ala

Leu

Leu

Gly

Gln

Arg

Tyr

Leu

Lys

sSer

Thr

Pro

Asp
1730

TYyr
1745

Glu
1760

ser
1775

Ile
1790

GlIn
1805

Asp
1820
Cys

1835

Leu
1850

Gln
1865

Asn
1880

Leu
1895

Lys
1910

ser
1925

Asp
1940

Phe

Cys

Tyr

Leu

Lys

Thr

Phe

Ile

Leu

Gly

Gly

Tyr

Phe

Gln

Gly

Pro

Glu

Lys

Tyr

Lys

Ala

Glu

GlIn

Lys

Ile

Phe

val

Arg

Gly

Ile

Ile

His

Gly

Met

Trp

Leu

Ser

Lys

Gly

Glu

val

Asp

val

Ile

Gln

Asp

Arg

Lys

Ile

Gly

val

Phe

Pro

Gly

Phe

Leu

Ala

Gly

Leu

Phe

Glu

Thr

Glu

ser

Asp

Ile

Asn

Met

Met

1705

ser
1720

Thr
1735

Lys
1750

Arg
1765

Asp
1780

Asp
1795

Phe
1810

Pro
1825

cys
1840

Asp
1855

ser
1870

Met
1885

Arg
1900

His
1915

Leu
1930

Ile
1945

Glu

CEL65963PC-2010032904

1710

Asn Pro Glu Ala Ile

Pro

val

Cys

Gly

Asp

Lys

Tyr

Ile

Phe

Thr

Ala

His

Ile

Gly

Met

Met

Met

Lys

Arg

GlIn

Cys

Asn

Arg

Pro

Gly

Leu

Ala

Asn

Asp

Trp

Gly

cys

Seite

GIn

Arg

Ser

Lys

Arg

Ile

val

Asp

Met

Ala

Tyr

Gly

Phe

Glu

Gly

val

ser

Cys

Asp

Ile

Gln

Phe

val

Cys

Tyr

Phe

Ser

Asn

Gly

Pro

Lys

Arg
21

1725

Ala
1740

ser
1770

ser
1785

Asp
1800

Gln
1815

Ala
1830

Thr
1845

Asp
1860

Gln
1875

Leu
1890

Ile
1905

Phe
1920

Asp
1935

Met
1950

Gly

val

Ala

val

Glu

Trp

Met

Leu

Thr

Ser

Tyr

Gln

Leu

Met

Met

Ile

Glu

Tyr

Leu

Lys

ser

Asp

GIn

Leu

val

Ala

Arg

Phe

Ala

Leu

Leu

Phe

Lys

Ala

Leu

Asp

Ala

Glu

Glu

Ala

Ala

Gly

Pro

Asp

Thr

Arg

Phe

Asp

Glu

Leu

Thr

Ala



1955

val Arg Pro Tyr Met Asp
1970

Leu Asp Thr Gly Leu Pro
1985

Leu Lys His Arg Phe Ser
2000

Asn Phe 1Ile Met Lys val
2015

Ser Arg Thr Tyr Asp Met
2030

Tyr

<210> 4

<211> 421

<212> PRT

<213> Homo sapiens

<220>

<221> MISC_FEATURE

<222> (32)..(37)

<223> peptide identified

<220>

<221> MISC_FEATURE

<222> (82)..(109)

<223> peptide identified

<220>

<221> MISC_FEATURE

<222> (113)..(140)

<223> peptide identified

<220>

<221> MISC_FEATURE

<222> (151)..(204)

<223> peptide identified

<220>

<221> MISC_FEATURE

<222> (227)..(248)

<223> peptide identified

<220>

<221> MISC_FEATURE

<222> (251)..(265)

<223> peptide identified

<220>

<221> MISC_FEATURE

<222> (269)..(292)

<223> peptide identified

CEL65963PC-2010032904

1960

Ala val
1975

Cys Phe
1990

Pro Asn
2005

ITe Gln
2020

ITe GIn
2035

by mass

by mass

by mass

by mass

by mass

by mass

by mass

val Ser Leu

Arg Gly Gln

Met Thr Glu

Ser Cys Phe

Tyr Tyr GIn

spectrometry

spectrometry

spectrometry

spectrometry

spectrometry

spectrometry

spectrometry

Seite 22

1965

val Thr Leu Met
1980

Thr 1Ile Lys Leu
1995

Arg Glu Ala Ala
2010

Leu Ser Asn Arg
2025

Asn Asp Ile Pro
2040



<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

MISC_FEATURE
(341)..(365) |
peptide identified by mass spectrometry

MISC_FEATURE
(394)..(410) .
peptide identified by mass spectrometry

MISC_FEATURE
(412)..(421)
peptide identified by mass spectrometry

4

Met Ala Ser Ser

1

Gly

Phe

Gly

val

65

Lys

His

Asp

Asn

Tyr

145

Asp

His

val

Pro

val

val

50

Pro

Ile

Phe

Arg

Pro

130

Asp

Met

Gly

Asp

Gly

Gln

35

Phe

Pro

Lys

Lys

Phe

115

Pro

Arg

His

Asn

Asn
195

Pro

20

Gln

Leu

Pro

val

Phe

100

Gly

ser

Thr

Ser

Thr

180

Glu

ser

Gly

Lys

Trp

val

Asn

85

Lys

Ile

Glu

Leu

Asn

165

Leu

Asp

CEL65963PC-2010032904

val Pro Pro Ala Thr

Phe

val

Gly

Met

70

Asn

Glu

Asp

Ser

val

150

Leu

Leu

Ser

Gly

Lys

val

55

Leu

His

Tyr

AsSp

Glu

135

Ile

ser

Pro

Tyr

Phe

val

40

Ala

Leu

Leu

cys

GIn

120

Gly

Lys

Asn

Gln

Met
200

Ala

25

Phe

His

Pro

Phe

Pro

105

Asp

Ser

Glu

Tyr

Phe

185

Leu

10

Ser

Arg

ser

Asp

His

90

Gln

Tyr

Asp

val

His

170

Leu

val

val

Lys

Ala

Ile

Asp

75

Arg

val

Leu

Gly

Ser

155

GlIn

Gly

Met

Ser

Thr

Ala

Asn

60

Phe

Glu

Phe

val

Tyr

Met

Arg

Seite 23

Ala

Lys

Asp

45

Glu

Lys

Asn

Arg

Ser

125

Phe

Glu

Ile

Tyr

Asn
205

Ala

Leu

Ala

Leu

Asn

110

Leu

Leu

Asp

val

Thr

15

Lys

Leu

ser

Ser

Pro

95

Leu

Thr

Ile

Phe

Ala

His

val

Gln

Ser

80

Ser

Arg

Arg

Ser

Ala

160

Cys

Ser

ser



His

Ser

225

Lys

Glu

Leu

Asp

305

Leu

His

val

Phe

Ala

385

Ser

Thr

Arg

Asp

Glu

val

Ile

290

Glu

val

ser

TYyr

Met

370

Ala

Thr

Asn

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

Leu

Glu

Met

Lys

GlIn

275

Ile

ser

Gly

His

Ala

355

Gly

His

val

Ile

1102
PRT
Homo

Pro

Ala

Asp

Arg

Glu

ser

340

Ile

Leu

Ala

His

Phe
420

val

ser

Phe

245

Ile

Lys

Gly

val

TYyr

325

Pro

Arg

Ile

Ala

Pro

405

Ala

sapiens

MISC_FEATURE
(78)..(102)
peptide identified by mass spectrometry

His

230

Leu

Phe

Ile

Ser

Asp

310

Gly

Leu

Ser

Asp

Arg

Lys

Asn

Leu

Met

Glu

295

Gly

Thr

Gly

Ala

Ile

375

Thr

GIn

CEL65963PC-2010032904

Lys Tyr Asp Leu Lys Gly Ser Leu
220

Glu

Lys

Glu

280

Pro

Asp

Ser

Pro

Glu

360

Leu

val

Tyr

Lys

Asn

265

Tyr

Glu

Cys

Pro

Gly

Thr

Lys

Ala

val

Gln

250

Leu

Ser

Glu

Ser

Glu

330

Glu

Ala

Gln

His

Lys
410

Lys

235

Lys

Lys

Leu

Glu

Leu

315

Gly

Phe

Pro

Tyr

Gly

Arg

Glu

val

Arg

Leu

Ile

Glu

Gln

Asp

380

Ala

Phe

Seite 24

Leu

Tyr

Asp

Leu

285

Pro

Gly

Gly

Ser

Gly

Leu

Pro

Ile

val

270

Gly

val

Pro

Gly

Phe

350

Glu

Lys

Ala

Asp

Thr

Gly

Glu

Ile

Arg

Pro

Tyr

335

Ile

val

Lys

Glu

Phe
415

val

Leu

240

Glu

Phe

Glu

Ala

320

Asp

Tyr

Lys

Ile
400



CEL65963PC-2010032904
<220>
<221> MISC_FEATURE
<222> (131)..(140)
<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (215)..(25D)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (274)..(288)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (367)..(375)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (426)..(437)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (445)..(455)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (491)..(501) .

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (598)..(606)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (713)..(722)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (769)..(800)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (876)..(883)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (891)..(912)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (974)..(980)

<223> peptide identified by mass spectrometry

<220>
<221> MISC_FEATURE
<222> (983)..(1000)

Seite 25



<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

MISC_FEATURE
(1009) .. (1015)
peptide identified by mass spectrometry

MISC_FEATURE
(1046) ..(1052)
peptide identified by mass spectrometry

MISC_FEATURE
(1067) ..(1076)
peptide identified by mass spectrometry

5

Met Glu Leu
1

cys

Ser

Arg

Gly

65

Thr

Leu

Tyr

His

Glu

145

Asp

Arg

Pro

Arg

Ser

ser

Leu

Gln

Arg

130

Glu

val

Arg

Lys

Arg

Met

35

Cys

val

val

Leu

val

115

ser

Ser

Thr

Gly

Leu

Glu

Arg

20

Glu

Lys

Glu

Ala

Tyr

100

val

Pro

GlIn

Asp

Leu

180

Tyr

Asn

Arg

Leu

ser

GlIn

Ala

85

Gln

Gln

Gly

Ala

val

165

val

Ala

CEL65963PC-2010032904
peptide identified by mass spectrometry

Tyr Lys GIn

Arg

Ile

Pro

Met

70

Asp

Lys

Thr

GlIn

Phe

150

ser

Thr

Met

Met

Pro

Glu

55

Lys

Phe

Lys

Leu

Ile

135

Gln

Asn

Pro

His

Lys

Ile

40

Thr

Ala

Tyr

Gly

Arg

val

Arg

Pro

Pro

Pro

25

Glu

Ala

GlIn

His

Gln

105

Cys

Leu

Gln

His

Met

185

Trp

val val Leu

10

Arg

Phe

Leu

val

Arg

90

Trp

Leu

val

Leu

Asp

170

Ala

Ser

val

Leu

Trp

75

Leu

Tyr

Arg

Gln

Thr

155

Asp

Glu

Ala

Leu

His

60

Leu

Gly

Glu

Tyr

Glu

val

val Thr Ser
Seite 26

Arg

Ala

Pro

45

val

Arg

Pro

Ile

Leu

Leu

Ala

Lys

Glu

Ala

30

Thr

Ala

Ala

His

Tyr

110

Lys

Pro

Ile

Glu

Ser

190

Pro

Asp

15

Ser

ser

Gly

Leu

His

95

Asp

Ala

Pro

Gly

Phe

175

Arg

Leu

Asn

Leu

Gln

His

Glu

80

Phe

Lys

Thr

ser

Tyr

160

Thr

Asp

Pro



Glu

His

225

Pro

Ser

Arg

Asn

val

305

Glu

Glu

Ser

Asp

Ala

385

Pro

ser

Ile

Ser

Asn

Tyr

210

Arg

Gly

Leu

val

Phe

290

val

Glu

Gln

Leu

Ile

370

Asn

Lys

Ile

Tyr

Pro

450

Leu

195

Leu

Ser

Ala

Met

Cys

275

GlIn

Leu

Trp

Leu

Trp

355

Pro

Ile

Pro

Lys

Leu

Trp

Thr

Ile

260

Gly

Trp

Asp

Pro

Thr

340

Asp

val

GIn

Phe

Ile

420

Gly

ser

Leu

Lys

Thr

Leu

245

Ile

Arg

val

Thr

Leu

325

Ile

Cys

Leu

His

Thr

405

Lys

Lys

Glu

Ile

Lys

ser

230

Gln

Pro

Asp

Arg

Pro

310

val

His

Asp

Pro

Asp

Ala

ser

Asp

Ile

215

GlIn

ser

Glu

Glu

His

295

Pro

Asp

Gly

Arg

Arg

375

Gln

Glu

Leu

Pro

CEL65963PC-2010032904

200

Ala

Thr

Phe

Ser

Tyr

280

cys

Asp

Asp

Lys

Lys

Asn

GlIn

val

Pro

Ala

440

Gly

Arg

Asn

Ile

Phe

Gln

265

Leu

Leu

Pro

Cys

345

Phe

Thr

val

Leu

Lys

Leu

Lys

Phe

Asn

Lys

Thr

250

Ser

val

Lys

Ala

Thr

330

His

Arg

Asp

Leu

ser

val

205

Cys Ile Phe

val

235

Lys

Glu

Gly

Asn

Leu

315

Gly

Glu

val

Leu

395

Asn

Ala

Ser

Gln

220

Ser

Met

Gln

Glu

Asp

val

ser

Lys

Thr

380

Gln

val

Leu

Lys

Leu
460

Leu Leu Arg
Seite 27

Pro

Ala

Asp

Thr

285

Glu

Glu

Thr

val

Ile

365

val

Arg

Trp

Leu

Ala

445

Leu

Arg

Ile

Asp

Lys

Phe

270

Pro

Glu

val

Gly

Phe

350

Arg

Phe

Arg

Leu

Asn

430

Ser

Tyr

Gly

val

Asp

Lys

255

val

Ile

Ile

Arg

Tyr

335

Thr

Gly

val

Thr

Glu

415

Leu

Ala

Tyr

Glu

Ile

Thr

240

Lys

Leu

Lys

His

Lys

320

val

Ile

Glu

ser

400

Phe

Glu

val

Tyr



465

val

Phe

Sser

Leu

Ala

545

Thr

His

Phe

Gln

Gly

Arg

Leu

His

Lys

GlIn

705

Leu

Gln

Leu

Asn

Met

Pro

530

Glu

Asp

Phe

ser

Leu

610

Leu

Ala

His

Asp

Arg

val

His

Ala

Ser

515

Lys

Met

Pro

Arg

ser

595

Leu

Thr

Ile

Tyr

ser

675

Ile

Arg

Gly

Ile

Met

500

Ile

His

Pro

Leu

Ala

Met

Ala

Leu

660

Ala

Gly

His

cys

Glu

Lys

Ser

Gln

Asn

Asn

565

Glu

Lys

Arg

Gln

val

645

Leu

Leu

His

Tyr

Gly

Met

470

Gln
Leu
Ile

Pro

Pro
Ser
Trp
Arg
Leu
630
Gln
Gln
Ala
Phe
Gln
710

Thr

Leu

Ile

Thr

Leu

Thr

535

Leu

Leu

Leu

Gly

Glu

615

Leu

Lys

Leu

Arg

Leu

695

GlIn

Ala

GIn

CEL65963PC-2010032904

ser

ser

Leu

520

Pro

Arg

Thr

Lys

Gln

600

val

Asp

Leu

val

Phe

680

Phe

Arg

Met

Lys

Gly

Ala

505

Asp

Asp

Lys

Ala

His

585

Gln

Trp

cys

Glu

Gln

665

Leu

Trp

Phe

Leu

val

Lys

490

Thr

Asn

Pro

GIn

Glu

570

Pro

Glu

Asp

Asn

Ser

650

Ala

Leu

Phe

Ala

His
730

475

Gly

Asn

TYyr

Glu

Leu

555

Asp

Lys

Ile

GIn

Phe

635

Leu

val

Lys

Leu

val

715

Asp

Glu

Pro

Cys

Lys

Ala

val

ser

620

Ser

Glu

Lys

Arg

Phe

Thr Leu Asp
Seite 28

Asp

Asp

His

Asp

Ala

Glu

Tyr

Ala

605

Ala

Asp

Asp

Phe

Leu

Thr

Ile

Gln

LysS

510

Pro

Arg

Ile

Leu

Pro

590

Lys

Leu

Glu

Asp

Glu

670

Leu

Glu

Glu

Gln

Lys

Gly

Glu

Ile

val

Ile

Leu

575

Lys

Thr

Asp

Asn

Arg

Ile

Ala

Gln

735

ser

480

Ser

Asn

Ala

Arg

Ala

560

Trp

Leu

Tyr

val

val

640

val

Tyr

Asn

Ala

Tyr

720

val

Leu



CEL65963PC-2010032904
740 745 750

Ser Ala Glu Lys Tyr Asp val Ser Ser GIn val Ile Ser GIn Leu Lys
755 760 765

GIn Lys Leu Glu Asn Leu GIn Asn Ser GlIn Leu Pro Glu Ser Phe Arg
770 775 780

val Pro Tyr Asp Pro Gly Leu Lys Ala Gly Ala Leu Ala Ile Glu Lys
785 790 795 800

Cys Lys val Met Ala Ser Lys Lys Lys Pro Leu Trp Leu Glu Phe Lys
805 810 815

Cys Ala Asp Pro Thr Ala Leu Ser Asn Glu Thr Ile Gly Ile Ile Phe
820 825 830

Lys His Gly Asp Asp Leu Arg Gln Asp Met Leu Ile Leu GIn Ile Leu
835 840 845

Arg Ile Met Glu Ser Ile Trp Glu Thr Glu Ser Leu Asp Leu Cys Leu
850 855 860

Leu Pro Tyr Gly Cys Ile Ser Thr Gly Asp Lys Ile Gly Met Ile Glu
865 870 875 880

Ile val Lys Asp Ala Thr Thr Ile Ala Lys Ile GIn GIn Ser Thr val
885 890 895

Gly Asn Thr Gly Ala Phe Lys Asp Glu val Leu Asn His Trp Leu Lys
900 905 910

Glu Lys Ser Pro Thr Glu Glu Lys Phe Gln Ala Ala val Glu Arg Phe
915 920 925

val Tyr Ser Cys Ala Gly Tyr Cys val Ala Thr Phe val Leu Gly Ile
930 935 940

Gly Asp Arg His Asn Asp Asn Ile Met Ile Thr Glu Thr Gly Asn Leu
945 950 955 960

Phe His Ile Asp Phe Gly His Ile Leu Gly Asn Tyr Lys Ser Phe Leu
965 ' 970 975

Gly Ile Asn Lys Glu Arg val Pro Phe val Leu Thr Pro Asp Phe Leu
980 985 990

Phe val Met Gly Thr Ser Gly Lys Lys Thr Ser Pro His Phe Gln Lys
995 1000 1005

Phe GIn Asp Ile Cys val Lys Ala Tyr Leu Ala Leu Arg His His
Seite 29



CEL65963PC-2010032904

1010 1015

Thr Asn Leu Leu Ile Ile Leu Phe
1025 1030

Met Pro GIln Leu Thr Ser Lys Glu
1040 1045

Ala Leu Thr val Gly Lys Asn Glu
1055 1060

Leu Asp Gln Ile Glu val Cys Arg
1070 1075

Phe Asn Trp Phe Leu His Leu Vval
1085 1090

Lys His Ser Ala
1100

<210> 6

<211> 1044

<212> PRT

<213> Homo sapiens

<220>

<221> MISC_FEATURE

<222> (39)..(46)

<223> peptide identified by mass

<220>

<221> MISC_FEATURE

<222> (88).(100)

<223> peptide identified by mass

<220>

<221> MISC_FEATURE

<222> (111)..(140)

<223> peptide identified by mass

<220>

<221> MISC_FEATURE

<222> (143)..(153)

<223> peptide identified by mass

<220>

<221> MISC_FEATURE

<222> (189)..(195)

<223> peptide identified by mass

<220>

<221> MISC_FEATURE

<222> (211)..(Q222)

<223> peptide identified by mass

<220>

<221> MISC_FEATURE

<222> (230)..(246)

<223> peptide identified by mass

Ser Met Met

Asp Ile Glu

Glu Asp Ala

Asp Lys Gly

Leu Gly Ile

1020

Leu
1035

Met Thr Gly

Tyr
1050

Ile Arg Asp

Lys Lys Tyr Phe

1065

Trp Thr val Gln
1080

Lys GIn Gly Glu
1095

spectrometry

spectrometry

spectrometry

spectrometry

spectrometry

spectrometry

spectrometry
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CEL65963PC-2010032904
<220>
<221> MISC_FEATURE
<222> (287)..(332)
<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (341)..(386)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (390)..(400)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (438)..(490)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (534)..(548)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (621)..(631)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (643)..(673)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (685)..(691)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (694)..(700)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (706)..(720)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (803)..(870)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (895)..(920)

<223> peptide identified by mass spectrometry

<220>

<221> MISC_FEATURE

<222> (928)..(955)

<223> peptide identified by mass spectrometry

<220>
<221> MISC_FEATURE
<222> (983)..(1013)
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<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

MISC_FEATURE
(1017)..(1024)
peptide identified by mass spectrometry

MISC_FEATURE
(1031)..(1040)
peptide identified by mass spectrometry

6

Met Pro Pro Gly
1

Asn Gln
Asn Phe
Leu Trp

50

Pro Glu
65
Glu Leu
Pro val
Ile Asn
Asp Ser
130
GIn Phe
145
Ala Trp
Thr Trp

Asn val

Thr Lys

ser

Pro

35

Ala

Glu

Leu

Ser

115

Leu

cys

Leu

Gly

val

20

val

Arg

Tyr

Asp

Cys

Glu

Gln

Pro

180

Phe

val

CEL65963PC-2010032904
peptide identified by mass spectrometry

val Asp Cys Pro
5

val

ser

Ala

val

Glu

85

Leu

Ile

Asp

Glu

Tyr

165

Gly

Glu

Pro

val

Arg

Gln

Phe

70

Gln

val

Ser

Pro

Ala

150

Ser

Thr

Gly

Leu

Asp

Asn

Tyr

55

Thr

Arg

Ala

Leu

Glu

135

Ala

Phe

Leu

ser

Ala
215

Phe

Ala

40

Glu

Cys

Arg

Arg

Leu

120

val

Ala

Pro

Arg

Glu

200

Leu

Met

Leu

25

Asn

Pro

Ile

Leu

Glu

105

Ile

Asn

Arg

Leu

Leu

185

Glu

Met

Glu

10

Leu

Leu

Leu

Asn

Cys

90

Gly

Gly

Asp

Arg

Gln

170

Pro

Ser

Ala

Phe

Pro

ser

Phe

Gln

75

Asp

Asp

Lys

Phe

Gln

155

Leu

Asn

Phe

Cys

Trp

Thr

Thr

His

60

Thr

val

Arg

Gly

Glu

Arg

Thr

Ala
220
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Thr

Gly

Ile

45

Met

Ala

Gln

val

Leu

125

Ala

Leu

Pro

Ala

Phe

205

Leu

Lys

val

30

Lys

Leu

Glu

Pro

Lys

110

His

Lys

Gly

Ser

Leu

190

Gln

Arg

Glu

15

Tyr

Gln

Ser

Gln

Phe

95

Lys

Glu

Met

Trp

Ala

175

Leu

val

Lys

Glu

Leu

Leu

Gly

GIn

80

Leu

Leu

Phe

cys

Glu

160

GIn

val

Ser

Lys



Ala

Leu

Cys

His

Gln

Pro

305

Gln

Glu

Met

Pro

Pro

385

Ala

Pro

Lys

Lys

Thr

465

His

Thr

Gln

Gln

Leu

ser

290

Ile

Pro

Arg

Leu

val

370

Arg

Lys

Ile

Thr

Pro

val

val

Phe

Thr

275

Asn

Pro

Phe

Met

355

Trp

Met

Lys

Ala

Gly

Glu

Ser

val

Phe

Asn

Gln

260

Met

Pro

Ala

Arg

Lys

340

Lys

Lys

Ala

Ala

Leu

Ala

Tyr

Arg

Gly

Tyr

val

Ala

Lys

Ile

325

Leu

Thr

Gln

Arg

Arg

Leu

Ala

Tyr
485

GIn

230

Arg

Ile

His

Pro

Lys

310

Glu

val

val

Arg

Leu

390

Ser

Asn

cys

Asn

Ala

470

Pro

CEL65963PC-2010032904

Pro Leu val Glu Gln Pro Glu

His

cys

Ser

Gln

295

Pro

Leu

val

Ser

Leu

375

Cys

Thr

Leu

Leu

Pro

455

Leu

Ala

Glu

Ser

ser

280

val

ser

Ile

GIn

ser

360

Glu

Phe

Lys

Met

Tyr

440

Thr

Leu

Leu

Tyr

cys

265

Ser

Gln

ser

Gln

Ala

345

ser

Phe

Ala

Lys

Leu

425

Met

Gly

Ile

Glu

Leu

250

Leu

Ile

Lys

val

Gly

Gly

Glu

Asp

Leu

Lys

410

Phe

Trp

Thr

cys

Lys
490

235
Tyr Gly

His Ser

Leu Ala

Pro Arg

300

ser Leu
315

ser Lys

Leu Phe

val ser

ITe Asn

380
Tyr Ala
395
ser Lys
Asp Tyr
Pro Ser
val Arg
Leu Pro
475

Ile Leu
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Ser

Gly

Met

285

Ala

Trp

val

His

val

365

Ile

val

Lys

Lys

val

445

sSer

Glu

Glu

Asp

Tyr

Leu

270

Arg

Lys

ser

Asn

Cys

Cys

Ile

Ala

Asn

val

Leu

Tyr

Pro

255

Thr

Asp

Pro

Leu

Ala

335

Asn

ser

Asp

Glu

Asp

Gln

Asp

Pro

Ala

Thr

240

Leu

Pro

Glu

Pro

Glu

320

Asp

Glu

Leu

Lys

cys

Leu

Glu

Asn

Pro

480

Arg



His

Glu

Asp

Ala

545

val

Leu

Gly

Phe

Leu

625

Arg

val

Arg

Leu

Lys

GlIn

Pro

Asp

Ser

Ile

Leu

530

Leu

Ala

ser

Ser

Gln

610

Asp

Lys

Pro

Gly

Ser

690

Thr

Glu

ser

ser

Glu

Leu

515

val

Ala

Gln

Ala

Phe

595

Tyr

cys

Ile

ser

Ser

675

Lys

Pro

Ala

Thr

755

Cys

500

Glu

Trp

Arg

Met

Leu

580

Ala

Leu

Glu

Gly

val

660

Thr

Leu

Lys

Tyr

Leu

740

Met

val

Arg

Lys

Leu

Leu

565

Glu

Ile

Leu

Leu

His

645

Ala

His

Lys

Pro

Leu

725

Leu

Lys

His

Arg

Leu

Leu

550

Tyr

Leu

Lys

GlIn

Thr

630

Phe

Leu

His

Ala

Gln

710

Glu

Ala

Pro

val

Gly

Arg

Leu

Leu

Leu

ser

Leu

615

Lys

Leu

Arg

Met

Leu

695

Thr

Ala

Glu

Leu
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Thr Glu Glu Glu GIn Leu

ser

520

His

val

Leu

Asp

Leu

600

val

Phe

Phe

Phe

Lys

Leu

val

505

Gly

Glu

Thr

cys

Phe

585

Arg

Gln

Leu

Trp

Asp

Glu

sSer

745

Ile

Glu

val

Lys

Ser

570

ser

Lys

val

Leu

His

650

Leu

Leu

Phe

Leu

His

730

val

Leu

Gln

Trp

Trp

Phe

Leu

Leu

Ile

Met

val

Met

715

Leu

Glu

Tyr

Glu

540

Asn

Pro

Pro

Thr

Lys

Arg

Arg

Leu

Lys

Lys

His

Glin

Gln

Met Tyr Ser
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Glu

525

His

Lys

Glu

Asp

Tyr

Ala

ser

Glu

Gln

685

Leu

Leu

Ser

cys

Asn
765

Gln

510

His

Phe

His

Leu

cys

590

Asp

Glu

Leu

Glu

Ala

670

Gly

Ser

Cys

Pro

Thr

750

Glu

Leu

Glu

Pro

Glu

Pro

575

His

Glu

Ser

Ala

Met

655

Tyr

Glu

Ser

Met

Leu

735

Phe

Glu

Arg

Lys

Glu

val

Leu

Tyr

Asn

640

His

Cys

Ala

Gln

Arg

Asp

Met

Ala
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Gly Ser Gly Gly Ser val Gly Ile Ile Phe Lys Asn Gly Asp Asp Leu
770 775 780

Arg GIn Asp Met Leu Thr Leu Gln Met ITe GIn Leu Met Asp val Leu
785 790 795 800

Trp Lys GIn Glu Gly Leu Asp Leu Arg Met Thr Pro Tyr Gly Cys Leu
805 810 815

Pro Thr Gly Asp Arg Thr Gly Leu Ile Glu val val Leu Arg Ser Asp
820 825 830

Thr ITe Ala Asn Ile GIn Leu Asn Lys Ser Asn Met Ala Ala Thr Ala
835 840 845

Ala Phe Asn Lys Asp Ala Leu Leu Asn Trp Leu Lys Ser Lys Asnh Pro
850 855 860

Gly Glu Ala Leu Asp Arg Ala Ile Glu Glu Phe Thr Leu Ser Cys Ala
865 870 875 880

Gly Tyr Cys val Ala Thr Tyr val Leu Gly Ile Gly Asp Arg His Ser
885 890 895

Asp Asn Ile Met Ile Arg Glu Ser Gly Gln Leu Phe His Ile Asp Phe
900 905 910

Gly His Phe Leu Gly Asn Phe Lys Thr Lys Phe Gly Ile Asn Arg Glu
915 920 925

Arg val Pro Phe Ile Leu Thr Tyr Asp Phe val His val Ile Gln Gln
930 935 940

Gly Lys Thr Asn Asn Ser Glu Lys Phe Glu Arg Phe Arg Gly Tyr Cys
945 950 955 960

Glu Arg Ala Tyr Thr Ile Leu Arg Arg His Gly Leu Leu Phe Leu His
965 970 975

Leu Phe Ala Leu Met Arg Ala Ala Gly Leu Pro Glu Leu Ser Cys Ser
980 985 990

Lys Asp Ile GIn Tyr Leu Lys Asp Ser Leu Ala Leu Gly Lys Thr Glu
995 1000 1005

Glu Glu Ala Leu Lys His Phe Arg val Lys Phe Asn Glu Ala Leu
1010 1015 1020

Arg Glu Ser Trp Lys Thr Lys Vval Asn Trp Leu Ala His Asn val
1025 1030 1035

Seite 35



CEL65963PC-2010032904

Ser Lys Asp Asn Arg Gln
1040
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