<110>
<120>
<130>

<150>
<151>

<160>
<170>
<210> 1
<211>
<212>
<213>

<400> 1
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DNA
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SEQUENCE LISTING
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solanum lycopersicum

atgattgata acgttaaagg tatgccgccg

ttgatagatt
cgacgtaggc
gatgtcttcg
gatgatcatc
gtgacgtgct
gcggtggcga
gattattttg
tttttgcacc
attaactggg
gaaggggcgag
gaatttgttg
gtacctttgt
tcaggtggga
agatccatag
agcaaaagaa
attccaaatg
aggtgcgatc
gcacgggcag
agcgtaattg

<210> 2

<211> 397
<212> PRT
<213>

<400> 2

ccggtggact
gattggatga
cagatgatta
gagttcaact
gttcacatgg
tttatccgtg
gtgtttacga
gtttagtgat
agaaagttat
agatggcgac
ttgcgaattg
ctattgatca
aagtcataaa
gtgatatgta
gcgatgaaga
atgttgcgtg
aacaaaccaa
cttccttect

tcgtcaattt

agcagaagta
acgtttgttg
caggcattgt
agcgttatct
atcgatatcg
ttttttcagt
cgggcatgga
acagcaagtt
gacggagagt
gataggatca
tggagattca
taagcctgac
ttggaatgga
cctcaaaccg
tgagttctta
tgacgttaca
atcctataag
tgcagagtta

gaatagatct

solanum lycopersicum

gcaaccgaga
gatctgagtg
aaatcgacga
aagaggaaaa
agtgaagtga
ttgatcggcc
gaaggcggcg
gggtcacgtg
tcggaaggag
ttccgtaaaa
acggcggtgg
agagctgtgc
agacctgatg
caaagagtct
tacgtgatac
atacttgcaa
agaagatgct
agagatgaag
gcaattgctc

gtacgttcat
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aaggttgccg
agaaggagca
ctgagctacc
aaagtactgt
aaaaagtaag
ggagaaggga
gcggcggcag
tagcgaacgt
aagattacga
tggacgaaaa
tagcggtggt
tttcacgtgc
agctggatag
taggagttct
cagatcctga
gtgatggtct
tgaatggtca
gcgtcaaaga
ggggtagtag
ccattgatag

gttaacggcg
aaattctact
ggaaaatttc
aactgatact
ggagagcttg
aatggaagat
caggaggtat
gtgccgtgac
tgggaagagt
ggtgaacaag
gggagtggag
tggagttgcc
aattgaaaat
tgctacttca
agtgatagtt
atgggatgtc
aacgttcaga
aagtctcgca
ggataacatc

ttaa

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1194



Met

Arg

Ser

Leu

Asp

65

Asp

Arg

Gly

Phe

val

145

Phe

Asp

Lys

Gly

Arg

val

Ile

Leu

Glu

Leu

50

Asp

Asp

Glu

Arg

Ser

130

Tyr

Leu

Gly

Met

Ser

210

Asn

Pro

Ile

Leu

Asp

Thr

Lys

Lys

Tyr

His

ser

Asp

His

Lys

Asp

Thr

Cys

Leu

Glu

Gly

Asn

Ala

20

Glu

Ser

Arg

Arg

Leu

100

Arg

Gly

Gly

Arg

ser

180

Glu

Ala

Gly

Sser

Asn

260

val

val

Leu

Gln

Thr

val
85
val

Glu

Gly

Leu

165

Lys

val

Asp

Ile

245

ser

Leu

Lys

Asn

Thr

Thr

Met

Gly

Asn

val

val

Ser

230

Asp

Gly

Ala

Gly

Asp

sSer

Glu

55

Lys

Leu

cys

Glu

Gly

Gly

Ile

Trp

Asn

Ala

215

Arg

His

Gly

Thr

Met

Ser

Thr

40

Leu

Arg

Ala

cys

Asp

120

Gly

Ser

GlIn

Lys

val

Ala

Lys

Lys

Ser

Pro

Gly

25

Arg

Pro

Lys

Leu

ser

105

Ala

sSer

Arg

Gln

val

val

Pro

val

265

Arg

Pro

10

Gly

Arg

Glu

Lys

Ser

920

His

val

Arg

val

val

170

val

Gly

Gly

Leu

Ser

Ala

Leu

Arg

Asn

Ser

75

Ser

Gly

Ala

Arg

Ala

155

Ser

Met

Ala

val

ser

235

Arg

Asn

Ile

Page 2

Thr

Ala

Arg

Phe

60

Thr

Glu

Ser

Ile

Tyr

140

Asn

Glu

Thr

Glu

Glu

220

Arg

Pro

Trp

Gly

Glu

Glu

Leu

45

Asp

val

val

Ile

Tyr

125

Asp

val

Gly

Glu

Met

205

Glu

Ala

Asp

Asn

Asp

Lys

val

30

Asp

val

Thr

Lys

Ser

110

Pro

Tyr

Cys

Glu

ser

190

Ala

Phe

Gly

Glu

Gly

15

Asp

Glu

Phe

Asp

Cys

Phe

Arg

Thr

val

val

Leu

255

Gln

Tyr

Cys

Leu

Arg

Ala

Thr

80

val

Ile

Phe

Gly

Tyr

Arg

val

Ala

240

Asp

Arg

Leu



Gln

Glu

Glu

val
385

Pro

290

Glu

Pro

Thr

Gly

Leu

370

Asn

<210>
<211>
<212>
<213>

<220>
<223>

<400>
tcggaaggag aagattacg

<210>
<211>
<212>
<213>

<220>
<223>

<400>
tccacaattc gcaacaac

<210>
<211>
<212>
<213>

<220>
<223>

<400>
ggactctggt gatggtgtta g

<210>
<211>

275

Tyr val

Asp Glu

Asn Asp

Phe Arg
340

val Lys
355

Ala Ile

Leu Asn

3
19
DNA

Ile

Phe

val

325

Arg

Glu

Ala

Arg

artificial

primer 1

3

4
18
DNA

artificial

primer 2

4

5
21
DNA

artificial

Pro

Leu

310

Ala

cys

Ser

Arg

ser
390

actin primer 1

5

6
19

Asp

295

Ile

Cys

Asp

Leu

Gly

val

280

Pro

Leu

Asp

Gln

Ala

360

ser

Arg

Glu
Ala
val
Gln
345
Ala

Arg

ser

val

Ser

Thr

330

Thr

Arg

Asp

ser

Page 3

Ile

315

Arg

Lys

Ala

Asn

Ile
395

val
300
Gly
Arg
ser
Ala
Ile
380

Asp

285

Ser

Leu

Cys

Tyr

ser

365

Ser

ser

Lys

Trp

Leu

val

Arg

Asp

Asn

335

Arg

Leu

Ile

Ser
val
320

Gly

Asp

val

19

18

21



<212> DNA
<213> artificial

<220>
<223> actin primer 2
<400> 6

ccgttcagca gtagtggtg

<210> 7

<211> 21

<212> DNA

<213> artificial

<220> L .
<223> ubiquitin primer 1
<400> 7

ccctggetga ttacaacatt c

<210> 8

<211> 20

<212> DNA

<213> artificial

<220>

<223> ubiquitin primer 2
<400> 8

tggtgtcagt gggttcaatg

<210> 9
<211> 30
<212> DNA

<213> artificial

<220>
<223> s1pPP2C1 primer 1

<400> 9

cacctgcagt caccgtcttc acattaaaat

<210> 10

<211> 25

<212> DNA

<213> artificial
<220>

<223> Ss1pPpP2Cl primer 2
<400> 10

atttgtatgg gaagcttaac tatca

<210> 11
<211> 5683
<212> DNA
<213> unknown
<220>

<223> Solanum lycopersicon genomic STPP2C DNA

<220>
<221> S5'UTR

19

21

20

30

25



<222> (25
<223> §5'

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222> (49
<223> 3

<400> 11
gtacaaaaaa

exo
(26

exo
(42
exo

exo
(46

acgcgctaga
gggcaacgcg
tgctgttctg
€gggggggag
ttgttttttc
cggtggtcgg
ggcatatcaa
cctgggggtt
aagggattgg

acacaactat
tatatatgtg
gtgataatga
tatataacat
aaaaaataat
tgaccatcat
ttttatatta
gttcattaac
aagaaataat
agacatgcca
cacttagaga
catatttcta

ttcggtcaaa

91)..(2675)
UTR of mMRNA

n
76)..(3419)

n
47)..(4352)
n?2

n
32)..(4975)

3'UTR

76)..(5050)
UTR of mRNA
gggagacgtc
gagagagggg
gtttctgttg
gccgcgtgag
aggtcgcatg
tggaattggg
gtcaaacgag
atgggctggg
aatgtgttgg
gcttgagaat
gtaataccaa
tgtgtgtgtg
taattagaca
ttttcattat
taacaaatca
ggaatatctc
aatattttga
taatttatta
ctaaaaaacc
cataggctga
tgtgttgctt
gactcactta

aataagctca

gcagaggctg
gagagtatct
gggtcgcgtg
ggagggaaag
agggagaggt
actgttgggt
gacggggcgg
aatttgagtt
gttgaggatt
tgggttggtt
cgtgggtcaa
tgtgtgtgtg
tattaaatca
acatccctct
aaggtataaa
aaagtgggtt
aggttatgaa
atagcaatat
ctttttatta
ttgaagatcc
agttttaaaa
gagaagtgca

aaattgtgac

exon 1 from translation start codon

exon 3 up to translation stop codon

cagaggtccg
cgcgtgagag
ggggagggtt
agaggaggag
cgcgtgagag
cgtgcgaagg
gttagatttt
ggaacgggat
attaaataga
tcgaatatac
aattgggtgt
tgtgtgtgtg
ttttacctca
cctgcaaaaa
aaatgaagaa
tttataggtg
tatgaaaggt
atatatacac
aaataaaaat
tcatttatat
gggaaactaa
ctcaatcgtc

ctttaagttt
Page 5

ttgggttatt
acgcgggaga
tggcgtttct
agagtgtggg
tttccgtttt
gggaagaaga
taagtttagt
tttgggcttg
atgggctgat
acaggatata
caacaatata
tgtaattaca
caaaatcaaa
tcagatcaaa
taaggaaaat
taatatttag
taggagttag
acataatatt
atatattttt
atatattgat
gttgagataa
atcacttagg

daaagagcaa

tcgttcctcec
9agggcgtgg
aggttctgtt
gagagacgcg
tgggtgattt
gaagccgggt
gggtcgcectg

agggattggg
ggaaggaata

ccggctatat
tatatatata
acagaacaaa
atatgcaaaa
taagacaaaa
aaaaataaaa
gagttataat
gaggtgtaat
attgtgtaaa
ctcatcattg
ttatccaaat
ataaaagatt
ttcaaatgaa

gatcaaaata

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380



agctataaaa
ataatgaatc
tttaaggaga
atttgcaata
tatttcagat
taaattcata
gtcactctcc
atatttttgt
agaagacgcc
atgtcgatct
aatttttatt
aaaaattaca
acattattaa
agggtaccgt
ttgatataac
ttatataaat
agtattataa
ttcttccttc
ttcatctttg
tatttctatc
tactttctct

aatcttcgca

ggt atg
Gly Met

ccg
Pro

tcc
Ser

gat g?t
Asp Gly
25

tct
ser

act
Thr
40

cga
Arg

Cta
Leu

gag
Glu
55

ccg
Pro

aag
Lys

dadad
Lys

agg
Arg

Ccta
Leu

tta
Leu

gcg
Ala

attgaattta
tctccatttce
ttttacgtaa
ttatctatct
gcataggata
tgtatctaga
tgtgaatttg
ccaccaaacg
acttgtccta
taattaaaaa
tttaaattta
atttatagta
tacaacgcat
accaaacaag
ttatatatta
ttattcataa
aagaaaggaa
atccataccg
gaactcaacc
caacggttca
ctctttttgg

atgcagtcac

ccg
Pro
10

gca
Ala

cta
Leu

gga
Gly

cgt
Arg

agg
Arg

aat
Asn

gaa
Glu

ddd
Lys

agt
Ser
75

tct
Ser

agt
ser

acc
Thr

gca
Ala

cga
Arg

ttc
Phe
60

act
Thr

gaa
Glu

attataatcc
ctcggattat
atttgatgga
tactaaattt
aaatttaggt
atatatagta
gtatcccata
gcagaaggtt
tctccacatc
cttaaaattg
aattatacaa
ctttttaaat
taataacctt
acgttgattt
tattaacaat
ttatttttta
taattaataa
cccacgtgtt
agccgcttca
ttttctctct
accgaattac

cgtcttcaca

daa
Lys

gag
Glu

gaa

gta
Glu

val
30

ttg
Leu
45

gat
Asp

gat
Asp

gtc
val

act
Thr

gta
val

gtg aaa
val Lys

gtccagttct
ctatcacaga
ctcgaaagtt
taggtgtttc
gtaactgatt
aattaggttc
tacaagaaac
tagatagttt
ctactggtcc
tactcctcct
attttaatta
taaatattta
gatattattc
tttgataatt
ttaaaaattc
cattattaat
tcacgtaaaa
tcagtcctcg
tcatcgccac
acacttttgt

gcaaaatatc

atcgaagagg
catgtcccat
aattacttgt
taaatatgct
ttgtatatat
gccgetcttce
acgtgtcctc
caccagaaac
cacctaccca
cctttcgtta
acatttaaga
aatttttgtt
gtatacctaa
gaataagaaa
gaataccgta
attttacatc
tattttcgcec
tcctactcat
gtggcataaa
ttaatggttc

ttatactact

ttaaa atg att gat aac
Met Ile Asp Asn
1

Q?t tgc cgg
Gly Cys Arg
15

gat
Asp

ctg
Leu

agt
Ser

cgt
Arg

ttg
Leu

gaa
Glu

ttc
Phe

gca
Ala

gat
Asp
65

act
Thr
80

gat
ASp

gat
Asp

aaa
Lys

gta agg
val Arg

Page 6

tta
Leu

aCcg gcg
Thr Ala
20

g9ag

aag
Glu

Lys
35

gag
Glu

ttg
Leu
50

daad
Lys

tcg
ser

tac
Tyr

gat
Asp

agg
Arg

cat

gat ca
H1s

Asp

cga
Arg

ttg
Leu

9ag

agc
Glu

Ser

ctcctttcca
attgaacaat
gtatatttta
tagataagtg
tatattcaag
gatcttacgt
taagtagtca
cttagcaact
cgcaaaataa
ttatttgcat
tgtttttata
taacctttgt
gttcaaaaga
taaattttat
taactaatct
attttaatta
acgtattttc
cattggcgtt
tcaatcatcc
aattctctat
tccgttttat
gtt aaa

val Lys
5

ata

ttg
Ile

Leu

aat
Asn

caa
Gln

act
Thr

acg
Thr

cat

at tgt
His

Cys
70

caa

gtt
Gln

val
85

gt
va

acg
Thr

1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2693

2741

2789

2837

2885

2933

2981



tca
Ser
105

tgc
Cys

tgt
Cys

gaa
Glu

oty
135

aly

ata
Ile

gat
Asp
120

ety

tca
ser

gcg
Ala

agc
Ser

cgt
Arg

cag
Gln

caa
Gln

ddad
Lys
185

tgg
Trp

aac
Asn

aag
Lys
200

gaa
Glu

gt
va

gcg
Ala
215

gt
Va

aga
Arg

gct

gt
Ala

va

cat

at aag
His

Lys

tttagatttt
gaaaaaatat
ttcgtttgca
ttttttttca
atatttttag
aaaatcaaaa
ctactcaaac
aatcctccta
attgcagtga
aaactgacaa
gcgggtgatc
agggatgaat
gtctttgatt

cct gac aga

90 95

ttg
Leu

atc
Ile

ata
Ile

C@t
H1s

tcg
Ser

tcg
Ser
110

9?3 ggc
Gly Gly
ttc
Phe

att
Ile

tat
TYr
125

ttt
Phe

oy

gac
Asp
160

tac
Tyr

tgt
cys

gt
va

acg
Ala

ccg
Pro

tat
Tyr
140

tat
Tyr

ttt
Phe

gtt
val
145

ttt
Phe

agg
Arg

agg
Arg

gat
Asp

gta
val

aac
Asn

tgc
Cys

cgt
Arg

gt
va

oty

gag
Glu

gcg
Ala
155

gtt
val
170

tcg
Ser

gaa
Glu

gaa

gat
Glu

Asp
175

gat
Asp

ttc
Phe

aaa
Lys

oty

gcg
Ala
225

gtt

atg
val

Met

cgt
Arg

agt
ser
190

acg
Thr

ata

atg
Ile

Met
205

999
Gly

3ty

ctt
Leu

gcg

gag
Ala

gcg
Glu

acg
Ala

Thr

ttt
Phe

oty

gtt
val

gtt

gt
val

va

gag
Glu
220

gaa
Glu

tca
ser
235

cgt
Arg

gct

gtt
Ala

val

gta

gcc
val

Ala
240

gtacacgttt ttaatctaaa ttgagttaag attaattcaa

aaaaagttat atgaaaaata ttagtagttg

acttattaaa cctaaaattt gcagaagacg

atttattagt tttactttca ttcttttatc

attctttaat tctatttttt aatatcacat

tataaaatcg taagaccgaa tttatttatt

cgtacacttt tctaaaagat atggctgtga

acgaacaaag acgtgtcgtt ataattttac

tataaccacg actttggtat

gggcctggca

tcttaactcg ccgaaggtct aatgttgtat

cgagtaatga tatgatcagt attcagtgat

aatgcttaag accatcaaat tgaaatcctg

taacttggtt ataaaaactt ctctcgacat

tttgaaatgg aatgctttct

gttgacggag

cct gat gag ctg gat aga att gaa
Page 7

100

agg
Arg

cgg
Arg

aga
Arg
115

agt
ser
130

gaa
Glu

ggc
Gly

gty

cgt
Arg

tac
Tyr

gac
Asp

ttg
Leu

oy

atg
Met

cac
His

aag
Lys

agt
ser
180

gac
Asp
195

gaa
Glu

tca
Ser
210

gcg
Ala

aly

tct
Ser

acg
Thr

aat
Asn

tgt
cys

cct
Pro

ttg
Leu

ctt

tcattgtttc
aacactttat
tatgtaagaa
attttgttat
ttttcatttt
ataatgtcaa
tttatatttt
gccttttatt
gggtcgttca
tgatgttagc
aatttgcgtg
ttgatagtgc
ttcctgtatg
aat tca ggt

atg
Met

sty

ety
150

gaa
Glu

cly

cat
H1s

tta
Leu
165

gt
Va

att
Ile

aac
Asn

aag
Lys

gt
va

gt
va

gta
val

tca
ser
230

gat
Asp

att
Ile
245

gat
Asp

attaaaa

ttatattgat
tttttctect
agaatatatc
aatttatata
gtgtccagta
aggattagcc
tttcgttgta
taacactgtt
acatataatt
ctttagcgct
tagatatgat
caagtagatt
ggcgcag

9gg aaa

3029

3077

3125

3173

3221

3269

3317

3365

3413

3469

3529
3589
3649
3709
3769
3829
3889
3949
4009
4069
4129
4189
4246
4294



Pro Asp

250

ata

gtc
Ile

val
265

tcc

aga
Ser Ile

Arg

Arg Pro Asp Glu Leu

aat tgg aat gga caa

255

0

275

cctaattcat tctcatcttt gtcgaggcaa ccaacagaaa

attattgata aactagctgc tggaaattgg aatgatattg

cctgaccagt ccgttacaaa cctccaattg aaacattact

gcagagctga tcgtagtaaa tcatgcttct tatgatacct

gat
Asp
285

atg
Met

gt
Gly

aad
Lys

gtt
val
300

oy

aga
Arg

agc
Ser

cta
Leu

tag
Trp

tgc
cys

ttg
Leu

tat
TYyr

tcc
Ser

aag
Lys
350

ttc
Phe

tcc
Ser
365

gct
Ala

atc
Ile
380

agc
ser

gta
val

gat taa

Asp

agt
ser
cttttgattg
ttttccattt
ggttagttgc
aacaagattg
ttccttaatg
gttaccaagc
attcgagtct
acctgcatat

aatagccaca

tac
Tyr

ctc
Leu

aga
Arg

agc
Ser

aaa
Lys

gat
Asp

ccg tac
Pro Tyr
290

gaa
Glu

gat
Asp

305

gat
Asp

gtc
val
320

oty

gat
Asp

aat
Asn
335

aga
Arg

ctt
Leu

gca
Ala

att

gtc
Ile

val

att
Ile

caa
Gln

gaa
Glu

gag
Glu

gtc
val

aat
Asn

cCa
Pro

ttc
Phe

acg
Thr

ty

tta
Leu
370

gtc
val
355

gca
Ala

aat
Asn

ttg
Leu

385

ata
Ile

cca
Pro

gt
va

ttc
Phe

tta
Leu
310

gag
Glu

gat
Asp

gtt
val
325

gcg
Ala

aga
Arg
340

agg
Arg

tgc
cys

aad
Lys

gaa
Glu

agt
ser

att

gct
Ile

Ala

cgg
Arg

tct
Ser
390

aat
Asn

aga
Arg

tggatatgac
tgcaacatta
aattatctta
tattgattga

cct
Pro

gat
Asp
295

gaa
Glu

ata
Ile

ctt
Leu

gca
Ala

tgt
Cys

gtt
val

gac
Asp

caa
Gln

caa
Gln
345

gat
Asp

ctc
Leu

&ty
375

gca
Ala
360

gca
Ala

agt
Ser

agg
Arg

tca
Ser

gta

cgt
val

Arg

gcttcccata caaatgaaca attttacgga tggatctttc

tctgcagcaa taccattact gccttgcttg

agactgttat
tgtaatggaa
acgaattcat
agacatgata
atttatcaga
caatataaac
tacatgttaa

tctacatttc

tggccttggt
gtctttgaag
aatttttttg
acaagcaacc
aagagtaata
taagagaaga
tgtcttcaat

ctgctgctat

tattcacatt
ttaccaacct
tttcgtattt
tacatttaca
tataggccaa
gtaccataca
gtttaatacc

gcgtgtgaca
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cttgttttct
tgaatgattt
caaccataca
gtactgtttc
gtttatcgta
tgcgtgtcat
atagatatag

aaatacaaac

agtgggaagg

Asp Arg Ile Glu égg ser Gly Gly Lys

aga gtc tta gga gtt ctt gct act tca
Asn Trp Asn Gly GIn Arg val Leu Gly val Leu Ala Thr ser
27

280

ata g gtacgtcgaa gactcagctt actgcacttg taggtctttc

aaatcagatc
ttatgtagcc
cttgttcgtg
tgatgccag

ata

gt
Ile

va

agt
Ser

gat
Asp
315

aca
Thr
330

aga
Arg

acc
Thr

ddad
Lys

cgg
Arg

gca
Ala

dacC
Asn

gat
Asp

att
Ile
395

tcc
Ser

ttttcttrttt
ttaactgaca
tttttttact
aacttccaga
attcactgaa
gacatagttt
cagtagtgaa
cacatagata

atatggttga

4342

4392

4452
4512
4572
4631
4678

4726

4774

4822

4870

4918

4966

5015

5075

5135

5195

5255

5315

5375

5435

5495
5555



gcttactcca gcagcaagga aaagaaatgg gtaattaatt tcatagaaaa tgcaccttct

taaatcttga ctccactccc tgcggaacgt gggctatcgc ggagaccgct cacctccctce

cttaaaaa

<210> 12

<211> 23

<212> DNA

<213> Artificial Sequence
<220>

<223> Forward primer 3863
<400> 12

gtgacgtgct gttcacatgg atc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

13

22

DNA

Artificial Sequence

Reverse primer 3861

13

tacggaaact ctccgtcata ac

<210> 14

<211> 1200

<212> DNA

<213> Solanum tuberosum

<400> 14

atgattgata acgttaaagg tttgccgccg

ttagtggatt ccggcggact agcagaagta
cgtcgtaggc gattgaatga acgtcggttg
aatgtcttcg ccgctgatta caggcattat
actgatactg atgatcaagt tcaactagcg
agcttggtca cgtgctgttc acatggatcg
gaagatgcgg tggcgattta tccgagtttt
tattttggtg tttacgacgg gcatggaggg
ttgcaccgtt tagtgataca gcaagtttcg
aattgggaga atgttatgat ggagagtttc
ggggcggaga tggcgacgat aggatcaacg
tttgttgttg cgaactgtgg agattcaaga
cctttgtcta ttgatcataa gcctgacaga
ggtgggaaag tcataaattg gaatggacaa
tccataggtg atatgtacct caaaccatat

caaagaagtg atgaagatga attcttatta

gtagccgaaa
gatctgagtg
aaatcgtcgce
aagaagaaaa
acatctagtg
atatcgttga
ttcagtgaag
tcacgtgtag
gaaggagaag
cgtaaaatgg
gccgttgtag
gctgtgcttt
cctgatgagc
agagtcttag
gtcattccag

cttgcaagtg
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aaggttgccg
agaaggagcc
ctgacctacc
aaccggaaaa
aagtgaaaaa
tcggccggag
gcagcagcag
cgcacgcgtg
attatgatgg
acgaaaaggt
cggtggtcgg
cacgtgctgg
tggatagaat
gagttcttgc
atcctgaagt

atggtctatg

gttaacggcg
aaatttcact
ggaaaatttc
cagtaccgta
agtaagggag
aagggaaatg
gaagtacgat
ccgtgacttt
gaagagtatt
gaacaaggaa
agaggaggaa
agttgcagta
tgaaaattca
tacttcaaga
cttagttagc

ggatgtcatt

5615
5675
5683

23

22

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960



ccaaatgatg ttgcgtgtga cgttacaaga agatgcttga

tgtgaccaac aaaccaaatc
agtctcgcag cacgagcagc

gataacatca gtgtaattgt

<210>
<211>
<212>
<213>

<400>

15
399
PRT

solanum tuberosum

15

Met Ile Asp Asn
1

Arg

ser

Arg

Ala

65

Thr

Lys

Leu

Ser

Tyr

145

Leu

Gly

Met

Ser

Leu

Glu

Leu

50

Asp

Asp

val

Ile

Phe

130

Asp

His

Lys

Asp

Thr

Thr

Lys

35

Lys

Tyr

Thr

Arg

Gly

Arg

Ser

Glu

195

Ala

Ala

20

Glu

Ser

Arg

Asp

Glu

100

Arg

Ser

His

Leu

Ile

180

Lys

val

ga] Lys Gly

Leu

Pro

ser

His

Asp

85

ser

Arg

Glu

Gly

val

165

Asn

val

val

val

Asn

Pro

Tyr

70

Gln

Leu

Arg

Gly

Trp

Asn

Ala

Asp

Phe

Asp

55

Lys

val

val

Glu

Ser

135

Ser

Gln

Glu

Lys

val

Leu

ser

Thr

40

Leu

Lys

Gln

Thr

Met

120

Ser

Arg

Gln

Asn

Glu

200

val

Pro

Gly

25

Arg

Pro

Lys

Leu

Arg

val

val

val

185

Gly

Gly

Pro

10

Gly

Arg

Glu

Lys

Ala

90

Cys

Asp

Lys

Ala

Ser

170

Met

Ala

ccataagaga gatgatcagt
ttccttcctt gcagagttgg

cgtcgatttg aatagatctg

val

Leu

Arg

Asn

Pro

75

Thr

Ser

Ala

Tyr

His

155

Glu

Met

Glu

atggtcaaac gttcaggagg
caagtgaagg tgtcaaagaa
caattgctcg gggtagtagg

tatgttcatc cactgactga

Ala Glu Lys Gly Cys
15

Ala Glu val Asp Leu
30

Arg Leu Asn Glu Arg
45

Phe Asn val pPhe Ala
60

Glu Asn Ser Thr val
80

Ser Ser Glu val Lys
95

His Gly Ser Ile Ser
110

val Ala Ile Tyr Pro

Asp Tyr Phe Gly val

Ala Cys Arg Asp Phe
160

Gly Glu Asp Tyr Asp
175

Glu Ser Phe Arg Lys
190

Met Ala Thr Ile Gly
205

Glu Glu Glu Phe val val Ala
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1020
1080
1140
1200



Asn

225

Pro

Ile

Leu

Pro

Glu

305

Pro

Thr

Gln

Phe

val
385

210

cys

Leu

Glu

Gly

Tyr

290

Asp

Asn

Phe

ser

Leu

370

Ile

Gly

ser

Asn

val

275

val

Glu

Asp

Arg

Ser

355

Ala

val

Asp

Ile

Ser

260

Leu

Ile

Phe

val

Arg

Glu

Glu

val

ser

Asp

245

Gly

Ala

Pro

Leu

Ala

325

Cys

Gly

Leu

Asp

His

Gly

Thr

Asp

Leu

310

Cys

Asp

val

Ala

Leu
390

215

Ala

Lys

Lys

Ser

Pro

295

Leu

Asp

Gln

Lys

Ile

375

Asn

val

Pro

val

Ala

val

Gln

Glu

360

Ala

Arg

Leu

Asp

Ile

265

ser

val

ser

Thr

Thr

345

Ser

Arg

sSer

Ser

250

Asn

Ile

Leu

Asp

Arg

330

Lys

Leu

Gly

val
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Arg

Pro

Trp

Gly

val

Gly

Arg

Ser

Ala

Ser

cys
395

220

Ala

Asp

Asn

Asp

Ser

300

Leu

cys

His

Ala

Gly

Glu

Gly

Met

285

Gln

Trp

Leu

Lys

Arg

Asp

ser

val

Leu

Gln

270

Tyr

Arg

Asp

Asn

Asn

Thr

Ala

Asp

255

Arg

Leu

sSer

val

Gly

Asp

Ala

Ile

Asp

val

240

Arg

val

Lys

Asp

Ile

320

Gln

Asp

ser

Ser



