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aattttgcca
atctcctcag
gtaatattat
ataattttta
agcctcagca
ttaaaaagga
gtttgtcacc
aacgtaactt
atgctagcaa
tctctgtgta
accaagatcc
tactttctgt
ttaatgcttt

tgggggaaca

gcaaaaggac

<210> 2

<211> 309
<212> PRT
<213>
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Homo sapiens

ttctacacat
atggctttat
ctgatcaaat
tacattggta
tttctaatgc
tattttattt
aggctaagag
ttgtgatgaa
ggaagatcaa
acttgatacc
aacatctgaa
acataaaagc
gtctaatcat
gccaagcttt
agacgctaaa

agaaccagtc

Homo sapiens

PatentIn version 3.5

tgttttttcc
agcactgata
tattgctgct
ttcaactgtg
ctgggcagta
gctcaagatc
tgtagttctg
acacacgtat
actgaggaat
attcactctg
gaagatgcag
tctgcaaact
atcgttttgg
tggaatcata
gcagaccttt

aactcca

attctagtag
aatttcattg
ctggcagtct
ttgaatccaa
accaatcatt
gtcaatttct
gtgatagtgt
ataaatgtgt
gcaatgcacc
accctgatat
ctccatggca
gtgacctcct
aattttaaga
tatccatcat

ctttcagttt

gsfprschung

tggtfgcatt
cctgggtcaa
ccagagttgg
cttcatctaa
tcagcatctg
ccagacttat
tggggtcttt
ggacagaaga
tttccaactt
cttttctgct
aaggatctca
tcctcatatt
tgcgaccaaa

tccactcatt

tgtggcaggt

Agonists and Antagonists of Bitter Taste Receptors and Uses
t

tattcttgga
gagacaaaag
tttgctctgg
tttagaagta
gcttgctact
ttttcatcac
gttctttttg
atgtgaagga
gactgtagcc
gttaatctac
agatcccagc
acttgccatt
agaaattgtc
cattctgatt

gacttgctgg

Met Met Ser Phe Leu His Ile val Phe Ser Ile Leu val val val Ala
1 5

10
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60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
927
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Phe Ile Leu Gly Asn Phe Ala Asn Gly Phe Ile Ala Leu Ile Asn Phe
20 25 30

Ile Ala Trp val Lys Arg Gln k%s ITe Ser ser Ala Asp Gln Ile Ile
35 ‘ 45

Ala Ala Leu Ala val Ser Arg val Gly Leu Leu Trp val Ile Leu Leu
50 55 60

His Trp Tyr Ser Thr val Leu Asn Pro Thr Ser Ser Asn Leu Glu val
65 70 75 80

Ile Ile Phe Ile Ser Asn Ala Trp Ala val Thr Asn His Phe Ser Ile
85 : 90 95

Trp Leu Ala Thr Ser Leu Ser Ile Phe Tyr Leu Leu Lys Ile val Asn
100 105 110

Phe Ser Arg Leu Ile Phe His His Leu Lys Arg Lys Ala Lys Ser val
115 120 125

val Leu val Ile val Leu Gly Ser Leu Phe Phe Leu val Cys His Leu
130 135 140

val Met Lys His Thr Tyr Ile Asn val Trp Thr Glu Glu Cys Glu Gly
145 150 155 160

Asn val Thr Trp Lys Ile Lys Leu Arg Asn Ala Met His Leu Ser Asn
165 170 175

Leu Thr val Ala Met Leu Ala Asn Leu Ile Pro Phe Thr Leu Thr Leu
180 185 190

Ile Ser Phe Leu Leu Leu Ile Tyr Ser Leu Cys LyS His Leu Lys Lys
195 200 205

Met GIn Leu His Gly Lys Gly Ser GIn Asp Pro Ser Thr Lys Ile His
210 215 220

Ile Lys Ala Leu GIn Thr val Thr Ser Phe Leu Ile Leu Leu Ala Ile
225 230 235 240

Tyr Phe Leu Cys Leu Ile Ile Ser Phe Trp Asn Phe Lys Met Arg Pro
245 250 255

Lys Glu Ile val Leu Met Leu Cys Gln Ala Phe Gly Ile Ile Tyr Pro
260 265 270

Ser Phe His Ser Phe Ile Leu Ile Trp Gly Asn Lys Thr Leu Lys GIn
275 280 285
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Thr Phe Leu Ser val Leu Trp GIn val Thr Cys Trp Ala Lys Gly Gln
290 295 300

Asn Gln Ser Thr Pro
305
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