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<160> 16

<170> PatentIn version 3.5

<210> 1

<211> 339

<212> PRT

<213> Methanococcus voltae
<400> 1

Met Ala Met GIn Met GIn Leu Glu Ala Asn Ala Asp Thr Ser val Glu
1 5 10 15

Glu Glu Sser Phe Gly Pro Gln Pro Ile Ser Arg Leu Glu Gln Cys Gly
20 25 30

Ile Asn Ala Asn Asp val Lys Lys Leu Glu Glu Ala Gly Phe His Thr
35 40 45

val Glu Ala val Ala Tyr Ala Pro Lys Lys Glu Leu Ile Asn Ile Lys
50 55 60

Gly ITe Ser Glu Ala Lys Ala Asp Lys Ile Leu Ala Glu Ala Ala Lys
65 70 75 80

Leu val Pro Met Gly Phe Thr Thr Ala Thr Glu Phe His GIn Arg Arg
85 90 95

Ser Glu Ile Ile Gln Ile Thr Thr Gly Ser Lys Glu Leu Asp Lys Leu
100 105 110

Leu GIn Gly Gly Ile Glu Thr Gly Ser Ile Thr Glu Met Phe Gly Glu
115 120 125

Phe Arg Thr Gly Lys Thr Gln Ile Cys His Thr Leu Ala val Thr Cys
130 135 140

Gln Leu Pro Ile Asp Arg Gly Gly Gly Glu Gly Lys Ala Met Tyr Ile
145 150 155 160

Asp Thr Glu Gly Thr Phe Arg Pro Glu Arg Leu Leu Ala val Ala Glu
165 170 175

Arg Tyr Gly Leu Ser Gly Ser Asp val Leu Asp Asn val Ala Tyr Ala
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Arg

Ala

Thr

225

Arg

Asp

val

Gly

Ala

Ala

Met

210

Ala

Gln

Glu

Asp

Asn

290

Arg

Glu

Phe

195

Met

Leu

Met

Phe

Gly

Ile

Gly

Lys Asp

<210>
<211>
<212>
<213>

<220>
<223>

<400>
tagggaattc gtcgacggat ccccgtcagg gttcgcactc caggtcgacg catgcgcc

<210>
<211>
<212>
<213>

<220>
<223>

<400>
tagggaattc gtcgacggat ccagtcaaca actccaggtc gacgcatgcg cc

<210>
<211>

2
5

8

DNA_ L.
Artificial sequence

180

Asn

val

TYyr

His

Gly

Ala

Ile

Glu

Glu

Thr

Glu

Arg

Leu

245

val

Ala

Ala

Thr

Ala
325

nucleotidic

2

3
5

2

DNA_ L.
Artificial sequence

nucleotidic

3

4

60

Asp

Ser

Thr

230

Ala

Ala

Met

His

His

Arg

val

Phe

Ala

295

Phe

Gln

200

Tyr

Tyr

Phe

val

Ala

280

ser

Cys

Ala
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185

Thr Gln Leu Leu

Ala Leu

Ser Gly

Leu Arg

ITle Thr

265

Ala Asp

Thr Thr

Gln Ile

ITe Asn
330

Leu

Arg

Met

Asn

Pro

Arg

Tyr

315

Ala
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Ile

220

Gly

Leu

Gln

Lys

Leu

300

Asp

Asp

Tyr

205

val

Glu

Leu

val

Lys

Tyr

Ser

Gly

190

Gln

Asp

Leu

Arg

val

270

Pro

Leu

Pro

val

Ala

Ser

Ser

Leu

255

Ala

Arg

Cys

Gly

Ser

Ala

240

Ala

Gln

Gly

Lys

Leu

320

Asp
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<212> DNA
<213> Artificial sequence

<220>
<223> nucleotidic

<400> 4
tagggaattc gtcgacggat cccgatacgc actacaaact ccaggtcgac gcatgcgccg

<210> 5

<211> 67

<212> DNA

<213> Artificial sequence
<220>

<223> nucleotidic

<400> 5

tagggaattc gtcgacggat ccgaggaaac acggggtgtg gctagcctcc aggtcgacgc
atgcgcc

<210> 6

<211> 81

<212> DNA

<213> Artificial sequence
<220>

<223> nucleotidic

<400> 6

tagggaattc gtcgacggat ccagtccgtg gatagggaat tcgtcgacgg atccgcaggc

tccaggtcga cgcatgcgcc g

<210> 7

<211> 94

<212> DNA

<213> Artificial sequence
<220>

<223> nucleotidic

<400> 7

tagggaattc gtcgacggat cccgcatggg agccggcatc tcctgggacc atgaactcgt

tcgcttatat gcctccaggt cgacgcatgc gccg

<210> 8

<211> 93

<212> DNA

<213> Artificial sequence
<220>

<223> nucleotidic

<400> 8

tagggaattc gtcgacggat cccacgtagt gggatcaggc ccgcgtaatg gttgcagtct

ggtcggagcc ttctccaggt cgacgcatgc gcc

<210> 9
<211> 104
<212> DNA
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<213> Artificial sequence

<220>

<223> nucleotidic

<400> 9

tagggaattc gtcgacggat cctgcgtggt tagggaattc gtcgacggat cctgcgtggt 60
tagggaattc gtcgacggat ccctccaggt cgacgcatgc gccg 104
<210> 10

<211> 95

<212> DNA

<213> Artificial sequence

<220>

<223> nucleotidic

<400> 10

tagggaattc gtcgacggat ccatcctcaa aggttggaca cacatcaata ataattgttc 60
ttgtgggctc gcgctccagg tcgacgcatg cgccg 95
<210> 11

<211> 22

<212> DNA

<213> Artificial sequence

<220>

<223> oligonucleotide

<400> 11

tagggaattc gtcgacggat cc 22
<210> 12

<211> 22

<212> DNA

<213> Artificial sequence

<220>

<223> oligonucleotide

<400> 12

cggcgcatgc gtcgacctgg ag 22
<210> 13

<211> 58

<212> DNA

<213> Artificial sequence

<220>

<223> oligonucleotide

<400> 13

tccttttgat aagaggtcat ttttgcggat ggcttagagc ttaattgctg aatctggt 58
<210> 14

<211> 32

<212> DNA

<213> Artificial sequence

<220>

<223> oligonucleotide
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<400> 14
ccatccgcaa aaatgacctc ttatcaaaag ga

<210> 15

<211> 32

<212> DNA

<213> Artificial sequence
<220>

<223> oligonucleotide
<400> 15

tccttttgat aagaggtcat ttttgcggat gg

<210> 16

<211> 44

<212> DNA

<213> Artificial sequence

<220>
<223> oligonucleotide

<220>

<221> N_region
<222> (25)..(25)
<223> (N)50

<400> 16
tagggaattc gtcgacggat ccctccaggt cgacgcatgc gccg
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