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<212> DNA

<213> artificial

<220>
<223> S307A

<400> 42
cggtgtgcgc ccccteccg

<210> 43
<211> 15

P66201PC_ST25
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<212> PRT
<213> HSV

<400> 43

Arg Tyr Ser Gln Phe Met Gly Ile Phe Glu Asp Arg Ala Pro val
1 5 10 15

<210> 44
<211> 21
<212> PRT
<213> HSvV

<400> 44

Phe Gly His Arg Tyr Ser Gln Phe Met Gly Ile Phe Glu Asp Arg Ala
1 S 10 15

pro val pro Phe Glu
20

<210> 45
<211> 9
<212> PRT
<213> HSvV

<400> 45

GIn Phe Met Gly §1e Phe Glu Asp Arg
1

<210> 46
<211> 18
<212> PRT
<213> HSV

<400> 46
Ser Pro Phe Tyr Gly Tyr Arg Glu Gly Sgr His Thr Glu His Thr Ser
1 5 1

Tyr Ala

<210> 47
<211> 12
<212> PRT
<213> HSV

<400> 47

Tyr Gly Tyr Arg Glu Gly Ser His Thr Glu His Thr
1 5

<210> 48
<211> 15
<212> PRT
<213> HSV

<400> 48

ser Pro Phe Tyr Gly Tyr Arg Glu Gly Ser His Thr Glu His Thr
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<210>
<211>
<212>
<213>

<400>

49

PRT
HSV

49

Phe Tyr Gly Tyr Arg Glu Gly Ser His
1 5

<210>
<211>
<212>
<213>

<400>

50
6
PRT
HSV

50

Tyr Gly Tyr Arg §1u Gly
1

<210>
<211>
<212>
<213>

<400>

51
7

PRT
HSV

51

Phe Tyr Gly Tyr ?rg Glu Gly
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

52

12

PRT
artificial

P66201PC_ST25
10

15

computationally designed binding peptide

52

Pro Phe Tyr Gly Tyr Arg Glu Gly Phe Glu Asp Phe
1 5 10

<210>
<211>
<212>
<213>

<400>

53
7

PRT
HSV

53

Pro Phe Tyr Gly Tyr Arg Glu
1 5

<210>
<211>
<212>
<213>

<400>

54

PRT
HSV

54

Phe Glu Asp Phe
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