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SEQUENCE LISTING

<110> Hyglos Invest GmbH
<120> Methods of generating and screening for lytic chimeric polypeptides
<130> PCT68898Fz210pau

<140> not yet assigned
<141> herewith

<150> 10 006 360.1
<151> 2010-06-18

<160> 23

<170> PatentIn version 3.3
<210> 1

<211> 341

<212> PRT

<213> Bacteriophage A511
<400> 1

Met val Lys Tyr Thr val Glu Asn Lys Ile Ile Ala Gly Leu Pro Lys
1 5 10 15

Gly Lys Leu 5%5 Gly Ala Asn Phe ¥a1 ITe Ala His Glu Thr Ala Asn
5 30

Ser Lys Ser Thr Ile Asp Asn Glu val Ser Tyr Met Thr Arg Asn Trp
35 40 45

Lys Asn Ala pPhe val Thr ?;s Phe val Gly Gly Gly Gly Arg val val
50 60

G1ln val Ala Asn val Asn Tyr val Ser Trp Gly Ala Gly GIn Tyr Ala
65 70 75 80

Asn Ser Tyr Ser Tyr Ala GIn val Glu Leu Cys Arg Thr Ser Asn Ala
85 90 95

Thr Thr Phe Lys Lys Asp Tyr Glu val Tyr Cys GIn Leu Leu val Asp
100 105 110

Leu Ala Lys Lys Ala Gly Ile Pro Ile Thr Leu Asp Ser Gly Ser Lys
115 120 125

Thr Ser Asp Lys Gly Ile Lys Ser His Lys Trp val Ala Asp Lys Leu
130 135 140

Gly Gly Thr Thr His Gln Asp Pro Tyr Ala Tyr Leu Ser Ser Trp Gly
145 150 155 160

Ile Ser Lys Ala GIn Phe Ala Ser Asp Leu Ala Lys val Ser Gly Gly
165 170 175
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Gly

Pro

Met

Ala

225

Thr

Pro

Pro

Lys

Thr

305

Thr

Ala

Asn

Ser

Asn

210

Lys

Thr

Ala

Asn

Ala

290

Tyr

Asp

val

<210>
<211>
<212>
<213>

<400>

Thr

Thr

195

Ala

Gln

Leu

Pro

Lys

Asn

Thr

Gln

Ile

2
289
PRT

Gly

Pro

Lys

Tyr

Leu

Ala

Ile

Phe
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Thr Ala Pro Ala Lys Pro Ser Thr Pro ?;S Pro Lys

Ser

Lys

Gly

Ser

245

Pro

Asn

Ile

GlIn

Gly

Lys

Thr

Met

Ile

230

Lys

Ser

Trp

Gly

LYysS

310

Arg

Asn

Asp

215

Ala

Ile

Thr

ser

Ala

295

Asp

val

Bacteriophage A500

2

?et Ala Leu Thr g1u Ala Trp

Asn Ala Gly Gly Met Tyr Lys
20

ITe Lys Lys Met Ala Lys Glu
35

Tyr ?59 ser Thr Ala Glu Gln

55

Leu

200

Ser

Asn

Lys

ser

val

280

Ile

Arg

Gln

Leu

Gly
40

Asn

185

Asp

Ser

Tyr

Gly

Thr

265

Tyr

Asn

Gly

val

Ile

Thr
25

Ile

Lys

Tyr

Ser

Pro

Pro

Asn

Glu

10

Ser

Tyr

Leu
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Leu

ser

Gly

Ala

Lys

Thr

Thr

Gly

Gly

Lys

Asp

Leu

Tyr

Gly

Asn

220

Thr

Pro

Lys

Asn

Lys

300

val

Ala

Ala

Lys

Cys

Ala
60

Leu

205

Arg

Ala

Lys

Ile

Lys

285

Phe

Tyr

Pro

Asn

Thr

val
45

val

Asp

Ser

Pro

Tyr

270

Ala

Gly

Glu

Ser

Arg
Arg
30

Ala

Gly

Asp

Lys

Gln

Ser

255

Phe

Pro

Gly

Ile

Thr
335

Lys

Asn

Gln

Arg

Tyr

Leu

Asn

240

Thr

Pro

val

Leu

GlIn

320

Gly

Leu

val

Gly

Thr



Lys

65

. Asn

Asp

Ala

Lys

Ile

145

Gly

Ser

Asp

Tyr

Pro

Leu

Lys

Pro

Tyr

val

Met

ASp

130

Pro

Lys

ser

His

Met

210

Arg

Trp

Asn

Trp

<210>
<211>
<212>
<213>

<400>

Gly

Gly

Ile

Lys

Tyr

Ala

val

Pro

Asn

195

Tyr

Ile

Asn

val

Tyr

275

3
344
PRT

Ala
val
Tr

100
Ala
Pro
Ala
Ile
Phe
180
Gln
Lys
Lys
Asn
Lys

Pro

Ala
85

p Glu

Glu

His

Thr

Arg

Tyr

ser

val

Ile

245

Leu

Asn
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Ile val Thr Asn Ala Lys Gly Gly GIn Ser Asn His

70

val

ser

Gly

Phe

Gln

150

Ser

Met

Trp

Phe

Arg

Lys

Ala

Asp

Asp

Thr

Phe

Glu

135

Asn

Ala

Tyr

Tyr

Cys

215

Ile

Leu

Trp

Gly

Bacteriophage P40

3

Leu

Thr

Lys

Leu

Thr

Pro

Lys

Lys

Asp

Lys

Asn

Tyr

Cys

ser

105

Trp

Cys

Asn

Leu

val

185

Thr

val

ser

Ser

Asn

265

Tyr

Leu

90

Arg

Gly

Asp

Thr

Leu

170

Gly

Tyr

val

Ala

Tyr

75

Tyr

Trp

Gly

Ala

Asn

155

Pro

Thr

Lys

Arg

Thr

Thr

Lys

Asp

val

140

ser

Lys

Glu

Asp

Lys

Asp

Ile

Arg

Ala

Asn

Lys

Asn

Met

Phe

Asp

205

LysS

Leu

Lys

Gly

Glu
285

Asp

val

110

Lys

Gly

Arg

Asp

Leu

190

Lys

Asp

Arg

Trp

Tyr

270

Tyr

Gly

95

val

Ser

Glu

Tyr

Phe

175

val

Leu

Ala

Ile

Tyr

255

Leu

Phe

80

Lys

Ala

Phe

Lys

Glu

160

Lys

Tyr

Tyr

Lys

Pro

240

Ala

Leu

Met val Leu val Leu Asp Ile Ser Lys Trp GIn Pro Thr val Asn Tyr
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ser

Gly

Asp

Gly

65

Lys

Tyr

Arg

Tyr

His

145

ser

Gly

ser

Ala

Lys

Lys

ser

Gly

Gly

Thr

Lys

Glu

Phe

Ala

130

Asp

Thr

Arg

Asp

Pro

210

Thr

Ala

val

Asn

Leu

Gln

35

val

Gln

Cys

Glu

Ile

115

Gly

Leu

Lys

Ile

Ile

195

Lys

Thr

Ser

Gln

Lys

Lys

Gly

Asp

Arg

val

100

Asp

Asp

Arg

Pro

Lys

Leu

Pro

Thr

Ala

val

260

Gln

Glu

Tyr

Met

Thr

GlIn

85

Lys

His

Ser

Trp

Ser

165

Ala

Asn

Thr

Lys

245

Ile

val
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Asp val Gly

Asp

Pro

Ile

70

Leu

Leu

val

Phe

val

150

Ile

Ile

Lys

Pro

Tyr

230

Ser

Ser

Tyr

Glu

Phe

55

Asn

Gly

Lys

Lys

Trp

Ala

Pro

Ala

Leu

Ser

215

val

Lys

Glu

val

Arg

40

Gly

Glu

Ala

ser

Arg

Tyr

Ser

Lys

Lys

Asn

val

ser

ser

Phe val val Ile
2

Leu

Leu

Ala

Glu

Thr

Tyr

Asp

Pro

185

Gly

Pro

Thr

Leu

Gly

Ser

Glu

Tyr

Asn

Pro

90

Asn

Thr

His

Gly

Leu

170

val

Ser

Ala

Ala

Gln

His

Met

75

Thr

val

Gly

Asp

val

155

Trp

Asp

Lys

Pro

His

235

val

Trp

His

Tyr

60

Leu

Phe

val

val

Leu

140

Asp

Gln

Met

Ala

Ala

220

Leu

Leu

ser

Lys Tyr Leu
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Arg

Ala

45

Ala

val

Leu

Asn

Lys

Asp

Asn

Tyr

Asn

Pro

205

Lys

Asn

Asp

Lys

ser

ser

Lys

Leu

Ser

Phe

Glu

110

val

Lys

Gly

Thr

Thr

190

val

Pro

Ile

Leu

Leu

270

Lys

Ser

Gly

Phe

Ala

Leu

95

cys

Gly

val

LysS

ser

175

cys

Lys

Ala

Arg

Asn

255

Lys

ser

Asn

Leu

Glu

Tyr

80

Asp

Gln

Leu

Lys

Pro

160

Lys

Ser

Pro

Pro

Glu

240

Asp

Ser

Lys



Thr Thr
290

Ser Gly
305

Lys GlIn
Ala Gly

<210>
<211>
<212>
<213>

<400>
Met Ala
1

Lys val
val Lys

Gly Tyr
50

Thr Lys
65

His Asn
Gly Lys
Lys Arg

Leu Pro
130

Lys val
145

Ile Lys

275
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280 285

Pro Lys Ala Lys Pro Ser Ser Lys GIn Tyr Tyr Thr Ile Lys

295

Asp Asn Leu Ser Tyr
310

Ile GIn Asn Trp Asn
325

Gln Lys Ile Arg val
340

4
291

PRT
Bacteriophage P35
4

Arg Lys Ehe Thr Lys

Gly Gly Leu Lys Pro
20

Glu Ala Tyr Asp Arg
35

Arg Ser Ile Ala Glu
55

Pro Gly Asn Ile val
70

Phe Gly val Ala val
85

Ile Asp Ser Trp GlIn
100

Arg Gly pPhe Lys Trp

His Phe Glu Ala Cys

Asp Thr Ser Glu Trp
150

Asp val Gly Tyr Phe

300

Ile Ala Lys Lys Tyr
315

Gly Ile Lys Asp Ala
330

Lys

Ala

Asp

Tyr

40

Gln

Thr

Asp

Pro

Gly

Asp

Lys

Gln

Glu

val

25

Gly

Asn

Asn

Phe

ser

105

Gly

Trp

Lys

Asp

Leu val
10

Lys Lys

Ile Gly

Gly Leu

Ala Lys

Ala Ile

90

Ala Thr

Asp Trp

Tyr Arg

Lys Glu

155

Lys Pro
170

Seite 5

Ala

Ala

Ile

Tyr

60

Gly

Asp

Ile

Lys

Gly

Asn

GIn

Lys Thr Thr val

320

Asn Lys Ile Tyr
335

Lys

val

Ile

45

Ala

Gly

Leu

val

ser

125

Glu

Phe

Ala

Leu

30

val

GlIn

Gln

Ile

Asn

110

Phe

Arg

AsSn

Leu

Glu

15

Ser

Ser

Gly

Ser

Asp

95

Met

Thr

Lys

Ile

Asn
175

Lys

Ala

Gln

Arg

Asn

80

Asp

Met

Asp

Tyr

val

160

Ser



Lys

His

val

ser

225

Asp

Phe

Phe

Ile

Ser

Asn

Asp

Asn

Lys

Ala

Lys
290

<210>
<211>
<212>
<213>

<400>

Met Ala Lys

1

Asp

Asp

val

Ala

65

Phe

Glu

Ser
Ile
Ile
50

Lys
Asp

Gly

5
3

val

ser

195

Gly

Gly

Lys

Gly

Ser

275

Lys

21

PRT )
Bacteriophage B054

5

Gly

Ala

35

Asn

Leu

Ala

ser

Tyr

ser

Lys

Ile

260

Arg

Lys

Ala

20

Lys

Asn

Ala

Ala

Ser
100
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GIn Trp Lys His Gly
185

Trp

Ile

val

Leu

245

Thr

Lys

Leu

Thr

Arg

Arg

Asn

Gly

85

ser

Tyr

Tyr

Asn

230

Asn

His

Lys

Lys

Gly

Thr

Thr

Arg

70

Ala

ser

Thr

His

215

Ala

Gly

Pro

Thr

Leu

Glu

Thr

Thr

55

Glu

sSer

Lys

Thr

Gly

Ala

Phe
280

Ala

Gly

Lys

Asp

Lys

Ala

Lys

val

Met

Ile

Asp

ser

265

Tyr

Ile

Tyr

25

val

val

val

Glu

Leu
105

Thr Lys val Lys Leu Thr Lys
190

val

Ala

Asn

Phe

250

Asp

Ile

Tyr
10

Arg
Leu
ASn
Asp
Gly
90

Ala
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Lys

Lys

Ala

235

Ile

Gly

Pro

Ala

Glu

Arg

Arg

Ala

75

Thr

Gln

Asp

val

220

His

Asn

Phe

Arg

Gly

Asp

Gly

Asn

60

val

Thr

Cys

Ala

Leu

Tyr

Tyr
285

His

Asp

Ala

45

Ile

Ile

Gly

val

Asn

Ser

Phe

Lys

Pro

270

Met

Gly
Leu
30

Gly

ser

Phe

Asn
110

Lys

Lys

Cys

Arg

255

Leu

Phe

Gly

15

Thr

His

Ala

Phe

Tyr

95

Asp

ser

Asn

Tyr

Asp

val

Leu

Thr

Asp

His

80

cys

Lys
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Leu Asp Asp val Phe Lys Asp q;g Asn val Lys Pro A;g Thr Ser Thr
1 i

Arg His Gly Arg Leu Gly Ile Leu Arg Glu Thr Asn Ala val Ala Thr
130 135 140

Leu GIn Glu val Ala Phe Ile Thr Asn Lys Asn Asp Met Ile Lys Tyr
145 150 155 160

Asn Gln Arg Ala Asp Glu Ile Ala Lys Lys Ala Ala Glu Gly Ile Leu
165 170 175

ser Tyr Phe Asn Glu Lys Leu Pro Glu Gln Asn Pro Asn Arg His Asp
180 185 190

Gly Ala val val Asp Ser Ile Pro Ala Leu Pro Lys Pro Asp Phe Lys
195 200 205

Thr val Pro Ser Lys Met Tyr Lys Ala Gly Ser Glu Leu Leu val Tyr
210 215 220

Asp His Asn Lys Tyr Trp Tyr Lys Thr Tyr Ile Asn Asp Lys Leu Cys
225 230 235 240

Tyr Ile Tyr Lys Ser Phe Cys Ile Ser Asn Gly Lys Lys Asp Ser Lys
245 250 255

Gly Arg Ile Pro Ile Lys Ile Lys Ser val Lys Asp Leu Arg Ile Pro
260 265 270

val Trp Asp Asn Thr Lys Leu Ser Ser Gly Lys Ile Lys Trp Tyr Ala
275 280 285

Pro Asn Thr Lys Leu Ser Trp Tyr Asn Asn Lys Lys Gly Tyr Leu Glu
290 295 300

Leu Tyr Tyr Pro Asn Gln Gly Trp Tyr Tyr Thr Ala Asn Tyr Phe Leu

305 310 315 320
Lys

<210> 6

<211> 314

<212> PRT

<213> Bacteriophage PSA

<400> 6

Met Ser Asn Tyr Ser Met Ser Arg Gly His Ser Asp Lys Cys val Gly
1 5 10 15
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Ala

Ala

Ile

Asn

65

Asn

Glu

Ala

Phe

val

145

Asp

Ala

Pro

Lys

Lys

Asn

Glu

Ala

Asp

50

Trp

Ala

Lys

Leu

Leu

130

Asp

Lys

Ala

Met

Ala

210

Ala

Ser

Ser

Ser

Asp

ser

35

Arg

His

Gly

Gly

Arg

Leu

Lys

Leu

195

Gly

Tyr

Asn

Ala

Ile

20

Asp

Thr

Asn

Lys

Ser

Lys

Gly

Asn

180

Ser

Ser

Ile

Gly

Glu

Ser

Ala

Gly

85

Lys

Pro

Thr

Glu

Ile

165

Pro

Lys

ser

Asn

Asp

Ile
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Leu Ser Gliu Ile Lys Glu Ala Glu Lys gg] Leu Asn
25

Leu Lys Arg Glu Gly
40

Thr

Asn

70

Thr

Leu

Asn

Lys

Asn

Met

Leu

Asp

Lys

Leu

Lys

Thr

55

Pro

Gly

Ala

Arg

Gly

Ala

Ile

Arg

Asp

Leu

215

Lys

Asp

Arg

Trp

Gln

Ala

val

val

Gly

Thr

Asn

Ala

His

Phe

200

val

Leu

Ala

Ile

Tyr
280

Ser

Asp

Glu

Glu

105

Ala

Ala

Ala

Glu

ser

185

Lys

Tyr

Cys

Lys

Pro

265

Ser

Ala

val

val

90

Ile

Lys

val

Ile

ser

Glu

Tyr

Pro

Seite 8

His

Asn

His

75

Trp

Ser

Ala

Leu

His

155

Leu

Ala

ser

His

Arg

Trp

Gly

Asn

Leu

60

Ile

Tyr

Ala

Thr

Leu

140

Lys

Thr

val

Pro

Asn

220

Tyr

Ile

Asn

Thr

val

45

Asn

ser

Tyr

Lys

Lys

Glu

Ser

Gly

val

Ile

205

Lys

Lys

Lys

Asn

Lys

Lys

Lys

val

Ala

Met

110

Asp

val

Gly

Lys

190

Lys

TYyr

Ser

val

Thr

270

Leu

Thr

Ile

His

Gly

95

Ala

Leu

Cys

Met

Thr

175

Ser

Met

Trp

Phe

Arg

255

Lys

Ser

Phe

val

Leu

80

Asp

Lys

Arg

Phe

Tyr

160

val

val

Tyr

Tyr

Cys

240

Ile

Leu

Trp
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Tyr Asp Asn Lys Lys Gly Tyr Leu Glu Leu Trp Tyr Glu Lys Asp Gly
290 295

Trp Tyr Tyr Thr Ala Asn Tyr

305

<210>
<211>
<212>
<213>

<400>

7
2

35

PRT
Bacteriophage A006

7

Met Ala Leu
1

Asn

Ile

Tyr

Lys

Asn

Asn

Ala

Lys

Ala

145

Lys

GlIn

Gly

Lys

val

Lys

Arg

50

Pro

Tyr

val

Met

Asp

Pro

Asn

Cys

Gly

Thr

Ser

Lys

Ser

Gly

Gly

Ite

Tyr

Ser

val

Asp

Thr

195

Lys

Thr

Gly

20

Met

Ser

Ala

val

Trp

Ala

Pro

Thr

Tyr

Leu

180

Tyr

Gly

Glu

5

Met

Ala

Ala

val

Ala

85

Glu

Glu

His

Ser

Tyr

165

Tyr

Pro

Gly

310

Ala

Asn

Lys

Glu

val

70

val

Ser

Gly

Phe

Ala

150

Thr

Asn

Ala

Thr

Trp

Lys

Lys

Gln

55

Thr

Asp

Thr

Phe

Glu

135

ser

Glu

sSer

Gly

Pro

Phe

Leu

Ser

Gly

40

Asn

Asn

Leu

Thr

Glu

120

Leu

LysS

Asn

val

Thr

200

Arg

Leu

Ile

val

25

Ile

Ala

Ala

Cys

ser

105

Trp

Tyr

Pro

Pro

Asp

val

Leu

Lys

Glu

10

Ala

Tyr

Leu

Lys

Leu

90

Arg

Gly

Asp

Ala

Phe

Lys

Asp

Leu

Tyr

Gly

75

Tyr

Trp

Gly

Ala

Thr

155

Lys

Thr

Thr

300

Ala

Lys

Cys

Ala

60

Gly

Thr

Lys

Asp

Ala

140

ser

val

Glu

Ile

Lys Thr Lys

Seite 9

Asn

Thr

val

45

Gln

Gln

Ser

Thr

Thr

Lys

Lys

sSer

205

Ser

Arg

Arg

30

Ala

Gly

ser

Asp

val

110

Lys

Gly

ser

Thr

His

190

Gly

Gly

Gln

Arg

Asn

Gly

95

val

Ser

Glu

Ser

Leu

175

Lys

Met

Tyr

Leu

val

Gly

Thr

His

80

Lys

ser

Phe

Lys

Asn

160

val

Thr

Gly

Tyr
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215 220

210
Leu Thr Ala Asn Lys Lys Phe val Lys Lys Ile
225 230 235
<210> 8
<211> 276
<212> PRT .
<213> Bacteriophage B025
<400> 8
Met Thr Met Tyr Tyr Glu Glu Arg Ser Arg Asn Asn Ile Ala Lys Leu
1 5 10 15

Ala Ala Asn ggr Arg Ala Lys Ala Egu Glu Trp Phe Asn ggp Cys Cys

Lys Asn Gly Ile Glu val Leu val Tyr Glu Thr Ile Arg Thr Lys Glu
35 40 45

GIn GIn Ala Ala Asn val Ala Asn Gly Lys Ser Gln Thr Met Arg Ser
50 55 60

Tyr His Ile val Gly GIn Ala Phe Asp Phe val Met Ala Lys Gly Lys
65 70 75 - 80

Thr val Asp Trp Gly Gly Tyr Lys Thr Ala Lys Ala Lys Lys val Ile
85 90 95

Ala Lys Ala Lys Ala Leu Gly Phe Ser Trp Gly Gly Asp Trp Ser Gly
100 105 110

Phe val Asp Cys Pro His Met GIn Tyr Glu Tyr Lys Gly Tyr Gly Thr
115 120 125

Asp Lys Phe Thr Ala Asp Lys Leu val Ala Asn Asn Lys Thr Gly Lys
130 135 140

GIn Gly val Tyr Ala Arg Asp Phe Leu Asn Ile Arg Thr Lys Ala Thr
145 150 155 160

Trp Asp Ser Pro val Ala Phe Lys val Pro Ile Tyr Tyr Tyr Ala GlIn
165 170 175

Ile Leu Trp Asp Thr Lys Asn Gly Asp Trp val GIn Ile Glu Phe GlIn
180 185 190

Gly Lys Lys Gly Trp Tyr Lys Pro Ser Phe Lys Glu Tyr Trp Tyr Glu
195 200 205

Lys Asp Pro Cys Thr Ser Tyr Ile Cys val Ala Asp val Asn Phe Arg
210 215 220

Seite 10



225

Glu Thr val

PCT68898_SeqList_AppINo notyetassigned.txt

235

Lys Ser Ser Lys Trp 338 Ser Pro val Ala GIn Lys Lys Lys Lys 31%
4

Arg Met val Lys Lys Ala Lys Asn Gly Trp Leu Glu Phe
245 250

Gly Leu Thr Asn Gly val 1Ile Gly Tyr

val Lys Lys
275

<210>
<211>
<212>
<213>

<400>

9
7
P

95
RT

260

Lys

Bacteriophage P100

9

Met Thr Thr
1

Glu Lys
Asp Thr
ser Asp
50
Trp Asp
65
Pro Asn
Leu ITe
Ile Tyr
GIn Leu
130

Trp Leu

Ala Ala

Asn

Leu

35

Asp

Lys

Leu

Ser

Arg

Gly

Pro

Glu

val Lys Arg Met
5

Asp

20

Ala

Ser

Ile

Arg

Glu

100

Ile

val

Asp

Ile

Tyr

Glu

Ala

Leu

val

85

val

Thr

Ile

ser

Leu

Lys

val

Asp

70

Met

Arg

Gly
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Ala

val

Thr

His

650

Thr

Gly

Asn

Gly

GIn

730

Lys

val

Arg
10

Ser
Pro

Gly

Ile

Ser

Trp

Lys

Ile

715

Ala

Thr

Gly

Gly

Leu

Pro

Thr

Gly
75

Arg

Leu

Ala

700

Trp

Thr

Thr

Trp

Arg

Ala

Pro

Arg

60

Pro

Trp Gln Gly
90
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Tyr

Gly

ASp

Ile

Thr

Ala

Arg

val
765

Arg

Leu

Gly

45

Ile

Ala

ser

Lys

Thr

670

Lys

Asn

Glu

Tyr

Ala

750

Asp

Pro

Thr

30

Lys

Glu

Asp

Ile

Asp

655

Tyr

Lys

Met

Pro

Ala

735

Thr

Lys

Ala

15

Leu

Asp

Gln

Thr

Asn
95

Lys

Tyr

Ala

Thr

Tyr

720

Asn

Tyr

Arg

val

Ala

val

Gly

ser

80

Trp



Ser

Glu

Ala

Asn

145

Gly

Glu

Met

Thr

Thr

225

His

Thr

Asp

Leu

Ser

Gly

Tyr

130

Ala

Gly

His

Arg

Arg

210

Gly

Trp

Phe

val

Ala
290

<210>
<211>
<212>
<213>

<400>

val

Thr

115

Asn

ser

Trp

Asn

Thr

195

Asp

Ser

Gly

Trp

Asp

AsSn

13
334
PRT

staphylococcus aureus

13

Asn

Ala

sSer

Ser

Pro

180

Trp

val

Trp

val

Gln

260

Arg

Asn

PCT68898_SeqList_AppINo notyetassigned.txt

ser Ala Gly Met Ser Phe Ala Tyr Ile Lys Ala Thr
105 110

Tyr

Gly

Gly

Arg

Ser

Ile

val

Asn

Ser

245

Tyr

Asn

Thr

Lys

Ile

Thr

150

Asp

Gly

Asn

Ile

Gly

Ala

Ser

Lys

Asp

Ile

135

Ala

Asn

Ala

Asp

Tyr

215

Met

Pro

Ala

Phe

Asp

120

Arg

Gln

Arg

Met

Phe

200

Thr

Ala

Thr

Thr

Asn
280

Arg

Gly

Ala

Thr

Thr

Ala

val

Met GIn Lys Lys val Ile Ala Ala Ile
1 5

Ala val Ala Ala Thr Gln Ala Asn Ala

Phe

Ala

Asp

Leu

170

Tyr

Ala

Ala

Lys

Pro

250

Arg

Ser

Ser

Tyr

Tyr

155

Pro

Gly

Arg

Ser

Ser

235

ser

val

Ala

Ala

His

140

Phe

Gly

Leu

Tyr

Trp

Pro

Gly

Gly

Ala

Asn
125
Phe
Ala

val

Ser

Trp

Phe

Phe

Gly

Arg

Tyr

Ala

ser

Leu

Thr

190

Ala

Asn

Trp

Pro

val

270

Leu

Thr

Arg

Asn

Asp

Thr

Arg

Thr

val

Thr

255

ser

Leu

Asn

Pro

Gly

Ile

Gln

Thr

cys

Ala

240

Trp

Gly

Ala

Ile Gly Thr Ser Ala Ile Ser

10

15

Ala Thr Thr His Thr val Lys

Seite 20

30



Pro

Ala

Asn

65

ser

Ala

Gln

Gly

Ser

145

Thr

Thr

Ile

Ser

ser

225

Asn

Ala

Asn

Gly

Arg

Gly

Asn

Gln

130

Asn

val

Thr

Tyr

Gly

His

Arg

Asn

Arg

His
290

Glu

35

Leu

val

Pro

Asp

Ile

115

Lys

Ser

GIn

Tyr

Pro

195

Ser

GIn

Arg

Asn

Pro

275

val

ser

Lys

Leu

ser

Ser

100

Met

Leu

Ser

Ala

Gln

180°

Gly

Ala

Asn

Ala

Met

PCT68898_SeqList_AppINo notyetassigned.txt

val Trp Ala Ige ser Asn Lys Tyr Gly Ile Ser Ile
4 45

ser

Lys

Thr

85

Leu

Arg

Lys

Arg

Lys

GlIn

Thr

Leu

Glu

245

Asp

val

Phe

Leu
val
70

Asn
Ser
Leu
val
Pro
150
Asp
i1e
Lys

Thr

Asn

Gly

val

Asn

55

ser

Ser

Leu

Asn

ser

135

sSer

ser

Met

Leu

Thr

215

Thr

Gly

Ala

ser

Glu
295

Asn

Gly

Gly

Ile

Thr

Leu

Ser

Lys

Asn

Trp

Lys

Ala

Ile

280

Arg

Leu

Ser

Gly

Ala

105

Leu

Thr

Asn

Ser

Leu

185

val

Arg

Gly

Gly

Ala

265

Ala

val

Thr

Ser

Gly

90

Ser

Asn

Ala

ser

Leu

170

Asn

Thr

Gly

GlIn

Ile

250

Ala

Gln

Asn

ser

Asn

75

sSer

Lys

Asn

Ser

Gly

Gly

Tyr

235

Ser

Asp

Thr

Asn

Asn

60

Ser

Tyr

Tyr

Phe

Ser

140

Gly

Ala

Leu

Asn

Asn

220

Thr

Thr

Gly

Asp

Asp
300
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Leu

Thr

Tyr

Gly

Phe

125

Ser

Gly

Ser

Asn

Ala

205

Thr

Tyr

Tyr

Tyr

val

285

Gly

Ile

ser

Thr

Thr

110

Ile

Asn

Ser

Lys

Asn

190

ser

Pro

His

Trp

Thr

270

Gly

ser

Phe

Asn

val

95

Thr

TYyr

Ala

Tyr

Tyr

175

Phe

Thr

val

val

Trp

Ile

Tyr

Ile

Pro

ser

80

GIn

Tyr

Pro

Ala

Tyr

160

Gly

Phe

Asn

Phe

Phe

240

Asn

Asp

Tyr

Leu



PCT68898_SeqList_AppINo notyetassigned.txt

val ser Glu Met Asn Tyr Ser Ala Ala Pro Gly Ile Leu Thr Tyr Arg
305 310 315 320

Thr val Pro Ala ;¥g G1ln val Asn Asn Tyr Arg Tyr Ile His

330
<210> 14
<211> 15
<212> PRT
<213> Artificial
<220>

<223> amino acid sequence designed to act as a Tlinker
<400> 14

Gly Gly Ser Lys Pro Gly Gly Thr Lys Pro Gly Gly Ser Lys Pro
1 5 10 15

<210> 15

<211> 14

<212> DNA

<213> Artificial

<220>
<223> nucleotide sequence designed to act as a primer

<400> 15
cacacaccat ggcg

<210> 16

<211> 12

<212> DNA

<213> Artificial

<220>

<223> nucleotide sequence designed to act as a primer
<400> 16

tgtgtgacta gt

<210> 17

<211> 12

<212> DNA

<213> Artificial

<220>

<223> nucleotide sequence designed to act as a primer
<400> 17

tgtgtgggat cc

<210> 18

<211> 32

<212> DNA

<213> Artificial

<220>
<223> nucleotide sequence designed to act as a primer

<400> 18
Seite 22



PCT68898_SeqList_AppINo notyetassigned.txt

gtttaacttt aagaaggaga tataccatgg cg 32
<210> 19

<211> 29

<212> DNA

<213> Artificial

<220> .

<223> nucleotide sequence designed to act as a primer

<400> 19

cctttcgggce tttgttactg cagggatcc 29
<210> 20

<211> 32

<212> DNA

<213> Artificial

<220>

<223> nucleotide sequence designed to act as a primer

<400> 20

gtttaacttt aagaaggaga ctgcagatgg cg 32
<210> 21

<211> 29

<212> DNA

<213> Artificial

<220> .

<223> nucleotide sequence designed to act as a primer

<400> 21

cctttcggge tttgttagtc gacggatcc 29
<210> 22

<211> 32

<212> DNA

<213> Artificial

<220>

<223> nucleotide sequence designed to act as a primer

<400> 22

gtttaacttt aagaaggaga gtcgacatgg cg 32
<210> 23

<211> 29

<212> DNA

<213> Artificial

<220> .

<223> nucleotide sequence designed to act as a primer

<400> 23

cctttcggge tttgttagat atcggatcc 29
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