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<210>
<211>
<212>
<213>

<400> 1
atgcgaccct

1
3633
DNA
Homo

gcgagtcggg
ttgggcactt
gtccttggga
accatccagg
ttggaaaacc
gtcttatcta
caggaaatcc
agcatccagt
cagaaccacc
ggtgcaggag
gggcgctgec
acaggccccc
aaggacacct
cccgagggca
gtgacagatc
gacggcgtcc
ggtattggtg
aactgcacct
ttcacacata

atcacagggt

27083 wO-KOE

US 61/415,442
2010-

11-19

sapiens

ccgggacggc
ctctggagga
ttgaagatca
atttggaaat
aggtggctgg
tgcagatcat
actatgatgc
tgcatggcgce
ggcgggacat
tgggcagctg
aggagaactg
gtggcaagtc
gggagagcga
gccccccact
aatacagctt
acggctcgtg
gcaagtgtaa
aatttaaaga
ccatcagtgg
ctcctectct

ttttgctgat

PatentIn version 3.5

cggggcagcg
aaagaaagtt
ttttctcagc
tacctatgtg
ttatgtcctc
cagaggaaat
aaataaaacc
cgtgcggttc
agtcagcagt
ccaaaagtgt
ccagaaactg
ccccagtgac
ctgcctggtc
catgctctac
tggtgccacc
cgtccgagcec
gaagtgcgaa
ctcactctcc
cgatctccac
ggatccacag

tcaggcttgg

ctcctggcgce
tgccaaggca
ctccagagga
cagaggaatt
attgccctca
atgtactacg
ggactgaagg
agcaacaacc
gactttctca
gatccaagct
accaaaatca
tgctgccaca
tgccgcaaat
aaccccacca
tgcgtgaaga
tgtggggccg
gggccttgcc
ataaatgcta
atcctgccgg
gaactggata
cctgaaaaca

Seite 1

tgctggctgce
cgagtaacaa
tgttcaataa
atgatctttc
acacagtgga
aaaattccta
agctgcccat
ctgccctgtg
gcaacatgtc
gtcccaatgg
tctgtgccca
accagtgtgc
tccgagacga
cgtaccagat
agtgtccccg
acagctatga
gcaaagtgtg
cgaatattaa
tggcatttag
ttctgaaaac

ggacggacct

NOVEL COMPLEX MUTATION IN THE EPIDERMAL GROWTH FACTOR RECEPTOR

gctctgcccg
gctcacgcag
ctgtgaggtg
cttcttaaag
gcgaattcct
tgccttagca
gagaaattta
caacgtggag
gatggacttc
gagctgctgg
gcagtgctcc
tgcaggctgc
agccacgtgc
ggatgtgaac
taattatgtg
gatggaggaa
taacggaata
acacttcaaa
gggtgactcc
cgtaaaggaa

ccatgccttt

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260



gagaacctag
gtcagcctga
gtgataattt
tttgggacct
gccacaggcc
agggactgcg
cttctggagg
gagtgcctgce
cagtgtgccc
ggagaaaaca
catccaaact
cctaagatcc
gccctgggga
aggctgctgce
caagctctct
ggtgcgttcg
cccgtcgcta
gatgaagcct
tgcctcacct
tatgtccggg
atcgcaaagg
aggaacgtac
ctgctgggtg
atggcattgg
ggggtgactg
agcgagatct
atcgatgtct
ttccgtgagt
attcaggggg
ctgatggatg
cagggcttct
accagcaaca

aaggaagaca

aaatcatacg
acataacatc
caggaaacaa
ccggtcagaa
aggtctgcca
tctcttgecg
gtgagccaag
ctcaggccat
actacattga
acaccctggt
gcacctacgg
cgtccatcgce
tcggectctt
aggagaggga
tgaggatctt
gcacggtgta
tcaaggaatt
acgtgatggc
ccaccgtgca
aacacaaaga
gcatgaacta
tggtgaaaac
cggaagagaa
aatcaatttt
tttgggagtt
cctccatcct
acatgatcat
tgatcatcga
atgaaagaat
aagaagacat
tcagcagccc
attccaccgt

gcttcttgea

cggcaggacc
cttgggatta
aaatttgtgc
aaccaaaatt
tgccttgtgce
gaatgtcagc
ggagtttgtg
gaacatcacc
cggcccccac
ctggaagtac
atgcactggg
cactgggatg
catgcgaagg
gcttgtggag
gaaggaaact
taagggactc
aagagaagca
cagcgtggac
gctcatcacg
caatattggc
cttggaggac
accgcagceat
agaataccat
acacagaatc
gatgaccttt
ggagaaagga
ggtcaagtgc
attctccaaa
gcatttgcca
ggacgacgtg
ctccacgtca
ggcttgcatt

gcgatacagc

aagcaacatg
cgctccctca
tatgcaaata
ataagcaaca
tcccccgagg
<gaggcaggg
gagaactctg
tgcacaggac
tgcgtcaaga
gcagacgccg
ccaggtcttg
gtgggggccc
cgccacatcg
cctcttacac
gaattcaaaa
tggatcccag
acatctccga
aacccccacg
cagctcatgc
tcccagtacc
cgtcgcttgg
gtcaagatca
gcagaaggag
tatacccacc
ggatccaagc
gaacgcctcc
tggatgatag
atggcccgag
agtcctacag
gtggatgccg
cggactcccc
gatagaaatg

tcagacccca
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gtcagttttc
aggagataag
caataaactg
gaggtgaaaa
gctgetgggg
aatgcgtgga
agtgcataca
ggggaccaga
cctgcccggce
gccatgtgtg
aaggctgtcc
tcctcttget
ttcggaagcg
ccagtggaga
agatcaaagt
aaggtgagaa
aagccaacaa
tgtgccgect
ccttecggctg
tgctcaactg
tgcaccgcga
cagattttgg
gcaaagtgcc
agagtgatgt
catatgacgg
ctcagccacc
acgcagatag
acccccageg
actccaactt
acgagtacct
tcctgagcetce
ggctgcaaag

caggcgcctt

tcttgcagtc
tgatggagat
gaaaaaactg
cagctgcaag
cccggagecc
caagtgcaac
gtgccaccca
caactgtatc
aggagtcatg
ccacctgtgc
aacgaatggg
gctggtggtg
cacgctgcgg
agctcccaac
gctgggctcc
agttaaaatt
ggaaatcctc
gctgggcatc
cctcctggac
gtgtgtgcag
cctggcagece
gctggccaaa
tatcaagtgg
ctggagctac
aatccctgcec
catatgtacc
tcgcccaaag
ctaccttgtc
ctaccgtgec
catcccacag
tctgagtgca
ctgtcccatc

gactgaggac

1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240



agcatagacg
cccgetgget
agagacccac
actgtccagc
ggcagccacc
gccaagccaa

gcgccacaaa

acaccttecct
ctgtgcagaa
actaccagga
ccacctgtgt
aaattagcct
atggcatctt

gcagtgaatt

cccagtgcect
tcctgtctat
ccecccacagce
caacagcaca
ggacaaccct
taagggctcc

tattggagca

gaatacataa
cacaatcagc
actgcagtgg
ttcgacagcc
gactaccagc
acagctgaaa

tga

accagtccgt
ctctgaaccc
gcaaccccga
ctgcccactg
aggacttctt

atgcagaata

tcccaaaagg
cgcgcccagce
gtatctcaac
ggcccagaaa
tcccaaggaa

cctaagggtc

<210>
<211>
<212>
<213>

<400> 2
Met Arg Pro Ser
1

Ala

Gly

Leu

Leu

65

Thr

Glu

Tyr

Lys

His

145

Ser

ser

Leu

Thr

ser

50

Glu

Ile

Arg

Glu

Thr

130

Gly

Ile

Met

2

1210
PRT
Homo sapiens

Ccys

ser

35

Leu

Ile

GlIn

Ile

Asn

115

Gly

Ala

Gln

Asp

Pro

20

Asn

Gln

Thr

Glu

Pro

100

Ser

Leu

val

Trp

Phe
180

Gly
5
Ala
Lys
Arg
Tyr
val
85
Leu
Tyr
LysS
Arg

Arg

Gln

Thr

ser

Leu

Met

val

70

Ala

Glu

Ala

Glu

Phe

150

Asp

Asn

Ala

Arg

Thr

Phe

55

Gln

Gly

Asn

Leu

Leu

135

ser

Ile

His

Gly

Ala

Gln

40

Asn

Arg

Tyr

Leu

Ala

120

Pro

Asn

val

Leu

Ala

Leu

25

Leu

Asn

Asn

val

GlIn

105

val

Met

Asn

Ser

Gly

Ala

10

Glu

Gly

cys

Tyr

Leu

90

Ile

Leu

Arg

Pro

ser
170

Leu

Glu

Thr

Glu

Asp

75

Ile

Ile

ser

Asn

Ala

155

Asp

Leu

Lys

Phe

val

60

Leu

Ala

Arg

Asn

Leu

140

Leu

Phe

ser Cys GIn
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Ala

Lys

Glu

45

val

ser

Leu

Gly

Tyr

125

Gln

Cys

Leu

Lys

Leu

val

30

Asp

Leu

Phe

Asn

Asn

110

Asp

Glu

Asn

Ser

Cys
190

Leu

15

cys

His

Gly

Leu

Thr

95

Met

Ala

Ile

val

Asn

175

Asp

Ala

Gln

Phe

Asn

Tyr

Asn

Leu

Glu

160

Met

Pro

3300
3360
3420
3480
3540
3600
3633



ser

Lys

Gly

Thr

Glu

Thr

Ala

Asp

Cys

Ala

Leu

Pro

385

Ile

Leu

His

Gly

Cys

Leu

210

Lys

Gly

Ala

Thr

Thr

290

ser

Gly

Asn

Thr

His

370

Pro

Thr

His

Gly

Leu

Pro

195

Thr

ser

Pro

Thr

Tyr

275

cys

Cys

val

Gly

Asn

355

Ile

Leu

Gly

Ala

Gln

435

Arg

Asn

Lys

Pro

Arg

val

val

Arg

Ile

340

Ile

Leu

Asp

Phe

Phe

420

Phe

Ser

Gly

ser

Glu

245

Lys

Met

Lys

Arg

LysS

Gly

Lys

Pro

Pro

Leu

405

Glu

ser

Leu

ser

Ile

Asp

230

ser

Asp

Asp

Lys

Ala

310

Cys

Ile

His

val

GlIn

390

Leu

Asn

Leu

Lys

cys

cys

215

cys

Asp

Thr

val

cys

295

Cys

Lys

Gly

Phe

Ala

375

Glu

Ile

Leu

Ala

Glu

Trp

Ala

Cys

Ccys

Cys

Asn

280

Pro

Gly

Lys

Glu

Lys

360

Phe

Leu

Gln

Glu

val

440

Ile

Gly

Gln

Leu

Pro

265

Pro

Arg

Ala

Cys

Phe

345

Asn

Arg

Asp

Ala

Ile

425

val

ser

Ala

Gln

Asn

val

250

Pro

Glu

Asn

Asp

Glu

330

Lys

cys

Gly

Ile

Trp

Ile

Ser

Gly

Cys

Gln

235

cys

Leu

Gly

Tyr

Ser

315

Gly

Asp

Thr

Asp

Leu

395

Pro

Arg

Leu

Glu

Ser

220

Cys

Arg

Met

Lys

val

300

Tyr

Pro

Ser

sSer

ser

380

Lys

Glu

Gly

Asn

Asp Gly Asp
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Glu

205

Gly

Ala

Lys

Leu

Tyr

285

val

Glu

cys

Leu

Ile

365

Phe

Thr

Asn

Arg

Ile

445

val

Asn

Arg

Ala

Phe

Tyr

270

ser

Thr

Met

Arg

ser

350

Ser

Thr

val

Arg

Thr

430

Thr

Ile

Cys

Cys

Gly

Arg

Asn

Phe

Asp

Glu

Lys

Ile

Gly

Lys

Thr

415

Lys

ser

Ile

Gln
Arg
Cys
2

ASp
Pro
Gly
His
Glu
320
val
Asn
Asp
Thr
Glu
400
Asp
Gin

Leu

Ser



Gly

Phe

Asn

Glu

val

Glu

545

Glu

Asp

Lys

Lys

Thr

625

Pro

Leu

Ile

val

450

Asn

Gly

Ser

Gly

ser

530

Pro

Cys

Asn

Thr

Tyr

610

Tyr

Lys

Leu

val

Glu

690

Ile

Lys

Thr

Cys

Cys

515

Arg

Arg

Leu

cys

Cys

595

Ala

Gly

Ile

val

Arg

Pro

Leu

Asn

ser

Lys

Trp

Gly

Glu

Pro

Ile

580

Pro

Asp

cys

Pro

val

660

Lys

Leu

LyS

Leu

Gly

Arg

Phe

Gln

565

Gln

Ala

Ala

Thr

Ser

645

Arg

Thr

Glu

Ccys

470

Gln

Thr

Pro

Glu

val

550

Ala

Ccys

Gly

Gly

Gly

Ile

Leu

Thr

Pro

Thr
710

455

Tyr

Lys

Gly

Glu

Cys

535

Glu

Met

Ala

val

His

615

Pro

Ala

Gly

Leu

ser
695

Ala

Thr

Gln

Pro

520

val

Asn

Asn

Met

600

val

Gly

Thr

Ile

Arg

Gly

Phe

Asn

Lys

val

505

Arg

Asp

sSer

Tyr

Gly

Cys

Leu

Gly

Arg

Glu

Lys

Thr

Ile

490

cys

Asp

Lys

Glu

Thr

570

Ile

Glu

Glu

Met

650

Leu

Leu

Ala

Lys
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Ile

475

Ile

His

Cys

cys

cys

555

Ccys

Asp

Asn

Leu

Gly

val

Phe

Leu

Pro

Ile
715

460

Asn

ser

Ala

val

Asn

540

Ile

Thr

Gly

Asn

cys

620

cys

Gly

Met

Gln

Asn

700

Lys

Trp

Asn

Leu

Ser

525

Leu

Gln

Gly

Pro

Thr

605

His

Pro

Ala

Arg

Glu

685

Gln

val

Lys
Arg
cys
510
cys
Leu
cys
Arg
His
590
Leu
Pro
Thr
Leu
670
Arg

Ala

Leu

Arg

Glu

His

Gly

cys

val

Asn

Asn

Leu

655

Arg

Glu

Leu

Gly

Leu

480

Glu

Pro

Asn

Gly

Pro

560

Pro

val

Trp

cys

Gly

Leu

Leu

Leu

ser
720



Gly

Lys

Pro

val

Thr

785

Tyr

Trp

Leu

Gln

Glu

865

Met

val

Lys

Lys

Met

945

Phe

Arg

Ala

val

Lys

Asp

val

val

Cys

val

His

850

Glu

Ala

Trp

Pro

Arg

Tyr

Phe

Lys

Ala

755

Asn

Gln

Arg

val

His

835

val

Lys

Leu

ser

Tyr

915

Glu

Met

Glu

Leu

Gly

Ile

740

Asn

Pro

Leu

Glu

Gln

820

Arg

Lys

Glu

Glu

Tyr

900

Asp

Arg

val

Leu

val
980

Thr

725

Pro

Lys

His

Ile

His

805

Ile

Asp

Ile

Tyr

ser

885

Gly

Gly

Leu

Lys

Ile

965

Ile

val

val

Glu

val

Thr

790

Lys

Ala

Leu

Thr

His

870

Ile

val

Ile

Pro

Cys

Ile

Gln

Tyr

Ala

Cys

775

GIn

Asp

Lys

Ala

Asp

855

Ala

Leu

Thr

Pro

Gln

935

Trp

Glu

Gly

Lys

Leu

760

Arg

Leu

Asn

Gly

Ala

840

Phe

Glu

His

val

Ala

920

Pro

Met

Phe

Asp

Asp

Leu

Met

Met

825

Arg

Gly

Gly

Arg

Pro

Ile

Ser

Glu
985

Leu Trp

730

Glu Leu

Glu Ala

Leu Gly

Pro Phe

795

Gly Ser

Asn Tyr

Asn val

Leu Ala

Gly Lys

Ile Tyr

890

Glu Leu

Glu Ile

Ile Cys

Asp Ala

955

Lys Met

Arg Met
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Ile

Arg

Tyr

Ile

780

Gly

Gln

Leu

Leu

Thr

Met

Ser

Thr

940

Asp

Ala

His

Pro

Glu

val

765

Cys

cys

Tyr

Glu

val

845

Leu

Pro

His

Thr

ser

925

Ile

ser

Arg

Leu

Glu

Ala

750

Met

Leu

Leu

Leu

Leu

Ile

Gln

Phe

910

Ile

Asp

Arg

Asp

Pro
990

Gly

Thr

Thr

Leu

Leu

815

Arg

Thr

Gly

Lys

ser

895

Gly

Leu

val

Pro

Pro

975

ser

Glu

ser

ser

ser

Arg

Pro

Ala

ser

Pro



Thr Asp Ser Asn Phe Tyr Arg Ala Leu Met Asp Glu Glu Asp Met Asp
995 1000 1005

Asp val val Asp Ala Asp Glu Tyr Leu Ile Pro GIn GIn Gly Phe
1010 1015 1020

Phe Ser Ser Pro Ser Thr Ser Arg Thr Pro Leu Leu Ser Ser Leu
1025 1030 1035

Ser Ala Thr Ser Asn Asn Ser Thr val Ala Cys Ile Asp Arg Asn
1040 1045 1050

Gly Leu Gln Ser Cys Pro Ile Lys Glu Asp Ser Phe Leu GIn Arg
1055 1060 1065

Tyr Ser Ser Asp Pro Thr Gly Ala Leu Thr Glu Asp Ser Ile Asp
1070 1075 1080

Asp Thr Phe Leu Pro val Pro Glu Tyr Ile Asn Gln Ser val Pro
1085 1090 1095

Lys Arg Pro Ala Gly Ser val Gln Asn Pro val Tyr His Asn Gln
1100 1105 1110

Pro Leu Asn Pro Ala Pro Ser Arg Asp Pro His Tyr GIln Asp Pro
1115 1120 1125

His Ser Thr Ala val Gly Asn Pro Glu Tyr Leu Asn Thr val GlIn
1130 1135 1140

Pro Thr Cys val Asn Ser Thr Phe Asp Ser Pro Ala His Trp Ala
1145 1150 1155

GIn Lys Gly Ser His Gln Ile Ser Leu Asp Asn Pro Asp Tyr Gln
1160 1165 1170

Gln Asp Phe Phe Pro Lys Glu Ala Lys Pro Asn Gly Ile Phe Lys
1175 1180 1185

Gly ser Thr Ala Glu Asn Ala Glu Tyr Leu Arg val Ala Pro Gln
1190 1195 1200

Ser Ser Glu Phe Ile Gly Ala
1205 1210

<210> 3

<211> 40

<212> DNA

<213> Homo sapiens

<400> 3
Seite 7



cccgtcgcta tcaaggaatt aagagaagca acatctccga 40

<210> 4

<211> 31

<212> DNA

<213> Homo sapiens

<400> 4
cccgtcgcta tcaaggcccc gacatctccg a

<210> 5

<211> 13

<212> PRT

<213> Homo sapiens

<400> 5
1

<210> 6

<211> 10

<212> PRT

<213> Homo sapiens

<400> 6
Pro val Ala Ile Lys Ala Pro Thr Ser Pgo
1 5 1

<210> 7

<211> 18

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

primer

<400> 7
gtcgctatca aggccccg

<210> 8

<211> 18

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

primer

<400> 8
ccgtcgctat caaggccc

<210> 9

<211> 18

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

primer

31

pro val Ala Ile Lys Glu Leu Arg Glu an Thr Ser Pro
5

Synthetic

.18

Synthetic

18

synthetic

Seite 8




<400>

9

cccgtcgcta tcaaggcec

<210>
<211>
<212>
<213>

<220>
<223>

<400>

10
20
DNA
Artificial Sequence

pDescription of Artificial Sequence:

primer

10

attcccgtcg ctatcaaggc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

11

22

DNA

Artificial Sequence

Description of Artificial Sequence:

primer

11

cccgtcgcta tcaaggtcct ga

<210>
<211>
<212>
<213>

<220>
<223>

<400>

12

20

DNA

Artificial Sequence

Description of Artificial Sequence:

primer

12

ccgtcgctat caaggcctcg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

13

19

DNA

Artificial Sequence

Description of Artificial Sequence:

primer

13

cccgtcgeta tcaaggtcc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

14

23

DNA

Artificial Sequence

Description of Artificial Sequence:

primer

14

aaattcccgt cgctatcaag gtc

Synthetic

Synthetic

Synthetic

Synthetic

Synthetic

Seite 9

18

20

22

20

19

23



<210>
<211>
<212>
<213>

<220>
<223>

<400>

15

22

DNA

Artificial Sequence

Description of Artificial Sequence:

primer

15

cccgtcgeta tcaaggtcct ga

<210>
<211>
<212>
<213>

<220>
<223>

<400>

16
20
DNA
Artificial Sequence

Description of Artificial Sequence:

primer

16

ccgtcgctat caaggcctcg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

17

19

DNA

Artificial Sequence

Description of Artificial Sequence:

primer

17

cccgtcgcta tcaaggtcc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

18

23

DNA

Artificial Sequence

Description of Artificial Sequence:

primer

18

aaattcccgt cgctatcaag gtc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

19

23

DNA

Artificial Sequence

Description of Artificial Sequence:

primer

19

ccttgttgge tttcggaggt gtc

synthetic

Synthetic

Synthetic

Synthetic

Synthetic

Seite 10

22

20

19

23

23



<210>
<211>
<212>
<213>

<220>
<223>

<400>

20

22

DNA

Artificial Sequence

Description of Artificial Sequence:

primer

20

gttggctttc ggagatgttg gg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

21
24
DNA
Artificial Sequence

Description of Artificial Sequence:

probe

21

aaggccccga catctccgaa agcc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

22

24

DNA

Artificial Sequence

Description of Artificial Sequence:

probe

22

aaggccccga catctccgaa agcec

<210>
<211>
<212>
<213>

<220>
<223>

<400>

23

25

DNA

Artificial Sequence

Description of Artificial Sequence:

probe

23

ccccgacatc tccgaaagcc aacaa

<210>
<211>
<212>
<213>

<220>
<223>

<400>

24

25

DNA

Artificial Sequence

Description of Artificial Sequence:

probe
24

ccccgacatc tccgaaagcc aacaa

<210>
<211>

25
23

Synthetic

22
Synthetic

24
Synthetic

24
Synthetic

25
Synthetic

25

Seite 11



<212> DNA

<213> Artificial Sequence

<220> )

<223> pescription of Artificial Sequence: Sy
probe

<400> 25

agatgtcggg gccttgatag cga

<210> 26

<211> 23

<212> DNA

<213> Artificial Sequence

<220> ) o

<223> Description of Artificial Sequence: Sy
probe

<400> 26

agatgtcggg gccttgatag cga

<210> 27

<211> 20

<212> DNA

<213> Artificial Sequence

<220> ) o

<223> Description of Artificial Sequence: Sy
probe

<400> 27

cggggccttg atagcgacgg

<210> 28

<211> 20

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Sy
probe

<400> 28

cggggcecttg atagcgacgg

<210> 29

<211> 3624

<212> DNA

<213> Homo sapiens

<400> 29

atgcgaccct ccgggacggc cggggcagcg ctcctggegce

gcgagtcggg ctctggagga aaagaaagtt tgccaaggca

ttgggcactt ttgaagatca ttttctcagc ctccagagga

gtccttggga atttggaaat tacctatgtg cagaggaatt

accatccagg aggtggctgg ttatgtcctc attgccctca

ttggaaaacc tgcagatcat cagaggaaat atgtactacg

Seite 12

nthetic

nthetic

nthetic

nthetic

tgctggctge
cgagtaacaa
tgttcaataa
atgatctttc
acacagtgga

aaaattccta

gctctgcccg
gctcacgcag
ctgtgaggtg
cttcttaaag
gcgaattcct

tgccttagca

23

23

20

20

60
120
180
240
300
360



gtcttatcta
caggaaatcc
agcatccagt
cagaaccacc
ggtgcaggag
gggcgctgec
acaggccccc
aaggacacct
cccgagggea
gtgacagatc
gacggcgtcc
ggtattggtg
aactgcacct
ttcacacata
atcacagggt
gagaacctag
gtcagcctga
gtgataattt
tttgggacct
gccacaggcc
agggactgceg
cttctggagg
gagtgcctgce
cagtgtgccc
ggagaaaaca
catccaaact
cctaagatcc
gccctgggga
aggctgctgce
caagctctct
ggtgcgttcg
cccgtcgeta

tacgtgatgg

actatgatgc
tgcatggcgc
ggcgggacat
tgggcagctg
aggagaactg
gtggcaagtc
gggagagcga
gccccccact
aatacagctt
acggctcgtg
gcaagtgtaa
aatttaaaga
ccatcagtgg
ctcctectct
ttttgctgat
aaatcatacg
acataacatc
caggaaacaa
ccggtcagaa
aggtctgcca
tctcttgccg
gtgagccaag
ctcaggccat
actacattga
acaccctggt
gcacctacgg
cgtccatcgce
tcggectctt
aggagaggga
tgaggatctt
gcacggtgta
tcaaggcccc

ccagcgtgga

aaataaaacc
cgtgcggttc
agtcagcagt
ccaaaagtgt
ccagaaactg
ccccagtgac
ctgcctggtc
catgctctac
tggtgccacc
cgtccgagec
gaagtgcgaa
ctcactctcc
cgatctccac
ggatccacag
tcaggcttgg
cggcaggacc
cttgggatta
aaatttgtgc
aaccaaaatt
tgccttgtgce
gaatgtcagc
ggagtttgtg
gaacatcacc
cggcccccac
ctggaagtac
atgcactggg
cactgggatg
catgcgaagg
gcttgtggag
gaaggaaact
taagggactc
gacatctccg

caacccccac

ggactgaagg
agcaacaacc
gactttctca
gatccaagct
accaaaatca
tgctgccaca
tgccgcaaat
aaccccacca
tgcgtgaaga
tgtggggccg
gggccttgcec
ataaatgcta
atcctgccgg
gaactggata
cctgaaaaca
aagcaacatg
cgctccctca
tatgcaaata
ataagcaaca
tcccccgagg
cgaggcaggg
gagaactctg
tgcacaggac
tgcgtcaaga
gcagacgccg
ccaggtcttg
gtgggggccc
cgccacatcg
cctcttacac
gaattcaaaa
tggatcccag
aaagccaaca

gtgtgccgec
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agctgcccat
ctgccctgtg
gcaacatgtc
gtcccaatgg
tctgtgecca
accagtgtgc
tccgagacga
cgtaccagat
agtgtccccg
acagctatga
gcaaagtgtg
cgaatattaa
tggcatttag
ttctgaaaac
ggacggacct
gtcagttttc
aggagataag
caataaactg
gaggtgaaaa
gctgctgggg
aatgcgtgga
agtgcataca
ggggaccaga
cctgcccggce
gccatgtgtg
aaggctgtcc
tcctecttgcet
ttcggaagcg
ccagtggaga
agatcaaagt
aaggtgagaa
aggaaatcct

tgctgggcat

gagaaattta
caacgtggag
gatggacttc
gagctgctgg
gcagtgctcc
tgcaggctgce
agccacgtgc
ggatgtgaac
taattatgtg
gatggaggaa
taacggaata
acacttcaaa
gggtgactcc
cgtaaaggaa
ccatgccttt
tcttgcagtc
tgatggagat
gaaaaaactg
cagctgcaag
cccggagcecc
caagtgcaac
gtgccaccca
caactgtatc
aggagtcatg
ccacctgtgce
aacgaatggg
gctggtggtg
cacgctgcgg
agctcccaac
gctgggctcc
agttaaaatt
cgatgaagcc

ctgcctcacc

420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340



tccaccgtgc
gaacacaaag
ggcatgaact
ctggtgaaaa
gcggaagaga
gaatcaattt
gtttgggagt
tcctecatcec
tacatgatca
ttgatcatcg
gatgaaagaa
gaagaagaca
ttcagcagcc
aattccaccg
agcttcttge
gacaccttcc
tctgtgcaga
cactaccagg
cccacctgtg
caaattagcc
aatggcatct

agcagtgaat

agctcatcac
acaatattgg
acttggagga
caccgcagca
aagaatacca
tacacagaat
tgatgacctt
tggagaaagg
tggtcaagtg
aattctccaa
tgcatttgcc
tggacgacgt
cctccacgtc
tggcttgcat
agcgatacag
tcccagtgec
atcctgtcta
acccccacag
tcaacagcac
tggacaaccc
ttaagggctc

ttattggagc

gcagctcatg
ctcccagtac
ccgtcgettg
tgtcaagatc
tgcagaagga
ctatacccac
tggatccaag
agaacgcctc
ctggatgata
aatggcccga
aagtcctaca
ggtggatgcc
acggactccc
tgatagaaat
ctcagacccc
tgaatacata
tcacaatcag
cactgcagtg
attcgacagc
tgactaccag
cacagctgaa

atga

cccttecgget
ctgctcaact
gtgcaccgcg
acagattttg
ggcaaagtgc
cagagtgatg
ccatatgacg
cctcagccac
gacgcagata
gacccccagc
gactccaact
gacgagtacc
ctcctgagcet
gggctgcaaa
acaggcgcct
aaccagtccg
cctctgaacc
ggcaaccccg
cctgcccact
caggacttct

aatgcagaat
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gcctcctgga
ggtgtgtgca
acctggcagc
ggctggccaa
ctatcaagtg
tctggagcta
gaatccctgc
ccatatgtac
gtcgcccaaa
gctaccttgt
tctaccgtgce
tcatcccaca
ctctgagtgc
gctgtcccat
tgactgagga
ttcccaaaag
ccgcgeccag
agtatctcaa
gggcccagaa
ttcccaagga

acctaagggt

ctatgtccgg
gatcgcaaag
caggaacgta
actgctgggt
gatggcattg
cggggtgact
cagcgagatc
catcgatgtc
gttccgtgag
cattcagggg
cctgatggat
gcagggcttc
aaccagcaac
caaggaagac
cagcatagac
gcccgetggce
cagagaccca
cactgtccag
aggcagccac
agccaagcca

cgcgccacaa

2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3624



