<110>
<120>
<130>
<160> 32
<170>
<210> 1
<211>
<212>
<213>

<400> 1
ccttcgcaag

ggacacctgg
ggggggccgg
ggagggccag
tgccececeege
gggctagtgc
gtggagagca
aagctggaga
cagaaagaac
acacaggccg
accatctgcec
ttgctgcaga
gcagaaaccc
ggcaacctgg
atcgcccagce
cagaagggca
tctecctttct
ccaggctatg
gaagcctttc
gcctgcecctt
agtttgtgce
caaagggtgg

tgctcttgat

674~

1411
DNA
Homo sapiens

BioNTech AG

60

ccctcatttce
cttcggattt
agccgggetg
gaatcgggcc
cgtatgagtt
cccaaggcgg
actccgatgg
aggagaagct
tcgagcaatt
atgtggggct
gctttgaggc
agtgggtgga
tcgtgcaggce
agaatttgtt
agcttgggct
agcgatcaag
cagggggacc
ggagccctca
ccecctgtcectce
ctaggaatgg
agggtttttg

gggcagggga

tttaatccca

SEQUENCE LISTING

PatentIn version 3.5

accaggcccc
cgccttcteg
ggttgatcct
gggggttggg

ctgtgggggg
cttggagacc
ggcctccceg
ggagcaaaac
tgccaagctc
caccctgggg
tctgcagctt
ggaagctgac
ccgaaagaga
cctgcagtge
cgagaaggat
cagcgactat
agtgtccttt
cttcactgca
cgtcaccact
gggacagggg
ggattaagtt

gtttggggca

catcatgtat

METHOD FOR CELLULAR RNA EXPRESSION

cggcttgggg

ccccctccag
cggacctggce
ccaggctctg
atggcgtact
tctcagcctg
gagccctgca
ccggaggagt
ctgaagcaga
gttctatttg
agcttcaaga
aacaatgaaa
aagcgaacca
ccgaaaccca
gtggtccgag
gcacaacgag
cctectggecce
ctgtactcct
ctgggctctc
gaggggagga
cttcattcac
actggttgga

cacttttttc

Page 1

674-60_ST25.txt

cgccttectt
gtggtggagg
taagcttcca
aggtgtgggg
gtgggcccca
agggcgaagc
ccgtcacccce
cccaggacat
agaggatcac
ggaaggtatt
acatgtgtaa
atcttcagga
gtatcgagaa
cactgcagca
tgtggttctg
aggattttga
cagggcccca
cggtcccttt
ccatgcattc
gctagggaaa
taaggaagga
gggaaggtga

ttaaataaag

ccccatggeg
tgatgggcca
aggccctcct
gattccccca
ggttggagtg
aggagtcggg
tggtgccgtg
caaagctctg
cctgggatat
cagccaaacg
gctgcggecce
gatatgcaaa
ccgagtgaga
gatcagccac
taaccggcgce
ggctgctggg
ttttggtacc
ccctgagggg
aaactgaggt
gaaaacctgg
attgggaaca
agttcaatga

aagcctggga

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380
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cacagtagat agacacactt aaaaaaaaaa a 1411
<210> 2

<211> 360

<212> PRT

<213> Homo sapiens

<400> 2

Met Ala Gly His Leu Ala Ser Asp Phe Ala Phe Ser Pro Pro Pro Gly
1 5 10 15

Gly Gly Gly Asp Gly Pro Gly Gly Pro Glu Pro Gly Trp Val Asp Pro
20 25 30

Arg Thr Trp Leu Ser Phe Gln Gly Pro Pro Gly Gly Pro Gly Ile Gly
35 40 45

Pro Gly Val Gly Pro Gly Ser Glu Val Trp Gly Ile Pro Pro Cys Pro
50 55 60

Pro Pro Tyr Glu Phe Cys Gly Gly Met Ala Tyr Cys Gly Pro Gln Val
65 70 75 80

Gly Val Gly Leu Val Pro Gln Gly Gly Leu Glu Thr Ser Gln Pro Glu
85 90 95

Gly Glu Ala Gly Val Gly Val Glu Ser Asn Ser Asp Gly Ala Ser Pro
100 105 110

Glu Pro Cys Thr Val Thr Pro Gly Ala Val Lys Leu Glu Lys Glu Lys
115 120 125

Leu Glu Gln Asn Pro Glu Glu Ser Gln Asp Ile Lys Ala Leu Gln Lys
130 135 140

Glu Leu Glu Gln Phe Ala Lys Leu Leu Lys Gln Lys Arg Ile Thr Leu
145 150 155 160

Gly Tyr Thr Gln Ala Asp Val Gly Leu Thr Leu Gly Val Leu Phe Gly
165 170 175

Lys Vval Phe Ser Gln Thr Thr Ile Cys Arg Phe Glu Ala Leu Gln Leu
180 185 150

Ser Phe Lys Asn Met Cys Lys Leu Arg Pro Leu Leu Gln Lys Trp Val
195 200 205

Glu Glu Ala Asp Asn Asn Glu Asn Leu Gln Glu Ile Cys Lys Ala Glu
210 215 220

Page 2




Thr Val

225

Leu

val Arg Gly

Leu Gln Gln

Vval val Arg

275

Ser
290

Ser Asp

Phe
305

Ser Gly

Gly Thr Pro

Val Pro Phe

Ser
355

Leu Gly

<210> 3

<211> 1085
<212> DNA
<213> Homo

<400> 3
cacagcgccce

acttcggggg
agcccggacce
cgcaagatgg
gccgagtgga
ctgcgagcgce
aagacgctca
aatagcatgg
atggacagtt

cagctgggct

Gln Ala

Arg

Lys Arg

230

Leu
245

Asn

Ile
260

Ser
Val Trp
Ala

Tyr

Gly Pro

Glu

His

Phe

Gln

Val

Asn Leu

Ile

Ala

Asn
280

Cys

Arg Glu

295

Ser Phe

310

Gly Tyr

325

Pro Glu

340

Pro Met

sapiens

gcatgtacaa
gcggcggcegyg
gcgtcaagcg
cccaggagaa
aacttttgtc
tgcacatgaa
tgaagaagga
cgagcggggt
acgcgcacat

accecgcagca

Gly

Gly

His

Ser Pro

Ala

Glu

Asn
360

Ser

catgatggag
caactccacc
gcccatgaat
ccccaagatg
ggagacggag
ggagcacccg
taagtacacg
cggggtgggc

gaacggctgg

cccgggecte

674-60_ST25.txt

Thr
235

Lys Arg

Phe Leu Gln

250

Gln
265

Gln Leu

Arg Arg Gln

Asp Phe Glu

Ala
315

Pro Leu

Phe Thr

330

His

Phe
345

Pro Pro

acggagctga
gcggcggcgg
gccttcatgg
cacaactcgg
aagcggccegt
gattataaat
ctgcccggeg
gccggectgg
agcaacggca

aatgcgcacg

Page 3

Ser Ile Glu

Cys Pro Lys

Glu
270

Gly Leu

Lys Gly

285

Lys

Ala Ala

300

Gly

Pro Gly Pro

Ala Leu Tyr

val Val

350

Ser

agccgccggg
ccggcggcaa

tgtggtcccg

Asn

Pro

255

Lys

Arg

Ser

His

Ser

335

Thr

Arg

240

Thr

Asp

Ser

Pro

Phe

320

Ser

Thr

cccgcagceaa

ccagaaaaac

c¢gggcagcgyg

agatcagcaa
tcatcgacga
accggccccg
ggctgctggce
gcgcgggegt
gctacagcat

gcgcagcgca

gcgcctggge
ggctaagcgg
gcggaaaacc
cceceggegge
gaaccagcgc
gatgcaggac

gatgcagccc

60

120

180

240

300

360

420

480

540

600



atgcaccgct
atgaacggct
cttggctcca
tcttectcee
tatctcccececg
cactaccaga
atgtgagggc
tgggaggggt
aaaaa

<210> 4
<211> 317
<212> PRT
<213> Homo
<400> 4
Met Tyr Asn

1

Thr Ser Gly

Asn Gln Lys

35

Met Val

50

Trp

Lys Met His

65

Leu Leu Ser

Leu Arg Ala

Arg Arg Lys

115

Gly Gly Leu

130

val Ala

145

Gly

acgacgtgag
cgcccaccta
tgggttcggt
actccagggc
gcgccgaggt
gcggeceggt
cggacagcga

gcaaaagagg

sapiens

Met Met

Gly Gly

Asn Ser

Ser Arg

Asn Ser

Glu Thr

85

Leu His

100

Thr Lys

Ala

Leu

Gly Leu

Glu

Gly

Pro

Gly

Glu

70

Glu

Met

Thr

Pro

Gly

cgccctgcag
cagcatgtcc
ggtcaagtcc
gccctgcecag
gccggaaccce
gcccggcacg

actggagggg

agagtaagaa

Thr Glu

Gly Asn

Asp Arg

40

Gln
55

Axg

Ile Ser

Lys Arg
Glu

Lys

Met
120

Leu

Gly
135

Gly

Ala Gly

150

674-60_ST25.txt

tacaactcca
tactcgcagc
gaggccagct
gccggggacce
gccgeccccca
gccattaacg
ggagaaattt

acagcatgga

Leu Lys Pro

10

Ser Thr Ala

25

Val Lys Arg

Arg Lys Met

Leu
75

Lys Arg

Phe Ile

90

Pro

His
105

Pro Asp

Lys Lys Asp

Asn Ser Met

Val Gln

155
Page 4

Asn

tgaccagctc
agggcacccc
ccagcccccce
tccgggacat
gcagacttca
gcacactgcce
tcaaagaaaa

gaaaacccgg

Pro Gly

Ala Ala

30

Met
45

Pro

Ala
60

Gln

Gly Ala

Asp Glu

Tyr Lys

Lys Tyr

125

Ala
140

Ser

Arg Met

Pro

Ala

Asn

Glu

Glu

Ala

Tyr

110

Thr

Gly

Asp

gcagacctac
tggcatggct
tgtggttacc
gatcagcatg
catgtcccag
cctctcacac

acgagggaaa

tacgctcaaa

Gln
15

Gln

Gly Gly

Ala Phe

Asn Pro

Trp Lys

80

Lys
95

Arg

Arg Pro

Leu Pro

vVal Gly

Ser

TYyr
160

660

720

780

840

900

960

1020

1080

1085



Ala His Met

Gln Leu Gly

Gln
195

Gln Met

Met Thr

210

Ser

Met Ser

225

Tyr

Gly Ser Vval

Ser Ser Ser

Met Ile Ser

275

Ser
290

Pro Arg

Gly Thr Ala

305

<210> 5

<211> 2098
<212> DNA
<213> Homo

<400> 5
attataaatc

gttattatgc
tatttctcta
ctcttaaatt
caaagcttgc
tgtgggcctg
gagactgtct

tccaccagtc

Asn Gly

165

Tyr Pro

180

Pro Met

Ser

Ser

Ser Gln

Trp

Gln

His

Gln

Gln

Ser Asn

His Pro

Arg Tyr

200

Thr
215

Tyr

Gly Thr

230

Val Lys

245

His Ser

260

Met Tyr

His

Leu

Ile Asn

Ser

Arg

Leu

Met

Gly

Glu Ala

Ala Pro

Pro Gly

280

Ser Gln

295

Thr Leu

310

sapiens

tagagactcc
aggcaactca
acatcttcca
ttttecctect
cttgctttga
aagaaaacta
ctcctcettee

ccaaaggcaa

aggattttaa
ctttatccca
gaaaagtctt
cttcctctat
agcatccgac
tccatccttg
ttcctccatg

acaacccact
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Gly Ser
170

Tyr

Gly Leu Asn

185

Asp Val Ser

Met Asn Gly

Met
235

Pro Gly

Ser Ser

250

Ser

Cys Gln Ala

265

Ala Glu Val

His Tyr Gln

Ser
315

Pro Leu

cgttctgectg
atttcttgat
aaagctgcct
actaacatga
tgtaaagaat
caaatgtctt
gatctgctta
tctgcagaga

Page 5

Ser Met Met

Ala His Gly

190

Ala Leu Gln

205

Ser Pro Thr

220

Ala Leu Gly

Pro Pro Val

Leu
270

Gly Asp

Glu
285

Pro Pro

Ser Pro

300

Gly

His Met

gactgagctg
acttttcctt
taaccttttt
gtgtggatcc
cttcacctat
ctgctgagat
ttcaggacag

agagtgtcge

Gln
175

Asp
Ala Ala
Tyr Asn
Ser

Tyr

Met
240

Ser

Val Thr

255

Arg Asp

Ala Ala

val Pro

gttgcctcat
ctggaggtcc
tccagtccac
agcttgtccc
gcctgtgatt
gcctcacacg
ccctgattct

aaaaaaggaa

60

120

180

240

300

360

420

480



gacaaggtcc
gtactcaatg
tccaacatcc
aaatctaaga
gcctcagcac
ccgactggga
cagacccaga
caatcctgga
cagtcctgca
gctgctgggg
accatggatt
gtgaaactga
tcccatccct
catccagtca
ttteteteet
aacggagtct
agctccgtct
caggcgcccg
tgtgttagcc
aacagctggg
ccttggetge
ggtttagaat
tcgtattgtt
taagctgtaa
taatttgttg
acatgagtac
gttgatttta
<210> 6

<211> 305
<212> PRT
<213>

<400> 6

cggtcaagaa
atagatttca
tgaacctcag
ggtggcagaa
ctacctaccc
accttccaat
acatccagtc
acaatcaggc
tgcagttcca
aaggccttaa
tattcctaaa
tattactcaa
cataggattt
atctcatgga
ttcctattgg
tgctctgtcg
cccgggttcea
ccacctcgcece
aggatggtct
atttacaggc
cgtctctggce
ctaacctcaa
tgggattggg
catacttaat
gttgtgctaa
tgctttagtt

ccctgatttce

Homo sapiens

acagaagacc
gagacagaaa
ctacaaacag
aaacaactgg
cagcctttac
gtggagcaac
ctggagcaac
ctggaacagt
gccaaattct
tgtaatacag
ctactccatg
tttcagtctg
ttcttgtttg
gggtggagta
atcttcctgg
cccaggetgg
cgccattcte
cggctaatat
cgatctcctg
gtgagccacc
tatagataag
gaataagaaa
aggctttgct
tgatttctta
tctttgtaga
ggtttaagtt

accgagtgtt

674-60_ST25.txt

agaactgtgt
tacctcagcc
gtgaagacct
ccgaagaata
tcttectacc
cagacctgga
cactcctgga
cccttctata
cctgccagtg
cagaccacta
aacatgcaac
gacactggct
gaaaccacgt
tggttggagce
agaaaatact
agtgcagtgg
ctgcctcage
tttgtatttt
accttgtgat
gcgeccctgcece
tagatctaat
tacaagtaca
tattttttaa
ccgtttttgg
aagaggtctc
caaatgaatg

tcaatgagta

tctettecac
tccagcagat
ggttccagaa
gcaatggtgt
accagggatg
acaattcaac
acactcagac
actgtggaga
acttggaggc
ggtattttag
ctgaagacgt
gaatccttcc
gttctggttt
ctaatcagcg
ttttttetet
cgcggtcttg
ctcccgagca
tagtagagac
ccacccgecet
tagaaaagac
actagtttgg
aattggtgat
aaactattga
ctctgttttg
gtatttgctg
aaacaactat

aatatacagc

ccagctgtgt
gcaagaactc
ccagagaatg
gacgcagaag
cctggtgaac
ctggagcaac
ctggtgcacc
ggaatctctg
tgccttggaa
tactccacaa
gtgaagatga
tcteccectece
ccatgatgcc
aggtttcttt
ttttttttga
gctcactgca
gctgggacta
ggggtttcac
cggcectecect
attttaataa
atatctttag
gaagatgtat
ggtaaagggt
ctatatcccc
catcgtaatg
ttttccttta

ttaaacat

Met Ser Val Asp Pro Ala Cys Pro Gln Ser Leu Pro Cys Phe Glu Ala

1

5

10

Page 6

15

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2098
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Ser Asp Cys Lys Glu Ser Ser Pro Met Pro Val Ile Cys Gly Pro Glu
20 25 30

Glu Asn Tyr Pro Ser Leu Gln Met Ser Ser Ala Glu Met Pro His Thr
35 40 45

Glu Thr Val Ser Pro Leu Pro Ser Ser Met Asp Leu Leu Ile Gln Asp
50 55 60

Ser Pro Asp Ser Ser Thr Ser Pro Lys Gly Lys Gln Pro Thr Ser Ala
65 70 75 80

Glu Lys Ser Val Ala Lys Lys Glu Asp Lys Val Pro Val Lys Lys Gln
85 90 95

Lys Thr Arg Thr Val Phe Ser Ser Thr Gln Leu Cys Val Leu Asn Asp
100 105 110

Arg Phe Gln Arg Gln Lys Tyr Leu Ser Leu Gln Gln Met Gln Glu Leu
115 120 125

Ser Asn Ile Leu Asn Leu Ser Tyr Lys Gln Val Lys Thr Trp Phe Gln
130 135 140

Asn Gln Arg Met Lys Ser Lys Arg Trp Gln Lys Asn Asn Trp Pro Lys
145 150 155 160

Asn Ser Asn Gly Val Thr Gln Lys Ala Ser Ala Pro Thr Tyr Pro Ser
165 170 175

Leu Tyr Ser Ser Tyr His Gln Gly Cys Leu Val Asn Pro Thr Gly Asn
180 185 190

Leu Pro Met Trp Ser Asn Gln Thr Trp Asn Asn Ser Thr Trp Ser Asn
195 200 205

Gln Thr Gln Asn Ile Gln Ser Trp Ser Asn His Ser Trp Asn Thr Gln
210 215 220

Thr Trp Cys Thr Gln Ser Trp Asn Asn Gln Ala Trp Asn Ser Pro Phe
225 230 235 240

Tyr Asn Cys Gly Glu Glu Ser Leu Gln Ser Cys Met Gln Phe Gln Pro
245 250 255

Asn Ser Pro Ala Ser Asp Leu Glu Ala Ala Leu Glu Ala Ala Gly Glu
260 265 270

Page 7
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Gly Leu Asn Val Ile Gln Gln Thr Thr Arg Tyr Phe Ser Thr Pro Gln

275

280

285

Thr Met Asp Leu Phe Leu Asn Tyr Ser Met Asn Met Gln Pro Glu Asp

290

vVal
305

<210> 7

<211> 780
<212> DNA
<213>

<400> 7
gtgcggggga

ggggccagcea
tccgtgtcca
gaggcgcecegg
atctgtaagt
ggggtcgegce
gggttccgga
ggtctggaat
cggccaaaag
ggaggtctag
ttctgccaga
agtgcacagg
ctgctccecgg
<210> 8

<211> 209
<212> PRT
<213>

<400> 8

Met Gly Ser

1

Ala Glu Glu

Asp Glu Pro

35

Homo

Homo sapiens

agatgtagca
gccgcccgac
accagcagtt
aggacgcggce
ggttcaacgt
tcgaccceccce
gcttgaagga
ccatccgtgt
gaaagagcat
atcatcatgc
gcatcagcca
gaaagccaac

aggcacagaa

sapiens

Val Ser
5

Ala Pro
20

Gln Leu

295

gcttcttcte
caggggcccg
tgcaggtggc
ccgggceggcg
gcgcatgggg
agtggatgtc
gggtgaggca
caccggacct
gcagaagcgc
caaggaatgc
tatggtagcc
ctactttcga

ttgagccaca

40

cgaaccaacc

gggccacggg
tgcgccaagg
gacgagcctc
ttecggcttce
tttgtgcacc
gtggagttca
ggtggagtat
agatcaaaag
aagctgccac
tcatgtccgce
gaggaagaag

atgggtgggg

Asn Gln Gln Phe Ala Gly

10

Glu Glu Ala Pro Glu Asp

25

Leu His Gly Ala Gly Ile

Page 8

300

ctttgcctte
ctcagccgac
cggcagaaga
agctgctgcea
tgtccatgac
agagtaagct
cctttaagaa
tctgtattgg
gagacaggtg
cccagcccaa
tgaaggccca
aagaaatcca

gctattcttt

ggacttctcc
gaccatgggc
ggcgcccgag
cggtgcgggce
cgcccgcgece
gcacatggaa
gtcagccaag
gagtgagagg
ctacaactgt
gaagtgccac
gcagggccct
cagccctacc

tgctatcagg

Gly Cys Ala Lys Ala

15

Ala Ala Arg Ala Ala

30

Cys Lys Trp Phe Asn

45

60

120

180

240

300

360

420

480

540

600

660

720

780



Val Arg Met

50

Ala
65

Leu Asp

Met Glu Gly

Phe Lys Lys

val
115

Gly Gly

Gln
130

Met Lys

Leu His

145

Asp

Cys His Phe

Lys Ala Gln

Glu
195

Glu Glu

Asn

<210> 9

<21l1l> 2639
<212> DNA
<213> Homo

<400> 9
tcgaggcgac

accggaccta
acttttgtat
aagaaggatc
ctttggggtt

taatgaggca

Gly Phe

Pro Pro

Phe Arg

85

Ser Ala

100

Phe Cys

Arg

Arg

His Ala

Gly

Val

70

Ser

Lys

Ile

Ser

Lys

Phe
55

Leu
Asp Val
Leu Lys
Leu

Gly

Ser
120

Gly

Lys
135

Gly

Glu Cys

150

Gln
165

Cys

Gln
180

Gly

Glu Glu

sapiens

cgcgacagtg
cttactcgcc
acaaaggaac
tcggccaatt
caggtgcccce

gccacctggce

Ser

Pro

Ile

Ile Ser

Ala

Ser

Ser
200

His

gtgggggacg
ttgctgattg
tttttaaaaa
tggggttttg
agctgcttcg

gagtctgaca

674-60_ST25.txt

Ser Met Thr

Phe val His

75

Glu Gly Glu

Glu
105

Ser Ile

Glu Arg Arg

Asp Arg Cys

Pro
155

Lys Leu

Met Vval

170

His

Gln
185

Gly Lys

Pro Thr Leu

ctgctgagtg
tctatttttg
agacgcttcc
ggttttggct
ggctgccgag
tggctgtcag

Page 9

Ala Arg Ala

60

Gln Ser Lys

Ala Val Glu

Val Thr

110

Arg

Pro Lys

125

Gly

Asn

Tyr
140

Cys

Pro Gln Pro

Ala Ser Cys

Pro Thr

Tyr
190

Pro Glu

205

Leu

gaagagagcg
cgtttacaac
aagttatatt
tcgtttctte
gaccttctgg

cgacgcgcetg

Gly val

His
80

Leu

Phe
95

Thr

Gly Pro

Lys Ser

Gly Gly

Lys Lys

160

Pro Leu

175

Phe Arg

Ala Gln

cagcccggcece
ttttctaaga
taatccaaag
tcttcgttga
gcccccacat

ctcccatctt

60

120

180

240

300

360



tctccacgtt
cgaataaccg
gccgcccecta
gtgcggettg
acgatctcct
tggccgcecac
gccctgccag
cgggcgtggce
ctccgacgge
tggccgagct
cgccaggtgg
gcgagtacgg
cggtggtggt
aggcggtctc
cggctgcaca
gtcttgagga
tccatcccca
tcececgecgcet
agccaaagag
acgcgggctg
acacaggtga
cagatgaact
aatgcgaccg
aaatcccaga
tcacactgtc
gttcccaact
aaaatcaaag
acttgaatat
ggtataaatt
tgatgcaata
tatgatgtta

tgatggtgct

cgcgtctgge
ctggcgggag
tgacctggcg
cggcggtage
ggacctggac
cgtgtectcg
cgcgccctcec
gccgggeggce
tceccttcaac
cctgcggceca
cgggctgatg
cagcccgtcg
ggcgccctac
ttcgtgcacc
cgacttcccc
agtgctgagc
cccggggccec
ccattaccaa
gggaagacga
cggcaaaacc
gaaaccttac
gaccaggcac
agcattttcc
cagtggatat
ttccecgatga
gagtcatctt
aacagatggg
tcectggactt
atatccgtga
taagcataaa
gaagaagagg

tggtgagtct

ccggcgggaa
gagctctccce
gcggcgaccg
aacctggcgce
tttattctct
tcagcgtcag
acctgcagct
acgggcggag
ctggcggaca
gaattggacc
ggcaagttcg
gtcatcagcg

aacggcgggc

cacttgggcg
ctggggcggce
agcagggact
aattacccat
gagctcatgc
tcgtggecccce
tacacaaaga
cactgtgact
taccgtaaac
aggtcggacc
gacccacact
gggaaggagc
gtgagtggat
gtctgtgact
acaaaatgcc
gttgggggag
agatcacctt
aagaaattca

tggttctaaa

674-60_ST25
gggagaagac

acatgaagcg
tggccacaga
ccctacctcg
ccaattcgct
cctcctcette
tcacctatcc
gcctcctcecta
tcaacgacgt
cggtgtacat
tgctgaaggc
tcagcaaagg
cgccgcgcac
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Leu

Ser

Tyr

Asp

470

Asp

Ile

Leu

Arg

Thr
550

Glu

375

Ala

Ser

val

Leu

Met

455

Leu

Thr

Ile

Leu

Thr

535

Cys

Artificial Sequence

Oligonucleotide

14

15
21
DNA

Gln

Leu

Lys

Asp

Lys

440

Ser

Tyr

Ala

Ser

Ser

520

Leu
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Trp Ile Glu

Glu

Lys

Thr

425

Asn

Pro

Ala

Phe

Asp

505

Lys

Thr

Leu

Leu

410

Lys

Asp

Glu

Leu

Glu

490

Ile

Lys

Val

Page 18

Phe

385

Ile

Gln

Gly

Gln

Gly

475

Thr

Phe

Pro

Trp

Lys

380

Glu

His

Val

Lys

Ile

460

Leu

Ser

Asp

Glu

Lys
540

Arg

Gln

Arg

Lys

Arg

445

Ser

Ile

Lys

Lys

Asp

525

Lys

Arg

Ile

Asp

Ile

430

Thr

Ser

Leu

Phe

Lys

510

Arg

Ser

Gly

Thr

Leu

415

Gly

Arg

Gln

Ala

Phe

495

Glu

Pro

Pro

Glu

Lys

400

Lys

Asp

Ser

Asp

Glu

480

Thr

Lys

Asn

Glu
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<213> Artificial Sequence

<220>
<223> Oligonucleotide

<400> 15
agctcggatc ctcatcagtt g

<210> 16

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> Oligonucleotide

<400> 16
aaccagcgga tggacagcta c

<210> 17
<211> 21
<212> DNA

<213> Artificial Sequence

<220>
<223> Oligonucleotide

<400> 17
gcttttcacc acgctgccca t

<210> 18
<211> 21
<212> DNA

<213> Artificial Sequence

<220>
<223> Oligonucleotide

<400> 18
aagacctaca ccaagagcag c

<210> 19

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> Oligonucleotide

<400> 19
aggtggtcag atctgctgaa g

<210> 20
<211l> 21
<212> DNA

<213> Artificial Sequence

<220>
<223> Oligonucleotide

Page 19
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21

21

21

21
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<400> 20
ccecctgaacg acagctctag c

<210> 21

<211> 21

<212> DNA

<213> Artificial Sequence
<220>

<223> Oligonucleotide
<400> 21

ttctccacgg acaccacgtc g

<210> 22

<211> 21

<212> DNA

<213> Artificial Sequence
<220>

<223> Oligonucleotide
<400> 22

aaatacagcc cttgtgcctg g

<210> 23

<211> 21

<212> DNA

<213> Artificial Sequence
<220>

<223> Oligonucleotide
<400> 23

ggtgagctgg catacgaatc a

<210> 24

<211> 19

<212> DNA

<213> Artificial Segquence
<220>

<223> Oligonucleotide
<400> 24

aaggccaagg agtacagtc

<210> 25

<211l> 20

<212> DNA

<213> Artificial Sequence
<220>

<223> Oligonucleotide
<400> 25

atcttcagtt tcggaggtaa

Page 20
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21

21

21

21

19

20



<210> 26
<211l> 21
<212> DNA

<213> Artificial Sequence

<220>
<223> Oligonucleotide

<400> 26
tcccagacca aggtttcecttt c

<210> 27
<211l> 21
<212> DNA

<213> Artificial Sequence

<220>
<223> Oligonucleotide

<400> 27
ttacctggct taggggtggt c

<210> 28

<211> 26

<212> DNA

<213> Artificial Sequence

<220>
<223> Oligonucleotide

<400> 28
cctgctcaag ctgactcgac accgtg

<210> 29
<211> 25
<212> DNA

<213> Artificial Sequence

<220>
<223> Oligonucleotide

<400> 29
ggaaaagctg gccctggggt ggagc

<210> 30
<211> 21
<212> DNA

<213> Artificial Sequence

<220>
<223> Oligonucleotide

<400> 30
tgacactggc aaaacaatgc a

<210> 31
<211l> 21
<212> DNA

674-60_ST25.txt
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26
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<213> Artificial Sequence
<220>

<223> Oligonucleotide
<400> 31

ggtccttttc accagcaagc t

<210>
<211>
<212>
<213>

32
2930
DNA

<400> 32
agcagacgag

ggaaaacgaa
cggeggeggce
gctccacact
tcgaggcatc
tcttcecgetgg
ttctctttta
tgacctcaaa
agaatcaaca
ggatacggga
atacataccg
ctccacatga
gtgaaggtag
ttaataagga
gattatccat
ctgtaaatta
gcaaaatggg
aattggccgce
actacctgtc
ccagcacact
taaattctaa
atcaaaggaa
caaagtatac
caggtggatt

ttaaacgtgt

Homo sapiens

ggcttgtgeg
actgagaacc
ggcggcgeag
tggtagaacc
gaggtccatc
tatcactcgt
ccagtttctg
actttagcag
tccacacttc
agaagaaatg
tcagaagcag
taggaggttt
atcaaagaag
aaagaaggca
ggggaattac
tgaacagtgt
acagaaagaa
taaacttgca
ctctggttct
cgcttctgaa
cagtgacagt
ggcaaaaaga
tgtggacaag
tggccaagtt

taaatataat

agagggggcc
agctctcceg
tttgctcata
acaggcacga
ccaataaaaa
ctgtctgaac
gagcaaattc
ttcttccatce
cgtgattatc
gctggtgatc
ggagtagtac
acatttcaag
gaagcaaaaa
gttagtcctt
ataggcctta
gcatcggggg
tatagtattg
tatcttcaga
tttgctacta
tcatcatctg
ttaaacagtt
tctttggcac
aggtttggca
ttcaaagcaa

aacgagaagg

674-60_ST25

gggcggctge
aagccgcggg
ctttgtgact
caagcataga
tcaggagacc
cagcggttge
agtttgcctt
tgactcaggt
tgcgtgcatt
tttcagcagg
ttaaatatca
ttataataga
atgccgcagc
tattattgac
tcaatagaat
tgcatgggcc
gtacaggttc
tattatcaga
cgtgtgagtc
aaggtgactt
cttcgttget
ccagatttga
tggattttaa

aacacagaat

cggagcgtga
Page 22
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agggaaggcg
tctceggeeg
tgcggtcaca
aacatcctaa
ctggctatca
atttttttaa
cctggatttg
ttgcttctct
ttggacaaag
tttcttcatg
agaactgcct
tggaagagaa
caaattagct
aacaacgaat
tgcccagaag
agaaggattt
tactaaacag
agaaacctca
ccaaagcaac
ctcagcagat
tatgaatggt
ccttecectgac
agaaatagaa
tgacggaaag

agtaaaagca

gagtccaagg
gcggceggcgyg
gtggcattca
acaatcttca
tagaccttag
gccttetttt
taaattgtaa
ggcggtcttc
cttccaacca
gaggaactta
aattcaggac
tttccagaag
gttgagatac
tcttcagaag
aaaagactaa
cattataaat
gaagcaaaac
gtgaaatctg
tctttagtga
acatcagaga
ctcagaaata
atgaaagaaa
ttaattggct
acttacgtta

ttggcaaaac

21

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500



ttgatcatgt
agaccagtga
caaggtcaaa
aacaatggat
ttgaacaaat
ttaagccaag
ttgtaacatc
tgagcccaga
ggctaattct
tcacagacct
tacagaaatt
ccttgactgt
ctgaaaaagt
gaatatcaat
ctaatctttc
tttacttttt
ctgttgccca
ggttcaagtg
cacccaacta
tctcaaactc
agggatgagc
aaattttctt
ccgcttttag

tggagaaata

aaatattgtt
tgattctctt
gactaagtgc
tgaaaaaaga
aacaaaaggg
taatatattc
tctgaaaaat
acagatttct
tgctgaactt
acgggatggc
actctcaaag
gtggaagaaa
atcctgcttc
agatatttac
tgcagaaaca
cctggctcat
ggctggagtg
attctecctge
atttttgtgt
ctgacctcaa
caccgcgccc
tttatactat
gccaaaaaaa

tggtactcat

cactacaatg
gagagcagtg
cttttcatcc
agaggcgaga
gtggattata
ttagtagata
gatggaaagc
tcgcaagact
cttcatgtat
atcatctcag
aaacctgagg
agcccagaga
tgatatgcag
cttttatttt
gaaaggtttt
ctctttattc
caatgacaca
ctcagcctcc
ttttaataaa
gtaatccacc
agcctcatct
taatgaatca
tgtaagatcg

taaaaaaaaa

674-60_ST25
gctgttggga
attatgatcc
aaatggaatt
aactagacaa
tacattcaaa
caaaacaagt
gaacaaggag
atggaaagga
gtgacactgc
atatatttga
atcgacctaa
aaaatgaacg
ttttccttaa
aatgtttcct
cttctttttg
tttetetttt
gtcttggctc
tgagtagctg
gacagggttt
tgcctcggece
ctttgttcta
atcaattcat
ttctectgect

aaaaaaagtg
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tggatttgat
tgagaacagc
ctgtgataaa
agttttggcect
aaaattaatt
aaagattgga
taagggaact
agtggacctc
ttttgaaaca
taaaaaagaa
cacatctgaa
acacacatgt
attatctaaa
ttaatttttt
cttcaaaaac
tttaaagaca
actgcaactt
gattacaggc
caccatgttg
tcccaaagtg
aagatggaaa
atctatttat
cacatagctt

atgtacaacc

tatgatcctg
aaaaatagtt
gggaccttgg
ttggaactct
catagagatc
gactttggac
ttgcgataca
tacgctttgg
tcaaagtttt
aaaactcttc
atactaagga
tagagccctt
atctgctagg
actattttta
attcttacat
gagtctcgcet
ctgcctcttg
atgtgccacc
gccaggctgg
ctgggattac
aaccaccccce
taaatttcta

acaagccagc

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2930



