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SEQUENCE LISTING

<110> INSERM
<120> METHODS FOR THE SCREENING OF SUBSTANCES THAT MAY BE USEFUL FOR
THE PREVENTION AND TREATMENT OF INFECTIONS BY NEISSERIA BACTERIAL
SPECIES
<130> BI010981 DUMENIL / MC
<160> 2

<170> PatentIn version 3.3

<210> 1

<211> 472

<212> PRT

<213> Neisseria meningitidis
<400> 1

Met Asn Ile His Ala Leu Leu Ser Lys GIn Trp Thr Leu Pro Pro Phe
1 5 10 15

Leu Pro Lys Arg Leu Leu Leu Ser Leu Leu Ile Leu Leu Ala Pro Asn
20 25 30

Ala Met Phe Trp val Leu Ala Leu Leu Thr Ala Thr Ala Arg Pro Ile
35 40 45

val Asn Leu Asp Tyr Leu Pro Ala Ala Leu Leu Ile Ala Leu Pro Trp
50 55 60

Arg Phe val Lys ITe Ala Gly val Leu Ala Phe Trp Leu Ala val Leu
65 70 75 80

Phe Asp Gly Leu Met Met val Ile Gln Leu Phe Pro Phe Met Asp Leu
85 90 95

Ile Gly Ala Ile Asn Leu val Pro Phe Ile Leu Thr Ala Pro Thr Pro
100 105 110

Tyr Gln ITe Met Thr Gly Leu Leu Leu Leu Tyr Met Leu Ala Met Pro
115 120 125

Phe val Leu GIn Lys Ala Ala Ala Lys Thr Asp Phe Arg His Ile Ala
130 135 140

val Cys Ala Ala val val Ala Ala Ala Gly Tyr Phe Thr Gly His Leu
145 150 155 160

Ser Tyr Tyr Asp Arg Gly Arg Met Ala Asn Ile Phe Gly Ala Asn Asn
165 170 175

Phe Tyr Tyr Ala Lys Ser Gln Ala Met Leu Tyr Thr val Ser Gln Asn
180 185 190
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Leu val Asp Pro val Phe
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Glu
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465

<210> 2

<211> 1419
<212> DNA
<213>

<400> 2
atgaatattc

ctgctgctgt
ctgaccgcca
gccctgectt
tttgacgggc
aacctcgtcc
ctgctgtata
cggcacattg
agttactacg
aaaagtcagg
gtcgatcccg
ccgaaatctc
gaacttcaaa
gaaagcggca
gcctacggcg
tgcctcccca
agttcgcttt
gccgaaaacc
ctgttcggcg
acgctgacca
accgaatacg
ttcttcgacc
atcgtcggcg

caggggcacg
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470

acgccctgcet
ccctgctgat
ccgcececgcecc
ggcgtttcgt
tgatgatggt
ccttcatcct
tgctggcgat
ccgtctgcegce
accgggggcyg
cgatgctcta
tcttecctccc
aaaaaatcct
acgccacttt
gttttccctt
gtttgcgegg
accgtttgaa
acgaccgctt
tgatcggtaa
aagtgtcggc
gccacgccga
gcctacccgc
aactggcgga
accatccgcc

tcgecctggcet

Neisseria meningitidis

ctccaaacaa
actgctggcc
gattgtcaat
caaaattgcc
gatccagctt
gaccgccccc
gccgtttgtg
cgccgttgtg
gatggccaat
caccgttagc
cttgggcaat
ctttatcgtc
tgccaaactg
catcggcgcg
gttcgcactg
acaagaaggt
cagctggtat
aaaaacctgt
atttttcaaa
ctatcccgaa
cgaaaccgac
tttaatccaa
gcccgteggce

gaacttcaaa

tggacgctgc
cccaatgcga
ttggactacc
ggcgtattgg
ttccctttta
accccttatc
ttgcagaaag
gcggcagcecg
atcttcggcg
cagaatgccg
cagcagcgtg
gccgaatctt
ctggcgcaaa
acggtcgaag
cgccgegegce
tatgccacct
ccgagggcgg
gccattttcg
aaacacgaca
tccgacattt
ctctgccgcea
cgccccgaaa
aacctcaatg

atcaaataa
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cgccattcct
tgttttgggt
ttccecgecgce
cgttttggct
tggacctcat
agataatgac
ccgeccgecaa
gctatttcac
caaacaactt
actttattac
ccgccacgcea
gggggctgcc
aagaccgttt
gcgaaatgcg
ccgacgaaaa
ttgcgatgca
gctttcaaga
gcggcgtgtg
agggactgtt
tcaaccacag
acttcagcct
tgaaaggcgt

aaaccttccg

gccgaaacgg
tttggcactg
gctgctgatc
ggcggttttg
cggcgccatc
cgggctgttg
aaccgacttc
cggccatttg
ctattacgcc
cgccggectg
tctgaacgag
ggccaatccc
ttcggtttgg
cgaattgtgc
atttgcccgce
€ggcgegggc
aatcaaaacc
cgacagcgag
ttactggatg
gctcaaatgc
gcacacccaa
ggaagtcatc

ctacctcaaa

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1419



