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SEQUENCE LISTING

YEDA RESEARCH AND DEVELOPMENT CO. LTD.

LEVELS AND MEANS AND METHOD FOR PRODUCING SAME

<130>
<160>
<170>
<210> 1

<211> 7099
<212> DNA
<213>

<400> . 1

YEDA
39

/0110 PCT

PatentIn-version 3.5

solanum Tycopersicum

attaataaaa aatgttaaaa tctttatcgg

tttaaagect
aataatttct
ttgctcgaat
atacctatgg
atactcatca
tattgactaa
aatttttttg
caaaaagcaa
cataaattat
tgggttttat
taaatttttt
aacaattttt
tcaagatttc
atttaaatag
gcaaaataaa
aagatatgta
ctctcacata
atcggttatc
gttttgaatt
ccttctaatg

ddaacacCaaaa

ttaggtcata
aattaattac
acggtgcttt
gtcaaagtga
actaaatatt
tcaaaatgac
aaaatggcct
taaacataac
gtgcaaaatt
aagtaaatat
tagaaaaata
gttgactaat
aaaattaatt
ttttttttga
tcttcacgtg
gaaaattatt
aaatattggg
atcgacgtat
tgatttttta
gaatcctatg

tgaaaataaa

taaaatgagt
cgctaaaaat
actccaagtc
tagaggatat
tttagtcaaa
tcgggacaac
ttcgagtcgt
atttgattgt
ttatattatt
gcttaaaagc
ttatagaaaa
tttttttttt
ttgttgttcc
atctgatact
accaatgcat
gttacaaaaa
acccaacgtt
ctgatccagt
gtattaaaaa
tagcgcgaat

aacaaaaatc

tattaattaa
attaaatgcc
tcacacaaaa
acacttaact
taaaaaccaa
cttgaataat
tatcgaaaga
tatatttaga
ttcttttatt
ttacagaagg
taaaataaca
ttacttttta
gattaatatt
aatgataaaa
actaatatta
caagtggaat
ttagaaagaa
agaaacatta
agataagatt
aaatttttgg
tcgaaatagt
ctcattttac

Page

atgtcattag
attaaaaatg
ataaacaatt
ccatttaatt
ctgaaataat
ttaaattttt
aataaaaata
ccaataacaa
tttttaatta
atataatatg
aaattaatag
tcaaaatatt
agagttctat
tgtgattgat
aatttaaagc
ttattaaaat
acaaagtcca
ttgttatggc
atttctctcg
taagaaatgt
ctaatttcaa
taataatcat

1
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ORGANISMS WITH ALTERED STEROIDAL SAPONIN AND STEROIDAL ALKALOID

atccaatata
aaaatttaac
gaatagccca
tgattcactt
tattaaaaaa
aaatcaactt
tttatttttg
aaaaaaatca
ataatatttg
gtatgaaaaa
tgtgattgac
tttgtatatt
tagtgcttga
attttaaact
caacaacccc
taaatacgac
tctttgaatt
aaaagaaaaa
ttaatcgtag
ctttccctat
tttaattatt

aataatgatg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320



tagaaattat
dataaatatta
aagtgtaaag
aaaaatatct
attattattt
ggaccatatc
ataaataagt
aatttcttta
ttaacgaaag
cttctattaa
ttgtcttttc
tgtagccatt
aaaatagaga
acttggaatt
caaattttgt
Taacacactt
ctttgctact
tcagatcctt
aattgtaatt
gaaggaggaa
gaaataatta
atgaaaaaat
acagcaccag
gtgagttcta
atgcacaagc
gaattatttg
ccaattaatc
ttattattat
gtttttttta
tttgaattag
tgtaaacagc

gtatttagaa

tagctaatcc
tatataaacc
gttgtgtaaa
taaagaatta
tagtttttce
attatttgtt
ttttctcaaa
ataattttac
ttggggggct
ggaataaaat
acatatttgg
tactacctcc
gagagaacaa
ttcacatttt
tcaaacaaat
tcttacttca
aggtaaatca
ttaaaattta
acattttttt
tgtatagggc
gaaaagtttt
taattggatt
taaaaagtca
cattagagaa
ttacgtttga
atgaaatgtt
tcccaggatt
tatttcattt
acttggcatg
taaacacatg
aaagtaggat

gcatcctaaa
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caaaatatta
aacaatcaaa
agcttttagg
tatatataat
ctttctttta
aactgaaatg
attcaacaac
aaaatcgaaa
daaattatatt
tataaagatt
tctcatcatt
aatcaaattc

tggatttcta

atgccatatt

ataacatccc
aagcttcaat
ttttaattac
gtatagtttt
ttgtagagtc
atacatattt
gatggatgaa
aacaacttcg
tggattatta
atacgctact
ggtgtttatg
tgaggagatt
tgcttatcat
taataaatta
gagttatatt
agttcgacct
gtgtgtattt

ttgaaaggaa

atcataaata
acaaaaactc
tttctagtca
caatatatga
attttttcca
acaaaaataa
acatttaaac
atatatttag
cacgtgattg
taactatctt

attgttgcca

acaaatccat

caatttagcc
aatgagaata
aaatggttat
gtgtggtgat
atcgtactta
gaagaatttg
taacgaacgt
gggaagccaa
gagtatcttg
atagaagaag
tctgattatt
acggaagaac
agacttttaa

actgctgtaa

‘aagggactca

taaataagca
tgtgceccttt
gacataatat
acatgttcaa

gaaatgtgag

daatttaact
atagtataag
aataactatg
tttttcattt
taccttttgt
accaaaattt
cttttcattt
tttatcaata
tatttttrttt
tgaaagtaaa
tattttttta
ccaaattatt
ttgttcttca
aatggttggt
atgggtttgc
ccaaaatcat
tttactatgt
acacgaatac
aatttttttet
caattatggt
aaagaggttt
acaaatattt
tcgattatat
ctgttgagtt
ttggtgatga
ttagtggtgt
aggtaagatt
taagatatga
ttattttgag
acgtaggata
ttttatacaa

acgagtccag
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‘aataatcaaa

acagtacaac
atttttcttc
tttttggttt
ccgtaatcat
aacagctaac
aaaaaaaaac
atgaaacctt
tttaattgca
aaggttagta
gataaataaa
caaagaaaaa
tagctttaat
attatgcaat
catattttgg
tcattgattt
tgtttacgcg
tgcaattgta
taggtttgga
gacaaagcca
gcctaattat
tcgtagatta
cgataaaact
tcttcataaa
agttaatcaa
tcacaatttg
ttttgaactt

ataatgtgtt

tgtgtgtaaa

ccgtgtagga
atttaaatgt

gttaaatgac

1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180

3240



atatatgtat
tgctcttcaa
atgtttaaac
tgacaatttt
ttacttattt
cagttgaaaa
aaccccccac
tagagagact
tccatttata
atttgtacat
aaaagtacta
ttacgatcaa
gtatggctat
atcaagaact
cacaacatag
ttaatcttat
gtatttaaaa
aaggcaaaca
ttgagtgaca
gttgctctta
aaagccaaag
aagtttgaac
aactagtcca
tggggttaaa
tattttatat
tagtaaagag
catttgttag
taataaatta
atgttatttc
gtcggtattc

caaactactt

tttagttaga
tttggattcg
atgtaaaaaa
gtgtcctacg
aatttataca
tgacatattt
cccaccccca
atagaattca
tgacattttt
gaaattttta
tgagtcacaa
agatagactt
ttcatttaac

acgaaatcac

agtgcaacat

cgtgttgtat
aattaattga
taattgatat
agaagatcat
tgtctgtcaa
taagtactct
gaatagactg
attagtcaga
atgagattac
gacgatattt
aagagcatct
taaggtaaga
aaaaaaaagt
ttttaatatt
cttagagaca

ttttttactt
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ataacatgtt
actgacattt
ttgaacaaat
taataccctt
aatttaagtg
atttattaat
aaagaéaaaa
agatatttgt
tatattttaa
atgtttttaa
caattgataa
gtttgactct
gaacttttga
ccctttcatce
tcatgttaaa
atgtttatta
tgaaagaaga
gttgttatca
tgaaatccta
ggcaattttc
tttactctgt
agtaaattag
ttaggttgaa
aaaagggtcg
gattaattac
tcaaatgctg
caatattatt
gataatataa
gacagataat
caagtactac

tatatatata

Ttttttatat
atgtccttca
aaacacattc
catgtattat
tttatttata
aattttctac
aaacttttaa
tttgttgtac
tggtcaaaaa
aataaaattt
Ttcaaaattt
tgaaaaatct
tttaattcaa
ttttatcatg
gaccaaaact
tgatttcagg
gaagccatga
aacaacaatc
gttttgrttt
cacttacaaa
tctacgggtyg
tccaatattt
tttgaacgaa
agtcataact
tattttttta
gacttagttt
atgttatcat
aaattgaact
taatgaaacg
ttttaacata
tatatttttt

Page

ataaaaataa
actttaggtg
ggcttacgta
actacacaag
aaattaacat
ggacgtaatt
taatttgttg

taccatctat

‘tagtttaagt

atatatttgt
ttaaatgatt
aaaaagtaac
gtgcaacact
atatttatgg
tatgagattt
ctcgaaaagt

aggatggaaa

aagattatga

catttgctgg
aacatccaca
ttaaacagac
acttggatag
ttaaattagg
caacttgtcc
acaggaggaa
tgatgaaatt
cacacaaaaa
aacatgcatt
ttacgtatag
aatggttggt
ttttcgtaaa
3
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tatataaatg
tcacaaacag
acgtcctaca
acatatgtgt
acatagatat
acatgcgtgg
tggtggttat
tccagctatg
ttgatataga
aaattacgta
tatgaaaaat
atattaaatt
tatttcacaa
ttataattaa
ctctgtttat
actaggagag
atcaatgcca
agcaaacatg
ttttgaacct
tttcttggaa
gagttgaatt
atcataactg
tcaagttatt
tagtttattt
caagaggaaa
agacaaatga
gtcatcaata
atttttatta
ctactgatca
gctttgcctt

atgaaatatg

3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100



acagatattt
gggtacacca
cctgatgttt
cattttaatt
ttttcgaggg
ttaggtattt
cacaagtact
tcatattatc
gcactatctt
aaaaaaggta
ataactttgt
tttccattta
caatgtttta
tagtactagg
actaggaaga
tctgtatgtt
tctagttaat
gctatcaatg
taatatatat
caaaaattat
atattgaaac
gatccaattt
ggtaattaaa
tttcaaacca
ttaaaaaaaa
ttactgattt
ttgagcaaat
agaagctatc
attcaaaata
ggtcgaatat
taattaaaaa

taaacaatta

tgagacgaag
tacccaaagg
atgttcaacc
aattgtgttt
ttaataatat
tatttgcagg
ccttcaacct
tccgtgaact
gtgggcgcaa
gaaaattact
ctttgaaatt
ttaatacata
tttattaaca
atactaataa
aaaaaatcgc
ctgctattta
caattctttt
gctttacagt
gtttctegtt
tctcacatta
taagccaggc
ggccaagctt
tagtaaaaaa
aaatattttc
taaatatttc
atattatatt
taatccagag
gatctctagt
tcgaaaacaé
ttaatacaga
atattttaca

dacaaatcct
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aaaatctaat
gtggaagttt
taaggaattt
caagaaaatt
atgattcaaa
ttgattaaaa
atgttcgaat
tattttatta
tgctggttga
tataaaataa
tcgagcatag
agaatattta
tcaattaatt
taatatcgaa
ttaacaacct
gagttatatc
taatccttcce
tctcaacaat
tttagafatc
tttattattt
atttttctac
caaatttcag
tcactaatta
aaagggacta
gacctttata
ttaatttaat
gctagatgtt
aatggtaatt
taagtgtact
atcacttttg
tctecttatt

aagttatata

aattcgttcg
tttgcagttg
aatccttcga
tcttttcact
gaatgtttag
ctcgtgatat
tttcagagat
ataattttct
ctttttttta
gttcaggggg
attgagggat
taaaagtagc
ttgactcatc
aatgtgctct
tttgacattc
ctcgattagt
ttgatctatc
acatagctaa
tgaaacatct
aattaatgat
ctttttcaat
taattcttca
tattttgaat
aaatatatga
cttgtggttt
taaatggttt
atcctcctga
aaaatttaat
catgaatact
ttagaaaata
gaaaaaaatc

ataaatttaa

ttttaaatct
tatggaatat
gatgggatgt
ttttttttat
taataaattg
caatttattt
acacttatac
accctttttg
agctcgtgcec
taataggacc
tgagggagta
tcataaaaat
taattcagtt
aaactagaat
ttcaacccta
tagagatgac
tttacctcte
aatgcgtatt
caatttcgct
Ctatgtgatt
gggccccaaa
ttattatctt
atttaatttt
atttatcgcg
taattgaaat
ttttaaatat
aaattgtctt

cattgtatta

tattaaatty

ttatattctt
taaattcgtt

tactcgccat
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tgtatgtgta
tcatatgaat
aagtaatatt
aatcgagaat
tatttgatta
agggataatg
tatactaaga
gtcctacgtg
atgtaggccg
ttagtatagt
cttgtgcatt
ataatttatt
catctaaaaa
cacaccctcc
attttcaacc
ttacgttatg
cttaagcatt
aacatcgtaa
ttttatgtcg
ttttgacagg
tcatgcccag
cttcactaca
tttattttat
aaatttatdt
gaactataaa
taatgcaggg
gtgaaattca
caaataaata
gatgttattt
ctgatttttt
agttttaaaa

tcccgatatc

5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780
6840
6900
6960
7020
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PCT/IL2012/000019

taatcgagga taataaaaaa aattataaat tatttcatta aaaattacag aagtaaggga

gcacagaaca

<210>
<211>

<212>
<213>

'<400> 2
aaattattca

2
1501
DNA

gttcttcata
tggttggtat
gggtttgcca
aaaatcattc
catatttggg
ggatgaagag
aacttcgata
attattatct
cgctactacg
gtttatgaga
ggagattact
ttatcataag
tgaaagaaga
gttgttatca
tgaaatccta
ggcaattttc
ggaaatagta
aatgacattt
attccttaga
gaagtttttt
ggaatttaat
ttcaatgggc
tcttcattat
tcctectgaa

a

ccacttcat

aagaaaaaaa
gctttaatac
tatgcaatca
tattttggta
attgatttct
aagccaacaa

tatcttgaaa

gaagaagaca

gattatttcg
gaagaacctg
cttttaattg

gctgtaatta

ggactcaagg

gaagccatga
aacaacaatc
gttttgtttt
cacttacaaa
aagagaagag
gttagtaaga
gacacaagta
gcagttgtat
ccttcgagat
cccaaatcat
tatcttcttc

aattgtcttg

solanum Tycopersicum

aatagagaga
ttggaatttt
aattttgttc
acacactttc
ttgctactag
ttatggtgac
gaggtttgcc
aatattttcg
attatatcga
ttgagtttct
gtgatgaagt
gtggtgttca
ctcgaaaagt
aggatggaaa
aagattatga
catttgctgg
aacatccaca
catcttcaaa
taattaatga
ctacttttaa
ggaatattca
gggatgatat

gcccaggatc

actacagggt

tgaaattcaa

gagaacaatg
cacattttat
aaacaaatat
ttacttcaaa
gtttggagaa
aaagccagaa
taattatatg
tagattaaca
taaaactgtg
tcataaaatg
taatcaagaa
caatttgcca
actaggagag
atcaatgcca
agcaaacatg
ttttgaacct
tttcttggaa
tgctggactt
aacgttacgt
cataaatggg
tatgaatcct
tgaaactaag
caatttggcc
tgagcaaatt

gaagctatcg

Page

gatttctaca
gccatattaa
aacatcccaa
gcttcaatgt
ggaggaatgt
ataattagaa
aaaaaattaa
gcaccagtaa
agttctacat
cacaagctta
ttatttgatg
attaatctcc
gtatttaaaa
aaggcaaaca
ttgagtgaca
gttgctctta
aaagccaaag
agttttgatg
atagctactg
tacaccatac
gatgtttatg
ccaggcattt
aagcttcaaa
aatccagagg

atctctagta

atttagcctt
tgagaataaa
atggttatat
gtggtgatcc
atagggcata
aagttttgat
ttggattaac
aaagtcatgg
tagagaaata
cgtttgaggt
aaatgtttga
caggatttgc
aattaattga
taattgatat
agaagatcat
tgtctgtcaa
aggaacaaga
aaattagaca
atcagtcggt
ccaaagggtg
ttcaacctaa
ttctaccttt
tttcagtaat
ctagatgtta
atggtaatta

7080
7099

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1501



<210>
<211>
<212>
<213>

<400>

3
487
PRT

Solanum Tlycopersicum

3

get Asp Phe Tyr

Ile Phe
Ala Ile
Gly Leu
50
Cys Gly
65
Glu Gly
val Thr
Leu Glu
Thr ser
130
Lys Ser
val ser
Phe Leu

Leu Ile

Glu ITe
210

Thr
LysS
35

Pro
Asp

Gly

Lys

His
Ser
His
Gly

Thr

Phe
20

Phe
Tyr
Pro
Met
Pro
100
Gly
Glu
Gly
Thr
Lys

Asp

Ala

Asn
5
Tyr
Cys
Phe
Lys
Tyr
85
Glu
Leu
Glu
Leu
Leu
165
Met

Glu

val

Leu

Ala

Ser

Gly

Ser

70

Arg

Ile

Pro

Asp

Leu

150

Glu

His

val

Ile

Ala

Ile

Asnh

Asn

55

Phe

Ala

Ile

Asn

Lys

Lys

Asn

ser
215

YEDA-OllO PCT_ST25.txt

Leu

Leu

Ile

Tyr

Arg

Tyr

120

Tyr

AsSp

Tyr

Leu

Gln

200

Gly

Phe

Met
25

Tyr

. Leu

ASp

Ile

Phe

Tyr

Ala

Thr

185

Glu

val

Phe

10

Arg

Asn

ser

Phe

Phe

90

val

Lys

Arg

Phe

Thr

170

Phe

Leu

His

Ile
Ile
Ile
Tyr
Phe
75

Gly
Leu

Lys

Arg

Glu
Phe

Asn

Page

Ala

Asn

Pro

Phe
60

'A1a

Lys
Met
Leu
Leu
140
Tyr
Glu

val

Asp

L.eu
Gly
Asn
45

Lys

Thr

Pro

Asp

Ile

Ile
Trp
30

Gly
Ala
Arg
Thr
Glu
110

Gly

125

Thr

Ile

Glu

Phe

Glu

Ala

Asp

Pro

Met

190

Met

205

Leu
220
6 ~

Pro

Ile

Leu

15

Tyr

Tyr

ser

Phe

Ile

95

Glu

Leu

Pro

Lys

‘val

175

Arg
Phe

Asnh

Gly
Tyr
Met
Met
G1y
80

Met
Tyr
Thr
val
Thr
160
Glu
Leu

Glu

Leu

PCTNL2012/0000189



Pro
225
Glu
Gly
Asn
Glu
Met
305
Glu
Ser
Ser
Phe
Pro
385
Pro
Asp
Lys

Leu

Ala

Gly
val
Lys
AsSn
Ile
290
Ser
Lys
Asn
Lys
Leu
370
Lys
Asp
Ile
Ser
His
450

Arg

Phe
Phe
Ser
Gln
275
Leu
val
Ala
Ala
Ile
355
Arg
Gly

val

Glu

435

Tyr

Cys

Ala

Lys

Met

260

Asp

val

Lys

Lys

Asp

Trp

Tyr

Thr

420

Pro

Tyr

Tyr

Tyr
Lys
Pro

Tyr

Leu

Ala

Glu

Leu

Asn

Thr

Lys

val

405

Lys

Gly

Leu

Pro

His
230
Leu
Lys
Glu
Phe
Ile
310
Glu
ser
Glu
Ser
Phe
390
GIn
Pro
Ser

Leu

Pro

YEDA-0110 PCT_ST25.txt

Lys Gly Leu Lys

Ile

Ala

Ala

Ser

295

Phe

Gln

Phe

Thr

Thr

375

Phe

Pro

Gly

Asn

His

455

Glu

Asp

Ash

Asn

280

Phe

His

Glu

Asp

Leu

360

Thr

Ala

Lys

Ile

Leu

440

Tyr

Asn

G1u
Ile
265
Met
Ala
Leu
Glu
Glu
345
Arg
Phe
val
Glu
Phe
425
Ala

Arg

Cys

Arg
250
Ile
Leu
Gly

Gln

Ile
Ash
val
Phe
410
Leu
Lys
val

Leu

Ala Arg Lys val

235

Arg

Asp

ser

Phe

315

val

Arg

Ala

Ile

Trp

Asn

Pro

Leu

Glu

val
Page

Glu

Met

Asp

Glu
300

His

LysS
Gln
Thr
Asn
380
Asn

Pro

Phe

GIn.

Gln
460

Lys
7

Ala

Leu

Pro

Arg

Met

365

Gly

Ile

Ser

Ser

Ile

445

Ile

Phe

Met

Leu

270

Lys

val

His

Arg

Thr

350

GlIn

Tyr

His

Arg

Met

430

ser

Asnh

Lys

Leu

Ile
Ala
Phe
Ala
335
Phe
Ser
Thr
Met
Trp
Gly
vaj

Pro

Lys

Gly
Asp

Asn

Leu
Leu
320
Sér
val
val
Ile
Ash
400
Asp

Pro

Ile

PCTAL2012/000019

Glu

Leu



465
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470

Ser Ile Ser Ser Ash Gly Asn
485

<210> 4
<211>
<212>
<213>

<400> 4

DNA

4758

solanum pimpine111fo11um

daattattca aagaaaaaaa aaatagagag

tgttctteat
atggttggta
tgggtttgcc
caaadtcatt
ttactatgtt
cacgaatact
attttttttt
aattatggtg
aagaggtttg
caaatatftt
cgattatatc
tgttgagttt
tggtgatgaa
tagtggtgtt
ggtaagattt
aagatatgaa
ttttgagtgt
taggatatcg
tatacaaatt
agtcctggtt
atataatata
taggtgtcac
tacgtaacgt

cacaagacat

agctttaata
ttatgcaatc
atattttggt
cattgatttc
gtttacgtgt
gcaattgtaa
aggtttggag
acaaagccag
cctaattata
cgtagattaa
gataaaactg
cttcataaaa
gttaatcaag
cacaatttgc
tttgaacttt
taatgtgttt
gtataaactt
tgtaggatgt
taaatgtgta
aaatgacata
taaatgtact
aaacagatgt
cctacatgac

atgtgtttac

cttggaattt
aaattttgtt
aacacacttt
tttgctacta
cagatccttt
attgtaatta
aaggaggaat
aaataattag
tgaaaaaatt
cagcaccagt
tgagttctac
tgcacaagct
aattatttga
caattaatct
tattattatt
ttttttaact
gaatcagtag
aaacagcaaa
tttataagca
tatgtatttt
cttcaatttg
ttaaacatgt
aattttgtgt

ttatttaatt

agagaacaat
tcacatttta
caaacaaata
cttacttcaa
ggtaaatcat
taaaatttag
catttttttt
gtatagggca
aaaagttttg
aattggatta
aaaaagtcat
attagagaaa
tacgtttgag
tgaaatgttt
cccaggattt
atttcatttt
tggtatggag
acacatgagt
gtaggatgtg
tcctaaattg
aattagaata
gattcgattg
aaaaaattga
cctacgtaat
tatacaaatt

Page

ggatttctac

tgccatatta
taacatccca
agcttcaatg
tttaattata
tatagttttg
tgtagagtct
tacatatttg
atggatgaag
acaacttcga
ggattattat
tacgctacta
gtgtttatga
gaggagatta
gcttatcata
aataaattat
ttatatttgt
tcgacctgac
tgtatttacc
aaaggaagaa
acatgttttt
acatttatgt
acaaataaac
acccttcatg
taagtgttta
8

CPCTNL2012/000019

480

aatttagcct
atgagaataa
aatggttata
tgtggtgatc
tcgtacttat
aagaatttga
aacgaacgta
ggaagccaac
agtatcttga
tagaagaaga
ctgattattt
cggaagaacc
gacttttaat
ctgctgtaat
agggactcaa
aaataagcat
gcccttttta
ataacatacg
tgttcaattt
atgtgagacg
ttttttatat
ccttcaactt
acattcggct
tattatacta

tttataaaat

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500



taatagacat

gtaattacat

ttgttgtogt
atatattccg
ttaagtttga
atttgtaaac
acgatttatg
agtgacatat
aacacttatt
ttatggttat
agatttctct
aaaagtacta
tggaaaatca
ttatgaagca
tgctggtttt
tccacatttc
acagacgact
ggatagatca
attaggtcaa
ttgtcctagt
gaggaacaag
gaaattagac
caaaaagtca
gcattatttt
tatagctact
ttggtgcttt
gtaaaatgaa
aatcttgtat
aatattcata
gatgtaagta
tttataatcg
aattgtattt

aaatatcagt
gcgtggaacc
ggttattaga

gctatctcaa

tatagaattt

tacgtaaaaa
aaaaatttac
taaattgtat
tcacaaatca
aattaacaca
gtttatttaa
ggagaggtat
atgccaaagg
aacatgttga
gaacctgttg
ttggaaaaag
tgaattaagt
taactcaact
gttatttggg
ttattttatt
aggaaatagt
aaatgacatt
tcaatataat
tattaatgtt
gatcagtcgg
gccttcaaac
atatgacaga
gtgtagggta
tgaatcctga
atattcattt
agaatttttc

gattattagg

YEDA-0110 PCT_ST25.txt

tgaaaatgac
ccccacccca
gagactatag
tttatatgac
gtacatgaaa
gtaccatgag
gatcaaagat
ggctatttca
agaactacga
acatagagtg
tcttatcgtg
ttaaaaaatt
caaacataat
gtgacaagaa
ctcttatgtc
ccaaagtaag
ttgaacgaat
agtccaatta
gttaaaatga

ttatatgacg

‘aaagagaaga

tgttagtaag
aattaaaaaa
atttctttta
tattccttag
tacttttttt
tattttgaga
caccataccc
tgtttatgtt
taattaattg
gagggttaat
tattttattt

atatttattt
ccccaaaaag
aattcaagat
attttttata
tttttaatgt
tcacaacaat
agacttgttt
tttaacgaac
aatcacccct
caacattcat
ttgtatatgt
aattgatgaa
tgatatgttg
gatcattgaa
tgtcaaggca
tactctttta
agactgagta
gtcagattag
gattacaaaa
atatttgatt
gcatcttcaa
gtaagacaat
aaagtgataa
atattgacag
agacacaagt
ttacttatat
cgaagaaaat
aaagggtgga
caacctaagg
tgtttcaaga
aatatatgat

gcaggttgat
Page

attaataatt
aaaaaaaaac
atttgttttg
ttttaatggt
ttttaaaata
tgataattca
gactcttgaa
ttttgattta
ttcatctttt
gttaaagacc
ttattatgat
agaagagaag
ttatcaaaca

atcctagttt

‘attttccact

ctctgttcta
aattagtcca
gttgaatttg
dggtcgagtc
agttactatt
atgctggact
attattatgt
tataaaaatt
ataattaatg
actactttta
atatatatat
ctaataattc
agtrttttgc
aatttaatcc
aaatttcttt
tcaaagaatg

taaaactcgt
9
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ttctacggac

ttttaataat
ttgtactacc
caaaaatagt
aaatttatat
aaaattttaa
aaatctaaaa
attcaagtgc
atcatgatat
aaaacttatg
ttcaggctcg
ccatgaagga
acaatcaaga

tgttttcatt

tacaaaaaca

cgggtgttaa
atatttactt
aacgaattaa
ataactcaac
tttttaacag
tagttttgat
tatcattaca
gaactaacat
aaacgttacg
écataaatgg
attttttttc
gttcgtttta
agttgtatgg
ttcgagatgg
tcactttttt
tttagtaata

gatatcaatt

1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420



tatttaggga
tatactatac
tttggtcctg
tgccatgtag
ccttagtata
tacttgtgca
atataattta
ttcatctaaa
atcacaccct
taattttcaa
tcaacaatac
tagatatctg
tattatttaa
ttttctacct
aatttcagta
actaattata
agggactaaa
cctttatact
datttaatta
agatgttatc
ggtaattaaa
gtgtactcat
acttttgtta
<210> 5

<211> 1503
<212> DNA
<213>
<400> 5

aaattattca aagaaaaaaa aaatagagag.

taatgcacaa
taagatcata
cgtggcacta,
gccgaaaaaa
gtataacttt
ttttttcatt
ttcaatattt
aatagtacta
ccactaggaa
cctctgtatg
atagctaaaa
aaacatctca
ttaatgatct
ttttcaatgg
attcttcatt
ttttgaatat
atatatgaat
tgtgatttta
aatggttttt
ctcctgaaaa
atttaatcat
gaatacttat

gaaaatat

YEDA-0110 PCT_ST25.txt

gtactccttc
ttatctccgt
tcttgtgggce
gtagaaaatt
gtctctgaaa
tattaataca
tatttattaa
ggatactaat
gaataaaatc
ttctgctatt
tgcgtattaa
atttcgettt
atgtgatttt
gccccaaatc
attatcttct
ttaatttttt
ttatcgtgaa
attgaaatga
ttaatattaa
ttgtcttgtg
tgtattacaa

taaattggat

solanum pimpinelTifolium

tgttcttcat agctttaata cttggaattt

atggttggta
tgggtttgcec

Caaaatcatt

ttatgcaatc
atattttggt

cattgatttc

aaattttgtt
aacacacttt

tttgctacta

aaactatgtt
gaacttattt
gcaatgctgg
acttataaaa
tttcgageat
taagaatatt
catcaattaa
aataatatcg
gcttaacaac
tagagttata
Catcgtaaca
ttatgtcgca
ttgacaggat
atgcccagga
tcactacagg
tattttattt
atttatattt
actataaatt
tgcagggttg
aaattcaaga
ataaataatt

gttttttgge

agagaacaat
tcacatttta
caaacaaata

Cttacttcaa

ggtttggaga

Page 10

cgaattttca
tattaataat
ttgacttttt
taagtttagg
agattgaggg
tataaaacta
ttttgactca
aaaatgtgct
cttttgacat
tccgttatge
atatatatgt
aaaattattc
attgaaacta
tccaatttgg
taattaaata
tcaaaccaaa
aaaaaaaata
actgétttat
agcaaattaa
agctatcaat
caaaatattg

cgaatattta

ggatttctac
tgccatatta
taacatccca
agcttcaatg

aggaggaatg

PCTAL2012/000019

gagacacact
tttctacctt
tttaagctcg
ggtaatagga
attgagggag
gctcataaaa
tctaattcag
ctaaactaga
tcttcaacce
tttacaattc
ttctegtttt
tcacattatt
agccaggcat
ccaagcttca
gtaaaaaétc
atattttcaa
aatatttcga
attatatttt
tccagaggct
ctctagtaat
aaaacaataa

atacagaatt

aatttagcct

atgagaataa
aatggttata
tgtggtgatc

tatagggcat

3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4758

60
120
180
240
300



acatatttgg
tggatgaaga
caacttcgat
gattattatc
acgctactac
tgtttatgag
aggagattac
cttatcataa
atgaaagaag
tgttgttatc
ttgaaatcct
aggcaatttt
aggaaatagt
aaatgacatt
tattccttag
ggaagttttt
aggaatttaa
tttcaatggg
ttcttcatta
atcctcctga
aaa

<210> 6
<211> 487
<212>  PRT
<213>
<400> 6

gaagccaaca
gtatcttgaa
agaagaagac
tgattatttc
ggaagaacct
atttttaatt
tgctgtaatt
gggactcaag
agaagccatg
aaacaacaat
agttttgttt
ccacttacaa
aaagagaaga
tgttagtaag
agacacaagt
tgcagttgta
tccttcgaga
ccccaaatca
ttatcttctt

aaattgtctt

YEDA-0110 PCT_ST25.txt

attatggtga
agaggtttgc
aaatattttc
gattatatcg
gttgagtttc
ggtgatgaag
agtggtgttc
gctcgaaaag
aaggatggaa
caagattatg
tcatttgctg
aaacatccac
gcatcttcaa
ataattaatg
actactttta
tggaatattc
tgggatgata
tgcccaggat
cactacaggg

gtgaaattca

solanum pimpinellifolium

caaagccaga
ctaattatat
gtagattaac
ataaaactgt
ttcataaaat
ttaatcaaga
acaatttgcc
tactaggéga
aat caatgcc
aagcaaacat
gttttgaacc
atttcttgga
atgctggact
aaacgttacg
acataaatgg
atatgaatcc
ttgaaactaa
ccaatttggc
ttgagcaaat

agaagctatc

aataattaga
gaaaaaatta
agcaccagta
gagttctaca
gcacaagctt
attatttgat
aattaatctc
ggtatttaaa
aaaggcaaac
gttgagtgac
tgttgctctt
aaaagccaaa
tagttttgat
tatagctact
gtacaccata
tgatgtttat
gccaggeatt
caagcttcaa
taatccagagk

aatctctagt

PCT/IL2012/000019

aaagttttga
attggattaa
aaaagtcatg
ttagagaaat
acgtttgagg
gaaatgtttg
ccaggatttg
aaattaattg
ataattgata
aagaagatca
atgtctgtca
gaggaaéaag
gaaattagac
gatcagtcgg
cccaaagggt
gttcaaccta
tttctacctt
atttcagtaa
gctagatgtt
aatggtaatt

Met Asp Phe Tyr Asn Leu Ala Leu Phe Phe Ile Ala Leu Ile Leu Gly
1 5

15

Ile Phe Thr Phe Tyr Ala Ile Leu Met Arg Ile Asn Gly ggp\Tyr Tyr
20

25

Ala Ile Lys Phe Cys Ser Asn L%s Tyr Asn Ile Pro Asn Gly Tyr Met
4 45

35

Page 11

360
420
480
540
600
660
720
780
840
900
960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1503



Gly

Cys

65

Glu

val

Leu

Thr

Phe

Leu

Glu

Pro

225

Glu

Gly

Asn

Glu

Leu

50

Gly

Gly

Thr

Glu

Ser

130

Ser

Ser

Leu

Ile ¢

Ile

210

Gly

val

Lys

Asn

Ile
290

Pro

Asp

Gly

Lys

His

ser

His

Phe

Phe

Ser

Gln

275

Leu

Tyr
Pro
Met
Pro
100
Gly
Glu
Gly
Thr
Lys

Asp

Ala

Ala

Lys

Met

260

Asp

val

Phe

Lys

Tyr

85

Glu

Leu

Glu

Leu

Leu

165

Met

Glu

val

Tyr

Tyr

Leu

Gly
ser
70

Arg
Ile
Pro
Asp
Leu
150
Glu
His
val
Ile
His
230
Leu
Lys

Glu

Phe

Asn

55

Phe

Ala

Ile

Asn

Lys

Ser

Lys

Lys

Asn

Ser

215

Lys

Ile

Ala

Ala

Ser
295

YEDA-0110 PCT_ST25.txt
Thr-Leu Ser Tyr Ege Lys Ala

Ile

Tyr

Arg

TYyr

120

Tyr

Asp

Tyr

Leu

Gln

200

Gly

Gly

Asp

Ash

Asn

280

Phe

Asp

Ile

Lys

105

Met

Phe

Tyr

Ala

Thr

185

Glu

val

Leu

Glu

Ile

265

Met

Ala

Phe

Phe

90

val

Lys

Arg

Phe

Thr

170

Phe

Leu

His

Lys

Leu

Phe
75
Gly

Leu

Lys

Arg

Asp

Thr

Glu

Phe

Asn

Ala

235

Arg

Asp

Ser

Ala

Lys

Met

Leu

Leu

140

Tyr

Glu

val

Asp

Leu

220

Arg

Glu

Met

Asp

Gly Phe Glu

300

Page 12

Thr

Pro

Asp

Ile
125

Thr

Ile

Glu

Phe

Glu

205

Pro

Lys

Ala

Leu

Lys

Pro

Arg

Thr

Glu

110

Gly

Ala

Asp

Pro

Met

190

Met

Ile

val

Met

Leu

270

Lys

val

sSer

Phe

ITe

95

Glu

Leu

Pro

Lys

val

175

Arg

Phe

Asn

Leu

ser

Ile

Ala

Met

Gly

80

Met

Tyr

Thr

val

Thr

160

Glu

Leu

Glu

Leu

Gly

Asp

Asn

Ile

Leu

PCT/NL2012/000019



Met

305

Glu

Ser

ser

Phe

Pro

- 385

Pro

Asp

Lys

Leu

Ala

465

ser

ser

Lys

Asn

Lys

Leu

370

Lys

Asp

Ile

ser

His

450

Arg

Ile

<210>
<211>
<212>
<213>

<400>
acccatccaa attattcaaa gJadaadaaaa tagagagaga

7
1
D

val

Ala

Ala

Ile

355

Arg

Gly

val

Glu

Cys

Ser

038
NA

Lys

Lys

Asp

Trp

Tyr

Thr

420

Pro

Tyr

Tyr

ser

Ala

Glu

325

Leu

Asn

Thr

Lys

val

405

Lys

Gly

Leu

’PPO

Asn
485

Ile

310

Glu

sSer

Glu

ser

Phe

390

Gln

Pro

ser

Leu

Pro

470

Gly

sotanum pineliiv

7

Phe

Gln

Phe

Thr

Thr

YEDA-0110 PCT_ST25:txt

His Leu Gln

Glu

Asp

Leu

360

Thr

375

Phe

Pro

Gly

Asn

His

455

Glu

Asn

Ala
Lys
Ile
Leu
440

Tyr

Asn

Glu
Glu
345
Arg
Phe
val
Glu
Phe
425
Ala
Arg

Cys

Ile

330

Ile

Ile

Asn

val

Phe

410

Leu

Lys

val

Leu

Lys His Pro His

315

val

Arg

Ala

Ile

Trp

Asn

Pro

Leu

Glu

val
475

agccttgttc ttcatagctt tagtacttgg aattttcaca

aataaatggt tggtattatg caatcaaatt ttgttcaaag

ttatatgggt ttgccatatt ttggtaacac actttcttac

Lys

GlIn

Thr

Asn

380

Asn

Pro

Phe

GlIn

Gln

460

Lys

Arg

Met

Asp

365

Gly

Ile

ser

ser

Ile

445

Ile

Phe

Arg

Thr

350

Gln

Tyr

His

Arg

Met

430

sSer

Asn

Lys

Phe
Ala
335
ehe
Ser
Thr
Met
Trp
Gly
val

Pro

Lys

Leu
320
Ser
val
val
Ile
Ash
400

Asp

Pro

Glu

Leu
480

PCTAL2012/000019

acaatggatt tttacaattt 60

ttttatgcca tattaatgag 120

aaatataaca tcccaaatgg 180

ttcaaatctt caatgtgtgc 240

Page 13



PGT/ELZMZ/UUUUTQ

YEDA-0110 PCT_ST25.txt

tgatccaaat tcattccttg atttcttigce tactaggttt ggagaaggag gaatgtatag 300
ggcatacata tttgggaagc caacaattat ggtgacaaag ccagaaataa ttagaaaagt 360
tttgatggat gaagagtatc ttgaaagagg tttgcctaat‘tatatgaaaa aattaattgg 420
attaacaact tcgatagaag aagacaaata ttttcgtaga ttaacagtac cagtaaaaag 480
tcatggacta ttatctgatt atttcgatta tatcgataaa actgtgagtt ctacattaga 540
gaaatacgct tttatgagac ttcttattgg tgatgaggtt aatcaagaat tttttgatca 600
aatgtttgag gagattactg ctgtaattag tggtgttcac aacttgccta ttaatctccc 660
aggatttcct tatcataagg gactcaaggc tcgaaaagta ctaggaggga tatttcaaaa 720
actaatagat gaaagaagag aagccatgaa ggatggaaaa tcaatgccaa gggcaaacat 780
aattgatatg ttgttatcaa acactaétca agattatgaa gccaatatat tgagtgacaa 840
gaagatcatt gaaatcctag ttttgttttc atttgctggt tttgaacctg ttgctcttat 900
gtctgtcaag gcaatttttc acttgcaaaa gcatccccat ttcttggaga aagccaaaga 960
ggaacaagag gaaatagtaa agagaagagc atcttcaaat gttggactta gttttgatga 1020
gattagacaa atgacttt = 1038
%210> 8

<211> 331

<212> PRT

<213> Ssolanum pine

<400> 8

?et Asp Phe Tyr Asn Leu Ala Leu Phe Phe Ile Ala Leu Vval igu Gly

5 10

Ile pPhe Thr ;Be Tyr Ala Ile Leu ?Et Arg Ile Asn Gly ggp Tyr Tyr

Ala Ile %gs Phe Cys Ser Lys Lys Tyr Asn Ile Pro Asn Gly Tyr Met
40 ; 45

Gly Leu Pro Tyr Phe Gly Asn Thr Leu Ser Tyr gge Lys Ser Ser Met
‘ 50 55

Cys Ala Asp Pro Asn Ser Phe Leu Asp Phe Phe Ala Thr Arg Phe Gly
65 70 75 80

Glu Gly Gly Met ggr Arg Ala Tyr Ile Phe Gly Lys Pro Thr ITe Met
920 95

val Thr Lys Pro Glu Ile Ile Arg Lys val Leu Met Asp Glu Glu Tyr
100 105 110

Page 14



Leu

Thr

Lys

145

val

Asp

Ala

Pro

GlIn

225

Met

Asp

val

Lys

Gly

Glu

Ser

130

Ser

Ser

Glu

val

Tyr

210

Lys

Pro

Tyr

Leu

Ala

290

Glu

Leu

<210>
<211>
<212>
<213>

<400>

9
1

His

ser

val

Ile

195

His

Leu

Arg

Glu

Phe

275

Ile

Glu

ser

496

DNA

soTanum. tuberosum

9

Gly

Glu

Gly

Thr

Asn

180

ser

Lys

Ile

Ala

Ala

260

Ser

Phe

GIn

Phe

Leu

Glu

Leu

Leu

165

Gln

Gly

Gly

Asp

Asnh

245

Asn

Phe

His

Glu

Asp
325

Pro
Asp
Leu
150
Glu
Glu
val
Leu
Glu
230
Ile
Ile
Ala
Leu
Glu

310

Glu

Asn

Lys
Phe

His

Arg
Ile
Leu
Gly
GlIn
295
Ile

Ile

YEDA-0110 PCT_ST25.txt

Tyr Met Lys Lys Leu Ile Gly

120

Tyr

r Asp

Tyr
Phe
Asn
200
Ala
Arg
Asp
ser
Phe
280
LysS

val

Arg

Phe
Tyr
Ala
Asp
Leu
Arg
G]u
Met
Asp
265
Glu
His
Lys

Gln

Arg

Phe

Phe

170

Gln

Pro

Lys

Ala

Leu
250

Lys

Pro

Pro

Arg

Met

Arg

Met

Ile

val

Met

235

Leu

Lys

val

His

Arg

Thr

330 -

(allele #1)

Leu

140

Tyr

Arg

Phe

Asn

Leu

220

Lys

Ser

Ile

Ala

Phe
300

Ala

Page 15

125

Thr

Ile

Leu

Glu

Leu

205

Gly

Asp

Asn

Ile

Leu

285

Leu

Ser

Ala
Asp
Leu
Glu
190
Pro
Gly
Gly
Thr
Glu
270
Met
Glu

ser

Leu

Pro

Lys

Thr

val

Thr

- 160

Ile

175

Ile

Gly

Ile

Lys

Asn

255

Ile

Ser

Lys

Asn

Gly

Thr

Phe

Phe

ser

240

Gln

Leu

val

Ala

val
320

PCT/IL2012/000019



atggatttct
tatgctatat
tataacatcc
aaatctacca
acaggaggaa
gaaataatta
atgaaaaaat
acagctccag
gtgagaacta
atgcacaggc
gaattttttg
cctattaatc
gggatatttc
ccaagggcaa
atattgagtg
cctgttgctce
gagaaagcca
cttagttttg
cgtattgcta
gggtacacca
cctgatgttt
aagccaggca
gccaagcttc
attaatccag
tcactctcta
<210>
<211>
<212>
<213>
<400>

10
487
PRT

10

acaatttagt
taatgagaat
ctcttggtta
tttgtggtga
tgtatagagc
gaaaagtttt
taattggatt
taaaaagtca
cattagagaa
ttgcatttga
atcaaatgtt
tcccaggatt
aaaaactaat
acataattga
acaagaagat
ttatgtctgt
aagaggaaca
atgggattag
ctgatcaaac
tacccaaagg
atgttcagcc
tttttcttec

aaatttcagt

aggctagatg

gtgatggtaa

YEDA-0110 PCT_ST25.txt

cttgttcttc
taatggttgg
tatgggtttg
tccaaattca
atacatattt
gatggatgaa
aacaacttcg
tggattatta
atacgctact
ggtgtttatg
tgaggagatt
tccttatcat

agatgaaaga

tatgttgtta
cattgaaatc
caaggcaatt
agaggaaata
acaaatgact
ggtattcctt
atggaagttt
taaggaattt
tttttcaatg
aattcttcat
ttatcctecct

ctaattttaa

Solanum -tuberosum (allele

atagctttag
tattatgcaa
ccatattttg
ttccttgatt
gggaagccaa
gaatatcttg
attgaagaag
tccgattatt
acagaagaac
agacttctta
actgctgtaa
aagggactca
agagaagcca
tcaaacacta
ctagttttgt
tttcacttge
gtaaagagaa
tttgttagta
agagacacaa
tttgcagttg
aatccttcaa
ggccccaaat
tattatcttc
gaaaattgtc
tcattgtgtt

#1)

?et Asp Phe Tyr ?sn Leu val Leu Phe Phe Ile

taattgggat
tcaaattttg
gcaacacact
tctttgctac
caattatggt
aaagaggttt
ataagtattt
ttgattatat
ctattgagtt
ttggtgatga
ttagtggtgt
aggctcgaaa
tgaaggatgg
atcaagatta
tttcatttgce
aaaagcatcc
gagcatcttc
aggtaattaa
gtactacttt
tatggaatat
gatgggatga
catgcccagg
ttcactacag
ttgtgaaatt

acaaataaat

PCTNAL2012/000019

tttcacattt
ttcaaagaaa
ttcttacttc
taggtttggg
gacaaagcca
gcctaattat
tcgtcgagta
cgataaaact
tctccataag
ggttaatcaa
tcacaacttg

agtactagga

aaaatcaatg

tgaagccaat
tggttttgaa
ccatttcttg
aaatgttgga
tgaaacgtta

taacataaat

tcatatgaat
tattgaaact
atccaatctg
ggttgagcaa
caagaagctc

ccatgg

Ala Leu val -Ile Gly
15

Ile Phe Thr Phe Tyr Ala Ile Leu Met Arg Ile Asn Gly Trp Tyr Tyr
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60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1496



Ala
G]y
cys
Thr
val
Leu
Thr
Lys
145
val
Phe
Leu
Glu
Pro
225

Gly

Gly

Ile

Leu

50

Gly

Gly

Thr

Glu

Ser

130

ser

Arg

Leu

Ile

Ile

210

Gly

Ile

Lys

Lys

Pro

Asp

Gly

Lys

Arg

Ile

Thr

His

Phe

Phe

Ser

20

Phe

Tyr

Pro

Met

Pro

100

Gly

Glu

Gly

Thr

Lys

Asp

Ala

Pro

Gln

Met
260

Cys

Phe

Asn

Tyr

85

Glu

Leu

Glu

Leu

Leu

165

Met

Glu

va]l

Tyr

Sser

Gly

Ser

70

Arg

Ile

Pro

Asp

Leu

150

Glu

His

val

‘I1e

His

Lys Lys
40
Asn Thr
55
Phe Leu
Ala Tyr
Ile Arg
Asn Tyr
- 120
Lys Tyr
Ser Asp
Lys Tyr
Arg Leu
Asn Gln

200

Ser Gly
215

Lys Gly

230 -

Leu

Arg

ITe Asp

Ala Asn

YEDA-0110 PCT_ST25.txt
25 30

Tyr

Leu

Asp

Ile

Phe

Tyr

Ala

Ala

185

Glu

val

Leu

Glu

Ile
265

Asn

Ser

Phe

Phe

90

val

Lys

Arg

Phe

Thr

170

Phe

Phe

His

Lys

Arg

250

Ile

Ile

TYyr

Phe

75

Gly

Leu

Lys

Arg

Asp

Thr

Glu

Phe

Asn

Ala

235

Arg

Asp

Pro

Phe

60

Ala

Lys

Met

Leu

val

140

Tyr

Glu

val

Asp

Leu

220

Arg

Glu

Met

pPage 17

Leu Gly Tyr
45

Lys
Thr
Pro
ASp
Ile
125
Thr
Ile
Glu
Phe
Gln
205
Pro
Lys
Ala

Leu

Ser

Arg

Thr

Glu

110

Gly

Ala

Asp

Pro

Met

190

Met

Ile

val

Met

Leu
270

Thr

Phe

Ile

95

Glu

Leu

Pro

Lys

Ile

175

Arg

Phe

Asn

Leu

Lys

ser

Met

ITe

Gly

80

Met

Tyr

Thr

val

Thr

160

Glu

Leu

Glu

Leu

Asp

Asn

PCT/IL2012/000019



Thr
Glu
Met
305
Glu
Ser
Ser
Phe
Pro
385
Pro
Asp
Lys
Leu
Ala

465

ser

Asn

Ile

290

Ser

Lys

Asn

Lys

Leu

370

Lys

Asp

Ile

Ser

His

450

Arg

Leu

<210>
<211>
<212>
<213>

<400>
atggatttct acaatttagc cttgttcttc atagctttag taattatgat tttcacattt 60
Page 18

GIn

275

Leu

val

Ala

val

val

355

Arg

Gly

val

Glu

cys

ser

11
1490
DNA

Solanum tuberosum (allele #2)

11

Asp

val

Lys

Lys

Gly

Ile
Asp
Trp
Tyr
Thr
420
Pro
Tyr

Tyr

Ser

Tyr

Leu

Ala

Glu

325

Leu

Asn

Thr

Lys

val

405

Lys

Gly

Leu

Pro

Glu

Phe

Ile

310

Glu

ser

Glu

ser

Phe

390

Gln

Pro

ser

Leu

Pro

470

Gly

Ala
Ser
295
Phe
Gln
Phe
Thr
Thr
375
Phe
Pro
Gly
Asn
His
455

Glu

Asnh

280

Phe

His

Glu

Asp

Leu

360

Thr
Ala
Lys
Ile
Leu
440

Tyr

Asn

YEDA-0110 PCT_ST25.txt
Asn Ile Leu Ser Asp Lys Lys

A1a

Leu

Glu

Gly

Arg

Phe

val

Glu

Phe

425

Ala

Arg

Cys

Gly

Gln

Ile

330

Ile

Ile

Asn

val

Phe

410

Leu

Lys

val

Leu

Phe

Lys

315

val

Arg

Ala

Ile

Pro

Leu

Glu

val
475

Glu

300

His

Lys

Gln

Thr

Asn

380

Asn

Pro

Phe

Gln

GIn

460

Lys

285

Pro

Pro

Arg

Met

365

Gly

Ile

Ser

Ser

Ile

445

Ile

Phe

val

His

Arg

Thr

Ile

Ala

Phe

Ala

335

Phe

350

Gln

Tyr

His

Arg

Met

430

ser

Asn

Lys

Thr

Thr

Met

Gly

val

Pro

Lys

Leu
Leu
320
Ser
val
val
Ile
Asn
400
Asp
Pro
Ile

Glu

Leu
480

PCT/L2012/000019



tatgctatat
tataacatcc
aaatctacca
acaggaggaa
gaaataatta
atgaaaaaat
acatctccag
gtgagcacta
atgcacaggc
gaattttttg
ccaattaatc
gggatatttc
ccaagggcaa
atattgagtg
cctgttgctc
gagaaagcca
cttagttttg
cgtattgcta
gggtacacca
cctgatgttt
aagccaggea
gccaagcttc
attaacccag
tcaatctcta
<210>
<211>
<212>
<213>
<400>

12
487
PRT

12

1

taatgagaat
ctcttggtta
tttgtggtga
tgtatagggc
gaaaagtttt
taattggatt
taaaaagtca
cattagagaa

ttgcatttga

atcaaatgtt

tcccaggatt
aaaaactaat
acataattga
acaagaagat
ttatgtctgt
aagaggaaca
atgagattag
ctgatcaaac
tacccaaagg
atgttcagcc
tttttcttcc
aaatttcagt
aggctagatg
gtgatgataa

YEDA—OllO PCT_ST25.txt

taatggttgg
tatgggtttg
tccaaattca
atacatattt
gatggatgaa
aacaacttcg
tggattatta
atacgctact
ggtgtttatg
tgtggagatt
tccttatcat
agatgaaaga
tatgttgtta
cgttgaaatc
caaggcaatt
agaggaaata
gcaaatggcg
ggtattcctt
gtggaagttt
taaggaattt
attttcaatg
aattcttcat
ttatcctect

Ctaattttaa

solanum tuberosum (allele

tattatgcaa
ccatattttg.
ttccttgatt
gggaagccaa
gaatatcttg
attgaagaag
tccgattatt
acggaagaac
agacttctta
actgctgtaa
aagggactca
agagaagcca
tcaaacacta
ctagttttgt
tttcacttgc
gtaaagagaa
tttgttagta
agagacacaa
tttgcagttg
aatccttcaa
ggccccaaat
tattatcttc
gaaaattgtc
tcattgtgtt

#2)

Met Asp Phe Tyr Asn Leu Ala Leu Phe Phe Ile
5

tcaaattttg
gcaacacact
tctttgetac
caattatggt
aaagaggttt
ataaatattt
ttgattatat
ctattgagtt
ttggtgatga
ttagtgctgt
aggctcgaaa
tgaaggatgg
atcaagatta
tttcatttgce
aaaagcatcc
gagcatcttc
aggtaattaa
gtactacttt
tatggaatat
gatgggatga
catgcccagg
ttcactacag
ttgtgaaatt

acaaataaat

ttcaaagaaa
ttcttacttc
taggtttggg
gacaaagcca
gcctaattat
tcgtcgatta
cgataaaact
tctccataag
ggttaatcaa
tcacaacttg
agtactagga
aaaatcaatg
tgaagccaat
tggttttgaa
ccatttcttg
aaatgctgga
tgaaacgtta
taacataaat
tcatatgaat
tattgaaact
atccaatctg
ggttgagcaa

caagaagctc

Ala Leu val TIle Met

Ile Phe Thr phe Tyr Ala Ile Leu Met Arg Ile Asn Gly Trp Tyr Tyr
, 30

20

25

Page 19
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120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1490



Ala

Gly

Cys

Thr

val

Leu

Thr

Lys

145

val

Phe

Leu

Glu

Pro

225

Gly

Gly

Thr

Ile

Leu

50

Gly

Gly

Thr

Glu

ser

130

Ser

Ser

Leu

Ile

Ile

210

Gly

Ile

Lys

Asn

Lys

Pro

Asp

Gly

Lys

His

Thr

His

Phe

Phe

ser

GlIn

Phe

Tyr

Pro

Met

Pro

100

Gly

Glu

Gly
Thr
Lys
Asp
Ala
Pro
Gln
Met

260

Asp

cys

Phe

Asn

TYyr

85

Glu

Leu

Glu

Leu

Leu

165

Met
Glu
val
Tyr
Lys
245
Pro

Tyr

Ser
Gly
Ser
70

Arg
Ile
Pro
Asp
Leu
150
Glu
His
vai
Ile
His
230
Leu

Arg

Glu

Lys
ASn
55

Phe
Ala

Ile

Asn

Lys
Arg
Asn
Ser
215
Lys
Ile

Ala

Ala

YEDA-0110 PCT_ST25.txt

Lys Tyr Asn Ile Pro

40

Thr

Leu
Tyr
s
Tyr
120

Tyr

Asp

Tyr

Leu

Gln

200

Ala

Gly

Asp

Asn

Asnh

Leu
Asp
Ile
Lys
105
Met
Phe
Tyr
Ala
Ala
185
Glu
val
Leu
Glu
ITe

265

Ile

Ser

Phe

Phe

90

val

Lys

Arg

Phe

Thr

170

Phe

Phe

His

Lys

Arg

250

Ile

TYr
Phe
75

Gly
Leu

Lys

Arg

Glu
Phe
Asn
Ala
235

Arg

Asp

Phe

60

Ala

Lys

Met

Leu

Leu

140

Tyr

Glu

val

Asp

Leu

220

Arg

Glu

Met

Leu Ser Asp
Page 20

Leu Gly Tyr
45

Lys

Thr

Pro

Asp

Ile

125

Thr

ITe

Glu

Phe

Gln

205

Pro

Lys

Ala

Leu

Lys

sSer

Arg

Thr

Glu

110

Gly

ser

Asp

Pro

Met

190

Met

Ile

val

Met

Leu

270

Lys

Thr

Phe

Ile

95

Glu

Leu

Pro

Lys

Ile

175

Arg

Phe

Asn

Leu

Ile

Met
Ile
Gly
80

Met
Tyr

Thr

val

“Thr

160

Glu

Leu

val

Leu

Gly

Asp

Asn

val

PCT/IL2012/000019



Glu
Met
305
Glu
Ser
Ser
Phe
Pro
385
Pro
Asp
Lys
Leu
Ala

465

Ser

Ile

290

Ser

Lys

Asn

Lys

Leu

370

Lys

Asp

Ile

ser

His

450

Arg

Ile

<210>
<211>
<212>
<213>

<400>
acatttaata gcgttattat attgctcact ctatcaaatc caagaagtga accaaattgg 60

275

Leu

val

Ala

Ala

val

355

Arg

Gly

val

Glu

Cys

435

Tyr

Cys

ser

13
1584
DNA

solanum melongena

13

val

Lys

Lys

Asp

Trp

Tyr

Thr

420

Pro

Tyr

Tyr

ser

Leu

Ala

Glu

325

Leu

Asn

Thr

Lys

val

405

Lys

Gly

Leu

Pro

Phe
Ile
310
Glu
Ser
Glu
ser
Phe
390
GTn
Pro
ser
Leu
Pro
470

Asp

Ser

295

Phe

Gln

Phe

Thr

Thr

375

Phe

Pro

Gly

Asn

His

455

Glu

Asn

YEDA-0110 PCT_ST25.txt

280

Phe

His

Glu

Asp

Leu

360

Thr

Ala

Lys

Ile

Leu

440

Tyr

Asnh

Ala Gly pPhe

Leu

Glu

Glu

345

Arg

Phe

val

Glu

Phe

425

Ala

Arg

Cys

Gln

Lys

315

Ile

Asn

val

Phe

410

Leu

Lys

val

Leu

val
Arg
Ala
Ile
Trp
Asn
Pro
Leu
G1u

val
475

Glu
300

His

Lys
GIn
Thr
Asn
380
Asn
Pro
Phe
G1n
Gln

460

Lys

Page 21

285

Pro

Pro

Arg

Met

AsSp

365

Gly

Ile

ser

Ser

Ile

445

Ile

Phe

val

His

Arg

Ala

350

GIn

Tyr

His

Arg

Met

430

Ser

Asn

Lys

Ala

Phe

Ala

335

Phe

Thr

Thr

Met

val

Pro

Lys

Leu

Leu

320

Ser

val

val

Ile

Asn

400

Asp

Pro

Ile

Glu

Leu
480

PCTNL2012/000019



ctacaaggaa
tagggattat
aattttgttc
acacacttca
ttgctacgag
yttattatcac
gaggagcgcc
agcgtatacg
attatataga
ttgagttcct
gtgatgaggt
gaggtgttca
ctcgatgttg
gaagactatt
ggctatcaag
ggaacaagag
gattaaacag
ccagacggta
caaagggtgg
gaaacctgag
tcttcccttt
tttagtaatt
taaaacttat
ataatgatca
gaattaagtt
aaagtgaata
<210>
<211>

<212>

<213>

<400>

14
452
PRT

14

gaaaacaatg
gacattttat
aaagaaatat
ttacttcaaa
gttrtgggcecg
daagccagaa
tgattatata
tcgattaaca
tagagccgtyg
ctctaacatg
tgaacaagag
caactttccc
ttattagaca
gaagtcttat
acaattatga
gatatagtta
atgacatttc
ttccttagga
aggttttttg
gaatttaatc

tcaatgggcc

cttcattact

cctgctgaaa
tattgtaatc
gcactctatg

ttgttattat

YEDA-0110 PCT_ST25.txt

gagtataatc
ggtatattaa
aacatccctc
tcttcattga
ggaggaatgt

ataactagga

aaaagattag

gctccagtaa
agaactacat
cacaagctta

ttatttgata

attaatatcc

ctaatcaaga
tgttgtttgg
acttggaaaa
agagaagacc
ttagtcaggt
acacaaaatc
cagttttatg
cttcaagatg
ctégagtttg
atcttcttca
attgtcttgt
ttggaaataa
atgttgttat

actg

solanum melongena

atttagcctt
agagagtaaa
ctggtgatat
gtggtgatgc
acagaggata
aaatcttgat
tgggactatc
aaaatcaagg
tcgagaaata
catttgacgt
aaatfttcga
gaggatttcc
tgattatgaa
atttggtggt
acatcctcat
atcttcagat
aattactgaa
ttcttttaac
gaatattcat
ggatgatatg
cccaggcetec
ctacagggtt
gagaatgaag
tgagtgtgat

tacactatga

aatcttcaca
tggttggtat
gggatggcca
daattcattc
catatttgga
ggatgaagaa
gacatcaatc
atttttatcc
tgttactatg
gtttatgaga
gaagattact
ttactataag
ggcaaaagat
tttgaacctg
ttcttggaga
gttggactta
acgttgcgtc
ataaatggct
atggatcctg
aaaattaagc
aattttgcca
gagaaggtta
aaacgtaatt
gaataatgtc
tgttgtttgt

PCTNL2012/0000189

gcttgtgcag
tatgcaatca
ttaattggca

ttatcctact

aagccaagca

tatcttgata
gaagaagata
gtttactttg
gaagaaccat
atttttacag
tgcctaatta
gcaataaagg
taagtgatga
tttctctaat
aagcaaaaaa
attttgatga
ttgcttccga
acaccatacc
acatttatgt
caggtcactt
ggcttcagat
atccagaggt
gtaattaaat
atcaataatt

ggcaatctag

get Glu Tyr Asn His Leu Ala Leu Ile Phe Thr Ala Cys Ala val Gly
5 15
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120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1584



Ile

Ala

Gly

Ser

65

Pro

Ile

Leu

Thr

Lys

145

val

Phe

Phe

Lys

Arg

Thr

Ile

Met
Ile
Trp
50

Gly
Gly
Thr
Asp
Ser
130
Asn
Arg
Leu
Thr
ITe
210
Gly

Asn

Glu

Thr

Lys

Pro

Asp

Gly

Lys

Gln

Thr

ser

Phe

Gin

val

Phe
20

Phe

Leu

Ala

Met
Pro
100
Gly
Glu
Gly
Thr
Asn
180
Asp
Cys
Pro

Asp

Leu
260

Tyr
Cys
I]e
Asn
TYyr
85

Glu
Ala
Glu
Phe
Phe
165
Met
Glu
Leu
Tyr

Asp

Leu

Gly
Ser
6ly
Ser
70

Arg
Ile
Pro
Asp
Leu
150
Glu
His
val
Ile
Tyr
230

Tyr

Leu

Ile
Lys
ASn
55

Phe
Gly

Thr

Asp

Lys
Lys
Glu
215
Ly§
Glu

Phe

YEDA-0110 PCT_ST25.tXt

Leu Lys Arg val Asn Gly Trp
25 30

Leu
Tyr
Arg
TYr
120
Arg
val
Tyr
Leu
Gln
200
Gly
Ala

Gly

Gly

Tyr

Leu

ser

Ile

Ile

Tyr

val

Thr
185

Glu

val

Ile

Lys

Phe
265

Asn

His

TYyr

Phe

90

Ile

Lys

Arg

Phe

Thr

170

Phe

Leu

His

Lys

Arg
250

Ile

Tyr

Phe

75

Gly

Leu

Arg

Arg

Asp

Phe

Asn

Ala

235

Leu

Pro
Phe
60

Ala
Lys
Met
Leu
Leu
140
Tyr
Glu
val
Asp
Phe
220

Arg

Ser

Gly Gly Phe

Page 23

Pro

45

LysS

Thr

Pro

Asp

val

125

Thr

Ile

Glu

Phe

205

Pro

Leu

Asp

Glu

Gly

Ser

Arg

ser

Glu

110

Gly

Ala

Asp

Pro

Met

190

Ile

Ile

Leu

Glu

Pro
270

Tyr

Asp

Ser

Phe

Ile

95

Glu

Leu

Pro

Arg

Phe

175

Arg

Phe

Asn

Leu

Tyr

Met

Leu

Gly

80

Ile

Tyr

Ser

val

Ala

160

Glu

Ile

Glu

Ile

Asp

240

Thr

ser

PCTAL2012/000019



Leu
Leu
Ser
305
Leu
val
Ile
Asp
Asp
385
Pro
Ile

Glu

Arg

Met

Glu

290

Ser

Ser

Phe

Pro

Pro

370

Asp

Arg

Leu

val

Asn
450

<210>
<211>
<212>
<213>

<220>
<223>

<400> ;
‘tgaaatccta gttttgtttt catttgctgg ttttgaacct gttgctctta tgtctgtcaa 60

Ala

275

Lys

Asp

Gln

Leu

Lys

Asp

Met

val

His

15
299
DNA

Ile

Ala

val

val

Ile

Lys

Cys

Tyr

420

Thr

Asn

Lys

Lys

Gly

Ile

325

Ash

Trp

Tyr

Ile

Pro

405

Tyr

Tyr

Thr
Lys
Leu
310
Thr
Thr
Arg
val
Lys
Gly

Leu

Pro

Ile
Glu
295
Ash
Glu

Lys

Phe

Ser
Leu

Ala

Artificial sequence

YEDA-0110 PCT_ST25.txt

Met Ash Leu Glu Lys His Pro

280

GIn

Phe

Thr

ser

Phe

360

Pro

Gly

Asn

His

Glu
440

Glu

Asp

Leu

ser

345

Ala

Glu

His

Phe

Asp

Glu

val

Glu

Phe

Ala

410

Arg

Cys

Ile
Ile
315
Leu
Asnh
Leu
Phe
Leu
395
Arg
val

Leu

val

300

Lys

Ala

Ile

Trp

Asn

380

Pro

Leu

Glu

val

285

Lys

Gln

Ser

Asn

Asn

365

Pro

Phe

Gln

Lys

corresponding to Solanum lycopersicum GAME4

15

Arg

Met

Asp

Ser

Ser

Ile

val

430

Met

His
Arg
Thr
Gln
335
Tyr
His
Arg
Met
Leu
415

Asn

Lys

Phe
Pro
Phe
320

Thr

Thr

Met

Trp

Pro

Lys

PGT/ILZU12/UUU’019

ggcaattttc cacttacaaa aacatccaca tttcttggaa aaagccaaag aggaacaaga 120
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YEDA-0110 PCT_ST25.txt
ggaaatagta aagagaagag catcttcaaa tgctggactt agttttgatg

aatgacattt gttagtaaga taattaatga aacgttacgt

attccttaga gacacaagta ctacttttaa

<210>
<211>
<212>
<213>

<400> 16
ctaaggtgat

16
8504
DNA

acaataacaa
tccggtgceat
ctgaaagctg
aggtcaatct
ggaagagggt
ctaagggaac
ggtcggatga
gctggtgeca
ccgaaatcta
agaagttatg
ccagattttc
tatttcaaat
acattctcag
tattgtcttc
cttttagtgt
tcgattctec
ttccaaaatt
ttaattcaga
aaattttaga
aaaacttagt
ttatttttta
ataaccaagc
atttataagt

tactataaat

solanum phureja

tggcatgatc
acatatctaa
tggtcaaacc
tctttgggat
ttgaaaaaca
acttattctt
catctttctt
aacccttatc
ttctatatgg
tttctctctce
acagctcaaa
aaatcctttc
tgccggatgt
ttattttatt
cgatgagtta
cagccccgtc
ctagcggggt
ggttttaaag
aaaaaattga
aaagactcga
gagctaaaat
cgtccttact
accacacctc
gggccccacc

gacttaaata

ttcttegtte
ataaggtttg
aaaagacatg
atcacattcc
agtggcaccc
gatggtaacc
tctcacaaac
taggagatct
cagaatagag
aggggaaatt
gttggccaaa
caaaaattga
tacagccagt
attcagttca
agtaégtcag
caaggtatag
ttgcctttat
aaaaatatta
acattgtaaa
tatagtaaga
tagtgttatc
tcatatctat
aacatgtgtt
accttccact

ctccatatta

cataaatggg

cttgaataga
aagactctat
accaaaaact
cttaccctta
tgaagctgat
ttattcaact
aagactggag
ctcagctgtt
atggaacgag
ccgggtatta
atcactgatt
aagttttcaa
tttggccaag
gttaagttta
gccaagggtt
gctcggggeg
tttttttatg
tttcaaagat
tggggaaggg
aatgttaaac
ctttaccgca
Ctactatcta
ccéataagaa
taaatactac

tatattacaa

atagctactg

tacaccatac

ttagtatgtc
tcatcaagtc
cataatgacc
actgatgata
cgaaaagatc
ggcggtaatc
cgccccaagg
ctttcaactc
tatctggaat
ctcctaactc
tccatactta
attctaagcc
ttgaatgttt
tagatcatta
cgcttgggge
cgtgacacac
gcgtgacggce
accatgtgat
gaagggaaaa
aaaatatgat
ccgctetttt
ctacttatat
tcactattaa
atattatata

taattaacaa
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aaattagaca
atcagtcggt

ccaaagggt

atcaataaag
catgaaagct
atacctggtt
gcctgatcgg
atcaatcctc
tatacacatc
tgagacactc
tttcaattct
gagatctatg
atcctgagct
gccaaatttt
tcttcttagce
aatctttaaa
tggatatgaa
caaaaatggt
tgtcatgagt
ccacggtgaa
tgaaatgata
aaagcacaat
aatgcgattt
tagttattcc
ataagtatga
tatccaatat
ttaattacta

ttatttgaca

180
240
299

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140

1200

1260
1320
1380
1440
1500



ctttaaattc
tatatttaaa
daaagttata
ttatatgata
taataaaaga
ctgacgaaaa
aaatctatca
agtaggttca
tataaaaaag
taataaatat
aatttaaaat
tgacataaat
agtatatctt
aaagccaaca
aaaatgattt
tattgttaca
ggatccaacg
gcttgtgtag
agtatgaaaa
gcaaatttaa
aaaaatcctc
attggtcata
caaaacaatc
aaaaagcttg
tctagtcaaa
aatatatgat
aattttttcc
 tatacaattt
gagaagatca
aatcttaaat
ctcaaacata

ctcaatattt

tatcaatgcc
aataatataa

tacaaaattt

aacatatatt

aatagtagac
aagaaactat
attaatgcca
aaatgtagta
ggttaatatt
tattttcaaa
attttaaaaa
tatatatata
aaactatcta
accctgcaaa
atgtcagtac
aattaggaag
ttagaaacat
cagatggggt
aattattggt
aatagtcgga
attttgccaa
aataaggttt
attgcagtta
tgtagaagaa
taactatgat
ttttettttt
tactttttgg
aaaggacttc
aaattgttga
ttctatttat
tcatcaaact

atgtcattat

YEDA-0110 PCT_ST25.txt

atataaatta
gtaatactat
aattgactct
gtttgaaatt
tfcaaaaaat
aaattacaat

cataaattgg

taaaatacaa

taaaattctg
attatgttaa
atcatataaa
tatatatatt
aataattttt
actaatcttc
addadacgaa
agacaaggtt
tagtattatg
tacttctttc
agggagtgtt
ctccaattca
taatcataat
aactaataat
aactaataat
ggttaaatgt
ttttcttcaa
ttttttgttt
ccgtacccat

tcaacaagat

aatttttaag

aacgtaaatt
ttgagaaaat
ttgttaactg

agataaaaat
acattacaat
ctaaattcta
gacgaaaaag
ctatcaatta
aattaacaaa
gacatggcaa
taattaacaa
cttgtgccac
aaaaaagtac
attttcaata
gggccecgty
tttgaatctg
acgtggccaa
agattaaata
gtatgtttga
gtaaaacaat
tttactcaga
ttcecteccc
agtatattgg
gatgtaagaa
caaaacaaac
acaagacagt
tggtacttca
aaatatctta
attattatta
ggaccatatc
agtttataga
tttttggtga
ttcaaaagag

actcatttat

aaacgacata

ggtaacatat
aattaacaca
ttggtaccac
aaacaataaa
acaacatata
ataaatctct
ataacatata
cttaatatat
ataaattaga
tacaaattac
acttttcaaa
ctgacacggg
atacttttaa
tgcatcaagt
cgacaagata
atttatcaca
tcttatttac
ggtttaaggt
tccaaggggt
acaccaaatg

ttattagctt

atcgtattta

agaacaggta

ttttatttta’

aagaattatg
ttttagtttt
tataagcttc
tgagatagaa
aggtggaacg
tggaggatga
gtcgttcgtt

gatgaaccaa
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aatatttaaa
ttaaatattt
ataaaatgga
ttacaataat

ttgtttgaaa

cgactccaac

ttattaaaaa
taaagagaca
acaaagagag
aatagctaac
ttccataata
gtcctatatt
tattaaagtt
ggaatttatt
tgtagaaaat
taaaatcttg
catcgacgta
ttgagttttt
cctacgtagt
aaaataaaat
gtcccaaaat
aataaataat
acaaccatcc
tttttaggtt
gtatataatc
tcececttcttce
acacttatgg
aatttatata
atttcaattg
ttgaaaaaaa
aaaagtttgg

aattttaaca

1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420



gatgacatga
aaaaataatt
attagtttac
cacgtgattg
atttgaaagg
atatctttgg
catccaaatt
tattcttcat
atggttggta
tgggtttgec
caaattcatt
atttgctatg
aatagtgcat
tgtagagtcc
tgtatagggc
gaaaagtttt
taattggatt
taaaaagtca
cattagagaa
ttgcatttga
atcaaatgtt
tcccaggatt
ttttatttca
tatttgtgta
acacgtagga
aactttatat
gtgcgtgtcc
atgtatttta
tcgatttgga
taaacatata

ttgtgtccta

ataaatcttt
taattaatga
caataatgaa
tattgttttt
aaaaaggtta
atataaataa
attctaagaa
agctttagta
ttatgcaatc

atattttggc

ccttgatttc

ttgtttgaat
ttttgaagaa
aattgaacaa
atacatattt
gatggatgaa

aacaacttcg

tggattatta

atacgctact
ggtgtttatg
tgtggagatt
tccttatcat
ttttaaattt
cttcaatttt
catCatgtag
aagtttaagt
aaagttgaag
gatagaataa
ttcaactgac
taaaattgaa

cgtgatgccc

YEDA-0110 PCT_ST25.txt

tctcaaagtt
catggccgaa
acctttatat
ttattgcaca
atatggtctt
ataaatgtag
aaagagagag
attgggattt
aaattttgtt
aacacacttt
tttgctacta

tcttgaaaaa

‘tctaacatga

aatttttctt
gggaagccaa
gaatatcttg
attgaagaag
tccgattatt
acggaagaac
agacttctta
actgctgtaa
aagggactca
taagatataa

gagtgtgtat

gatgcaaatt

gtttacttat
ggtacacgtg
catgtttttt
atatatgccc
caaatagaca

tacatgtatt

cgataacata

acataattga

taaccaaaat
tttatttggg
tttacatatt
ccatttagca
agagaacaat
tcacatttta
caaagaaata
cttacttcaa
ggtaaattaa
tattaatatg
gtactgcaac
ttttttttta
caattatggt
aaagaggttt
ataaatattt
ttgattatat
ctattgagtt
ttggtgatga
ttagtgctgt
aggtaagatg
atgtgttttt
aaacttgaat
gtcacgaagg

tcaactttat

tgagatgagg’

ttttatatac
tccaacttta
catttgtctt

atgttacgca

tttgaacctt
tcatatataa
ttggggggct
aataataaag
tggtcatcat
cctccaatca
ggatttctac
tgctatatta
taacatccct
atctaccatt
ctattttcat
tacttgtcaa
tgttattaca
aaggtttggg
gacaaagcca
gcctaattat
tcgtcgatta
cgataaaact
tctccataag
ggttaatcaa
tcacaacttg
tgttcaactt
tttaacttgc
tagtagacac
acgtgtgtgt
ataagtttaa
ccaagtaaaa
ataatdtata
ggtgtgcaca
aagtggcgta

dgacacgcaa
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tttcctttta
aaataaataa
aaatgatttt
atttaactat
tattgttgcee
aattcacagt
aatttagcct
atgagaatta
ctaggttata
tgtggtgatc
tatcgtactt
atcttttaaa
attacatttt
acaggaggaa
gaaataatta
atgaaaaaat
acatctccag
gtgagcacta
atgcacaggc
gaattttttg
ccaattaatc
ttaatattat
catcagttta
atgacataat
ttacttgttc
gtgtttactt
tggcatattt
aatgtgccct
aacagatgct
catgacaatt

gacacgtgtg

3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280



tctacttgtt
‘gcatagatat
catgtaatgt
ttcgttttta
cccacctatc
aaatattttc
tttctcaaaa
ttttatactc
aacattttcc
ttgtggttgt
agatcactct
gaaaégtact
atggaaaatc
attatgaaga
ttgctggttt
atccccattt
atgggtgagt
ggactaaaat
ttaaatttgg
gagataacaa
tgggtgggta
cgatatttga
gcatcttcaa
gtaagacaat
tatacaaaaa
ttggactaac
atgaaacgtt
ttaacataaa
gaaaaatcaa
cttgtatgtg
attcatatga

gtaagtgata

taattttata
tagttgaagc
gggacccccc
aaaaatactt
ccgcecctac
agtttcaatt
aaaaaattca
accaaccaaa
ttcctaccga
aataaatata
tttcatttaa
aggagggata
aatgccaagg
caatatattg
tgaacctgtt
cttggagaaa
taaactgaat
ggactaacaa
acgaattaaa
aaggatcata
gtgtattcac
ttaattattt
atgctggact
attatgatgt
gtcatcagta
atgcattatt
acgtattgct
tggttggtac
aatacgacaa
tagggtacac
atcctgatgt

tgcatcttaa

YEDA-0110 PCT_ST25.tXxt

caagtttaag
caagttaaat
accctaccag
tcaacttcaa
cagcccccac
caaaaaatat
ttcataaatc
catgagaaaa
acacacccaa
atatagagtg
tatttatcgt
tttcaaaaac
gcaaacataa
agtgacaaga
gctcttatgt
gccaaagtaa
ttggacaggt
acgagtcata
ttgggctaag
actcaactcg
gagtggattt
tttttaacag
tagttttgat
tétatacttt
caaataatta
atttattaat
actgatcaaa
tttgccttat
atattttgaa
catacccaaa
ttatgttcag
ttaattgtgt

tgtctatttg
gacatattta
caccccccca
aattttattt
cccccaaaat
tttctactct
aaacacataa
taagtccaaa
aatcacccct
caacattcat
gttgtatatg
taatagatga
ttgatatgtt
agatcgttga
ctgtcaaggc
gtactcttta
ggactgagtt
aactcaactc
ttaatatgtc
tctaattggt
gccaccccta
gaggaacaag
gagattaggc
ctataatagc
aaaaaagaag
gttatctctt
cggtattcct
tcttttgtat
acgacgaata
gggtggaagt
cctaaggaat

ttaagaaaaa

tacacaccca
tgtattatat
cccaaaaaaa
tttcacccca
aatttaagtt
ctagtaagaa
aaatcttttt
gtctacttat
ttcatctttt
gtcaaagacc
tttattatga
aagaagagaa
gttatcaaac
aatcctagtt
aatttttcac
ttctgtttta
aattagtcca
gtctaattag
caaaaatttg
cgatccaaac
gtttatttta
aggaaatagt
aaatgacgtt
atttttataa
atgaagtgat
ttaatattga
tagagacaca
ttatattatt
attcattcat
tttttgcagt
ttaatccttc

aaaattcact
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aaattagtgg
attttctaca
ataatttaag
accctcgacc
tatttttaaa
taaaagatat
tcgaaaaata
tttctagaaa
atcatgatat
aaaaagtacg
tttcaggctc
gccatgaagg
actaatcaag
ttgttttcat
ttgcaaaagc
ggggtgtcat
aaacttactt
acaggttgag
gggctaaaat
ctaagcgggt
ttttatatga
aaagagaaga
tgttagtaag
ataataccat
aatacaaaaa
caggtaatta
agtactactt
attttctatc
tcatttatct
tgtatggaat
aagatgggat

ttattttttt

5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780
6840
6900
6960
7020
7080
7140
7200



tataatcaag
ttgtgtttgc
catgacgaga
ttgttcaatg
aaaaatagtg
gaaccacgcc
acctaatttt
acgaatcatg
ctctccttaa
tgctttaccg
tgttcctcct
ttcccacatt
ccaggcattt
aagcttcaaa
ttcatactta
cttaccaaat
aaataagtat
atttaaaata
gatatattta
ctgaaaattg
taatcattgt
aataattatt
<210>
<211>
<212>
<213>
<400>

17
848
DNA

17

aaatttttga

cttttaccac

atttatttat

tcttatttat
ctaggataat
ctccactagg
gaacctcggt
tcatatctag
acatcgttgt
ttctcaatgg

tttgagatat

acttattact
ttcttccatt
tttcagtaat
taatatgaaa
attttcaaag
tttgaccctt
aaaaaggaaa
atattcatgc
tcttgtgaaa
gttacaaata

aaattggata

YEDA-0110 PCT_ST25.txt

gggttaataa
tttgaatatt
acataagaat
taattcaatt
aataataata
aagaaaaaaa
atgttctect
ctaatcaatt
caatcttttg
tacatagcta
ctgaactatc
taatgatcaa
ttcaatgggc
tcttcattat
aaattaacta
ggactaaaat
atactcgtga
tataaattat
agggttgagc
ttcaagaagce
aataattcat

tttttgtaga

Ssolanum tuberosum

Ctcatatagc tcatcttcac acccactctc

tctccaatag tatttgtcta gattatctat

agaaaataga
accctaattc
tcatgcctaa

gtaaagagaa

tagaaaattc
ttgttgtagg
tatatgtctt

gatcaccttc

acttatctrt
ggtagtttag
gacaaatttt

aaatgaaggc

tgtatgattc
aggtatttta
attagtaaaa
aattttgact
ataataaaat
attgattaac
attttgagtt
cttttcaaat
taccttagga
aaaagtgtat
tcaatttaac
gtgaaatttt
cccaaatcat
tatcttcttc
attatatttt
atatgaattt
ttttatcgta
tgattaaatc
aaattaatcc
tctcaatctc
gttgtaatct

acgtttaatc

gtagacccaa

aaatttttat

ttgaaaaata

tcttttaatg

ctatttttac

cttaatttcc

aaaatatgtt
tttgcagtag
ttagctcata
catctaattt
cggaaatgtg
aatctcttaa
atagcctcga
cttcctcgat
gtaaaagata
tatcatcagg
tttttacgtt
gacaggatat
gcccaggatc
actacaggta
gaatatttta
attgtgaaat
tgaattgaga
atattttaat
agaggctaga
tagtgatggt
tgaaaacaat

cagt

ccccececacctece
ttatttatat
tttttctccg

ttttaaaaaa

-aggaggaaca

atgagattaa
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acgtaataag
ggtttaaact
aaaatatgat
aattcatcta
ctctaaacta
cattcttcaa
tgagttaaag
ctatctctac
ggatattagt
acaatgcatg
acgaaaatca
tgaaactaag
caatctggcec
attaaatagc
tttttatttt
ttataccaaa
tggatggaat
ttaattaaac
tgttatcctc

aactaaattt

aagtgtattg.

catgtctctg
actaaacaca
tattgaacac
agaagttaaa
agaggatata

acagatgaag

7260
7320
7380
7440
7500
7560
7620
7680
7740
7800
7860
7920
7980
8040
8100
8160
8220
8280
8340
8400
8460
8504

60
120
180
240
300
360



tatcttagta
agagaggcaa
ttgacatttt
aatccttcaa
ggccccaaaa
tactttcttc
agaaattgtt
gaatgacaat
tgaccttt

- <210>
<211>
<212>
<213>

<400> 18
acactatgtg

18
DNA

ccttttcgaa
aactcaaact
gctgaggagg
gtgtaatttt
ccaatcgttt
tcagatgaga
ccaatttatg
gacacttgat
cggactgtag
tcacatatgg
tattccaaca
atgttttcag
acatgtcctc
ttaaagtcta
ctagaaaaat
tttattgatt
attacgttga
tttctaataa

6378

acgtaattaa
gaactactat
catggaatta
gatgggatga
tgtgtccagg
tttactatag
ttgtgagatt

atcatcattt

atttacataa
gctaaaaaaa
attttggcta
ttcatttaag
ttttatctag
gttaatctga
ttaggaccta
gctcgtggat
ttttaggect
attgagctcg
aatatataac
actttttagt
ctaatgattt
ttaagagtat
ttaatttagc
tcaattgaga
aactatgatt
tagaaactca

ggggtatatc
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tgaatcgtta

taacataaac

tcatttggat
tcttgaacce
agccaatttg
ggtggagcaa
caagaagctc

tccatttgca

Solanum lycopersicum

tttttaccaa
gaagtagata
agaatgaacc
ttatatactc
gtggttgggg
gattgaagta
agttttatgg

caatttacgg

gattttcaca
tgaaataaaa
ttgttgatca
caaccgtatc

ctatagaatt

agaaatcatg

ttcaatttat
gtattattta
caatcaaagt
aaaaaatctt

cagtctaaat

cgtattgcta
gggtatacca
cctcatactt
aagccagcect
gccaggcttg
gttaatctag
taaggatatc
ttgctcttta

aattaatccc
caattttttt
cctttgtaat
acaaaagcat
tccctaactt
aagagtataa
gtccaatcta
gctatagatt
tacccaatct
ttttaaagac
aaccatagtc
ctttcacccg

tagagttcat

‘attagtagat

tattattata
gtaccgttaa
ttttatttta
ttttatgaaa

cgcaaagttg

tggccaaaac
tacccaaggg
atgtgagacc
cctttctacc
aggtttcagt
agagcaaaat
atatcatatc

ttatgtggat

aaaatttgag
tttgtatata
gagctatgct
aagtttgtct
ccacataggt
ccgttttacc
aggaactgag
gaactcatga
actggttgtg
ttaaaattac
cgtaaatgac
ttgagtccca
ddadddddcCaad
ttacattcag
ttattaagct
aaatatattg
tacgggctac
gtatttgagc

aggatatatt

pPage 30

P(?TML2012/000019

aatattcttt
gtggaagttt
taaggaattt
ctttggagtt
aattcttcat
cgaacctcct
ttatgaatat

tccacgtgta

accatcacaa
acgagaatcg
tctcttcaat
tgtatataca
ctacccttca
aaagacacat
ttttacgagt
aaaaagactt
gattaatcta
atcctgaatt
ccccgtgaaa
aagtaaattt
gatttaaatt
tttcatatgt
attcaattta
aaagactaga
taagagatgc
gtaattactt

tgcatctttt

420
480
540
600
660
720
780
840
848

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020

1080

1140



ccctatataa
cttctcgaag
ttcaagtgag
agttttaatt
aaattattat
tttctatttt
atttattatt
gattttatta
ttttattcat
gataataaaa
atagaatatt
attttgcatg
tgttgttigt
agtaatgttt
catcccgatc
atcgattcaa
agtgaaaggt
cacattaata
atacacaagt
atggtttttt
attagtaggg
ttttacctac
tatatataga
tttaaacgtg
ttcctgtttg
atggatgatg
gctcaagttyg
ataaaaagtg
aaatcatttg
aggccageat

gtgaatattc

aattataaaa
attcaagcta .
aagaattgca
ttaaaatatt
ttttcgataa
acaatatata
gaagtgaatt
ttgtacacat
gttcgatggg
atacattatt
acgtggtgtt
atattatgtg
aatgatacta
cataggtgaa
cataaaagaa
taataatata
gtacaattat
tattgtgttc
ttagcaatag
acatttttta
aacatgattt
tttgttacta
gagtatttta
tactgacgaa
gaaaaccgag
aaaattatga
gtggatttac
acatatcatt
tgaaattggt
ttgaagtgtt

tatttgaaga
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taatactttt
tattaacttt
acttataata
gaattaatct
ttaaaaaatg
tttttatttt
aatagctagt
gattcgtacc
tatattatac
atgatgcatg
ttatattaca
gtggatacag
cttctgctat
gatagatagt
ctatgccaac
atatgtaccg
acagagacct
daCaaadaaad
gaattttaac
Caaaaaaatg
ttttcttact
ggtaaagata
aacgtgtact
tgtttttttt
tattatcatg
tagaggtatg
aagagaagaa
attatcaaat
tgaaatggéa
aatgagaatt

gactatttat

ctcatctcaa
gagacgttga
tttttegttt
aatttaatgt
tcacatagat
atttttaaaa
acatttttgt
cccactgtag
tccctegteg
ttagtacatt
attttatgtc
atataccgat
gccacttggt
gatgatctcc
acaaataaaa
atatgataCC
aaaagtctat
Caaaaaaatg
cctaatttgt
taacttgcct
aagtttcaaa
taaaagtatt
gacgaattta
aggtttggag
acaaaagttg
Ccaaactata
agcaagactc
tactttgatt
gaaccaattg
cttataggtg

cttattcatg

tttacgtgac
caacattata
agtttttaaa
attgaattcc
aaagatagaa
aaagttaaaa
tacttgaatc
cacctcaaag
atgcgtattc
aatcgtgtat
ctatgtggtg
agggcctagce

ataatccggt

gatataacat
ctataatgta
tgatccaata
atatatatta
gagtacaact
gttctaaaga
cctggtgaca
gataataatc
aactttcaac
tatatatata
agggtggaat
aaataagtag
tattaaaaat
tacatagaat
ttgcaaatga
atgtaatttt
atggagttga
gttgtcatgg

" Page 31
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actttttttt
aaatgtaaca
tatcgctcta
gcaactactc
ggaatataca
aatatgaaaa
ttctagtaca
gaataacacg
aaaattttga
tcacgtaagt
tctcacatgt
tatcagtaca
tgcagtattc
tttaacatgt
ccgacataat
aaaatataaa
taaacaaact
tagtgttatt
gggtaaatgg
tgggttggcc
ttagctcatt
gatctatata
tagagagtat
gtacaaggca
gaaaatattt
attaggacaa
cacaacattg
aattgtgaaa
agcaattaaa
taatgatatg

tttgccattt

1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000



aatataccag
tcatctagac
tctaaaagaa
tgtcatttta
caaaatttga
tgatatgact
ttttattttt
agatgaaaga
agatatgatg
tgcaatgctt
tgcaattatg
tactcatcat
ttgcgtctta
tgtcccgtag
atttgaagga
gcttcttaac
agacatatta
ggacatgaat
aaagagaaga
tcttagtaat
taaatatttt
tgcgtattgc
atggttagta
gtattaaaaa
ttttgtcatt
ttaatccttc
attaaaatta
tttttatctt
gtgataaaat
gccctaaaat
actticttct

atacgaaatt

gatcagctta
actcgaatta
aacttctttt
tttatttaat

accgaaaaat

ttatcacgta

tttaattttc
aaagtgatga
ttaaacactc
gtttcatata
tatttggaaa
cgctacgtat
caaatatata
acatattatg
catgagtatc
ttaatattca
tgtcacgtag
atcagttgac
tcatcaccaa
gtaagatttg
tatatactaa
tactgctaaa
tctctttaat
agtttattat
ttcatggaat
tagatgggat
tgtatttatt
gcataactta
tatataggat
gtgtccagga
taactacagg

taaaaaagta

'YEDA-0110 PCT_ST25.txt

caatagggga
agttctggtc
taaaaacttt
cgtcatcaat
gtctgataaa
tttagatgtt
aggctaggaa
ttgggaaaaa
aagatgatga
catttgctgg
aacatcctca
attacgtaaa
gacattcaca
tcacgtagga
agttgatgac
tatcctatct
gacgatgtat
gacaaatcat
atgaaggcct
agttattttt
ttattttttt
acaatattct
atcgatttaa
aatttttttt
tatcatttcg
gtaagtggcg
agtaatatta
tatatgtatt
cttaaaacca
gccaatttgg
tatttagctc

aagaatatct

ttaaaggtaa
tggttcgaaa
tctcaaagta
tgaaacatga
atctttatca
taatatttgt
agcaatgtct
caaaacaaga
taatgaagga
ttttgaatct
cttcttggac
cgtgcttctt
tcctatctgg

tggtgtatat

aaatcatcac

ggcatcctat
atttctactt
gtatttgtag
taatttccat
ttttaatttt
ttcaaatttg
ttagagaggc
tttctcagat
tagggtatac
accctcatac
tatctctatt
tgtaagattt
aattatacga
agccagectc
ctaggcttga
gttttaattt

ttgaatcttc

atttaattcg
Cttgaaaaca
tattgtcaca
ttgagatttc
tatgttcaga
ttgtttgctt
aagatatata
gaaaagtcca
ttcaatgatg
gttgctttgg
aaagctaaag
aacttaactt
tatcctacgt
ttctacttat
tacgtttaat
gtgaccattc
acttaatatc
gaggaacaag
gaaattaaag
atttttggac
aaaggtaatt
aagaactact
agttacttaa
catacctaag
ttacgtgaga
tacgagtcat
agttattcaa
gatcgtaaac
ttttctteee
ggtttctgta
atttatctga

tgatcttaaa

Page 32
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tcggtaaatc
tggtaaagtg
taatgaaata
acgatttttt
tgtttaatcg
tgaattaact
aatatatttt
atattttact
agaagatcat
tagcatcaac
tatatatacc
éagattataf
gaccattcta
ttaatatcct
acataaacgt
tatgtcatgg
ctattttgaa
aggatattgt
agatgaagta
tattatgaat
aafgaatcat
attaacataa
ttttatatac
gggtggaagt
cctaaggaat
ttaattgctg
atacgtaatt
taattatcat
tttggagttg
attcttcatt

ttttaatttg

caaatgatga

3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920



tatgtaagat
ggataatttt
tcttaaccat
agggtggagce
ttcaagaaga
aatttcattg
tgtgtgactc
ttttatcttt
tagtacctaa
gataaaatgg
ttctgtaaaa
tgatattttg
aaaaaaaggg
ttcgtagacg
gatcttatat
tcaaataaaa
tgtgcgttta
aaaattgcta
tctttagtgt
ataaaaattc
actataaaaa
aatattaact
tataattata
gtaaaagatg
taatgaccta
<210>
<211>
<212>
<213>
<400>

19
1416
DNA

19

atggaggaaa
tttatttttt
gttacataga
gagttaattc
tctaagcgat
tttttcagta
tttttatgta
ggtgttattt
ttaaataaat
cataaattta
aaaaaaaatt
gcctagttec
acaaaattct
gagttaggag
ttatattaga
ctaatttaga
ttttttttga
caaaaaatat
agtagctaaa
atacgtggct
ttcattgcta
atattcaatt
tttatacaaa
ggttgagttt

tttattta

YEDA-0110 PCT_ST25.txt

gtattgggaa
ttaaaaaaaa
aaactgattc
agagagcaaa
catcatatat
ttttctattt

agctagctat

tatatgacta

acttaaccaa
catatgaaag
aaaaagaatc
ataattttcc
acctattttt
gggttcatag

daattaaata

atcccaaaac

tatatatttt
agtttaaaat
tatatactgt
atattatata
caaggctgta
attgaattct
ctattaatta

gacaaaattt

solanum Tycopersicum

aatgtttctt
aCatgtgtac
agagatttaa
atcgaacctc
catatcatat
tcattgctaa
cgttgaaatt
tttaggattt
ttaatgttgt
aatttgctat
atatttgttt
caaaattaaa
catattactc
atttggacaa
attatatgta
acctaacctt
gtctcctcag
ttttgccaca
tgtggcaaaa
taaaaatcta
ttégatataa
tagttcaact
attaaaacta

daaattatca

atatttttcc
accgttaatt
taactattat
cgagaagttg
atcatatgaa
tttatcattt
aattatgtta
ttatgtctaa
tatagagtaa
aaaaataaca
tttttttaat
tgctacccca
cttattgtac
aagtctttaa
tatattgaga
agcaccaccg
cattcataaa
aaaaaataaa
aaaaacttat
tatatacttt
taatgatata
agttataatt
atagtatagc

gaatacttgt

PCTNL2012/000019

atattcggtt
tatcttttaa
tatatgatgt
tcttgtgaaa
tatgaatgag
ggattttatg
aatgtttttt
aattattctt
agttcttaaa
tatagtgatt
ataaatatga
aaatctcact
tatacttctt
ttttttcgta
tgtgaaccct
ttgctgattt
aagatataga
ttttgtagca
tttatttgct
tagccacaca
catacactta
atcaactagt
aaaaggcatt

aattgaaata

atggagtaca acttagtgtt attatacaca agtttagcaa taggaatttt aaccctaatt

tgtgttctaa agagggtaaa tggatggttt tttacatttt ttacaaaaaa atgtaacttg

cctcctggtg acatgggttg gccattagta gggaa

catga tttttttctt actaagtttc
Page 33

4980

5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6378

60
120
180



aaagataata
atgtacaagg
aggaaaatat
acaagagaag
ttattatcaa
gttgaaatgg
ttaatgagaa
gagactattt
tacaataggg
gaaagaaaag
atgatgttaa
atgcttgttt
attatgtatt
attgtaaaga
aagtatctta
tttagagagg
tttttgtcat
tttaatcctt
gttggcecta
cattactttc
ccgagaagtt
<210>
<211>
<212>
<213>
<400>

20
471
PRT

20

atcttagctc
cattcctgtt
ttatggatga
daagcaagac
attactttga
aagaaccaat

ttcttatagg

atcttattca

gattaaaggc
tgatgattgg
acactcaaga
cétatacatt
tggaaaaaca
gaagatcatc
gtaatgtaat
caagaactac
tttcatggaa
ctagatggga
aaatgtgtcc
ttcttaacta

gtcttgtgaa

YEDA-0110 PCT_ST25.txt

attttttacc
tggaaaaccg
tgaaaattat
tctacataga

ttttgcaaat

tgatgtaatt

tgatggagtt
tggttgtcat
taggaaagca
gaaaaacaaa
tgatgataat
tgctggtttt
tcctcacttce

accaaatgaa

‘taatgaatca

tattaacata
ttatcatttc
tgatcttaaa
aggagccaat
cagggtggag

attcaagaag

solanum lycopersicum

tactttgtta
agtattatca
gatagaggac
atcacaacat
gaaattgtga
ttagcaatta
gataatgata
ggtttgccat
atgtctaaga
acaagagaaa
gaaggattca

gaatctgttg

ttggacaaag

ggccttaatt
ttgcgtattg
aatgggtata
gaccctcata
accaagccag
ttggctaggc
cgagttaatt

atctaa

ctaggtttgg
tgacaaaagt
aagctcaagt
tgataaaaag
aaaaatcatt
aaaggccagce
tggtgaatat
ttaatatacc
tatataaata
agtccaatat
atgatgagaa
ctttggtagc
ctaaagagga
tccatgaaat
ctactgctaa
ccatacctaa
cttacgtgag
cctcttttct
ttgaggtttc

cagagagcaa

PCT/NL2012/000019

ggagggtgga
tgaaataagt
tggtggattt
tgacatatca
tgtgaaattg
atttgaagtg
tctatttgaa
aggatcagct
tattttagat
tttactagat
gatcattgca

atcaactgca

acaagaggat

taaagagatg
aacaatattc
ggggtggaag
acctaaggaa
tcectttgga
tgtaattctt

aatcgaacct

Met Glu Tyr Asn Leu Val Leu Leu Tyr Thr Ser Leu Ala Ile %}y Ile
1 5

10

“Leu Thr Leu ITe Cys val Leu Lys érg val Asn Gly Trp ;Be Phe Thr
‘ 20 5

Phe Phe Thr Lys Lys Cys Asn Leu Pro Pro Gly Asp %gt Gly Trp Pro
35

40
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240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260

1320

1380
1416



L.eu
Leu
65

Met
val
Gly
His
Tyr
145
val
Ala
Asp
Cys
Leu
225
Glu
CIle

Phe

Gly

val

50

Ser

Tyr

Glu

Gln

Glu

Phe

Met

His

210

Lys

Arg

Leu

Asn

Phe
290

Gly

Ser

Lys

Ile

Ala

115

Asp

Met

Glu

val

195

Gly

Ala

Lys

Leu

Asp

Glu

Asn
Phe
Ala
Ser
100
Gln
Thr
Phe
Glu
val
180
Asnh
Leu
Arg
val
Asp
260

Glu

Ser

Met

Phe

Phe

85

Arg

val

Thr

Ala

Glu
165

Leu

Ile

Pro

Lys

Met

245

Met

Lys

val

Ile
Thr
70

Leu

Lys

Gly

Leu

Asn

150

Pro

Met

L e‘u

Phe

Ala

230

Ile

Met

Ile

Ala

Phe
55

Tyr
Phe
Ile
Gly
Ile
135
Glu
Ile
Arg
Phe
Asn
215
Met
Gly
Leu

Ile

Leu
295

Phe
Gly
Phe
Phe
120
Lys
Ile
Asp
Ile
Glu
200
Ile
ser
Lys
Asnh
Ala
280

val

YEDA-0110 PCT_ST25.txt
Phe Leu Leu Ser gge Lys Asp

val

Lys

Met

105

Thr

Ser

val

val

Leu

185

Glu

Pro

Lys

Asn

Thr

265

Met

Ala

Thr

Pro

90

Asp

Arg

Asp

Lys

Ile

170

Ile

Thr

Gly

Ile

Leu

Ser

Arg
75
Ser

Asp

Glu

Gly

Ile

Ser

Tyr

235

Thr

Asp

val

Thr

Phe

Ile

Glu

Glu

Ser

140

ser

Ala

Asp

Tyr

Ala

220

Lys

Arg

Asp

Ser

Ala
300

Page 35

Gly

Ile

Asn

Ser

125

LLeu

pPhe

Ile

Gly

Leu

205

Tyr

Tyr

Glu

Asp

Tyr

285

Ile

Glu

Met

Tyr

110

Lys

Leu

val

Lys

val

190

Ile

Asn

Ile

Lys

Asn

270

Thr

Met

Asn

Gly

Thr

95

Asp

Thr

Ser

Lys

Arg

Asp

His

Arg

Leu

Ser

255

Glu

Phe

Tyr

Asn

Gly

80

Lys

Arg

Leu

Asn

Leu

160

Pro

Asn

Gly

Gly

240

Ash

Gly

Ala

Leu

PCT/IL2012/000019



Glu His

305

Lys

Ile val Lys

ITe Lys Glu

Thr
355

Ile Ala

Ile
370

Asn Asn

ser Asn

. 385

Trp

Phe Asn Pro

Leu Pro pPhe

Glu
435

Arg Leu

Glu
450

val Arg

Leu val

465

Lys

<210>
<211>
<212>
<213>

<400> 21
cttaatcaat

21
1648
DNA

gtagggattt
aaatttagtt
aacatgcttc
tttgtaacta

attctcgtca

Pro His

Phe

YEDA-0110 PCT_ST25.txt

Leu

310

Arg Arg

Met
340

Lys
Ala Lys
Gly

Tyr

Tyr His

Ser

Tyr

Thr

Thr

Phe

sSer Pro

Ser

Leu

Phe
360

Ile

Ile
375

Pro

Asp Pro

390

Ser
G1y

val Ser

val Asn

Phe Lys

agaaagtaaa
taaccatttg
caaaCaaafg
atttcgtcaa

ggttcgggaa

catcgcctga

Trp

Gly

val

Ser

Lys

Asp Asp

Pro Lys

Ile Leu

440

Glu: ser

455

Ile

Petunia x hybrida

aatggagtat
gagtatacta
tcggetgect
atgtctctca
aggaggatta
attatgtagg

315

Glu
330

Asn Gly

Asn val Ile

345

Phe Arg Glu

Lys Gly Trp

His Thr Tyr

395

Leu Thr

Met
425

Pro

His Tyr Phe

Lys Ile Glu

gattcaatgt
aagaacggaa
ccaggtgaca
aattacgatc
tacaaggcat

aaagttgtga

Asp Lys Ala Lys Glu Glu Gln

Leu Asn Phe

ser
350

Asn Glu

Ala Arg Thr

Lys Phe Leu

val ‘Arg Pro

Lys Pro Ala

Ala Asn

Gly
430

Leu Asn

445

Leu

Pro
460

Pro Arg

tcttgtacac
atggatggtt
tgggctggcec
ttgcctcatt
acatgtttgg
tggatgatga

Page 36

Glu Asp

320

His Glu

335

Leu Arg
Thr
Phe

Ser

Glu
400

Lys

Ser Phe

415

Leu Ala

Tyr Arg

ser Cys

agctttggca
ttacacattc
attctttggg
tgtgtcctac
aaagccaacc

aaatttcgac

PCTNL2012/000019

120
180
240
300
360
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ttgggttttc cccagtacat cttagagctg ctgagaaaag aaccaattgg tggaacaact 420
aatcaagaag ataagcttgc tcgtcgatta acaacaccaa taaaaagtca tggattagta 480
tctttettet ttgatttctt aagcgagaat gtgaaaacat catttgagaa atggtctgcc 540
tcggagaaac ccatcgagtt acttgctgag atgaaaaaac caacttttgc tgtgcttatg 600
agagttcttt taggtggtga ggaactggtt gctagagaat tgcttgatgt tatattcaag 660
gagaacaatt ttcgatttgc tggtcttcgc agcttgccta tcaatatccc tggatttgct 720
ttccataggg caatgaaggg tcgaaaagag ataataaagg tatttgaaag ggtaataaat 780
gaaagaaaag tgctgattgc gaaggataaa acaagggcaa agtctaacat actggatata 840
atgctaagca ctcaagatga tgatggaaaa ggattacgcg atgggaatat ccttaaaacg 900
ctactttggt atacatttag tggttatgaa tctgttgcta aggftgccac acagacaatg 960
atgcttttgc aaaatcatcc tgagtgcttg aagaaagcaa aagaagaaca agaagaaata 1020
gttaagagaa gaacatctcc aaatgaaggc ctcaatttca gcgaaattygg acagatgaaa 1080
tatgttacta atgtaaftaa tgaaacactg cgtcttggta gcactgaaac agtattgttt 1140
agggatgcaa gaactgatgt taacttgaat gggtacacta tcccagaggg gtggaagtgt 1200
ttagcattgt tagggaattt ttataaggac cctgatactt atgtgaaacc caacgaattt 1260
attccttcaa gatgggatga tctcgaagtc aagccagcct cctttcttcc ctttggagta 1320
ggcctaagaa tgtgcccagg agccaatttg gtcaggcttg aagttgcagt agttcttcat 1380
tactttcttc ttaactacag gcttgagatg cttgatccag atagtacacc tgaaaagtgt | 1440
cttgcaagat tcaagaagct ctcagcttaa tatgaatgac aacttcagcg tttgctagaa 1500
atccctattt gaattgctct ttgtcatgtg gattcgtttg actctatcac atgtaacttt 1560
gaaaaggatg agcatgagtt tgtatcatta aéagtaattt tatcgataat aaaatgcagt 1620
ctcctatact ttcttcatgt ctcaaaaa 1648
<210> 22

<211> 482

<212> PRT

<213> Petunia x hybrida

<400> 22

Met Glu Tyr Asp Ser Met Phe Leu Tyr Thr Ala Leu Ala val Gly Ile
1 5 , - 10 15

Leu Thr Ile ;rp Ser Ile Leu.Lys ésn Gly Asn Gly Trp gge Tyr Thr
0 5

Phe Lys ;he Ser Ser Asn Lys C%s Arg Leu Pro Pro Gly Asp Met G1y
5 4 : , 45 :
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Trp

Tyr

65

Gly

Thr

Asp

Ile

Thr

145

Ser

- Pro

Met

Asp

Leu

225

Arg

val

Ile

Asn

Pro

50

AsSp

Gly

ser

Leu

Pro

Glu

Ile

Arg

val

210

Pro

Lys

Leu

Met

Ile
290

Phe

Leu

Leu

Pro

Gly

Gly

ITe

Asn

Glu

val

195

Ile

Ile

Glu

Ile

Leu

275

Leu

Phe

Ala

Tyr

Glu

100

Phe

Thr

Lys

val

Leu

180

Leu

Phe

Asn

Ile

Ala

260

Ser

Lys

Gly

Ser

Lys

Leu

Pro

Thr

Ser

Leu

Lys

Ile

Ile

245

Lys

Thr

Thr

Asn

Phe

70

Ala

Cys

Gln

Asn

Met
55

val

Tyr

Arg

Tyr

Gln

- 135

His

150

Thr

Ala

Gly

Glu

Pro

230

Lys

Asp

Gln

Leu

Gly

ser

Glu

Gly

Asn

215

Gly

val

Lys

Asp

Leu
295

YEDA-0110 PCT_ST25.txt

Leu His Phe val

Ser
Met
Lys
Ile
120
Glu
Leu
Phe
Met
Glu
200
ASn
Phe
Phe
Thr
Asp

280

Trp

Tyr

Phe

val

105

Leu

Asp

val

Glu

Phe

Ala

Glu

Arg

Asp

Tyr

Phe

Gly

90

val

Glu

Lys

ser

Lys

Leu

Arg

Phe

Arg

Ala

Gly

val
75

Lys
Met
Leu
Leu
Phe
155
Trp
Pro
val
Phe
His
235
val

Lys

Lys

60

Thr

Pro

Asp

Leu

Ala

140

Phe

Ser

Thr

Ala

Ala

220

Arg

Ile

ser

Gly

Thr Phe Ser

300

Page 38

Arg

Thr

Asp

Arg

Arg

Phe

Ala

‘Phe

Arg

Gly

Ala

Asn

Asn

LLeu

285

Gly

Lys Cys Leu

Phe
Ile
Glu
110
Lys
Arg
Asp
Ser
Ala
190
Glu
Leu
Met
Glu
Ile
270

Arg

Tyr

Ser

Gly

Leu

95

Asn

Glu

Leu

Phe

Glu

175

val

Leu

Arg

Lys

Arg

Leu

Asp

Glu

PCTAL2012/000019

Asn

Phe
Pro
Thr
Leu
160
Lys
Leu
Leu
Ser
Gly
Lys
Asp

Gly

ser



PCT/iL201Z/UUUU19

YEDA-0110 PCT_ST25.txt

val Ala Lys val Ala Thr GIn Thr Met Met Leu Leu Gln Asn His Pro
305 310 315 320

Glu Cys Leu Lys Lys Ala Lys Glu Glu GIn Glu Glu Ile val Lys Arg
325 330 335

~Arg Thr Ser Pro Asn .Glu Gly Leu Asn Phe Ser Glu Ile Gly Gln Met
340. 345 350

Lys Tyr val Thr Asn val ITe Asn Glu Thr Leu Arg Leu Gly Ser Thr
355 360 , 365

Glu Thr val Leu Phé,Arg Asp Ala Arg Thr Asp val Asn Leu Asn Gly
370 L 375 380

Tyr Thr Ile Pro Glu Gly Trp Lys Cys Leu Ala Leu Leu Gly Asn Phe
385 * 390 395 400

Tyr Lys Asp Pro Asp Thr Tyr val Lys Pro Asn Glu Phe Ile Pro Ser
: 405 410 415

Arg Trp Asp Asp Leu Glu val Lys Pro Ala Ser Phe Leu Pro Phe Gly
420 425 430

val Gly Leu Arg Met Cys Pro Gly Ala Asn Leu val Arg Leu Glu val
435 440 445

Ala val val Leu His Tyr Phe Leu Leu Asnh Tyr Arg Leu Glu Met Leu
450 455 460

Asp Pro Asp Ser Thr Pro. Glu Lys Cys Leu Ala Arg Phe Lys Lys Leu
465 470 475 480

Ser Ala

<210> 23

<211> 1478

<212> DNA

<213> vitis vinifra

<400> 23 ‘ o
atggagttgg gtatgatctg ggtggccttt ggggccattt tgggaggtgt attgggtgtg 60

aaatgggttt tgaggagagc aaattcatgg gtttatgaag ttaagctggg agagaagagg 120
tattctcttc caccaggtga tcttggttgg ccattgattg gtaatatgtg gtcttttctc 180

agagctttca agtccactga tcctgattct ttcatctcca gcetttatcac cagatttgga 240
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caaactggta
gaagcatgca
accatggaac
ctccgeeggt
tatattgaag
ttcttaactg
gagagcgégc
aggtccatgg
aatcttgtga
tctcaaacaa
gaaaattgag
aatcttctgce
tccaaagagce
gattgacgct
ttcgttggat
gtggttatac
accctgaaac
caaaaccagg
ttgccaagct
ggctgaatcc
tggcaatagt
<210>
<211>
<212>
<213>
<400>

24
492
PRT

24

tgtacaaggt
aaagagtctt
tgattggaag
taacagcaac
acaacgttat
cactccgaaa
atgtaatgga
caatcaatct
acatttttca
tgaaaaaaga
tgatgaggaa
tcacgtcacg
caaggcagag
caaggaaatt
tacattctca
tattcccaag
atatccagac
aactttcctt
tgaaatttct
tgggtgcecg

ccgaaaagta

vitis vinifra

YEDA-0110 PCT_STZS.tXt

gttaatgttt
aacagacgat

gaaatcattt

tccagtcaat

atctgccttg
gcttactttt
agctctggag
ccegggtttt
atctatagtg
catgatggat
atcatagaca
atgtgggcta
caagaggaga
cgagaaatgg
tttgtggtat
ggatggaagg
ccaaaggagt
ccctttggat

gttttcctac

cgcatgtact

gcagctgaat

gggaacccta
caaaatttca
attggcatta
gggcatgaag
aacaaatggg
aagataatta
agggaatata
gcttaccata
aatgagcgaa
gctctgetgg
ttcttgtaat
ctgtcaagct
tcataaggaa
agtatcttcc
tccgagagge
ttctggtttg
ttaatccttg
taggcagcag
accactttct
taccacactc

cagaataa

gcatcattgt
agccgggctg
ctaatgagga
cattgtccat
ctgcgatggg
tgtacatatt
cttcactcaa

aagcactcaa

gggataggaa

acatcgaaga
gtacttgaat
acaagaaaac
gagaccacct
caaggtgatc
aaaagcagac
gtttagatcc
cagatgggat
gctgtgecct
ccttaattat

aaggcccaga

PCTNL2012/0000139

tactatacct
gcctacatcc
gcacaaacgg
ttacatgcaa
agaatttgag
tcttagctca
ctatggagtt
ggctcggaaa
gaaaggcaat
tgaaaatgga
gccggtcatg
cctgaatttt
aaccagaaga
gatgaaacgc
atcaatatat
cttcactttg
gattatacag
ggcaatgatc
cagctggaac

gacaattgct

Met Glu Leu Gly Met Ile Trp val Ala Phe Gly Ala Ile Leu Gly Gly
1 5 10 15

val Lteu Gly val Lys Trp val Leu érg Arg Ala Asn Ser ggp val Tyr
' 20 25

Glu val Lys Leu Gly Glu Lys Agg Tyr Ser Leu Pro Pro Gly Asp Leu
35 4

45
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Gly

Ser

65

GlIn

val

Phe

ser

Thr

145

Tyr

Gly

Ile

Leu

Ile

225

Asn

Lys

Leu

Ile

Trp

50

Thr

Thr

Thr

Lys

Phe

130

Ala

Ile

Glu

Met

Glu

210

Asn

Leu

Lys

Asp

Asp
290

Pro

Asp

Gly

Ile

Pro

115

Ile

Thr

Glu

Phe

Tyr

195

Arg

Leu

val

Gly

Ile
275

Ile

Leu

Pro

Met

Pro

100

Gly

Gly

Pro

Asp

Glu

180

Ile

Glu

Pro

Asn

Asn

260

Glu

Leu

Ile

Asp

Tyr

85

Glu

Trp

Ile

val

Asn.

165

Phe
Phe
Tyr
Gly
Ile
245
Ser

Asp

va'l

Gly
Ser
70

Lys
Ala
Pro
Thr
Asn
150
val
Leu
L.eu
Thr
Phe

230

Phe

Gln

Glu

Met

Asn

55

Phe

val

Cys

Thr

Asn
135

Gly

Ile

Thr
Ser
Ser
215
Ala
Gln
Thr

Ash

Tyr
295

Ile

Leu

Lys

ser

120

Glu

His

Ser

Ala

ser

200

Leu

Tyr

ser

Met

Gly

Leu

YEDA-0110 PCT_ST25.txt
Met Trp Ser Phe Egu Arg Ala

Ser

Met

Glu

Glu

Ala

Leu

185

Glu

Asn

His

Ile

265

Arg

Asn

Ser
Phe
90

val
Met
His
Ala
Leu
170
Arg
Ser
Tyr
Lys
val
250

Lys

Lys

Phe
75

Gly

Leu

Glu

Lys

Leu

155

Asn

Lys

Glu

Gly

Ala

235

Asn

Asp

Leu

Ile
AsSn
Thr
Leu
Arg
1

Ser
Lys
Leu
His
val
220
L.eu
Glu

Met

Ser

Ala Gly His

300

Page 41

Thr

Pro

Asp

Ile

125

Leu

Ile

Trp

Thr

-val

205
Arg
Lys
Arg
Met
Asp

Glu

Arg

ser

Arg

Tyr

Ala

Phe

190

Met

Ser

Ala

Arg

270

Glu

ser

Phe

Phe

Ile

95

Gln

Arg

Arg

Met

Ala
175

Lys

Glu

Met

Arg

Asp

255

Ala

Glu

Ser

Lys
Gly
80

Ile

Asn

Lys

Leu

Gln

PCTNL2012/000019

160

Met

Ile

Ala

Ala

Lys

Arg

Leu

Ala



His

305

Phe

Pro

Leu

val

Ile

385

Asp

Asp

Ser

Phe

val

Gin

Asn

Pro

val

370

Pro

Pro

Asp

Arg

Leu

450

Cys

Ala

<210>
<211>
<212>
<213>

<400>
atggagtcgg gatctatctg ggtggtccta gcagtcatat

Thr
Arg
Gln
Lys
355
Phe
Lys
Glu
Tyr
Leu
435
His
Pro

Ile

25
1482
DNA

Met
Ala
Lys
340
val
Arg
Gly
Thr
Thr
420
Cys
His
Arg

val

Arg

Ile

Glu

Trp

Tyr

405

Ala

Pro

Phe

Met

Arg

Ala

310

Ala

Leu

Asp

Ala

Lys

390

Pro

Lys

Gly

Leu

Tyr

470

Lys

Thr

Glu

Thr

Glu

Lys

val

Asp

Pro

Asn

Leu

455

Leu

val

PopTlus trichocarpa

25

YEDA-0110 PCT_ST25.txt

val Lys Leu GIn Glu Asn

GlIn

Leu

Thr

Glu

Lys
345

Leu

360

Ala

Leu

Pro

Gly

Pro

Ala

Asp

val

Lys

Thr

425

Leu

Tyr

His

Ala

Glu

330

Glu

Arg

Ile

Trp

Glu

410

Phe

Ala

Gln

Ser

Glu
490

315

Ile

Ile

Trp

Asnh

Phe

395

Phe

Leu

Lys

Leu

Arg

ser

aaatggattc taaagaaagt gaattggtgg ttgtatgaag

tactcactac ctccagggga tttgggctgg cctttcattg

Ile

Arg

Ile

Arg

Glu

Thr

Pro
Lys
Met
350

Phe

365 -

Ile
380
Arg
Ash
Pro
Leu
Glu
460

Pro

Glu

cys

Ser

Pro

Phe

Glu

445

Arg

Arg

Gly

Leu

Cys

Leu

Asp

Glu
Arg
335
Glu
Ser
Tyr

His

ser
Asn

Asn

Phe
320
Pro
Tyr
Phe
Thr
Phe
400

Trp

Gly

PCT/L2012/000019

val

Pro

Cys

ttggtggatt aggggttggg 60
cccaactggg tgaaaagcag 120

gcaatatgtg gtcctttctc 180

agagctttca aatccagcga tcctgattct ttcatgcgca ccttcatcaa caaatatgga 240
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gataatggaa
gaagcatgca
acactgaagc
‘ctregeegte
tatatagaag
ttcttgactc
gagagtgagg
agagccatgg
agacttgtcg
gctcgtaacg

ggtaggaaat

catgaatcct

tttctccaaa
aatggattgt
acacttcgtt
ataaacggat
ttggatccag
acccccaaag
gatcttgcca
gaacgtgaaa
~ tgtgtggcta
<210>
<211>
<212>
<213>

<400>

26
493
PRT

26

Met Glu Ser Gly Ser Ile Trp val val
L 5 :

tctacaaggc
gaagagtatt
ttatcggaag
tgacgtccgce
aaaatgtgat
aagtgagaaa
tggtcatgga
cgatcaatct
ctatattcca
caaagaagaa
tgactgatga
ctggccatat
aagttaagga
cacttaagga
tgatcacatt
acatcattcc
aaatctatca
cagggacttt
agcttgaaat
atcctgaatg

gaatcaagaa

YEDA-0110 PCT_ST25.txt

cttcatgttt
aagtaacgat
gaaatccttc
tcctgtcaat
agctatgttg
acttaccttc
ggctttggag
tcctggattc
atctatagtg
agacatgatg
agaaatcata
cacgacatgg
agagcaagaa
agttcgagaa

ctcgcttact

aaagggttgg

aaatccaaag
ccttectttt
atctattttt
tcgttggatg

agtttcatcc

Poplus trichocarpa

gggaacccga
gatgcattta
attgatattt
ggtcatgaag
gaaaaatgga
aaaataatca
aaggattaca
gcttactata
gétgagcgta
gactctctgt
gatgtaattt
gctactattt
cagattgtaa
atggattatc
gttttccgag
aaagttctgg
gaatttaatc
ggagctggaa
ctgcattatt
ttccteectce

acatctgtat

Leu Ala
10

Leu Gly val Gly Lys Trp Ile Leu Egs Lys val
20

Glu Ala GIn Leu Gly Glu Lys ng Tyr Ser Leu
35 4

gtgtattcgt
agcctggatg
cttacgaaga
cgttgtcegt
ccacéatggg
tgtatatatt
ccactcttaa
aagcattgaa -
gaaatttaag
tgggtgttga
tgatgtactt
ttctccagga
aaaggaggcc
tttccaaggt
aagcaaaaac
tttggttcag
cttctagatg
gcaggctgty
ttcttcttga
ataccagacc

aa

val ITe Phe
Asn Trp Trp
30

Pro Pro Gly
45

PCTAL2012/000019

aacaacacct

gccaatttcc

gcacaagcgc

ttacattcca
gaagatcgag
tcttagetcet
ttatggagtc
ggcccgcaaa
gaagaacagt
agatgaaaat
gaatgcaggc
acatccagaa
accagcacaa
gattgatgaa
agatttcagt
gacagttcat
ggataattac
ccctggaaat
ttataggctc

dacCagacaac

Gly Gly
15
Leu Tyr

Asp Leu

Gly Trp Pro Phe Ile Gly Ash Met Trp Ser Phe Leu Arg Ala Phe Lys
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Ser

65

Asp

val

Phe

ser

Thr

145

Tyr

Gly

Ile

Leu

Ile

225

Arg

Arg

Leu

Ile

50

ser

Asn

Thr

Lys

Phe

130

Ser

Ile

Lys

Met

Glu

210

Asn

Leu

Lys

Leu

Ile
290

Asp
Gly
Thr
Pro
115
Ile
Ala
Glu
Ile
Tyr
195
Lys
Leu
val
ASn
G]y

Asp

Pro

Ile

Pro

100

Gly

Asp

Pro

Glu

Glu

180

Ile

Asp

Pro

Ala

ser

260

val

val

Asp

Tyr

85

Glu

Trp

Ile

val

Asn

165

Phe
Phe
Tyr
Gly

Ile

245

A]a

Glu

Ile

Ser
70

Lys

Pro
Ser
ASh
150
val
Leu
Leu
Thr
Phe
230
Phe
Arg

Asp

Leu

55

Phe

Ala

cys

Ile

Tyr

135

Gly

Ile

Thr

ser

‘Thr

215

Ala

Gln

Asn

Glu

Met
295

YEDA-0110 PCT_ST25.txt

Met Arg Thr

Phe
Arg
Ser
120
Glu
His
Ala
Gln
Ser
200
L.eu
Tyr
Ser
Ala
Ash

280

Tyr

Met

Glu

Glu

Met

val

185

Glu

Asn

Tyr

Ile

Leu

Phe

90

val

Leu

His

Ala

Leu

170

Arg

Ser

Tyr

Lys

val

250

Lys

Arg

Asn

Phe

75

Gly

Leu

Lys

Lys

Leu

155

Glu

Lys

Glu

Gly

Ala

235

Asp

Lys

Lys

Ala

60

Ile

Asn

Ser

Leu

Lys
Leu
val
val
220
Leu
G1u
Asp

Leu

Gly
300
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Asn

Pro

Asn

Ile

125

Leu

val

Trp

Thr

val
205

“Arg

Lys

Arg

Met

Thr

285

His

Lys

Ser

Arg
Tyr
Thr
Phe
190
Met
Ala
Ala
Arg
Met
270

Asp

Glu

TYyr
val
95

Asp
Arg
Arg
Ile
Thr
175
Lys
Glu
Met
Arg
ASn
255
Asp

Glu

Ser

Gly

80

Phe

Ala

Lys

Leu

Pro

160

Met

Ile

Ala

Ala

Lys

Leu

Ser

-ser

PCT/NL2012/000019



Gly

Phe

Pro

Tyr

Leu

Ile

385

Leu

Trp

Gly

Ile

Pro

465

cys

His
Leu
Pro
Leu
Thr
370
Ile
Asp
Asp
Ser
Phe
450

Glu

val

<210>
<211>
<212>
<213>

<220>
<2235

<400>
cttcaatgtg tggtgatcca aaa

<210>
<211> 22
<212> DNA

Ile

Gln

Ala

ser

355

val

Pro

Pro

Asn

Arg

Leu

Cys

Ala

27
23
DNA

synthetic polynucleotide

27

28

Thr

Lys

Gln

340

Lys

Phe

Lys

Glu

Tyr

420

Leu

His

Arg

Arg

Thr

Ala

325

Asnh

val

Arg

Gly

Ile

405

Thr

cys

Tyr

Trp

Ile
485

Lys

Gly

Ile

Glu

Trp

Tyr

Pro

Pro

Phe

Met

470

Lys

Ala
G1U
Leu
Asp
Ala
375
Lys
Gln
Lys

Gly

Leu
455

Phe

Lys

Artificial Sequence

YEDA-0110 PCT_ST25.tXt .
Thr IT1e Phe Leu Gln Glu His

Glu

ser

Glu

360

Lys

val

Asn

Ala

Asn

440

Leu

Leu

val

Gln

Leu

345

Thr

Thr

Leu

Pro

Gly

Asp

Asp

Pro

Ser

(primér)

Glu

330

Lys

Leu

Asp

val

Lys

Thr

Leu

Tyr

His

ser
490

315

Gln

Glu

Arg

Phe

Trp

Glu

Phe

Ala

Arg

Thr

475

Thr

Ile
val
Leu
Ser
380
Phe
Phe
Leu
Lys
Leu
460
Arg

Ser
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val

Arg

Ile

365

Ile

Arg

Asn

Pro

Leu

445

Glu

Pro

val

Lys

Glu

350

Thr

Asn

Thr

Pro

Phe

430

Glu

Arg

Thr

Pro

Arg

Met

Phe

Gly

val

ser

415

Gly

Ile

Glu

Asp

Glu

320

Arg

Asp

Ser

Tyr

His

400

Arg

Ala

Ser

Asn

Ash
480

PCT/NL2012/000019
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<213>

<220>
<223>

<400>

. YEDA-0110 PCT_ST25.txt
Artificial Sequence

synthetic polynucleotide (primer)
28

ccataattgt tggcttccca aa

<210>
<211>
<212>
<213>

<220>
<223>

<400>

29
21
DNA
Artificial Sequence

synthetic polynucleotide (primer)
29 '

ttgccatatt ttggcaacac a

<210>
<211>
<212>
<213>

<220>
<223>

<400>

30

23

DNA

Artificial Sequence

Synthetic polynucleotide (primer)
30 |

cctcctgtce caaacctagt age

<210>
<211>
<212>
<213>

<220>
<223>

<400>

31

28

DNA

Artificial Sequence

synthetic polynucleotide (primer)
31

atattttggc aacacacttt cttacttc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

32

21

DNA

Artificial Sequence

synthetic polynucleotide (primer)
32

acattcctcc tgtcccaaac C

<210>
<211>
<212>
<213>

<220>

33

24

DNA :
Artificial Sequence
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<223>
<400>

YEDA70110 PCT_ST25.txt
synthetic polynucleotide (primer)

33 :

tttgggacag gaggaatgta tagg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

34
31
DNA
Artificial Sequence

synthetic polynucleotide (primer)
34

tattcttcat ccatcaaaac ttttctaatt a

<210>
<211>
<212>
<213>

<220>
<223>

<400>

35
34

DNA

Artificial Sequence

synthetic polynucleotide (primer)
35

aaaggcgcge ccaccctttg aaatcctagt tttg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

36

35

DNA

Artificial Sequence

synthetic polynucleotide (primer)
36 |

aaagcggccg cccccttcac cctttgggta tggtg

<210>
<211>
<212>
<213>

" <220>
<223>

<400>

37

19

DNA

Artificial Sequence

synthetic polynucleotide (primer)
37

atggatttct acaatttag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

38

19

DNA

Artificial Sequence

synthetic polynucleotide (primer)

38
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agtacactta ttgttttcg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

39
19
DNA
Artificial Sequence

synthetic polynucleotide (primer)
39

atttatttgt aacacaatg
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