SEQUENCE LISTING

<110> Heinrich-Pette-Institut Leibniz-Zentrum fir experimentelle
Immunologie

<120> Lentiviral vector comprising at least two TAR elements
<130> P83359 SM
<160> 7

<170> PatentIn version 3.5

<210> 1
<211> 59
<212> RNA

<213> Human immunodeficiency virus type 1

<400> 1

gggucucucu gguuagacca gaucugagcc ugggagcucu cuggcuaacu agggaaccc 59
<210> 2

<211> 5

<212> DNA

<213> Human immunodeficiency virus

<400> 2

aaccc 5
<210> 3

<211> 34

<212> DNA

<213> Human immunodeficiency virus

<400> 3

aacccactgc ttaagcctca ataaagcttg cctt 34
<210> 4

<211> 34

<212> DNA

<213> Artificial Sequence

<220>
<223> TAR sequence without TRE recognition site

<400> 4

aaccctgacg aattcggaga ataaacgaac ggaa 34
<210> 5

<211> 6

<212> DNA

<213> Artificial Sequence

<220>
<223> polyadenylation site

<400> 5
aataaa 6



<210> 6

<211> 611
<212> DNA
<213>

<220>
<223>

<400> 6

aattcactcc
cttccctgat
atggtgctac
gaacaccagc
gttagagtgg
ggagtacttc
tccagggagg
agcagctgcet
tctctggceta
ggagctctct
gccttaatta

<210> 7
<211>
<212>
<213>

DNA

<220>
<223>

<400> 7

aattcactcc
cttccctgat
atggtgctac
gaacaccagc
gttagagtgg
ggagtacttc
tccagggagg
agcagctgct
tctctggceta
ggagctctct
ccatggtgcec
ccgececctgec
gagacagacc
gggccgectg
gagactacct
tgtgcegget
ccgtgtecect
agcaggccect
gcgaccggtg
tgaggatcgce
gaatgctgat
ccctgagect
acgaccccaa
ccacctccceca
tctacggege
gagtgggagce
ccggaggatg
ccggcgcetat

1666

caaagaagac
tggcagaact
aagctagtac
ttgttacacc
aggtttgaca
aagaactgct
cgtggcctgg
ttttgcctgt
actagggaac
ggctaactag
a

caaagaagac
tggcagaact
aagctagtac
ttgttacacc
aggtttgaca
aagaactgct
cgtggcctgg
ttttgectgt
actagggaac
ggctaactag
caagaagaag
tgccgacgcce
cgccttcagce
gtgtaagctg
gctgcacctg
gaacatgctg
ggtgatgagg
ggccttcgag
ccaggacatc
cgagatcgcc
ccacatcggc
gggcgtgacc
caactacctg
gctgtccacc
caaggatgat
cgccagagac
gaccaccgtg
ggtgagactg

Artificial Sequence

aagatatcct
acacaccagg
cagttgagcc
ctgtgagcct
gccgectagce
gacatcgagc
gcgggactgg
actgggtctc
ccggatccgg
ggaacccact

Artificial Sequence

sequence comprising 2 TAR

aagatatcct
acacaccagg
cagttgagcc
ctgtgagcct
gccgcectage
gacatcgagc
gcgggactgg
actgggtctc
ccggatccgg
ggaacccact
cggaaggtgt
acctctgacg
gagcacacct
aacaaccgga
caggccagag
cacaggagaa
cggatcagga
agaaccgact
agaaacctgg
cggatcaggg
aggaccaaga
aaactggtgg
ttctgtagag
tacgccctge
agcggccaga
atggccagag
aacagcgtga
ctggaggacg

sequence including 2 TAR elements

tgatctgtgg
gccaggggte
agataaggta
gcatggaatg
atttcatcac
ttgctacaag
ggagtggcga
tctggttaga
gtctctctgg
gcttaagcct

elements and transgene

tgatctgtgg
gccaggggtce
agataaggta
gcatggaatg
atttcatcac
ttgctacaag
ggagtggcga
tctggttaga
gtctctctgg
gcttaagcct
ccaacctgct
aagtgaggaa
gggagatgct
agtggttccc
gcctggeegt
gcggcectgcece
aggagaacgt
tcgaccaagt
cctttctggg
tgaaggacat
ccectggtgtce
agcggtggat
tgaggagata
agagaatctt
gatacctggc
ccggcegtgte
tgaactacat
gcgactgatt

atctaccaca
agatatccac
gaagaggcca
gatgaccctg
gtggcccgag
ggactttccg
gccctcagat
ccagatctga
ttagaccaga
caccggtcgt

atctaccaca
agatatccac
gaagaggcca
gatgaccctg
gtggcccgag
ggactttccg
gccctcagat
ccagatctga
ttagaccaga
caccggtegt
gaccctgcac
gaacctgatg
gctgtccgtg
cgccgagccce
gaaaaccatc
tagacccagc
ggacgccgge
gaggagcctg
cgtggcctac
cagcagaacc
cacagccggce
cagcgtgtcc
tggcgtggcece
cgaggccacc
ctggagcggc
catccctgag
ccggaacctg
aattaa

cacdaggcta
tgacctttgg
ataaaggaga
agagagaagt
agctgcatcc
ctggggactt
gctgcatata
gcctgggagce
tctgagcctg
ctcaagcttt

cacaaggcta
tgacctttgg
ataaaggaga
agagagaagt
agctgcatcc
ctggggactt
gctgcatata
gcctgggagce
tctgagcctg
ctcaagtttg
cacagcctgc
gacgtgttca
tgtagaagct
gaggatgtga
cagcagcacc
gatagcaacg
gagagaacaa
atggagaaca
aacaccctgce
gacggcggcea
gtggagaagg
ggcgtggecg
gcccecagceg
cacagactga
cacagcgccea
atcatgcagg
gatagcgaga

60
120
180
240
300
360
420
480
540
600
611

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1666



