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59

DNA

Artificial Sequence

RGD_FP represents the first primer used for the insertion of the
RGD sequence into the microcin J 25 precursor gene mcjA.

misc_feature

(D..BY

misc_feature

(D..0GY _ _ _ _

RGD_FP represents the first primer used for the insertion of the
RGD sequence into the microcin J 25 precursor gene mcjA.

<400> 1

gcaggacatg tgcctgagta ttttgtgcgg ggtgatacac ctatatcttt ctatggctg 59
<210> 2

<211> 59

<212> DNA

<213> Artificial Sequence

<220> ) )

<223> RGD_RP represents the second primer used for the insertion of the

<220>
<221>
<222>
<223>

RGD sequence into the microcin J 25 precursor gene mcjA.

misc_feature

(.. _ _ _

RGD_RP represents the second primer used for the insertion of the
RGD sequence into the microcin J 25 precursor gene mcjA.

<400> 2

cagccataga aagatatagg tgtatcaccc cgcacaaaat actcaggcac atgtcctgc 59
<210> 3

<211> 10149

<212> DNA

<213> Artificial Sequence

<220>

<223> pTUC202 is a plasmid from Eschericia coli DH5-alpha

<220>

Seite 1



<221>
<222>
<223>
<300>
<308>
<309>
<313>

<400> 3
gaattccgga

gtgcttattt
ataggtacat
tatatcaacg
aaatctcgat
ggaacctctt
ggtatcaaca
ttattcggcg
gtttttgagg
acggggtggt
ggcttactat
aaggctgcac
actgactcgc
ggagatttcc
agccgttttt
agtggtggcg
tcgtgcgctc
gtttgtctca
tgtatgcacg
gagtccaacc
agaggagtta
tgactgcgct
cgaaaaaccg
aaaacgatct
atttatctct
atgtttgaca
aacgcagtca
tcaccctgga

atatcgtcca

misc_feature
(1) (101 |
pTUC202 is a plasmid from

. (10149)

AM116873
2005-10-30
(L.

. (10149)

tgagcattca
ttctttacgg
tgagcaactg
gtggtatatc
aactcaaaaa
acgtgccgat
gggacaccag
caaagtgcgt
tgctccagtg
gcgtaacggc
gttggcactg
cggtgcgtca
tacgctcggt
tggaagatgc
ccataggctc
aaacccgaca
tcctgttect
ttccacgect
aaccccccgt
cggaaagaca
gtcttgaagt
cctccaagec
ccctgcaagg
caagaagatc
tcaaatgtag
gcttatcatc
ggcaccgtgt
tgctgtaggc

ttccgacagc
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tcaggcgggc

tctttaaaaa
actgaaatgc
cagtgatttt
atacgcccgg
caacgtctca
gatttattta
cgggtgatgc
gcttctgttt
aaaagcaccg
atgagggtgt
gcagaatatg
cgttcgactg
caggaagata
cgcceccectg
ggactataaa
gcctttcggt
gacactcagt
tcagtccgac
tgcaaaagca
catgcgccgg
agttacctcg
cggtttttte
atcttattaa
cacctgaagt
gataagcttt
atgaaatcta
ataggcttgg

atcgccagtc

Eschericia coli DH5-alpha

aagaatgtga
ggccgtaata
ctcaaaatgt
tttctccatt
tagtgatctt
ttttcgccaa
ttctgcgaag
tgccaactta
ctatcagctg
ccggacatca
cagtgaagtg
tgatacagga
cggcgagegg
cttaacaggg
acaagcatca
gataccaggc
ttaccggtgt
tccgggtagg
cgctgcgect
ccactggcag
ttaaggctaa
gttcaaagag
gttttcagag
tcagataaaa
cagccccata
aatgcggtag
acaatgcgct
ttatgccggt

actatggcgt
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ataaaggccg
tccagctgaa
tctttacgat
ttagcttcct
atttcattat
aagttggccc
tgatcttccg
ctgatttagt
tccctectgt
gcgctagegg
cttcatgtgg
tatattccgc
aaatggctta
aagtgagagg
cgaaatctga
gtttccccct
cattccgctg
cagttcgctc
tatccggtaa
cagccactgg
actgaaagga
ttggtagctc
caagagatta
tatttctaga
cgatataagt
tttatcacag
catcgtcatc
actgccgggc
gctgctagceg

gataaaactt
cggtctggtt
gccattggga
tagctcctga
ggtgaaagtt
agggcttccc
tcacaggtat
gtatgatggt
tcagctactg
agtgtatact
caggagaaaa
ttcctegetce
cgaacggggc
gccgcggceaa
cgctcaaatc
ggcggctecc
ttatggccgce
caagctggac
ctatcgtctt
taattgattt
caagttttgg
agagaacctt
cgcgcagacc
tttcagtgca
tgtaattctc
ttaaattgct
ctcggcaccg
ctcttgcggg

ctatatgcgt

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740



tgatgcaatt
cagtcctgct
ccgtcctgtg
cgttcatcat
tgaagtttcc
atggattcaa
ggaatcgctt
cctaggttat
gacaaaaatg
tcgatactgt
tgaaaaatat
gaatgcatat
ctgggaaact
aggttgggct
gccgttgcaa
cagcggaaac
ttcaaaggqgg
tgatcctcca
ttgatagaca
taccaatccc
ctgatttttt
aagacagttt
agtatgatga
atacaattga
caaacatcca
ttttatacat
cttgtagata
gggagtgtgc
ggatataatt
agataaattg
tggaagtgtt
acctgacaaa
cttttactat

aaaagagaat

tctatgcgea
cgcttcgcta
gatccactcc
tgcttgatac
gtacagtttc
ttttcttcaa
agcgggtgtt
tcaggataac
cattatcgga
atccatcaac
cagtgaatga
ggccagaaca
ggtgaacaac
aagagaaacg
acgcgcggat
gtaactcagg
cagttgttaa
tagtatttct
aaatgacaga
cacaaaatac
tatttgtata
attaaaatga
tttttacaga
gatcaataat
taaactaatc
ttttctaatt
aattcagaag
aaaatgatcc
aatgatagtt
cttaaagaat
tctcgtaata
acattatata
agctggaata

aggctatact
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cccgttctcg
cttggagcca
agcagcaatc
ccgcatataa
tcattccgac
ctgcaggacc
atcgcagaaa
cgcttccttt
aaaaatgtcc
aaatgactat
caatatcggc
gtaaatttga
aggcacagaa
aatgattaac
tgcagttctg
acaggaagtt
ctctgtaata
tgagttaatt
gttcttcttt
tcaggcacat
accccctttg
aaatgcttaa
ggaacctcac
cattacgctt
aatctgcaaa
atttcagaat
ttttattatt
gttactgctt
tcagcatagt
tcccacaact
gtgacacttc
agtgttctct
ttgaaaaaaa

ccttgaatga

gagcactgtc
ctatcgacta
aacgcatcac
ccaatcaaca
agggtttgtc
tgacggaaaa
ttcccacgga
tcgcectgtce
aaaattttcc
tttttgaatg
gacagcatcg
accaggttct
aagcccaact
ctgttaatca
gaactgattc
ccaaatagct
acgccatgta
ttcaaaaagc
cagaatatca
gtcctgcacc
caggagatgg
tcatttttac
gtccttctgt
tagtaattta
agtggtcaaa
atttagccat
ccaattgagt
aaccagttat
gcctgacgca
atcttacttt
ttttcttgaa
atttaaacga

agggatggca
agagcatctt
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cgaccgcttt
cgcgatcatg
gctgcaaaga
tgtacgacaa
acgcaaaaaa
caagtgattt
acccctatat
ctgtcgttca
agatttcacg
tgtcatttcc
gagctgatag
cacgtcacca
ttatgggggt
tcattctcag
gccagttcat
cccagccagc
aagtattcct
ttctgatatg
gccatagaaa
accttttgtg
aacattattt
gttccttatt
tagaatttta
tcaataaaat
tttagtacaa
caattaagaa
gtaaaggcat
agagaggatc
ggtagcttgc
tttgacagtg
gaacgctggt
tttatattat
tggattttca

atccggaaag

ggccgccgcec
gcgaccacac
aactgactga
accttaaaat
tcacagattt
ccgtcaggga
gtgcccatat
tatccccctg
tagcgtaccg
tgtaacctac
ccagtttcct
ggcgacgtgt
cagttcagtg
ggatgtggtc
cgtttgatga
atatgtaatt
gcccecctcca
tgatttattg
gatataggtg
agttgcgatg
tttttaccag
tgatggaaat
ttagcacaaa
catttagata
tattttggat
aaaaatttag
aactacagga
ttgttatcct
taaaagaaag
aatatcatat
ttctaccaga
tactcaaagt
taagtaataa

aaattagtaa

1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780



tctttccatt
actaaaaaga
acaacctttt
caatatgcgg
aagttaaatg
gaaaatacca
gaggagattg
ggtgttttct
tcaggccccg
tctgatatca
cattatctgt
gtaaataatg
gagtttagta
atgatgcggg
atttttcaca
gaatctgatg
tttatatctg
aatagtccgg
ccccccatag
caaaatcctt
cataaaaaaa
tcaaatattt
gtatcagata
aataaactaa
tttagtctat
tttggttcag
attctatccg
atattaggca
ctgacaatgg
caatccattg
atatttattc
catcattatc
tactgtctgg

acatgttttg

atctttcatc
attcttaatt
tatagccact
gataaattat
atacttcaat
tcgttatget
ccagagtagt
gtatcctaat
ctctatttta
aatttttgaa
caggaaatcg
gtgagtttat
ttaccaaaaa
ataatagaaa
cacttaaaga
acagtgaaaa
ttaataaaaa
acgaaatccc
acgatgattt
cagaactttt
tagtagaatt
ccgcattcat
tgaaacttgc
ctccattcct
ttaaccagca
atattttctg
gtaaaaagga
ttaaccatat
aactaccata
attataaagg
attaatggat
atcgataatc
ctcattgtca

cgttatatct
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ttaatatttt
ccagaaatat
cttgggtgga
ctgttattgc
tagaattatt
caaaggaaaa
ggaagaaaaa
ttatcatttt
ttgtaaaaag
tccagatatg
aatagcaacc
aaaatttaat
gaacaattca
aatagcccta
atcaggtaac
gtattttgct
catcaacttt
tttgatattt
attatatcta
tggcattgat
ttccaatctc
taatacatcc
ctctgctcag
gcataaaaat
ctttgatcgt
gaaaaaaacc
tgaactagtg
tgaattggaa
tatacttaac
ttaattatgg
gtaagaggta
atatctattt
aattttagtt

aataaagcaa

taaatctgac
tgatgctcat
ggttggggga
agagatatag
ttctgtaaaa
gcagtttcaa
ggtgtttcag
aatgatctcc
aatatggata
acattcagtc
caggaatcac
aatcagttga
actatcgaca
ttattttccg
aaattctgcg
aaggaatact
aatgaaaaac
gaacagacag
tgtggtcacg
gcatatcgaa
aagggaaaga
aacggatgtt
ttttttgcaa
attatccagc
tatcccgttc
aaacggtcat
aatacaataa
agcattttgt
ttataccgtc
aaagaaaaca
aatttttatt
caccattgat
atgaatatct

gtgttttttt

Seite 4

tgtcttacct
cttgttattg
caagttatca
ttatggaaat
cgctttctgce
atggcaaacc
aagtaataga
ttatagggaa
tttttgtttc
taaatataac
taatcactgg
aacctgtgct
gtatcattga
gaggattgga
cttatcattt
gttcaaaata
tttatttcaa
atgaagaagg
gtggagatca
gtcatggctt
gatataaaga
ctccagcaaa
ctgattatac
attatgctgg
gttatgaagc
cttcacagct
aacagtcagg
atgaaaatac
tggcaaaatt
gaaaaactca
cttttccatg
tcttgcaaag
ggttttactt

atttatgata

attcatacgc
gtgtaaggac
atgatgctcc
atttaatgtc
cttccggaca
tgtatccaca
aaatttagat
aagcattcaa
ggataaaatt
aatggcagaa
catttacaaa
acttcgtgat
taatattgag
ttctgcatta
tttttctgat
tggagttgat
tttaaatcct
tgaaggtcag
tattttcgga
gatgtttatg
tatcatattt
gcaagagcac
aggaaaaatt
cttaccagtt
gtttcaacga
aatattcaga
attaattgaa
gactacacgt
cattcaactt
ttatttaatt
ttattcatta
attacagatt
gcctgtttat

ctgcaaagta

3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820



gtctacgtat
aaaatataac
cttcaaatga
tacaacttat
tgttttttct
cgtctctcag
ctgttgataa
atgaagatgc
aagttctttt
atattttagg
atatcattct
agtcaatgtc
cttcaatacc
ttagctatag
aaatgtattc
caggttacta
tcagtgatga
tggatacact
ttaaagttct
cacaccttat
cgcgactgtt
attatattaa
ttataaatat
atgaaggaaa
tatcgggact
ggagtcgctt
acatcccggc
taatcgttta
ttcggacacc
aaaaaatagt
cagtaagttc
caaactgaaa
tcagggactg

accgcgccaa

taacatgcag
taacttgagt
catttatatt
ttccactatt
ctatattctg
aaaacacagc
catgatagca
tctcactcag
attgaactct
tgtgctgaat
tctttcaacg
tagcctggea
ttttctcaac
tgatgataaa
attaaccgga
taaaaattac
ggatttgaat
acgatttaat
taaactggca
aaacagaggc
tttgagaaaa
tgaatcagaa
tagtcaccga
tattgttgct
ggcttctgtt
ggaaaacgga
aagctaagcc
gcttacttct
aaaaccgctg
cttaacgtgg
ataacggatt
caactgttct
caccgttctg

atcagaaagt
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aaaaaaatgt
aaaaataatg
cttgtgagaa
gttgttgttt
gtatttgtaa
atggatatca
gctaaaaaga
gaaaacaatg
ttacttgctg
ggtgtagtta
ccagtggaaa
ggttttattc
atggagcgaa
aaaatactta
cccagtggtt
tttggagaca
gatgctattt
ctccggcetcg
aatctttctg
aataactatt
cctgcaataa
attttatcat
ataaatcttc
tctggccatt
actgaataaa
atttttccca
ccagaatgta
tccgcacatc
ttgtcccgec
tttattttcc
tcgtactcgc
cccatacgtg
gcggcageag
gccttactgg

cgctaaagta
ctggatatac
atgtttccca
tatctacgaa
tttttaatac
ctcttaactc
ataatgcatt
ctcagaaaaa
taatattatt
gtatcggcca
atataggggc
aacgtcatgc
aattaaacct
attcagtcag
caggaaaatc
tttatctgaa
actacctaac
caaattacga
tcgtcaacaa
caggagggca
ttattattga
caataagaac
tggagtgttc
tcagggattt
atatctgact
cgttaagaga
agggttgttc
cccttgcgta
attctggcta
gaattccatg
cagcaaaaat
gatgagttaa
gtttactggc

tccacttcag
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tttgagagaa
aacgcaaagt
gaatatcctg
ggactggttt
cagactgact
ttatagtctg
aagacttatt
atactggtta
tggttctgta
cttcattatg
attgctaagt
cgagaataaa
gtccataaga
tcttgacctt
cacccttgta
tgatatatcc
acaagatgat
cgcgtcagaa
tgaaccagtg
aaaacaacga
tgaagccaca
tcattttcct
cgattgtgtt
gatggtcagc
cctgctctgt
attgggttgc
gaaatgctct
aatgtacaga
ttcctgaaag
cggaccccaa
ccgtctgacc
cagaatgacc
cagtaccaga

ttccatcagc

ttgtataacg
cttaaccagg
tcacctgtta
tctgccggtg
ggcagtttag
ttatctgata
tctgaacgtt
ctcagttcta
ttcatatata
attacatcat
gagatcaggc
gccacatctc
gagctttcat
tttaccggaa
aaaataatat
ttacgtaata
tatattttta
aatgaaatat
agtctggata
atttcgttag
tcggctctgg
gatgcgttaa
tatgtattga
aatgaataca
attcagaaag
acgagtggtt
gaccgtccgc
attgtacgat
ttatttgact
atagtctggc
tccctgggtt
ggcgcctgtg

aaatcatata

gaggcaccgg

5880
5940
6000
6060
6120
6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780
6840
6900
6960
7020
7080
7140
7200
7260
7320
7380
7440
7500
7560
7620
7680
7740
7800
7860



taacggattg
ctgtccggat
ggcaagccat
ggccatctgg
cgcggggcat
gacaggtgcc
cgatgatcgg
tcactggtcc
ccgacgcgct
ttatgattct
ggcaggtaga
taacttcgat
ggaacgggtt
gtcgecggtgce
cggattcacc
aaccaaccct
catctcgggc
gacccggcta
gcgaacgtga
cttcggttte
ttgcccgcaa
cgccatgagc
ctccttccgg
catgcaactc
caccataccc
atgctgctgg
atcaggctct
gcctgagcaa
aataaaccgg
acgaccgggt
aggcgtagca
ctgccactca
acagacggca

atatttgccc

tcagtattga
gtcacatcgt
gcagaaagcg
tcgaccgatg
gactatcgtc
ggcagcgctc
cctgtcgett
cgccaccaaa
gggctacgtc
tctcgettec
tgacgaccat
cactggaccg
ggcatggatt
atggagccgg
actccaagaa
tggcagaaca
agcgttgggt
ggctggcggg
agcgactgct
cgtgtttcgt
cagagagtgg
ggcctcattt
tgggcgcggg
gtaggacagg
acgccgaaac
ctaccctgtg
gggaggcaga
actggcctca
taaaccagca
cgaatttgct
ccaggcgttt
tcgcagtact
tgatgaacct

atggtgaaaa
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ggctgtctgc ccaggcctgt acagcctgat

ccagggcttc
cctgtttgat
cccttgagag
gccgcactta
tgggtcattt
gcggtattcg
cgtttcggeg
ttgctggcgt
ggcggcatcg
cagggacagc
ctgatcgtca
gtaggcgcecg
gccacctcga
ttggagccaa
tatccatcgc
cctggcecacg
gttgccttac
gctgcaaaac
aaagtctgga
aaccaaccgg
cttattctga
gcatgactat
tgccggcagce
aagcgccctg
gaacacctac
ataaatgatc
ggcatttgag
atagacataa
ttcgaatttc
aagggcacca
gttgtaattc

gaatcgccag

€gggggcgaa

cagcgtcagg
aatccagccc
ccttcaaccc
tgactgtctt
tcggcgagga
gaatcttgca
agaagcaggc
tcgcgacgceg
ggatgcccgc
ttcaaggatc
cggcgattta
ccctatacct
cctgaatgga
tcaattcttg
gtccgccatc
ggtgcgcatg
tggttagcag
gtctgcgacc
aacgcggaag
tgataccacg
gttacaacag
cgtcgccgea
gcccaacagt
caccattatg
atctgtatta
atatcgtcaa
aagcacacgg
gcggctattt
tgccattcat
ataactgcct
attaagcatt
cggcatcagc
gaagttgtcc
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cgattacgct
cgggagcgtt
agtcagctcc
ctttatcatg
ccgctttegce
cgcccteget
cattatcgcc
aggctggatg
gttgcaggcc
gctcgcggcet
tgccgcctcg
tgtctgcctc
agccggcggc
cggagaactg
tccagcagcec
atcgtgctcc
aatgaatcac
tgagcaacaa
tcccctacgt
atactatgac
tccgcaccgc
cttatgactg
ccceceggeca
ttccggatct
acgaagcgct
ttattacctc
tcacactgct
aacgaccctg
ccgcttatta
taaaaaaatt
ctgccgacat
accttgtcgc

atattggcca

ggtcgataac
cctcctccag
ccagtctggc
ttccggtggg
caactcgtag
tggagcgcga
caagccttcg
ggcatggcgg
gccttcccca
atgctgtcca
cttaccagcc
gcgagcacat
cccgegttge
acctcgctaa
tgaatgcgca
gcacgcggeg
tgtcgttgag
cgatacgcga
catgaatggt
gctgctgaag
tgagagtcaa
tgtccggtag
tcttctttat
cggggcctgce
gcatcgcagg
aaccgttttt
cacggggaga
tccggtagtc
ccctgaaccg
tcacttattc
acgccccgec
ggaagccatc
cttgcgtata

cgtttaaatc

7920
7980
8040
8100
8160
8220
8280
8340
8400
8460
8520
8580
8640
8700
8760
8820
8880
8940
9000
9060
9120
9180
9240
9300
9360
9420
9480
9540
9600
9660
9720
9780
9840
9900
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aaaactggtg aaactcaccc agggattggc tgagacgaaa aacatattct caataaaccc

tttagggaaa taggccaggt tttcaccgta acacgccaca tcttgcgaat atatgtgtag

aaactgccgg aaatcgtcgt ggtattcact ccagagcgat gaaaacgttt cagtttgctc

atggaaaacg gtgtaacaag ggtgaacact atcccatatc accagctcac cgtctttcat

tgccatacg

<210> 4

<211> 10149

<212> DNA

<213> Artificial Sequence
<220>

<223>

inserted.

<220>
<221>
<222>
<223>

%G?pTUCZOZ
1.
pTUC202 RGD is a plasmid derived from the
DH5-alpha plasmid pTUC202 wherein the

. (10149)

inserted.

<400> 4
gaattccgga

gtgcttattt
ataggtacat
tatatcaacg
aaatctcgat
ggaacctctt
ggtatcaaca
ttattcggcg
gtttttgagg
acggggtggt
ggcttactat
aaggctgcac
actgactcgc
ggagatttcc
agccgttttt
agtggtggcg
tcgtgegetc
gtttgtctca

tgtatgcacg

tgagcattca
ttctttacgg
tgagcaactg
gtggtatatc
aactcaaaaa
acgtgccgat
gggacaccag
caaagtgcgt
tgctccagtg
gcgtaacggc
gttggcactg
cggtgcgtca
tacgctcggt
tggaagatgc
ccataggctc
aaacccgaca
tcctgttect
ttccacgect

aaccccccgt

tcaggcgggc

tctttaaaaa
actgaaatgc
cagtgatttt
atacgcccgg
caacgtctca
gatttattta
cgggtgatgc
gcttctgttt
aaaagcaccg
atgagggtgt
gcagaatatg
cgttcgactg
caggaagata
cgcceccectg
ggactataaa
gcctttcggt
gacactcagt

tcagtccgac

pTUC202 RGD is a plasmid derived from the
DH5-alpha plasmid pTUC202 wherein the

aagaatgtga
ggccgtaata
ctcaaaatgt
tttctccatt
tagtgatctt
ttttcgccaa
ttctgcgaag
tgccaactta
ctatcagctg
ccggacatca
cagtgaagtg
tgatacagga
cggcgagegg
cttaacaggg
acaagcatca
gataccaggc
ttaccggtgt

tccgggtagg
cgctgcgect
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RGD

RGD

ataaaggccg
tccagctgaa
tctttacgat
ttagcttcct
atttcattat
aagttggccc
tgatcttccg
ctgatttagt
tccctectgt
gcgctagegg
cttcatgtgg
tatattccgc
aaatggctta
aagtgagagg
cgaaatctga
gtttccccct
cattccgctg
cagttcgctc

tatccggtaa

Eschericia coli
encoding sequence was

Eschericia coli
encoding sequence was

gataaaactt
cggtctggtt
gccattggga
tagctcctga
ggtgaaagtt
agggcttccc
tcacaggtat
gtatgatggt
tcagctactg
agtgtatact
caggagaaaa
ttcctegetce
cgaacggggc
gccgcggceaa
cgctcaaatc
ggcggctecc
ttatggccgce
caagctggac

ctatcgtctt

9960
10020
10080
10140
10149

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140



gagtccaacc
agaggagtta
tgactgcgct
cgaaaaaccg
aaaacgatct
atttatctct
atgtttgaca
aacgcagtca
tcaccctgga
atatcgtcca
tgatgcaatt
cagtcctgct
ccgtcctgtg
cgttcatcat
tgaagtttcc
atggattcaa
ggaatcgctt
cctaggttat
gacaaaaatg
tcgatactgt
tgaaaaatat
gaatgcatat
ctgggaaact
aggttgggct
gccgttgcaa
cagcggaaac
ttcaaaggqgg
tgatcctcca
ttgatagaca
tatcaccccg
ctgatttttt
aagacagttt
agtatgatga

atacaattga

cggaaagaca
gtcttgaagt
cctccaagcec
ccctgcaagg
caagaagatc
tcaaatgtag
gcttatcatc
ggcaccgtgt
tgctgtaggc
ttccgacagc
tctatgcgea
cgcttcgcta
gatccactcc
tgcttgatac
gtacagtttc
ttttcttcaa
agcgggtgtt
tcaggataac
cattatcgga
atccatcaac
cagtgaatga
ggccagaaca
ggtgaacaac
aagagaaacg
acgcgcggat
gtaactcagg
cagttgttaa
tagtatttct
aaatgacaga
cacaaaatac
tatttgtata
attaaaatga
tttttacaga

gatcaataat

SequenzprotokoT1_TM529EP_ST25

tgcaaaagca
catgcgccgg
agttacctcg
cggtttttte
atcttattaa
cacctgaagt
gataagcttt
atgaaatcta
ataggcttgg
atcgccagtc
cccgttctcg
cttggagcca
agcagcaatc
ccgcatataa
tcattccgac
ctgcaggacc
atcgcagaaa
cgcttccttt
aaaaatgtcc
aaatgactat
caatatcggc
gtaaatttga
aggcacagaa
aatgattaac
tgcagttctg
acaggaagtt
ctctgtaata
tgagttaatt
gttcttcttt
tcaggcacat
accccctttg
aaatgcttaa
ggaacctcac

cattacgctt

ccactggcag
ttaaggctaa
gttcaaagag
gttttcagag
tcagataaaa
cagccccata
aatgcggtag
acaatgcgct
ttatgccggt
actatggcgt
gagcactgtc
ctatcgacta
aacgcatcac
ccaatcaaca
agggtttgtc
tgacggaaaa
ttcccacgga
tcgcectgtce
aaaattttcc
tttttgaatg
gacagcatcg
accaggttct
aagcccaact
ctgttaatca
gaactgattc
ccaaatagct
acgccatgta
ttcaaaaagc
cagaatatca
gtcctgcacc
caggagatgg
tcatttttac
gtccttctgt

tagtaattta
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cagccactgg
actgaaagga
ttggtagctc
caagagatta
tatttctaga
cgatataagt
tttatcacag
catcgtcatc
actgccgggc
gctgctagceg
cgaccgcttt
cgcgatcatg
gctgcaaaga
tgtacgacaa
acgcaaaaaa
caagtgattt
acccctatat
ctgtcgttca
agatttcacg
tgtcatttcc
gagctgatag
cacgtcacca
ttatgggggt
tcattctcag
gccagttcat
cccagccagc
aagtattcct
ttctgatatg
gccatagaaa
accttttgtg
aacattattt
gttccttatt
tagaatttta

tcaataaaat

taattgattt
caagttttgg
agagaacctt
cgcgcagacc
tttcagtgca
tgtaattctc
ttaaattgct
ctcggcaccg
ctcttgcggg
ctatatgcgt
ggccgccgcec
gcgaccacac
aactgactga
accttaaaat
tcacagattt
ccgtcaggga
gtgcccatat
tatccccctg
tagcgtaccg
tgtaacctac
ccagtttcct
ggcgacgtgt
cagttcagtg
ggatgtggtc
cgtttgatga
atatgtaatt
gcccecctcca
tgatttattg
gatataggtg
agttgcgatg
tttttaccag
tgatggaaat
ttagcacaaa

catttagata

1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180



caaacatcca
ttttatacat
cttgtagata
gggagtgtgc
ggatataatt
agataaattg
tggaagtgtt
acctgacaaa
cttttactat
aaaagagaat
tctttccatt
actaaaaaga
acaacctttt
caatatgcgg
aagttaaatg
gaaaatacca
gaggagattg
ggtgttttct
tcaggccccg
tctgatatca
cattatctgt
gtaaataatg
gagtttagta
atgatgcggg
atttttcaca
gaatctgatg
tttatatctg
aatagtccgg
ccccccatag
caaaatcctt
cataaaaaaa
tcaaatattt
gtatcagata

aataaactaa

taaactaatc
ttttctaatt
aattcagaag
aaaatgatcc
aatgatagtt
cttaaagaat
tctcgtaata
acattatata
agctggaata
aggctatact
atctttcatc
attcttaatt
tatagccact
gataaattat
atacttcaat
tcgttatget
ccagagtagt
gtatcctaat
ctctatttta
aatttttgaa
caggaaatcg
gtgagtttat
ttaccaaaaa
ataatagaaa
cacttaaaga
acagtgaaaa
ttaataaaaa
acgaaatccc
acgatgattt
cagaactttt
tagtagaatt
ccgcattcat
tgaaacttgc

ctccattcct

SequenzprotokoT1_TM529EP_ST25

aatctgcaaa agtggtcaaa tttagtacaa tattttggat

atttcagaat
ttttattatt
gttactgctt
tcagcatagt
tcccacaact
gtgacacttc
agtgttctct
ttgaaaaaaa
ccttgaatga
ttaatatttt
ccagaaatat
cttgggtgga
ctgttattgc
tagaattatt
caaaggaaaa
ggaagaaaaa
ttatcatttt
ttgtaaaaag
tccagatatg
aatagcaacc
aaaatttaat
gaacaattca
aatagcccta
atcaggtaac
gtattttgct
catcaacttt
tttgatattt
attatatcta
tggcattgat
ttccaatctc
taatacatcc
ctctgctcag

gcataaaaat

atttagccat
ccaattgagt
aaccagttat
gcctgacgca
atcttacttt
ttttcttgaa
atttaaacga
agggatggca
agagcatctt
taaatctgac
tgatgctcat
ggttggggga
agagatatag
ttctgtaaaa
gcagtttcaa
ggtgtttcag
aatgatctcc
aatatggata
acattcagtc
caggaatcac
aatcagttga
actatcgaca
ttattttccg
aaattctgcg
aaggaatact
aatgaaaaac
gaacagacag
tgtggtcacg
gcatatcgaa
aagggaaaga
aacggatgtt
ttttttgcaa

attatccagc
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caattaagaa
gtaaaggcat
agagaggatc
ggtagcttgc
tttgacagtg
gaacgctggt
tttatattat
tggattttca
atccggaaag
tgtcttacct
cttgttattg
caagttatca
ttatggaaat
cgctttctgce
atggcaaacc
aagtaataga
ttatagggaa
tttttgtttc
taaatataac
taatcactgg
aacctgtgct
gtatcattga
gaggattgga
cttatcattt
gttcaaaata
tttatttcaa
atgaagaagg
gtggagatca
gtcatggctt
gatataaaga
ctccagcaaa
ctgattatac

attatgctgg

aaaaatttag
aactacagga
ttgttatcct
taaaagaaag
aatatcatat
ttctaccaga
tactcaaagt
taagtaataa
aaattagtaa
attcatacgc
gtgtaaggac
atgatgctcc
atttaatgtc
cttccggaca
tgtatccaca
aaatttagat
aagcattcaa
ggataaaatt
aatggcagaa
catttacaaa
acttcgtgat
taatattgag
ttctgcatta
tttttctgat
tggagttgat
tttaaatcct
tgaaggtcag
tattttcgga
gatgtttatg
tatcatattt
gcaagagcac
aggaaaaatt

cttaccagtt

3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220



tttagtctat
tttggttcag
attctatccg
atattaggca
ctgacaatgg
caatccattg
atatttattc
catcattatc
tactgtctgg
acatgttttg
gtctacgtat
aaaatataac
cttcaaatga
tacaacttat
tgttttttct
cgtctctcag
ctgttgataa
atgaagatgc
aagttctttt
atattttagg
atatcattct
agtcaatgtc
cttcaatacc
ttagctatag
aaatgtattc
caggttacta
tcagtgatga
tggatacact
ttaaagttct
cacaccttat
cgcgactgtt
attatattaa
ttataaatat

atgaaggaaa

ttaaccagca
atattttctg
gtaaaaagga
ttaaccatat
aactaccata
attataaagg
attaatggat
atcgataatc
ctcattgtca
cgttatatct
taacatgcag
taacttgagt
catttatatt
ttccactatt
ctatattctg
aaaacacagc
catgatagca
tctcactcag
attgaactct
tgtgctgaat
tctttcaacg
tagcctggea
ttttctcaac
tgatgataaa
attaaccgga
taaaaattac
ggatttgaat
acgatttaat
taaactggca
aaacagaggc
tttgagaaaa
tgaatcagaa
tagtcaccga

tattgttgct

SequenzprotokoT1_TM529EP_ST25

ctttgatcgt
gaaaaaaacc
tgaactagtg
tgaattggaa
tatacttaac
ttaattatgg
gtaagaggta
atatctattt
aattttagtt
aataaagcaa
aaaaaaatgt
aaaaataatg
cttgtgagaa
gttgttgttt
gtatttgtaa
atggatatca
gctaaaaaga
gaaaacaatg
ttacttgctg
ggtgtagtta
ccagtggaaa
ggttttattc
atggagcgaa
aaaatactta
cccagtggtt
tttggagaca
gatgctattt
ctccggcetcg
aatctttctg
aataactatt
cctgcaataa
attttatcat
ataaatcttc

tctggccatt

tatcccgttc
aaacggtcat
aatacaataa
agcattttgt
ttataccgtc
aaagaaaaca
aatttttatt
caccattgat
atgaatatct
gtgttttttt
cgctaaagta
ctggatatac
atgtttccca
tatctacgaa
tttttaatac
ctcttaactc
ataatgcatt
ctcagaaaaa
taatattatt
gtatcggcca
atataggggc
aacgtcatgc
aattaaacct
attcagtcag
caggaaaatc
tttatctgaa
actacctaac
caaattacga
tcgtcaacaa
caggagggca
ttattattga
caataagaac
tggagtgttc
tcagggattt
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gttatgaagc
cttcacagct
aacagtcagg
atgaaaatac
tggcaaaatt
gaaaaactca
cttttccatg
tcttgcaaag
ggttttactt
atttatgata
tttgagagaa
aacgcaaagt
gaatatcctg
ggactggttt
cagactgact
ttatagtctg
aagacttatt
atactggtta
tggttctgta
cttcattatg
attgctaagt
cgagaataaa
gtccataaga
tcttgacctt
cacccttgta
tgatatatcc
acaagatgat
cgcgtcagaa
tgaaccagtg
aaaacaacga
tgaagccaca
tcattttcct
cgattgtgtt
gatggtcagc

gtttcaacga
aatattcaga
attaattgaa
gactacacgt
cattcaactt
ttatttaatt
ttattcatta
attacagatt
gcctgtttat
ctgcaaagta
ttgtataacg
cttaaccagg
tcacctgtta
tctgccggtg
ggcagtttag
ttatctgata
tctgaacgtt
ctcagttcta
ttcatatata
attacatcat
gagatcaggc
gccacatctc
gagctttcat
tttaccggaa
aaaataatat
ttacgtaata
tatattttta
aatgaaatat
agtctggata
atttcgttag
tcggctctgg
gatgcgttaa
tatgtattga

aatgaataca

5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360
6420
6480
6540
6600
6660
6720
6780
6840
6900
6960
7020
7080
7140
7200
7260



tatcgggact
ggagtcgctt
acatcccggc
taatcgttta
ttcggacacc
aaaaaatagt
cagtaagttc
caaactgaaa
tcagggactg
accgcgccaa
taacggattg
ctgtccggat
ggcaagccat
ggccatctgg
cgcggggeat
gacaggtgcc
cgatgatcgg
tcactggtcc
ccgacgcgct
ttatgattct
ggcaggtaga
taacttcgat
ggaacgggtt
gtcgcggtgc
cggattcacc
aaccaaccct
catctcgggc
gacccggcta
gcgaacgtga
cttcggttte
ttgcccgcaa
cgccatgagc
ctccttccgg

catgcaactc

ggcttctgtt
ggaaaacgga
aagctaagcc
gcttacttct
aaaaccgctg
cttaacgtgg
ataacggatt
caactgttct
caccgttctg
atcagaaagt
tcagtattga
gtcacatcgt
gcagaaagcg
tcgaccgatg
gactatcgtc
ggcagcgctc
cctgtcgett
cgccaccaaa
gggctacgtc
tctcgettec
tgacgaccat
cactggaccg
ggcatggatt
atggagccgg
actccaagaa
tggcagaaca
agcgttgggt
ggctggcggg
agcgactgct
cgtgtttcgt
cagagagtgg
ggcctcattt
tgggcgcggg
gtaggacagg

SequenzprotokoT1_TM529EP_ST25

actgaataaa
atttttccca
ccagaatgta
tccgcacatc
ttgtcccgece
tttattttcc
tcgtactcgce
cccatacgtg
gcggcageag
gccttactgg
ggctgtctgce
ccagggcttc
cctgtttgat
cccttgagag
gccgcactta
tgggtcattt
gcggtattcg
cgtttcggeg
ttgctggcgt
ggcggcatcg
cagggacagc
ctgatcgtca
gtaggcgcecg
gccacctcga
ttggagccaa
tatccatcgc
cctggcecacg
gttgccttac
gctgcaaaac
aaagtctgga
aaccaaccgg
cttattctga
gcatgactat

tgccggcagce

atatctgact
cgttaagaga
agggttgttc
cccttgegta
attctggcta
gaattccatg
cagcaaaaat
gatgagttaa
gtttactggc
tccacttcag
ccaggcctgt
cagcgtcagg
aatccagccc
ccttcaaccc
tgactgtctt
tcggcgagga
gaatcttgca
agaagcaggc
tcgcgacgeg
ggatgcccgce
ttcaaggatc
cggcgattta
ccctatacct
cctgaatgga
tcaattcttg
gtccgecatc
ggtgcgcatg
tggttagcag
gtctgcgacc
aacgcggaag
tgataccacg
gttacaacag
cgtcgccgeca

gcccaacagt

cctgctctgt
attgggttgc
gaaatgctct
aatgtacaga
ttcctgaaag
cggaccccaa
ccgtctgacc
cagaatgacc
cagtaccaga
ttccatcagc
acagcctgat
cgattacgct
cgggagcgtt
agtcagctcc
ctttatcatg
ccgctttegce
cgcccteget
cattatcgcc
aggctggatg
gttgcaggcc
gctcgcggcet
tgccgcctcg
tgtctgcctc
agccggeggc
cggagaactg
tccagcagcec
atcgtgctcc
aatgaatcac
tgagcaacaa
tcccctacgt
atactatgac
tccgcaccgc
cttatgactg

ccceceggeca

Seite 11

attcagaaag
acgagtggtt
gaccgtccgce
attgtacgat
ttatttgact
atagtctggc
tccctgggtt
ggcgcctgtg
aaatcatata
gaggcaccgg
ggtcgataac
cctcctccag
ccagtctggc
ttccggtggg
caactcgtag
tggagcgcga
caagccttcg
ggcatggcgg
gccttcccca
atgctgtcca
cttaccagcc
gcgagcacat
cccgegttge
acctcgctaa
tgaatgcgca
gcacgcggeg
tgtcgttgag
cgatacgcga
catgaatggt
gctgctgaag
tgagagtcaa
tgtccggtag
tcttctttat

cggggcctgc

7320
7380
7440
7500
7560
7620
7680
7740
7800
7860
7920
7980
8040
8100
8160
8220
8280
8340
8400
8460
8520
8580
8640
8700
8760
8820
8880
8940
9000
9060
9120
9180
9240
9300



caccataccc
atgctgctgg
atcaggctct
gcctgagcaa
aataaaccgg
acgaccgggt
aggcgtagca
ctgccactca
acagacggca
atatttgccc
aaaactggtg
tttagggaaa
aaactgccgg
atggaaaacg
tgccatacg
<210> 5
<211> 21
<212> PRT
<213>
<220>
<223>

<220>
<221>
<222>
<223>

<400> 5

acgccgaaac
ctaccctgtg
gggaggcaga
actggcctca
taaaccagca
cgaatttgct
ccaggcgttt
tcgcagtact
tgatgaacct
atggtgaaaa
aaactcaccc
taggccaggt
aaatcgtcgt

gtgtaacaag

MccJ25 sequence

MISC_FEATURE
(..
Peptide sequence of MccJ25

. (21)

SequenzprotokoT1_TM529EP_ST25

aagcgccctg
gaacacctac
ataaatgatc
ggcatttgag
atagacataa
ttcgaatttc
aagggcacca
gttgtaattc
gaatcgccag
cgggggcgaa

agggattggc
tttcaccgta

ggtattcact

ggtgaacact

Artificial Sequence

caccattatg
atctgtatta
atatcgtcaa
aagcacacgg
gcggctattt
tgccattcat
ataactgcct
attaagcatt
cggcatcagc
gaagttgtcc
tgagacgaaa
acacgccaca
ccagagcgat

atcccatatc

ttccggatct
acgaagcgct
ttattacctc
tcacactgct
aacgaccctg
ccgcttatta
taaaaaaatt
ctgccgacat
accttgtcgc
atattggcca
aacatattct
tcttgcgaat
gaaaacgttt

accagctcac

gcatcgcagg
aaccgttttt
cacggggaga
tccggtagtc
ccctgaaccg
tcacttattc
acgccccgec
ggaagccatc
cttgcgtata
cgtttaaatc
caataaaccc
atatgtgtag
cagtttgctc

cgtctttcat

Gly Gly Ala Gly His val Pro Glu Tyr Phe val Gly Ile Gly Thr Pro
1 5 10 15

Ile Ser Phe Tyr Gly
20

<210> ©

<211> 11
<212> PRT
<213>

<220>
<223>

<220>
<221>
<222>
<223>

MISC_FEATURE
(L.

Mass spectrometric analysis: C-terminal y-series of MccJ25: yll

. (11)

Artificial Sequence

yll fragment ion of Mccl25
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9360
9420
9480
9540
9600
9660
9720
9780
9840
9900
9960
10020
10080
10140
10149



SequenzprotokoT1_TM529EP_ST25
fragment ion

<400> 6

val Gly Ile Gly Thr Pro Ile Ser Phe Tyr Gly
1 5 10
<210> 7

<211> 8

<212> PRT

<213> Artificial Sequence

<220>

<223> y8 fragment ion of Mccl25

<220>

<221> MISC_FEATURE

<222> (1..(8)

<223> Mass spectrometric analysis: C-terminal y-series of Mccl25: y8
fragment ion

<400> 7
Gly Thr Pro Ile Ser Phe Tyr Gly
1 5

<210> 8

<211> 7

<212> PRT

<213> Artificial Sequence
<220>

<223> y7 fragment ion of Mccl25

<220>

<221> MISC_FEATURE

<222> (..

<223> Mass spectrometric analysis: C-terminal y-series of Mccl25: y7
fragment ion

<400> 8

Thr Pro Ile Ser Phe Tyr Gly
1 5

<210> 9

<211> 6

<212> PRT

<213> Artificial Sequence
<220>

<223> y6 fragment ion of Mccl25

<220>

<221> MISC_FEATURE

<222> (D..(®)

<223> Mass spectrometric analysis: C-terminal y-series of MccJ25: y6
fragment ion

<400> 9

Pro IT1e Ser Phe Tyr Gly
Seite 13



<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

SequenzprotokoT1_TM529EP_ST25

10

5

PRT

Artificial Sequence

y5 fragment ion of Mccl25

MISC_FEATURE

(D..(5) ) ] ] ]

Mass spectrometric analysis: C-terminal y-series of MccJ25: y5
fragment ion

10

Ile Ser Phe Tyr Gly
5

11

4

PRT

Artificial Sequence

C-terminal y-series of MccJ25: y4 fragment ion

MISC_FEATURE
(D..4

Mass spectrometric analysis: C-terminal y-series of MccJ25: y4
fragment ion

11

Ser Phe Tyr Gly
1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

12

3

PRT

Artificial Sequence

C-terminal y-series of MccJ25: y3 fragment ion

MISC_FEATURE

(1. 3) | | | |

Mass spectrometric analysis: C-terminal y-series of MccJ25: y3
fragment ion

12

Phe Tyr Gly
1

<210>
<211>

13
15
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SequenzprotokoT1_TM529EP_ST25

<212> PRT
<213> Artificial Sequence
<220>

<223> N-terminal b-series of MccJ25: bl5 fragment ion

<220>

<221> MISC_FEATURE

<222> (..(15

<223> Mass spectrometric analysis: N-terminal b- and a-series (-H20) of
Mccl25: bl5 fragment ion

<400> 13
Gly Gly Ala Gly His val Pro Glu Tyr Phe val Gly Ile Gly Thr
1 5 10 15

<210> 14

<211> 14

<212> PRT

<213> Artificial Sequence
<220>

<223> N-terminal b-series of MccJ25: bl4 fragment ion

<220>

<221> MISC_FEATURE

<222> (1)..(14)

<223> Mass spectrometric analysis: N-terminal b- and a-series (-H20) of
Mccl25: bl4 fragment ion

<400> 14

Gly Gly Ala Gly His val Pro Glu Tyr Phe val Gly Ile Gly
1 5 10

<210> 15

<211> 13

<212> PRT

<213> Artificial Sequence

<220>

<223> N-terminal b-series of MccJ25: bl3 fragment ion

<220>

<221> MISC_FEATURE

<222> (1)..(13)

<223> Mass spectrometric analysis: N-terminal b- and a-series (-H20) of
Mccl25: bl3 fragment ion

<400> 15
Gly Gly Ala Gly His val Pro Glu Tyr ige val Gly Ile
1 5

<210> 16

<211> 12

<212> PRT

<213> Artificial Sequence
<220>

<223> N-terminal b-series of MccJ25: bl2 fragment ion
Seite 15



SequenzprotokoT1_TM529EP_ST25

<220>

<221> MISC_FEATURE

<222> (1..(12)

<223> Mass spectrometric analysis: N-terminal b- and a-series (-H20) of
Mccl25: bl2 fragment ion

<400> 16

Gly Gly Ala Gly His val Pro Glu Tyr Phe val Gly
1 5 10

<210> 17

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<223> N-terminal b-series of MccJ25: bll fragment ion

<220>

<221> MISC_FEATURE

<222> (D..(1D

<223> Mass spectrometric analysis: N-terminal b- and a-series (-H20) of
MccJ25: bll fragment ion

<400> 17
Gly Gly Ala Gly His val Pro Glu Tyr Phe val
1 5 10

<210> 18

<211> 10

<212> PRT

<213> Artificial Sequence
<220>

<223> N-terminal b-series of MccJ25: bl0 fragment ion

<220>

<221> MISC_FEATURE

<222> (1)..(10)

<223> Mass spectrometric analysis: N-terminal b- and a-series (-H20) of
Mccl25: bl0 fragment ion

<400> 18

Gly Gly Ala Gly His val Pro Glu Tyr Phe
1 5 10
<210> 19

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> N-terminal b-series of MccJ25: b9 fragment ion

<220>
<221> MISC_FEATURE
<222> (1D..(9
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<223>

<400>

~ Sequenzprotokol1_TM529EP_ST25
Mass spectrometric analysis: N-terminal b- and a-series (-H20) of
Mccl25: b9 fragment ion

19

g]y Gly Ala Gly His val Pro Glu Tyr
5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

20

8

PRT

Artificial Sequence

N-terminal b-series of MccJ25: a8 fragment ion

MISC_FEATURE

(1..(8) ) _ _ _

Mass spectrometric analysis: N-terminal b- and a-series (-H20) of
MccJ25: a8 fragment ion

20

Gly Gly Ala Gly His val Pro Glu
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

21
21
PRT
Artificial Sequence

Sterically Tinked b+y-series of Mcc325: bl5 + y4 fragment ions

MISC_FEATURE

1) .. @D | | | | |

Mass spectrometric analysis: sterically linked b+y-series of
Mccl25, bl5 + y4 ion. Xaal represents P (=Pro), Xaa2 represents I
(= 11e). Xaal and Xaa2 do not form part of the bl5 + y4 fragment
ion.

21

Gly Gly Ala Gly His val Pro Glu Tyr Phe val Gly Ile Gly Thr Xaa
1 5 10 15

Xaa Ser Phe Tyr Gly
20

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>

22

21

PRT

Artificial Sequence

Sterically Tinked b+y-series of Mcc325: bl3 + y4 fragment ions

MISC_FEATURE
Seite 17



<222>
<223>

<400>

SequenzprotokoT1_TM529EP_ST25
(D..21) _ _ _ _ _
Mass spectrometric analysis: sterically linked b+y-series of
MccJ25, bl3 + y4 ion. Xaal represents G (= Gly), Xaa2 represents
T (Thr), Xaa3 represents P (=Pro), Xaad4 represents I (= Ile).
Xaal to Xaad4 do not form part of the bl3 + y4 fragment ion.

22

Gly Gly Ala Gly His val Pro Glu Tyr Phe val Gly Ile Xaa Xaa Xaa
1 5 10

15

Xaa Ser Phe Tyr Gly
20

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

23

21

PRT

Artificial Sequence

Sterically Tinked b+y-series of Mcc325: bl2 + y4 fragment ions

MISC_FEATURE

1) .. @D | | | | |

Mass spectrometric analysis: sterically linked b+y-series of
MccJ25, bl2 + y4 ion. Xaal = Ile, Xaa2 = Gly, Xaa3 = Thr, Xaa4d
=Pro, Xaa5 (= Ile). Xaal to Xaa5 do not form part of the bl2 + y4
fragment ion.

23

g]y Gly Ala Gly His val Pro Glu Tyr Phe val Gly Xaa Xaa Xaa Xaa
5 10

15

Xaa Ser Phe Tyr Gly
20

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

24

21

PRT

Artificial Sequence

Sterically Tinked b+y-series of Mcc325: bll + y4 fragment ion

MISC_FEATURE

(D..21) _ _ _ _ _

Mass spectrometric analysis: sterically linked b+y-series of
MccJ25, bll + y4 ion. Xaal = Gly, Xaa2 = Ile, Xaa3 = Gly, Xaad =
Thr, Xaa5 =Pro, Xaa6 (= ITe). Xaal to Xaa6 do not form part of
the bll + y4 fragment ion.

24

Gly Gly Ala Gly His val Pro Glu Tyr Phe val Xaa Xaa Xaa Xaa Xaa
1 5 10

15

Xaa Ser Phe Tyr Gly
20
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SequenzprotokoT1_TM529EP_ST25

<210> 25

<211> 21

<212> PRT

<213> Artificial Sequence
<220>

<223> Sterically linked b+y-series of MccJ25: b1l0 + y4 fragment ions

<220>

<221> MISC_FEATURE

<222> (1)..(Q21)

<223> Mass spectrometric analysis: sterically linked b+y-series of
Mccl25, bl0 + y4 ion. Xaal = val, Xaa2 = Gly, Xaa3 = Ile, Xaa4d =
Gly, Xaa5 = Thr, Xaa6b =Pro, Xaa7 (= Ile). Xaal to Xaa7 do not
form part of the bl0 + y4 fragment ion.

<400> 25
Gly Gly Ala Gly His val Pro Glu Tyr Phe Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10 15

Xaa Ser Phe Tyr Gly
20

<210> 26

<211> 21

<212> PRT

<213> Artificial Sequence
<220>

<223> Sterically linked b+y-series of Mccl25: b9 + y4 fragment ions

<220>

<221> MISC_FEATURE

<222> (1)..(Q21)

<223> Mass spectrometric analysis: sterically linked b+y-series of
Mccl25, b9 + y4 ion. Xaal = Phe, Xaa2 = val, Xaa3 = Gly, Xaa4d =
Ile, Xaa5 = Gly, Xaa6b = Thr, Xaa7 =Pro, Xaa8 (= Ile). Xaal to
Xaa8 do not form part of the b9 + y4 fragment ion.

<400> 26
Gly Gly Ala Gly His val Pro Glu Tyr Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10 15

Xaa Ser Phe Tyr Gly
20

<210> 27

<211> 21

<212> PRT

<213> Artificial Sequence
<220>

<223> Sterically linked b+y-series of Mcc 325: bll + y6 fragment ions

<220>
<221> MISC_FEATURE
<222> (1)..(2L)
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<223>

<400>

SequenzprotokoT1_TM529EP_ST25
Mass spectrometric analysis: sterically linked b+y-series of
MccJ25, bll + y6 ion. Xaal = Gly, Xaa2 = Ile, Xaa3 = Gly, Xaa4
= Thr. Xaal to Xaa4 do not form part of the bll + y6 fragment
ion.

27

g]y Gly Ala Gly His val Pro Glu Tyr Phe val Xaa Xaa Xaa Xaa Pro
5 10

Ile Ser Phe Tyr Gly
20

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

28

21

PRT

Artificial Sequence

Sterically Tinked b+y-series of Mcc325: bl0 + y6 fragment ions

MISC_FEATURE

(D..21) _ _ _ _ _

Mass spectrometric analysis: sterically linked b+y-series of
MccJ25, bl0 + y6 ion. Xaal = val, Xaa2 = Gly, Xaa3 = Ile, Xaad
= Gly, Xaa5 = Thr. Xaal to Xaa5 do not form part of the bl0 + y6
fragment ion.

28

Gly Gly Ala Gly His val Pro Glu Tyr Phe Xaa Xaa Xaa Xaa Xaa Pro
1 5

10 15

Ile Ser Phe Tyr Gly
20

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

29
21
PRT
Artificial Sequence

Sterically Tinked b+y-series of Mcc325: b9 + y6 fragment ions

MISC_FEATURE

1) .. @D | | | | |

Mass spectrometric analysis: sterically linked b+y-series of
Mccl25, b9 + y6 ion. Xaal = Phe, Xaa2 = val, Xaa3 = Gly, Xaad =
ITe, Xaa5 = Gly, Xaa6 = Thr. Xaal to Xaa6 do not form part of
the b9 + y6 fragment ion.

29

g]y Gly Ala Gly His val Pro Glu Tyr Xaa Xaa Xaa Xaa Xaa Xaa Pro
5 10

Ile Ser Phe Tyr Gly
20
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<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<300>
<308>
<309>
<313>

<400>

SequenzprotokoT1_TM529EP_ST25

30
21
PRT
Artificial Sequence

MccJ25 RGD sequence

MISC_FEATURE
(1..C2L)
Peptide sequence of MccJ25 RGD

BMRB 21000
2010-10-26
(L..C2L

30

Gly Gly Ala Gly His val Pro Glu Tyr Phe val Arg Gly Asp Thr Pro
1 5

10 15

Ile Ser Phe Tyr Gly
20

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

31

12

PRT

Artificial Sequence

C-terminal y-series of MccJ25 RGD: yl2 fragment ion

MISC_FEATURE
(L..(12)

Mass spectrometric analysis: C-terminal y-series of MccJ25 RGD:
y1l2 fragment ion

31

Phe val Arg Gly Asp Thr Pro Ile Ser Phe Tyr Gly
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

32

11

PRT

Artificial Sequence

C-terminal y-series of MccJ25 RGD: yll fragment ion

MISC_FEATURE

(D..1D _ _ _ _

Mass spectrometric analysis: C-terminal y-series of MccJ25 RGD:
yll fragment ion

32
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SequenzprotokoT1_TM529EP_ST25

val Arg Gly Asp Thr Pro Ile Ser Phe Tyr Gly
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

33

10

PRT

Artificial Sequence

C-terminal y-series of MccJ25 RGD: yl0 fragment ion

MISC_FEATURE
(1 ..(10)

Mass spectrometric analysis: C-terminal y-series of MccJ25 RGD:
y1l0 fragment ion

33

Arg Gly Asp Thr Pro Ile Ser Phe Tyr Gly
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

34

7

PRT

Artificial Sequence

C-terminal y-series of MccJ25 RGD: y7 fragment ion

MISC_FEATURE

(1..) _ _ _ _

Mass spectrometric analysis: C-terminal y-series of MccJ25 RGD:
y7 fragment ion

34

Thr Pro Ile Ser Phe Tyr Gly
1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

1

<210>

5

35

6

PRT

Artificial Sequence

C-terminal y-series of MccJ25 RGD: y6 fragment ion

MISC_FEATURE
(D..(6)

Mass spectrometric analysis: C-terminal y-series of MccJ25 RGD:
y6 fragment ion

35

Pro IT1e Ser Phe Tyr Gly
5

36
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SequenzprotokoT1_TM529EP_ST25

<211> 4

<212> PRT

<213> Artificial Sequence
<220>

<223> C-terminal y-series of MccJ25 RGD: y4 fragment ion

<220>

<221> MISC_FEATURE

<222> (1)..d

<223> Mass spectrometric analysis: C-terminal y-series of MccJ25 RGD:
y4 fragment ion

<400> 36

Ser Phe Tyr Gly

1

<210> 37

<211> 3

<212> PRT

<213> Artificial Sequence
<220>

<223> C-terminal y-series of MccJ25 RGD: y3 fragment ion

<220>

<221> MISC_FEATURE

<222> (D..(3)

<223> Mass spectrometric analysis: C-terminal y-series of MccJ25 RGD:
y3 fragment ion

<400> 37
Phe Tyr Gly
1

<210> 38

<211> 15

<212> PRT

<213> Artificial Sequence
<220>

<223> N-terminal b-series of MccJ25 RGD: bl5 fragment ion

<220>

<221> MISC_FEATURE

<222> (..(15

<223> Mass spectrometric analysis: N-terminal b- and a-series (-H20) of
MccJ25 RGD: bl5 fragment dion

<400> 38

Gly Gly Ala Gly His val Pro Glu Tyr Phe val Arg Gly Asp Thr
1 5 10 15
<210> 39

<211> 14

<212> PRT

<213> Artificial Sequence

<220>
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SequenzprotokoT1_TM529EP_ST25
<223> N-terminal b-series of MccJ25 RGD: bl4 fragment ion

<220>

<221> MISC_FEATURE

<222> (1)..(14)

<223> Mass spectrometric analysis: N-terminal b- and a-series (-H20) of
MccJ25 RGD: bl4 fragment ion

<400> 39
Gly Gly Ala Gly His val Pro Glu Tyr ige val Arg Gly Asp
1 5

<210> 40

<211> 13

<212> PRT

<213> Artificial Sequence

<220>
<223> N-terminal b-series of MccJ25 RGD: bl3 fragment ion

<220>

<221> MISC_FEATURE

<222> (1)..(13)

<223> Mass spectrometric analysis: N-terminal b- and a-series (-H20) of
MccJ25 RGD: bl3 fragment ion

<400> 40
Gly Gly Ala Gly His val Pro Glu Tyr Phe val Arg Gly
1 5 10

<210> 41

<211> 12

<212> PRT

<213> Artificial Sequence

<220>
<223> N-terminal b-series of MccJ25 RGD: bl2 fragment ion

<220>

<221> MISC_FEATURE

<222> (1..(12)

<223> Mass spectrometric analysis: N-terminal b- and a-series (-H20) of
MccJ25 RGD: bl2 fragment ion

<400> 41

Gly Gly Ala Gly His val Pro Glu Tyr ige val Arg
1 5

<210> 42

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> N-terminal b-series of MccJ25 RGD: bll fragment ion

<220>
<221> MISC_FEATURE
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<222>
<223>

<400>

<210>
<211>
<212>

SequenzprotokoT1_TM529EP_ST25
(D..(11) _ _ _ _
Mass spectrometric analysis: N-terminal b- and a-series (-H20) of
MccJ25 RGD: bll fragment ion

42
Gly Gly Ala Gly His val Pro Glu Tyr Phe val
1 5 10

43

10

PRT

Artificial Sequence

<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

N-terminal b-series of MccJ25 RGD: bl0 fragment ion

MISC_FEATURE
(1 ..(10)

Mass spectrometric analysis: N-terminal b- and a-series (-H20) of
MccJ25 RGD: bl0 fragment dion

43

Gly Gly Ala Gly His val Pro Glu Tyr Phe
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

44
9

PRT

Artificial Sequence

N-terminal b-series of MccJ25 RGD: b9 fragment ion

MISC_FEATURE

(1)..(9) . . . .

Mass spectrometric analysis: N-terminal b- and a-series (-H20) of
MccJ25 RGD: b9 fragment dion

44

Gly Gly Ala Gly His val Pro Glu Tyr
1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

5

45

8

PRT

Artificial Sequence

N-terminal b-series of MccJ25 RGD: a8 fragment ion

MISC_FEATURE
(1..(8

Mass spectrometric analysis: N-terminal b- and a-series (-H20) of
MccJ25 RGD: a8 fragment ion

45
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g]y Gly Ala Gly His val Pro Glu
5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

46
21
PRT
Artificial Sequence

Sterically linked b+y-series of MccJ25 RGD: bl4 + y4 fragment
ions

MISC_FEATURE

1) .. @D | | | | |

Mass spectrometric analysis: sterically linked b+y-series of
MccJ25 RGD, bl4 + y4 dion. Xaal = Thr, Xaa2 = Pro, Xaa3 = Ile. (=
ITe). Xaal to Xaa3 do not form part of the bl4 + y4 fragment ion.

46

Gly Gly Ala Gly His val Pro Glu Tyr Phe val Arg Gly Asp Xaa Xaa
1

5 10 15

Xaa Ser Phe Tyr Gly

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

20
47
21
PRT
Artificial Sequence

Sterically linked b+y-series of MccJ25 RGD: bll + y4 fragment
ions

MISC_FEATURE

(D). @D | | | | |
Mass spectrometric analysis: sterically linked b+y-series of
MccJ25 RGD, bll + y4 idon.

Xaal = Arg, Xaa2 = Gly, Xaa 3 = Asp, Xaad4 = Thr, Xaa5 = Pro, Xaab
= Ile. (= Ile). Xaal to Xaab do not form part of the bll + y4

47

Gly Gly Ala Gly His val Pro Glu Tyr Phe val Xaa Xaa Xaa Xaa Xaa
1

5 10 15

Xaa Ser Phe Tyr Gly

<210>
<211>
<212>
<213>

<220>

20
48
21
PRT
Artificial Sequence
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<223>

<220>
<221>
<222>
<223>

<400>

SequenzprotokoT1_TM529EP_ST25
Sterically linked b+y-series of MccJ25 RGD: bl0 + y4 fragment
ions

MISC_FEATURE

(D..21) _ _ _ _ _

Mass spectrometric analysis: sterically linked b+y-series of
Mccl25 RGD, bl0 + y4 ion. X aal = val, Xaa2 = Arg, Xaa3 = Gly,
Xaad4 = Asp, Xaa5 = Thr, Xaab = Pro, Xaa7 = Ile. (= Ile). Xaal to
Xaa7 do not form part of the bl0 + y4 fragment ion.

48

Gly Gly Ala Gly His val Pro Glu Tyr Phe Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10

15

Xaa Ser Phe Tyr Gly
20

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

49
21
PRT
Artificial Sequence

Sterically Tinked b+y-series of MccJ25 RGD: b9 + y4 fragment ions

MISC_FEATURE

1) .. @D | | | | |

Mass spectrometric analysis: sterically linked b+y-series of
Mccl25 RGD, b9 + y4 ion. Xaal = Phe, Xaa2 = val, Xaa3 = Arg, Xaad
= Gly, Xaa5 = Asp, Xaab = Thr, Xaa7 = Pro, Xaa8 = Ile. (= Ile).
Xaal to Xaa8 do not form part of the b9 + y4 fragment ion.

49

Gly Gly Ala Gly His val Pro Glu Tyr Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5

15

Xaa Ser Phe Tyr Gly
20

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

50
21
PRT
Artificial Sequence

Sterically Tinked b+y-series of MccJ25 RGD: b8 + y4 fragment ions

MISC_FEATURE

(D..21) _ _ _ _

Mass spectrom. analysis: sterically Tinked b+y-series of Mccl25
RGD, b8 + y4 ion. Xaal = Tyr, Xaa2 = Phe, Xaa3 = val, Xaa4d4 =
Arg, Xaa5 = Gly, Xaab = Asp, Xaa7 = Thr, Xaa8 = Pro, Xaa9 = Ile.
(= 11e). Xaal to Xaa9 do not form part of the b8 + y4 fragment

50
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Gly Gly Ala Gly His val Pro Glu Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5

Xaa Ser Phe Tyr Gly
20

<210> 51

<211> 21

<212> PRT

<213> Artificial Sequence

<220>

<223> Sterically Tinked b+y-series of MccJ25 RGD: bll + y6 fragment
ions

<220>

<221> MISC_FEATURE

<222> (..

<223> Mass spectrom. analysis: sterically linked b+y-series of Mcc]25
RGD, bll + y6 ion. Xaal = Arg, Xaa2 = Gly, Xaa3 = Asp, Xaa4d =
Thr . Xaal to Xaad4 do not form part of the bll + y6 fragment ion.

<400> 51
Gly Gly Ala Gly His val Pro Glu Tyr Phe val Xaa Xaa Xaa Xaa Pro
1 5 10 15

Ile Ser Phe Tyr Gly
20

<210> 52

<211> 21

<212> PRT

<213> Artificial Sequence

<220>

<223> Sterically Tlinked b+y-series of MccJ25 RGD: bl0 + y6 fragment
ions

<220>

<221> MISC_FEATURE

<222> (1)..(Q21)

<223> Mass spectrometrical analysis: sterically linked b+y-series of
Mccl25 RGD, bl0 + y6 ion. Xaal = val, Xaa2 = Arg, Xaa3 = Gly,
Xaa4 = Asp, Xaa5 = Thr . Xaal to Xaa5 do not form part of the bl0
+ y6 fragment ion.

<400> 52
Gly Gly Ala Gly His val Pro Glu Tyr Phe Xaa Xaa Xaa Xaa Xaa Pro
1 5 10 15

Ile Ser Phe Tyr Gly
20

<210> 53
<211> 21
<212> PRT

<213> Artificial Sequence
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<220>
<223>

<220>
<221>
<222>
<223>

<400>

SequenzprotokoT1_TM529EP_ST25

Sterically Tinked b+y-series of MccJ25 RGD: b9 + y6 fragment ions

MISC_FEATURE

(D..21) ) ) ) ) )

Mass spectrometrical analysis: sterically linked b+y-series of
Mccl25 RGD, b9 + y6 ion. Xaal = Phe, Xaa2 = val, Xaa3 = Arg,
Xaad = Gly, Xaa5 = Asp, Xaa6 = Thr . Xaal to Xaa6 do not form
part of the b9 + y6 fragment ion.

53

Gly Gly Ala Gly His val Pro Glu Tyr Xaa Xaa Xaa Xaa Xaa Xaa Pro
1 5

10 15

Ile Ser Phe Tyr Gly
20

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

1

54

7

PRT

Artificial Sequence

Sequence of Protein Pl

MISC_FEATURE
(1).. (D) _
Sequence of Protein P1l. Xaal = Ac-Phe; Xaa2 = Pro-NH2.

54

Xaa val Arg Gly Asp Thr Xaa
5
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